GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

1572. .1637, 2916. .3741 

31008 
64219 
1385 

OJ990909_14 . 9A28.C9.ol.gp 
2919 

62315JL.R1084 
2919. .3176 

1 4176420/dbj |BAA37167| 2.0e-ll 
[Arabidopsis thaliana] 1 

31008 
64220 
13130 

OJ990909_14 . 9A28 .C9.o3.tm 
2902 
none 

2902. .3228, 2913. .3221 

31008 
64220 
13130 

OJ99090 9_14 . 9A28.C9.ol.tc 
2914 
none 



Score .51 



Seq. ID OJ990909_14. 9A28.C9 

Strand + 

End 3772 

Method AAT/GAP 

End * 3176 

Score 475 

(AB008097) cytochrome P450 



Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990909_14.9A28.C9 
19984 

TBLASTX: Maize 

3228 

450 



OJ990909_14 . 9A28.C9 
19984 

TBLASTX: Cress 

3675 

120 



2914. .3051, 3103. .3228, 3312. .3416, 3331. .3633, 3456. .3611, 
3643. .3675 



Seq. No. 31008 

Gene No. 64220 

Start 13130 

Name OJ990909_14 . 9A28 . C9 . o2 . ts 

Start 3103 

GI none 
Exons 



OJ990909_14.9A28.C9 
19984' 

TBLASTX: Soybean 
3675 
87 

3103. .3228, 3331. .3633, 3375. .3416, 3376. .3516, 3456. .3611, 
3643... 3675 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 31008 ' Seq. ID 

Gene No. 64220 Strand 

Starf 13130 . " . ~ . End 

Name OJ990909_14 . 9A28 . C9 . o2 . tm Method 

Start .334 9 ... End 

GI none Score 

Exons 3349.. 3744, 3351.. 3743 



OJ990909_14.9A28.C9 

1998.4 ; . . 
TBLASTX: Maize 
37 4 4 
631 



Seq. No. 31008 Seq. ID 

Gene No. 64220 Strand 

Start 13130 End 

Name OJ990909_14 . 9A28 . C9 . o2 . tw Method 

Start 3474 End 

GI none Score 

Exons 3474.. 3641, 3475.. 3642 



OJ990909JL4 . 9A28.C9 
19984 

TBLASTX: Wheat 

3642 

182 



Seq. No. 
Gene No. 



31008 
64220 



Seq. ID 
Strand 



OJ990909 14.9A28.C9 



31001 



BEST AVAILABLE COPY 



Start 
Name 
Start 
GI 

Exons 



13130 End 19984 

OJ990909_14 . 9A28 . C9 . o4 . gs Method GENSCAN 

13130 End 19972 

none Score . 69 

13130. .13241, 13940. .14290, 14 800 .. 15023 , 17843. 

18213. .18685, 19061 .. 19556, 19699 .. 197 19, 19900. 



17975, 
19972 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31008 
64220 
13130 

OJ990909_14 . 9A28.C9.o3.gp 
17459 

41718_1.R1084 

174 59. .17975, 18213. .18334 
■ 4539009/emb|CAB39630. 1 | 1. 
[Arabidopsis thaliana] 1 

31008 
64220 
13130 

OJ990909_14 . 9A28 . C9 . o5 . tm 

17497 

none 

174 97. . 17520, 17576. .17617, 
17702. .17887, 17718. .17894, 



Seq. ID 

Strand 

End 

Method 
'End 
Score 



OJ990909_14.9A28.C9 

19984 
AAT/GAP 
18334 
1179 ' 



Oe-15 (AL049481) putative protein 



Seq. ID 

Strand 
End 

Method 
End 
Score 

17631 

17718 



OJ990909 14.9A28.C9 



19984 

TBLASTX: Maize 
17894 
42 

17654, 17687. . 17893, 
17894 



Seq. No. 31008 
Gene No. 64220 
Start 13130 

Name OJ990909_14 . 9A28 . C9 . ol . ts 

Start 17693 
GI none 
Exons 17693. 

17816. 

18212. 



17791, 17718. .17789, 
17977, 17823. .17975, 
18601, 18277.. 18585 



Seq. ID 
Strand 
End 

Method 

End 

Score 
17805. .17975, 17810 
18210. .18536, 18210 



OJ990909 14.9A28.C9 



19984 

TBLASTX: Soybean 
18601 
52 

17974, 
18587, 



Seq. No. 31008 

Gene No. 64220 

Start 13130 

Name OJ990909_14 . 9A28 . C9 . o2 . tc 

Start 17867 

GI none " ' 

Exons 17867. . 17968, 1787 9 17950, 
- 18219. . 18596, 18499.. 18621 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990909_14 . 9A28 .C9 
19984 

TBLASTX: Cress 
18621 

59 - ■ . " ■ 



17 923. .17 982, 18218. .18592, 



Seq. No.- 31008 

Gene No. 64220 

Start 13130 

Name ... OJ990909_14 . 9A28 . C9 . o2 . np 

Start 17878 

GI 4539009 

Exons 17878. . 17975, 18213 .. 1884 5, 
19699. .19762 

GI Descrip. (AL049481) putative protein [Arabidopsis thaliana] 



Seq. No. 
Gene No. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990909__14.9A28.C9 

19984 
AAT/NAP 
19762 
827 



18884 . . 19302, 194 4 1 . . 1 954 2 , 



31008 
64220 



Seq. ID 
Strand 



OJ990909 14.9A28.C9 



31002 



Start 
Name 
Start 
GI 

Exons 



13130 End 

OJ990 90 9_1 4 . 9A28 . C9 . o4 . tm Method 

18151 End 

none Score 



19984 

TBLASTX: Maize 

18581 

124 



18151. .18441, 18205. .18576, 18209 .. 18580 , 18210. .18581 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31008 
64220 
13130 

OJ990909_14 . 9A28 .C9.ol.tw 

18443 

none 



Seq. ID OJ990909_14.9A28.C9 
Strand 

End 19984 

Method TBLASTX : Wheat 

End 18827 

Score 200 



18443. .18775, 184 55 .. 18775, 184 95 .. 18776, 18 631 .. 18777 , 
18789. .18827 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31008 
64220 
13130 
OJ990909 
18581 
none 
18581 
19026 
19700 
19898 



14 . 9A28.C9.ol.tm 



18775, 
19556, 
19759, 
19984, 



18581. 
19212. 
19884. 
19898. 



.18775, 
.19550, 
.19976, 
,19975 



Seq. ID 
Strand 
End 

Method 

End 

Score 
18582. .18776, 
19689. .19754, 



OJ990909 14.9A28.C9 



19984 

TBLASTX: Maize 
19984 
243 

19025. .19549, 
19700. .19762, 



19887. . 19973, 19888 .. 1 9980, 



Seq. No. 31008 

Gene No. 64220 

Start 13130 

Name OJ990909_14 . 9A28 . C9 . o3 . ts 

Start 18677 

GI none 

Exons 18677. .18775, 18 67 9 .. 18777 , 
1902 6. .192 68, 19216. .19269 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990909_14 . 9A28.C9 
19984 

TBLASTX: Soybean 

19269 

78 



18710. .18775, 19025. .19267, 



Seq. No. 31009 Seq. ID 

Gene No. 64221 . Strand 

Start 136 ' End 

Name OJ99031 9__09 . 9A06 . CI . ol . gs Method 

Start 136 End 

GI none Score 

Exons 136. .198 ' 



OJ990319_09. 9A06.C1 
198 

GENSCAN 

198 

.64 



Seq. No. 31010 Seq. ID 

Gene No. 64222 Strand 

Start 126 End 

Name OJ990319__09 . 9A06 . C3 . ol . gs Method 

Start 126 End 

GI none Score 

Exons 126. . 238 



OJ990319_09. 9A06.C3 
238 

GENSCAN 
238 
-.64 " 



Seq. No. 
Gene No. 
Start 

Start 
GI 



31011 
64223 



5726238 



Seq. ID OJ990319_09. 9A06.C4 

Strand + 

End 339 

Method AAT/NAP 

End 238 

Score 288 



31003 




Exons 1..238 

GI Descrip. (AF123881) gag polyprotein [multiple sclerosis associated 
retrovirus element] 



Seq. No. 


31011 








Seq. ID 


OJ990319 09.9A06 


. C4 


Gene No. 


64223 








Strand 


+ 




Start 


1 








End 


339 




Name 


OJ990319 


09 


. 9A06.C4 


. ol . gs 


Method 


GENSCAN 




Start 


31 








End 


339 




GI 


none 








Score 


. 63 




Exons 


31. .339 














Seq. No. 


31012 








Seq. ID 


OJ990319 09.9A06 


.C6 


Gene No. 


64224 








Strand 


+ 




Start 


85 








End 


457 




Name 


OJ990319 


_09 


. 9A0 6.C6 


. ol . gs 


Method 


GENSCAN 




Start 


85 








End 


457 




GI 


none 








Score 


.76 




Exons 


85. .457 














Seq. No. 


31013 








Seq. ID 


OJ990319 09.9A06 


. C7 


Gene No. 


64225 








Strand 


+ ~ 




Start 


81 








End 


219 




Name 


OJ990319 


_09 


. 9A06.C7 


. ol . gs 


Method 


GENSCAN 




Start 


81 








End 


219 




GI 


none • 








Score 


. 9 




Exons 


81. .219 














Seq. No. 


31014 








Seq. ID 


OJ990319 09.9A06 


C8 


Gene No. 


64226 








Strand 


+ ~~ 




Start 


76 








End 


487 




Name 


OJ990319 


09 


9A06.C8 


. ol . gs 


Method 


GENSCAN 




Start 


76 








End 


370 




GI 


none 








Score 


.59 




Exons 


76 . . 370 














Seq. No. 


31014 








Seq. ID 


OJ990319 09.9A06. 


C8 


Gene No. 


64226 








Strand 


+ 




Start 


76 








End 


487 




Name 


OJ990319 


09, 


9A06.C8 


. o 1 . np 


Method 


AAT/NAP 




Start 


226 








End 


487 




GI-:' ... . 


1091678 : 








Score. . 


194 




Exons 


226. .487 














GI Descrip. 


activator 


-like transposable 


element [Pennisetum glaucurrf 




Seq. No. 


31015 








Seq. ID 


OJ990319_09.9A06. 


C9 


Gene No. 


64227 








Strand 






Start 


167 








End 


369 




Name 


OJ990319 


09. 


9A06.C9. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


167 " 








End 


369 




GI 


none 








Score 


179 




Exons 


167. .364, 


174 . .368, 


175. .369 








Seq. No. 


31015 








Seq. ID 


OJ990319_09. 9A06. 


C9 


Gene No . 


64227 








strand 






Start 


167 








End 


369 




Name 


OJ990319 


09. 


9A06.C9. 


ol .tc 


Method 


TBLASTX: Cress 





31004 



Start 
GI 

Exons 



174 
none 

174. .350, 



175. .369 



End 
Score 



369 
231 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start* 

Name 

Start 

GI 

Exons 



09.9A06.C11 



31016 Seq. ID OJ990319 

64228 Strand + 

1 End 5536- 

OJ990319_09. 9A06.Cll.ol.np Method AAT/NAP 

1 End 1128 

6691716 Score 948 
1..771, 969. .1128 
(AP0004 92) hypothetical 
gi | 6691717 | db j IBAA89397 
[Oryza sativa] 

31016 

64228 Strand + 

1 End 5536 

OJ990319_09. 9A06.Cll.ol .gs Method GENSCAN 

340 End 3399 

none Score . 42 

340. .771, 858. .1245, 2189. .2250, 2796. .2968, 3333. .3399 



protein [Oryza sativa] 
1| (AP000570) hypothetical protein 



Seq. ID OJ990319 09.9A06.C11 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



31016 Seq. ID 

64228 Strand 

1 End 

OJ990319_09. 9A06.Cll.o2.np Method 

2594 End 

5042463 Score 



OJ990319_09.9A06.C11 
+ 

5536 
AAT/NAP 
5536 
91 



2594. .2676, 4020. .4162, 4208. .4274, 5516. .5536 
(AC007789) unknown protein [Oryza sativa] 



31016 
64229 
5797 

OJ990319_09. 9A06.Cll.o3.np 

5797 

3928871 



Seq. ID OJ990319_09.9A06.C11 

Strand + 

End 16168 

Method AAT/NAP 

End 16035 

Score 3548 



5797. .5940, 7285.-7334, 7460. .7646, 8654. .8819, 8904. .9201, 
9931. .10124, 10238. .10396, 11085 .. 1 1145 , 11678 .. 11741, 
11873. . 12130, 12787. . 13024, 13118 .. 13230, 13321 .. 13397 , 
13484 . .13647, 14340 .. 14 531 , 14 666 .. 14774 , 1513.3 15215, . 
15309. .15446, 15717 158-99, 15991.. 16035 
(AF093627) poly (ADP) -ribose polymerase [Zea mays] 



31016 
64229 
5797 

0 J9 9 0 3 1 9_0 9 . 9A0 6 . C 1 1*". o3 . gs 
7166 
none 

7166. .7182, 7460. .7646, 8654 
10238. .10396, 12803 13024 , 1307 6 .. 13230 , 13321 .. 13397 , 
134 84. .13647, 1434 0. .14531, 15309. .154 4 6, 15717. .16019 



Seq. ID OJ990319_09.9A06.C11 
Strand + 

16168 
GENSCAN 
16019 
.6 



End 

Method 

End 

Score 



3819, 8898. .9197, 9931. .10124, 



31016 
64229 



Seq. ID OJ990319_09.9A06.C11 
Strand + 



31005 



Start 


5797 




End 


16168 




Name 


OJ990319 09.9A06.C11 


. Ol . OD 


Method 


AAT/GAP 




Start 


8036 




End 


8760 




GI 


4107140 




Score 


1198 




Exons 


8036. .8760 










Seq. No. 


31016 




Seq. ID 


OJ990319 


09 


Gene No. 


64229 




Strand 


+ 




Start 


5797 




End 


16168 




Name 


OJ990319 09.9A06.C11 


. o2 . gp 


Method 


AAT/GAP 




Start 


15717 




End 


16168 




GI 


3107055 




Score 


640 




Exons 


15717. .15899, 15991. 


.16168 








GI Descrip. 


2632129/emb|CAA10889 


i 9.0e-32 


(AJ22258 


9) poly(ADP- 




polymerase [Zea mays] 








Seq. No. 


31016 




Seq. ID 


OJ990319_ 


09 


Gene No. 


64230 




Strand 


+ 




Start 


19280 




End 


20753 




Name 


OJ990319 09.9A06.C11 


. o5 . gs 


Method 


GENSCAN 




Start 


19280 




End 


20753 




GI 


none 




Score 


.55 




Exons 


19280. .19401, 20394. 


.20447, 20591. .20753 




Seq. No. 


31016 




Seq. ID 


OJ990319 


09 


Gene No. 


64231 




Strand 


+ 




Start 


32976 




End 


34365 




Name 


OJ990319 09.9A06.C11 


. o5 . np 


Method 


AAT/NAP 




Start 


32976 




End 


34365 




GI 


2809253 




Score 


252 




Exons 


32976.-33846, 33912. 


.34365 








GI Descrip. 


(AC002560) F21B7.22 


[Arabidopsis thaliana] 




Seq. No. 


31016 




Seq. ID 


OJ990319_ 


09 


Gene No. 


64231 




Strand 


+ 




Start 


32976 




End 


34365 




Name 


OJ990319 09.9A06.C11 


. o4 . gp 


Method 


AAT/GAP 




Start 


33076 




End 


33364 




GI 


none 




Score 


562 




Exons 


33076. .33364 










Seq. No. 


31016 




Seq. I'D 


OJ990319'_ 


09 


Gene No . 


64232 ■ ' 




Strand 


+■ 




Start 


36042 




End 


36257 




Name 


OJ990319 09.9A06.C11 


olO . gs 


Method 


GENSCAN 




Start 


36042 




End 


36257 




GI 


none 




Score 


.68 




Exons 


36042. .36257 










Seq. - No. 


31016 




Seq. ID 


OJ990319_ 


09 


Gene No. 


64233 




Strand 






Start 


4025 




End 


5876 




Name 


OJ990319 09.9A06.C11. 


o2 . gs 


Method 


GENSCAN 




Start 


4025 




End 


5876 




n t 


none 




Score 


. 4 




Exons 


4025. .4234, 4306. .4825, 5666.. 


5729, 571 


36. .5876 





31006 




Seq. No. 


31016 




Seq. ID 


OJ990319_ 


09.9A06 


.Cll 


Gene No. 


64234 




Strand 








Start 


16854 




End 


17798 






Name 


OJ990319 09.9A06.C11 


. o4 . gs 


Method 


GENSCAN 






Start 


16854 




End 


17681 






GI 


none 




Score 


.47 






Exons 


16854 . . 17681 












Seq. No. 


31016 




Seq. ID 


OJ990319 


09. 9A06 


.Cll 


Gene No. 


64234 




Strand 








Start 


16854 




End 


17798 






Name 


OJ990319 09.9A06.C11 


.o3.gp 


Method 


AAT/GAP 






Start 


16866 




End 


17798 






GI 


10616 1.R1084 




Score 


1833 






Exons 


168667. 17798 












GI Descrip. 


' 50424 35/gb| AAD38274 


. 1 |AC006193_30 3.' 


Oe-84 (AC0C 


16193) Unknown 




protein [Arabidopsis 


thaliana] ? 








Seq. No. 


31016 




Seq. ID 


OJ990319 


09. 9A06, 


. Cll 


Gene No. 


64234 




Strand 








Start 


16854 




End 


17798 






Name 


OJ990319 09.9A06.C11 


. o4 . np 


Method 


AAT/NAP 






Start 


16917 




End 


17705 






GI 


5042435 




Score 


864 






Exons 


16917. .17705 












GI Descrip. 


(AC006193) Unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


31016 




Seq. ID 


OJ990319_ 


09.9A06. 


. Cll 


Gene No. 


64235 




Strand 








Start 


21745 




End 


22987 






Name 


OJ990319 09.9A06.C11 


. 06 . gs 


Method 


GENSCAN 






Start 


21745 




End 


22987 






GI 


none 




Score 


.93 






Exons 


21745. .21945, 21951. 


.22289, 


22631. .22697, 22839. 


.22987 




Seq. No . 


31016 




Seq. ID 


OJ990319_ 


09.9A06. 


,C11 


Gene No. 


64236 




Strand 








Start 


24745 




* End 


29153 






Name 


OJ990319 09.9A06.C11 


. o7 . gs 


Method 


GENSCAN 






Start 


24745 




End 


29153 






GI 


none 




Score 


. 68 






Exons ' 


24745. .24857,' 27058\ 


.27221/ 


27660. .'28364, 28399. 


.28686, 






28811. .28956, 28986.'- 


.29153 










Seq. No. 


31016 




Seq. ID 


OJ990319_ 


09.9A06. 


,C11 


Gene No. 


64237 




Strand 








Start 


37296 




End 


37687 






Name 


OJ990319 09.9A06.C11, 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


5823 




End 


16038 






GI 


none 




Score 


87 






Exons 


5823. .5939, 5827. .5943, 7276. .7335, 7284. .7334, 


7458. .7526, 



7460. .7525, 7581. .7658, 8675. .8830, 8692. .8829, 9056. .9220, 
9887. .10036, 9932. .10042, 1004 4 .. 10124 , 10049. . 10105, 
10208. .10279, 10229. . 10288, 11871 .. 1 1978 , 1187 1 .. 11963, 
11970.. 12128, 11996.. 12130, 119 97.. 12134, 12754.. 13026, 
12788. .13024, 13117 .. 13251, 131 18 .. 13231, 13268 .. 13399, 
13318. . 13398, 13474 .. 13584 , 13476 .. 13517 , 1354 6 .. 13650, 



31007 



13584. .1364 9, 14 337. .14528, 14 337. .14 516, 14 4 95 .. 14 542, 

14657. . 14776, 14 666 14 782, 15131 15214 , 15132 15215, 

15308. . 15457, 15309 15443, 157 15 15900, 15719 .. 15901, 

15720. .15905, 15720. .15905, 15988. .16038, 15990. .16022 



Seq. No. 31016 

Gene No. 64237 

Start 37296 ; 

Name OJ990319_09 . 9A06 . Cll . o3 . tm 

Start 9062 

GI none 
Exons 



Seq. ID OJ990319_09.9A06.C11 

Strand - • - 

End 37687 

Method TBLASTX: Maize 

End 12005 

Score 210 



9062. .9220, 9064. .9219, 9926. .10042, 9932. .10042, 10044. 
10046. .10123, 10220. .10387, 1022 9 10390, 11099 1114 9, 
11870. . 12004, 11870. . 12004, 11871. .12005 



,10124, 



Seq. No. 31016 
Gene No. 64237 
Start 37296 

Name OJ990319_09 . 9A06 . Cll . ol . tm 

Start 12754 
GI none 
Exons 12754, 

13117, 

13322, 



.13020, 12776. 

,13251, 13118. 

,13405, 13474. 

13487. . 13675, 14331. 



, 13033, 
, 13231, 
, 13647, 
, 14471, 



Seq. ID OJ990319_09. 9A06.C11 
Strand 

End 37687 

Method TBLASTX: Maize 

End 14475 

Score 360 
12786. .13034, 12788 .. 13024 , 
13268, .13399, 13300 .. 13398 , 
13481. .13639, 134 83 .. 1364 7 , 
14341. . 14475 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31016 
64237 
37296 

OJ990319_09. 9A06.Cll.o2.ts 

12791 

none 



Seq. ID OJ990319_09.9A06.C11 
Strand 

End 37687 

Method TBLASTX : Soybean 

End 13638 

Score 301 



12791. .12982, 12805 12981 , 12 974 .. 13024 , 12988 .. 1302 6, 

13117. . 13251, 13118. .13231, 13277 .. 13399, 13300 .. 13398, 

13322. . 13405, 1347 4 .. 13584 , 13482 .. 13517 , 13528 .. 13635, 
13552. .13638 



Seq. No. 31016 Seq. ID 

Gene No. 64237 Strand 

Start 37296 End 

Name OJ99031 9_09 . 9A06 . Cll . o2 . tm Method 

Start " 15194 End 

GI- none ' Score 
Exons 



OJ990319_09. 9A06.C11 
37687 

TBLASTX: Maize 

16047 . 

85 



15194 . . 15220, 15314 . . 15355, 1534 4 . .154 57, 15359. . 154 45, 
15360. . 154 4 6, 15360. .154 58, 15716 .. 15 901, 15717. . 15905, 
15717. .15905, 15988. .16047, 15988. .16032 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31016 Seq. ID 

64237- Strand 

37296 End 

OJ990319_09. 9A06.Cll.ol.ts Method 

17088 End 

none Score 



OJ990319_09. 9A06.C11 
37687 

TBLASTX: Soybean 

17654 

95 



17088. .17198, 17089. .17211, 17205 .. 17 654 , 17206 .. 17328 , 
17413. . 17622 



Seq. No. 



31016 



Seq. ID OJ990319_09.9A06.C11 



31008 




Gene No. 


64237 




Strand 




Start 


37296 




End 


37687 


Name 


OJ990319 09.9A06.C11. 


o4 . tm 


Method 


TBLASTX : Maize 


Start 


17424 




End 


17700 


GI 


none 




Score 


260 


Exons 


17424 . . 17645, 17425 . . 


17700 






Seq. No. 


31016 




Seq. ID 


OJ990319 09.9A06.C11 


Gene No. 


64237 




Strand 




Start 


37296 




End 


37687 


Name 


OJ990319 09.9A06.C11. 


06 . np 


Method 


AAT/NAP 


Start 


37296 




End 


37687 


GI 


3776564 




Score 


102 


Exons 


37296. .37405, 37652. . 


37687 






GI Descrip. 


(AC005388) Similar to 


hypothetical protein T1D16.16 gi 130753 




from A. thaliana BAC 


gb|AC004484. [Arabidopsis thaliana] 


Seq. No. 


31017 




Seq. ID 


OJ990319_09.9A06.C12 


Gene No. 


64238 




Strand 




Start 


1 




End 


1864 


Name 


OJ990319 09.9A06.C12. 


ol . np 


Method 


AAT/NAP 


Start 


1 




End 


1864 


GI 


6815062 




Score 


592 


Exons 


1. .28, 271. .491, 570. 


.635, 


703. .801, 87 


8. .1214, 1265. .1485, 



1563. .1864 

GI Descrip. (AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 



Seq. No. 31017 

Gene No. 64238 

Start 1 

Name OJ990319_09 . 9A06 . C12 . ol . gs 

Start 271 

GI none 

Exons 271. .443, 703. .801, 878. .1019 



Seq. ID OJ990319_09.9A06.C12 
Strand 

End 1864 

Method GENSCAN 

End 1019 

Score .87 



Seq. No ; 31017 

Gene No'. 64238 

Start 1 

Name OJ990319_09 . 9A06 . C12 . ol . tm 

Start . 878 . . 

GI none 
Exons 



Seq. ID OJ990319_09.9A06.C12 
Strand 

End 1864 

Method TBLAS TX : Ma i z e 

End' 1842 

Score 93 



878. .1063, 1101. .1187, 1264. .1473, 1265. .1429, 1568. .1594, 
1585. .1629, 1732. .1842 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31018 
64239 
234 

OJ990319_09.9A06.C13 
234 

6815062 

234. .903, 989. .1222, 



Seq. ID 
Strand 
End. 

ol.np Method 
End 
Score 
1272. .1308 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence;mudrA like protein (AC004561) [Oryza 
sativa] 



OJ990319_09.9A06.C13 
+ 

1308 
AAT/NAP 
1308 
601 



31009 




Seq. No. 


31018 


Seq. ID 


OJ990319_09.9A06 


.C13 


Gene No . 


o42i9 


Strand 


+ 




Start 


234 


End 


1308 




Name 


OJ990319 09.9A06.C13.ol.tm 


Method 


TBLASTX: Maize 




Start 


241 


End 


744 




GI 


none 


Score 


97 




Exons 


241. .375, 291. .365, 406. .744, 


486. .740 




Seq. No. 


31018 


Seq. ID 


OJ990319_09 . 9A06 


.C13 


Gene No . 


b4 y 


Strand 


+ 




Start 


234 


End 


1308 




Name 


OJ990319 09.9A06.C13.ol.gs 


Method 


GENSCAN 




Start 


603 


End 


987 




GI 


none 


Score 


. 41 




Exons 


603. .987 








Seq. No. 


31018 


Seq. ID 


OJ990319 09.9A06 


.C13 


Gene No . 


b4 £ 5 y 


Strand 


+ 




Start 


234 


End 


1308 




Name 


OJ990319 09.9A06.C13.o2.tm 


Method 


TBLASTX : Maize 




Start 


983 


End 


1192 




GI 


none 


Score 


176 




Exons 


983. .1192, 1027. .1173 








Seq. No. 


31019 


Seq. ID 


OJ990319_09. 9A06 


.C15 


Gene No. 


64240 


Strand 






otart 


1 


End 


244 




Name 


OJ990319 09. 9A06.C15.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


244 




GI 


728835 


Score 


337 




Exons 


1. .244 








GI Descrip. 


**** ALU SUBFAMILY SC WARNING 


ENTRY **** 




Seq. No. 


31020 


Seq. ID 


OJ990319_09. 9A06. 


C17 


Gene No. 


64241 


Strand 






Start 


1594 


End 


3718 




Name 


OJ990319 09. 9A06.C17.ol.gp 


Method 


AAT/GAP 




Start 


1594 


End 


1844 




GI 


1339 1.R1084 


Score 


402 




Exons 


1594. .1844 • 








GI Descrip. 


, 52 95936/dbj | ABO 2 62 95 . 2 | AB026295 2.0e- 


10 Oryza sativa genomic 




. DNA, chromosome 6, clone : P0681F10, complete sequence'"' 




Seq. No. . 


31020 


Seq. ID 


OJ990319_09. 9A06. 


C17 


Gene No. 


64241 


Strand 






Start 


1594 


End 


3718 




Name 


OJ990319 09.9A06.C17.ol.np 


Method 


AAT/NAP 




Start 


1597 


End 


3718 




GI 


136125 . 


Score 


1071 




Exons 


1597.. 1714, 2386.. 3718 








GI Descrip. 


PUTATIVE AC TRANSPOSASE (ORFA) 


gi I 22113 | emb|CAA29005 1 (X054 24 




ORFa [Zea mays] 








Seq. No. 


31020 


Seq. ID 


OJ990319_09. 9A06. 


C17 


VJCUC . 


/- A r\ A 1 


Strand 






Start 


1594 


End 


3718 




Name 


OJ990319_09. 9A06.C17.o2.gs 


Method 


GENSCAN 





31010 



Start 2110 

GI none 

Exons 2110.. 2160, 2259.. 2332, 2420, 

Seq. No. 31020 

Gene No. 64241 

Start 1594 

Name OJ990319_09 . 9A06 . C17 . o2 . ts 

Start 2403 

GI none 

Exons 2403.. 2636, 2440.. 2577 



End 3513 
Score . 64 
.2820, 3241. .3513 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990319_09.9A06.C17 
3718 

TBLASTX: Soybean 

2636 

83 



Seq. No. 31020 
Gene No. 64241 
Start 1594 

Name OJ99031 9_09 . 9A06 . C17 . ol . tm 

Start 2419 
GI none 

Exons 2419.. 2700, 2421.. 2714, 2425. 

3045. .3545, 3068. .3550, 3073. 
3592. .3717 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990319 09.9A06.C17 



3718 

TBLASTX: Maize 
3717 
200 

2697, 2808.. 3053, 2826. 
3546, 3558. .3590, 3584. 



.3053, 
.3715, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31020 
64241 
1594 

OJ990319_09. 9A06.C17.ol.ts 

2811 

none 



Seq. ID OJ990319_09.9A06.C17 
Strand 
End 

Method,- 
End 
Score 



3718 

TBLASTX: Soybean 

3233 

51 



2811. .3062, 2928. .3026, 3045. .3233, 3066. .3212 



31020 Seq. ID 

64241 Strand 

1594 End 
OJ990319JD9. 9A0 6 . C17 . ol . tw Method 

3246 End 

none Score 
3246. .3524 



OJ990319_09.9A06.C17 
3718 

TBLASTX: Wheat 

3524 

199 



Seq. No. 31021 Seq. ID 

Gene No. 64242 Strand 

Start 297 End 

Name" OJ990.319_09 . 9A06 . C18 . ol ..gs Method ; 

Start 297 End. 

GI - none Score 

Exons 297.. 461 



OJ990319_09.9A06.C18 
+ 

461 

GENSCAN 

461 

.94 



Seq. No. 31021 

Gene No. 64243 

Start 994 

Name OJ990319_09 . 9A06 . CI 8 . o2 . gs 

Start 994 

GI none 

Exons '994. .1041, 1664. .1885, 1893.. 

* 3536. .3651, 3980. .4069, 4816. 



Seq. ID OJ990319_09.9A06.C18 

Strand + 

End 6976 

Method GENSCAN 

End 6976 

Score .68 
2048, 3014. .3070, 3137.. 3365, 
.4880, 4976. .5137, 6663. .6747, 



Seq. No. 



31021 



Seq. ID OJ990319 09.9A06.C18 



31011 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



64243 Strand 

994 End 

OJ990319_09. 9A06.C18.o2.np Method 

3323 End 

3702368 Score 



+ 

6976 
AAT/NAP 
6973 
760 



3323. .3440, 3536. .3651, 3980. .4069, 4816. .4883, 4979. .5137, 
5576. .5654, 5744. .5821, 6557. .6631, 6712. .6747, 6869. .6973 
(AJ001855) alpha subunit of F-actin capping protein [Arabldopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31021 Seq. ID OJ990319_09.9A06.C18 

64244 Strand 

258 End 538 

OJ990319_09. 9A06.C18.ol.np Method AAT/NAP 

258 End 538 

5295951 Score 157 

258. .538 

(AB026295) Similar to Herpesvirus papio BRRF2 homolog gene, 
partial cds.{U23857) [Oryza sativa] 



31021 
64245 
8166 

OJ99031 9_09 . 9A06 . C18 . ol . tc 
3367 



OJ990319 09.9A06.C18 



none 
3367 . 
3980. 
5553, 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

3438, 3368. .3439, 3535. .3654, 3561. .3656, 3956. .4069, 
4072, 4819. .4884, 4970. .5077, 4970. .5149, 4974. .5135, 
5657, 5576. .5656, 5741. .5821, 5743. .5817, 6548. .6634, 



8342 

TBLASTX: Cress 

6991 

94 



6866. . 6991, 6868. .6975 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 
.GI 

Exons 



31021 
64245 
8166 

OJ990319_09. 9A06.C18.ol.ts 

3368 

none 

3368.. 3439, 3373.. 3438, 3535. 
3997. .4071, 4819. .4881, 4974. 
5577. .5657, 5741. .5821, 5743. 
6696.. 6749, 6709.. 6747, 6866. 

31021 
64245 . 
8166 

OJ990319_09. 9A06.C18.ol.tm 

3371 

none 

3371.. 3439, 3373.. 3438, 3535. 
3980. .4069, 4791. .4874, 4814. 
4974. .5135, 4975. .5184 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990319 09.9A06.C18 



8342 

TBLASTX: Soybean 
6978 
83 

,3654, 3567.. 3653, 3980.. 4072, 
,5135, 4982. .5158, 5576. .5656, 
,5811, 6548.. 6631, 6559. .6597, 
,6976, 6866. .6970, 6868. .6978 



Seq. ID 

Strand 
End 

Method 
End 
Score 



OJ990319 09.9A06.C18 



8342 

TBLASTX: Maize 
5184 
118 

.3654, 3561.. 3659, 3977. 
.4894, 4819. .4881, 4970. 



,4069, 
,5149, 



Seq. No. 
Gene No. 
Start 
Name 
Start 



31021 

64245 
oi aa 

\J -L. \J \J 

OJ990319_09. 9A06.C18.o3.gs 
8166 



Seq. ID 

Strand 

End 

Method 
End 



OJ990319_09.9A06.C18 

8342 

GENSCAN 

8342 



31012 




GI 


none 






Score 


.75 




Exons 


8166. .8342 












Seq. No. 


31022 






Seq. ID 


OJ990319 09.9A06 


.C19 


Gene No. 


64246 






Strand 






Start 


1 






End 


1021 




Name 


OJ990319 09 


. 9A06 


.C19.ol.np 


Method 


AAT/NAP 




Start 


1 






End 


1021 




GI 


4850384 






Score 


312 




Exons 


1..410, 798 


. .908, 


973. . 1021 








GI Descrip. 


(AC007357) 


F3F19 


. 3 [Arabidops 


is thaliana] 




Seq. No. 


31022 






Seq. ID 


OJ990319_09. 9A06 


.C19 


Gene No. 


6424 6 






Strand 






Start 


1 






End 


1021 




Name 


OJ990319 09 


. 9A06 


C19.ol. tm 


Method 


TBLASTX: Maize 




Start 


6 






End 


410 ' 




GI 


none 






Score 


71- 




Exons 


6. .242, 94. 


.192, 


246. .410, 256. .348 






Seq. No. 


31022 






Seq. ID 


OJ990319_09.9A06 


.C19 


Gene No. 


6424 6 






Strand 


— 




Start 


1 






End 


1021 




Name 


OJ990319 09 


. 9A06. 


Cy} vol . tc 


Method 


TBLASTX: Cress 




Start 


9 




End 


440 




GI 


none 






Score 


95 




Exons 


9.. 332, 94. 


.198, 


351. .440 








Seq. No. 


31022 






Seq. ID 


OJ990319_09. 9A06 


.C19 


Gene No. 


6424 6 






Strand 


— 




Start 


1 






End 


1021 




Name 


OJ990319 09 


. 9A06. 


C19.ol.ts 


Method 


TBLASTX : Soybean 




Start 


9 






End 


251 




GI 


none 






Score 


293 




Exons 


9. .251 












Seq. No. 


31023 






Seq. ID 


OJ990.319_09.9A06 


.C20 


Gene No. 


64247 






Strand 


+ 




Start 


1819 






End 


2056 




Name 


OJ990319 09 


. 9A06. 


C20.ol .gp 


Method 


AAT/GAP 




Start 


1819 






End 


2056 




GI 


7 020 9.3 ~ 






Score 


468 




Exons 


1819. .2056 












Seq. No. 


31024 






Seq. ID 


OJ990319_09.9A06 


C21 


Gene No. 


64248 






Strand 


+ 




Start 


1 






End 


3201 




Name 


OJ990319 09 


. 9A06. 


C21.ol.np 


Method 


AAT/NAP 




Start 


1 






End 


3201 




GI 


3776564 






Score 


442 




Exons 


1..93, 779. 


.889, 


2246. .2435, 2565. .2626, 2780. .2882, 2957. .3201 


GI Descrip. 


(AC005388) Similar to hypothetical protein T1D16.16 gi 13075397 




from A. thaliana 


BAC gb|AC004484. [Arabidopsis thaliana] 




C « — 1ST * 








Seq. iu 


OJ990319_09 . 9A06. 




Gene No. 


64248 






Strand 


+ 




Start 


1 






End 


3201 





31013 




Name 


OJ990319 09.9A06.C21.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


762 




End 


2611 




GI 


none 




Score 


163 




Exons 


762. .890, 775. .909, 776 


. .889, 


780. .896, 


, 2235.-2435, 2247. .2 




2255. .2452, 2255. .2455, 


2554 . 


.2607, 2561.. 2611 




Seq. No. 


31024 




Seq. ID 


OJ990319_09. 9A06 


.C21 


Gene No. 


64248 




Strand 


+ 




Start 


1 




End 


3201 




Name 


OJ990319 09.9A06.C21.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


2778 




End 


3009 




GI 


none 




Score 


150 




Exons 


2778 . .2882, 2779. .2883, 


2780. 


.2884, 2781. .2885, 2941. .3009, 




2956. .3009 










Seq. No. 


31025 




Seq. ID 


OJ990319 09.9A06 


.C22 


Gene No. 


64249 




Strand 


+ 




Start 


178 




End 


379 




Name 


OJ990319 09.9A06.C22.ol 


. as 


Method 


GENSCAN 




Start 


178 




End 


379 




GI 


none 




Score 


. 72 




Exons 


178. .379 










Seq. No. 


31025 




Seq. ID 


OJ990319 09.9A06 


-C22 


Gene No. 


64250 




Strand 






Start 


1 




End 


470 




Name 


OJ990319 09.9A06.C22.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


470 




GI 


3928871 




Score 


165 




Exons 


1..59, 272. .470 










GI Descrip. 


(AF093627) poly (ADP) -ribose polymerase 


[Zea mays] 




Seq. No. 


31025 




Seq. ID 


OJ990319 09.9A06 


.C22 


Gene No. 


64250 




Strand 






Start 


1 




End 


470 




Name 


OJ990319 09.9A06.C22.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


282 




End 


452 




GI 


none ' ; " 




Score 


61 




Exons ■ 


282. .443, 283. .327, 285 


. .452 








Seq. No. 


31026 




Seq. ID 


OJ990319JD9.9A06 


.C23 


Gene No." . 


. 64251 




Strand 






Start 


1 




End 


756 




Name 


OJ990319 09. 9A06.C23.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


756 




GI 


6721516 




Score 


299 




Exons 


1..57, 303. .619, 736..756 








GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


31027 




Seq. ID 


OJ990319J39.9A06 


.C24 


Gene No. 


64252 




Strand 


+ 




Start 


1 




End 


1289 




Name 


OJ990319 09. 9A06.C24.o2, 


.np 


Method 


AAT/NAP 




Start 


1 




End 


1289 




GI 


3261869 




Score 


73 




Exons 


1..26, 1094. .1289 











GI Descrip. (AL031004) RSZp22 splicing factor [Arabidopsis thaliana] 



31014 




gi | 3435094 | gb | AAD127 69 . 1| (AF033586) 9G8-like SR protein 
[Arabidopsis thaliana] 



Seq. No. 


31028 


Seq. ID 


OJ990319_09. 9A06 


.C25 


Gene No. 


64253 


Strand 


+ 




Start 


487 


End 


10251 




Name 


OJ990319 09.9A06.C25.ol..gs 


Method 


GENSCAN 




Start 


487 


End 


10251 




GI 


none 


Score 


.66 




Exons 


487. .489, 748. .894, .1482. .2465, 2886.. 


3007, 3032.. 3222, 






5596. .6112, 6182. .6694, 6820 


..7038, 8571. .8652, 9553. .10251 


Seq. No. 


31028 


Seq. ID 


OJ990319_09. 9A06 


.C25 


Gene No. 


64253 


Strand 


+ 




Start 


487 


End 


10251 




Name 


OJ990319 09.9A06.C25.ol.np 


Method 


AAT/NAP 




Start 


805 


End 


3914 




GI 


4416302 


Score 


3369 




Exons 


805. .3914 








GI Descrip. 


(AF105716) copia-type pol polyprotein 


[Zea mays] 




Seq. No. 


31028 


Seq. ID 


OJ990319_09. 9A06, 


.C25 


Gene No. 


64253 


Strand 


+ 




Start 


487 


End 


10251 




Name 


OJ990319 09. 9A06.C25vo2.np 


Method 


.AAT/NAP 




Start 


9658 


End 


10233 




GI 


4490739 


Score 


364 




Exons 


9658.. 10011, 10039.. 10233 








GI Descrip. 


(AL035708) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


31028 


Seq. ID 


OJ990319_09. 9A06. 


.C25 


Gene No. 


64254 


Strand 






Start 


10581 


End 


11179 




Name 


OJ990319 09. 9A06.C25.o6.tm 


Method 


TBLASTX: Maize 




Start 


633 


End 


1017 




GI 


none 


Score 


105 




Exons 


633. .725, 642. .725, 754. .1017, 762. .830, 858. .986 




Seq. No. 


31028 


Seq. ID 


OJ990319_09. 9A06. 


,C25 


Gene No. 


64254 


Strand 






Start 


10581 


End 


11179 




Name 


OJ990319 09. 9A06.C25.o4 .tw 


Method 


TBLASTX: Wheat 




Start 


769 


End 


108'6 




GI 


none . 


Score 


227 - 




Exons 


769. .1086, 783. .1004 








Seq. No. 


31028 


Seq. ID 


OJ990319_09. 9A06. 


C25 


Gene No. 


64254 


Strand 






Start 


10581 


End 


11179 




Name 


OJ990319 09. 9A06.C25.o7.tm 


Method 


TBLASTX : Maize 




Start 


1035 


End 


1387 




GI 


none 


Score 


69 




Exons 


1035. .1127, 1036. .1125, 1116, 


..1304, 1116. .1304, 1120. .1305, 




1132. .1311, 1304. .1387 








Seq. No. 


31028 


Seq. ID 


OJ990319_09. 9A06. 


C25 


Gene No. 


64254 


Strand 







31015 




Start 


10581 








End 


11179 




Name 


OJ990319 09 


. 9A06 


.C25.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


1158 








End 


1733 




GI 


none 








Score 


149 




Exons 


1158. .1298, 


1159 


. . 1302, 


1319. 


.1405, 1319. .1414, 1407. .1733, 




1445. .1462, 


1479 


. .1724 










Seq. No. 


31028 








Seq. ID 


OJ990319__09. 9A06 


.C25 


Gene No. 


64254 








Strand 






Start 


10581 








End 


11179 




Name 


OJ990319 09 


. 9 AO 6 


.C25.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


1394 








End 


2198 




GI 


none 








Score 


109 




Exons 


1394. .1465, 


1401 


. .1478, 


1466. 


.2044, 1467. .2084, 1639. .2085, 




2163. .2198 














Seq. No. 


31028 








Seq. ID 


OJ990319_09.9A06 


.C25 


Gene No. 


64254 








Strand 






Start 


10581 








End 


11179 




Name 


OJ990319 09 


9A06 


.C25.o3 


. ts 


Method 


TBLASTX: Soybean 




Start 


1575 








End 


1985 




GI 


none 








Score 


336 




Exons 


1575. . 1985, 


1604 


.1783, 


1832. 


. 1984 






Seq. No. 


31028 








Seq. ID 


OJ990319_09. 9A06 


.C25 


Gene No. 


64254 








Strand 






Start 


10581 








End 


11179 - 




Name 


OJ990319 09, 


9A06 


C25.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


1617 








End 


2033 




GI 


none 








Score 


206 




Exons 


1617. .2033 














Seq. No. 


31028 








Seq. ID 


OJ990319_09.9A06 


C25 


Gene No. 


64254 








Strand 






Start 


10581 








End 


11179 




Name 


OJ990319 09. 


9A06. 


C25.o5 


tw 


Method 


TBLASTX: Wheat 




Start 


1818 








End 


2055 




GI 


none 








Score 


100 




Exons 


1818. .1895, 


1902. 


.2048, 


1910. 


.2044, 1912. .2055 




Seq. No. 


31028 








Seq. ID 


OJ990319_09. 9A06. 


C25 


Gene. No. 


. r 64 254 . 








Strand.. 






Start 


10581 








End 


11179 




Name 


OJ990319 09. 


9A06. 


C25.05. 


.tm 


Method 


TBLASTX: Mai ze 




Start 


2253 








End 


2543 




GI 


none 








Score 


297 




Exons 


2253. .2504, 


2276. 


.2539, 


2493. 


.2543 






Seq. No. 


31028 








Seq. ID 


OJ990319_09. 9A06. 


C25 


Gene No. 


64254 








Strand 






Start 


10581 








End 


11179 




Name 


OJ990319 09. 


9A06. 


C25.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


2271 








End 


2884 




GI 


5509260 








Score 


706 




Exons 


^ ^ ^ 1 n^OA 

Z. Z. / X . . ^ O / ? f 


2277 . 


.2876, 


2366. 


. 2884, 2621 . . 2b84 




GI Descrip. 

















31016 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. "No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq.* No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

CI 

Exons 



31028 
64254 
10581 

OJ990319_09. 

2400 

none 

2400. .2489, 
2700. ; .2876 

31028 
64254 
10581 

OJ990319_09. 

2493 

none 

2493. .2765, 

31028 
64254 
10581 

OJ990319_09. 

2544 

none 

2544. .3008, 

31028 
64254 
10581 

OJ990319_09. 

3053 

none 

3053. .3244, 

31028 
64254 
10581 

OJ990319_09. 

3060' 

none 

3060. .3221, 

31028 - . 

64254 

10581 

OJ990319_09. 

3246 

none 

3246. .3908, 

31028 
64254 
10581 

OJ990319_09. 
3255 



Seq. ID OJ990319_09.9A06.C25 
Strand 

End 11179 

9A06'. C2 5 . ol . tw Method TBLASTX : Wheat 

End 2876 

Score 92 

2513.. 2866, 2523.. 2870, 2529.. 2657, 2531.. 2869, 



Seq. ID OJ990319__09.9A06.C25 
Strand 

End 11179 

, 9A06.C25.o2. tc Method TBLASTX: Cress 

End 2765 

Score 184 

2504 . .2638 

9A06.C25.o3.tm 
2544. .2663, 2546. 

9A06.C25.o8.tm 
3054. .3245 

9A06.C25.o3. tw 
3234. .3491 

9A06.C25.ol. tm 



Seq. ID OJ990319_09.9A06.C25 
Strand 

End 11179 

Method TBLASTX : Mai ze 

End 3011 

Score 559 
.3004, 2697.. 3011 

Seq. ID OJ990319_09.9A06.C25 
Strand 

End 11179 

Method TBLASTX : Maize 

End 3245 

Score 256 



Seq. ID OJ990319_09.9A06.C25 
Strand 

End 11179 

Method TBLASTX : Wheat 

End 3491 

Score 102 



Seq..' ID OJ990319_09. 9A06.X25. 

Strand - 

End 11179 

Method TBLASTX: Maize 

End 3933 

Score 883 



3248. .3922, 3809. .3913, 3811. .3933 



9A06.C25.o2. ts 



Seq. ID OJ990319__09.9A06.C25 
Strand 

End 1117 9 

Method TBLASTX : Soybean 

End 3941 

Score 294 



3255. .3638, 3260. .3631, 3671. .3847, 3678.. 3941 



31017 




Seq. No. 


31028 . 






Seq. ID 


OJ990319_09.9A06.C25 


Gene No. 


64254 






Strand 




Start 


10581 






End 


11179 


Name 


OJ990319 09.9A06 


.C25 . o3 


. tc 


Method 


TBLASTX: Cress 


Start 


3435 " 






End 


3893 


GI - 


none 






Score 


54 


Exons 


3435.. 3497, 3528 


. . 3638, 


3666. 


.3893, 3674. .3841 


Seq. No. 


31028 






Seq. ID 


OJ990319_09.9A06.C25 


Gene No. 


64254 






Strand 




Start 


10581 






End 


11179 


Name 


OJ990319 09.9A06 


.C25 . o4 


. tm 


Method 


TBLASTX: Maize 


Start 


9646 ~ 






End 


9966 


GI 


none 






Score 


430 


Exons 


9646. . 9966, 9654 


. . 9962 








Seq. No. 


31028 






Seq. ID 


OJ990319_09.9A06.C25 


Gene No. 


64254' 






Strand 




Start 


10581 






End 


11179 


Name 


OJ990319 09.9A06 


.C25.o4 


. ts 


Method 


TBLASTX: Soybean 


Start 


9655 ~~ 






End 


9972 


GI 


none 






Score 


67 


Exons 


9655 . . 9699, 9736 


. . 9972, 


9744 . 


.9962 




Seq. .No. 


31028 






Seq. ID 


OJ990319_09.9A06.C25 


Gene No. 


64254 






Strand 




Start 


10581 






End 


11179 


Name 


OJ990319 09.9A06 


C25.o2 


.gs 


Method 


GENSCAN 


Start 


10581 






End 


11179 


GI 


none 






Score 


.79 


Exons 


10581. .10666, 11134. .11179 






Seq. No. 


31029 






Seq. ID 


OJ990319 09.9A06.C26 


Gene No. 


64255 






Strand 


+ 


Start 


2015 






End 


2114 


Name 


OJ990319 09.9A06. 


C26.ol 


.gs 


Method 


GENSCAN 


Start 


2015 






End 


2114 


GI 


none 






Score 


.55 


Exons 


2015. .2114 










Seq. No. 


31029 






Seq. ID 


OJ990319_09.9A06.C26 


Gene No . 


.64256 \ 






Strand 




Start 


2206 






End 


7050 


Name 


OJ990319 09.9A06. 


C26.ol 


.np- 


Method 


AAT/NAP 


Start 


2206 






End 


7050 


GI 


6539553 






Score 


812 


Exons 


2206.. 2282, 6442. 


.7050 








GI Descrip. 


(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 




(D85597) [Oryza sativa] 


gi | 6539590|dbj | BAA88206 . 1,1 (AP000837) 




Similar to Oryza 


australiensis retrotransposon RIRE1 (D85597) 




[Oryza sativa] 










Seq. No. 


31029 






Seq. ID 


OJ990319_09.9A06.C26 


Gene No. 


64257 






Strand 


+ 


St ar 4 " 


-I ~» r> a -» 






End 


16274 


Name 


OJ990319 09.9A06. 


C26.o2. 


np 


Method 


AAT/NAP 


Start 


13943 






End 


16274 



31018 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5091617 Score 508 

13943. . 14763, 16249. .16274 

(AC007454) Contains similarity to gi 1479356 protein kinase PK1 
from Zea mays, is a member of the PF 100954 S-locus glycoprotein 
family and contains a PF 100069 Eukaryotic protein kinase domain. 
[Arabidopsis thaliana] 



31029 
64258 
11581 

OJ990319_09. 

6449 

none 

6449. . 6523, 
6539. .6889, 



9A06.C26.ol.tw 



6449. 
6811. 



,6523, 
,6918 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990319_09.9A06.C26 
21376 

TBLASTX: Wheat 

6922 

87 



6538.. 6891, 6538.. 6723, 6539.. 6922, 



Seq. No. 31029 
Gene No. 64258 
Start 11581 

Name OJ990319_09 . 9A06 . C26 . o3 . gs 

Start 11581 
GI none 
Exons 11581.. 

14122. . 

16084 . . 

16881. . 

19059. . 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990319 09.9A06.C26 



11688, 11987. . 12033, 12585. 

14819, 14875. .14998, 15614. 

16113, 16204. .16314, 16400. 

17259, 17314. .17687, 17993, 

19104, 21121.. 21296 



21376 
GENSCAN 
21296 
.51 

12614, 13847. .13968, 
15780, 15866. . 15956, 
16637, 16743. . 16838, 
18080, 18370. . 18882, 



Seq. No. 31029 

Gene No. 64258 

Start 11581 

Name OJ990319_09 . 9A06 . C26 . ol . tc 

Start 14445 

GI none 

Exons 14445. . 14603, 14453 .. 14533, 



Seq. ID OJ990319_09.9A06.C26 
Strand 

End 21376 

Method TBLASTX : Cress 

End 14764 

Score 143 
14 613. .147 62, 14 624. .14 764 



Seq. No. 31029 

Gene No. 64258 

Start 11581 

Name OJ990319_09 . 9A06 . C26 . ol . ts 

Start 14445 

.GI'"." \ " .none; ; . ' ' : ■ " ;v 

Exons 14445. . 14735, 14447. . 14578, 



Seq. ID OJ990319_09.9A06.C26 
Strand 

End 21376 

Method TBLASTX : Soybean 

End 14737 

Score - . 305 . "" " 

14645. . 14737 



Seq. No. 31029 

Gene No. 64258 

Start 11581 

Name OJ990319_09 . 9A06 . C26 . o2 . tw 

Start 14463 

GI none 

Exons 14463. . 14762, 14627.. 14734 



Seq. ID OJ990319_09.9A06.C26 
Strand 

End 21376 

Method TBLASTX : Wheat 

End .. 14762 

Score 253 



Seq. No. 31029 

Gene No. 64258 

0 4- 1 1 C O 1 

u uuj. L 11JU1 

Name 0 J9 9 0 3 1 9_0 9 . 9A0 6 . C2 6 . o 1 . tm 

Start 14492 



Seq. ID OJ990319_09.9A06.C26 
Strand 

End 21376 

Method TBLASTX : Maize 

End 14739 



31019 




GI none Score 170 

Exons 14492. .14602, 14 4 93 14 603, 144 93 .. 14 609, 14516 .. 14 674 , 

14594 . .14737, 14601 .. 14738, 14680. .14739 

Seq. No. 31029 Seq. ID OJ990319_09.9A06.C26 

Gene No. 64258 Strand 

Start 11581 End 21376 

Name OJ990319_09 . 9A06 . C26 . ol . gp Method AAT/GAP 

Start 16499 End 17044 

GI LIB3431-004-P1-K1-F8 Score 818 

Exons 16499. .16651, 16730. .17044 

GI Descrip.' ' 30804 39/emb | CAA18756 . 1 1 2.0e-14 (AL022605) putative protein 
[Arabidopsis thaliana] ■ 

Seq. No. 31029 Seq. ID OJ990319_09.9A06.C26 

Gene No. 64258 Strand 

Start 11581 End 21376 

Name OJ990319_09 . 9A06 . C26 . o3 . np Method AAT/NAP 

Start 17161 End 21376 

GI 6523547 Score 178 

Exons 17161. .17444, 21128. .21376 

GI Descrip. (AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carteri f-. nagariensis] 

Seq. No. 31030 Seq. ID OJ990319_09.9A06.C27 

Gene No. 64259 Strand 

Start 444 End 1745 

Name OJ990319_09 . 9A06 . C27 . ol . gs Method GENSCAN 

Start 444 End 1601 

GI none Score .71 

Exons 444.. 1098, 1153.. 1601 

Seq. No. 31030 Seq. ID OJ990319_09.9A06.C27 

Gene No. 64259 Strand 

Start 444 End 1745 

Name OJ99031 9JD9 . 9A06 . C27 . ol . np Method AAT/NAP 

Start 729 End 1745 

GI 4680203 Score 472 

Exons 729.. 1477, 1719.. 1745 

GI Descrip. (AF114171) TNP2-like protein [Sorghum bicolor] 

.Seq.-.No.' ' _ 31030'- . . . . - Seq. ID OJ9.9031 9_09 . 9A0'6 . C27 

Gene No. 64259 Strand 

Start ■ 444 End 1745 

Name 0 J9903 1 9_09 . 9A06 . C27 . ol . tw Method TBLASTX : Wheat 

Start 732 End 1744 

GI none Score 40 

Exons . 732. .833, 781. .831, 862. .933, 864. .953, 864. .953, 930. .1130, 

958. .1089, 1152. .1652, 117.7. .1254, 1333. .1632, 1464. .1634, 
1660. .1743, 1682. .1744 

Seq. No. 31030 Seq. ID OJ990319_09.9A06.C27 

Gene No. 64259 Strand 

Start 444 End 1745 

Ndiue 0 J9903I9_09 . 9A06 . C27 . o2 . tm Method TBLASTX : Maize 

Start 964 End 1256 

GI none Score 88 



31020 




Exons 


964. .1074, 966. .1073, 1080. .1256, 1081 


. .1239 


Seq. No. 


31030 


Seq. ID 


0 J9 9 0 3 1 9__0 9 . 9 AO 6 . C 2 7 


Gene No. 


64259 


Strand 




Start 


444 


End 


1745 


Name 


OJ990319 09.9A06.C27.ol.tc 


Method 


TBLASTX: Cress 


Start 


1152 


End 


1574 


GI . 


none . 


Score 


38 


Exons 


1152. .1574, 1177. .1254, 1333. 


. 1566 




Seq. No. 


31030 


Seq. ID 


OJ990319_09.9A06.C27 


Gene No. 


64259 


Strand 




Start 


444 


End 


1745 


Name 


OJ990319 09.9A06.C27.ol.tm 


Method 


TBLASTX: Maize 


Start 


1506 


End 


1743 


GI 


none 


Score 


111 


Exons 


1506. .1673, 1507. .1650, 1657. 


.1743, 1664. .1738 


Seq. No. 


31030 


Seq. ID 


OJ990319_09.9A06.C27 


Gene No. 


64259 


Strand 




Start 


444 


End 


1745 


Name 


OJ990319 09.9A06.C27.o2.np 


Method 


AAT/NAP 


Start 


1515 


End 


1745 


GI 


4558686 


Score 


122 


Exons 


1515. . 1745 






GI Descrip. 


(AC006586) putative TNP2-like 


transposon protein [Arabidopsis 




thaliana] 






Seq. No. 


31031 


Seq. ID 


OJ990319_09.9A06.C28 


Gene No. 


64260 


Strand 




Start 


1 


End 


861 


Name 


OJ990319 09.9A06.C28.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


861 


GI 


59111.67 


Score 


673 


Exons 


1..699, 727. .861 






GI Descrip. 


(AF136221) putative transposase protein [Zea mays] 


Seq. No. 


31031 


Seq. ID 


OJ990319_09.9A06.C28 


Gene No. 


64260 


Strand 




Start 


1 


End 


861 


Name 


OJ990319" 09.9A06.C28.ol.gs 


Method 


GENSCAN 


Start. 


4 4 


End 


810 


GI 


none 


Score 


.45 


Exons 


44. .314, 576. .810 






Seq. No. 


31031 


Seq. ID 


OJ990319_09.9A06.C28 


Gene No. 


64260 


Strand 




Start 


1 


End 


861 


Name 


OJ990319 09.9A06.C28.ol.tw 


Method 


TBLASTX: Wheat 


Start 


271 


End 


585 


GI 


none 


Score 


182 


Exons 


271. .585, 287. .556 






Seq. No. 


31031 


Seq. ID 


OJ990319_09.9A06.C28 


Gene No . 


642 60 


Strand 




Start 


1 


End 


861 


Name 


OJ990319J39. 9A06.C28.ol.tc 


Method 


TBLASTX: Cress 



31021 




Start 


358 


End 


705 




GI 


none 


Score 


63 




Exons 


358. .705, 413. .520, 554. .604 








Seq. No. 


31031 


Seq. ID 


OJ990319_09.9A06 


.C28 


Gene No. 


64260 


Strand 






Start 


1 


End 


861 




Name 


OJ990319 09. 9A06.C28..ol. tm 


Method ' 


TBLASTX • Mai ze 




Start 


378 


End 


595 




GI 


none 


Score 


106 




Exons 


378..S84, 379. .585, 379.-585, 


389. .595 






Seq. No. 


31031 


Seq. ID 


OJ990319_09. 9A06 


.C28 


Gene No. 


64260 


Strand 






Start 


1 


End 


861 




Name 


OJ990319 09.9A06.C28.ol.ts 


Method 


TBLASTX : Sovbean 




Start 


439 


End 


855 




GI 


none 


Score 


134 




Exons 


439. .678, 440. .679, 760. .855 








Seq. No. 


31032 


Seq. ID 


OJ990319 09 9A06 


. C29 


Gene No. 


64261 


Strand 






Start 


1 


End 


236 




Name 


OJ990319 09.9A06.C29.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


236 




GI 


2632129 


Score 


212 




Exons 


1. .236 








GI Descrip. 


(AJ22258 9) poly ( ADP-ribose ) polymerase 


[Zea mays] 




Seq. No. 


31032 


Seq. ID 


OJ990319_09.9A06 


.C29 


Gene No. 


64261 


Strand 






Start 


1 


End 


236 




Name 


OJ990319 09. 9A06.C29.ol.gs 


Method 


GENS CAN 




Start 


12 


End 


236 




GI 


none 


Score 


. 74 




Exons 


12. .236 








Seq. No.. 


31033 


Seq. ID 


OJ990319_09.9A06 


C30 


Gene No. 


64262 


Strand 


+ 




Start 


166 


End 


300 




Name 


OJ990319 09. 9A06.C30.ol.gs 


Method 


GENSCAN 




Start.. \ 


166 _ \ ' ' 


End. \. : 


300 " * 




GI 


none 


Score 


. 97 ' 




Exons 


166. .300 








Seq. No. 


31034 


Seq. ID 


OJ990319 09 9A06 


C32 


Gene No. 


64263 


Strand 






Start 


1 


End 


600 




Name 


OJ990319 09.9A06.C32.oI.np 


Method 


AAT/NAP 




Start 


1 


End 


600 




GI 


728835 


Score 


475 




Exons 


1..240, 328. .600 








GI Descrip. 


**** ALU SUBFAMILY SC WARNING 


ENTRY **** 






O -1 A O C 
J1UJJ 


Seq. ID 


OJ9903l9_U9. 9A06. 


C33 


Gene No. 


64264 


Strand 


+ 




Start 


208 


End 


421 





31022 



Name 

Start 

GI 

Exons 



OJ990319_09 . 9A06 . C33 . ol . gs Method GEN SCAN 

208 End 421 

none Score .73 
208. .421 



Seq. No. 31036 Seq. ID OJ99,0319_09 . 9A06 . C37 

Gene No. 64265 Strand + 

Start 1 " " End 204 

Name . OJ990319_09 . 9A06 . C37 . ol . np Method AAT/NAP 

Start 1 End 190 

GI 3702368 " Score 118 

Exons 1 . . 190 

GI Descrip. (AJ001855) alpha subunit of F-actin capping protein [Arabidopsis 
thaliana] 



Seq. No. 31036 Seq. ID 

Gene No. 64265 Strand 

Start 1 End 

Name OJ990319_09 . 9A06 . C37 . ol . gs Method 

Start 86 End 

GI none Score 

Exons 86. .204 



OJ990319_09.9A06.C37 
+ 

204 

GENSCAN 

204 

.49 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31037 
64266 
1 

OJ990709 
1 

3645898 
1. .508 
(U68408) 
mutation 



05.9A01.Cl.ol.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



in-frame stop codon; possibly 
[Zea mays] 



OJ990709_05.9A01.C1 
590 

AAT/NAP 

508 

320 

a post-transposition 



Seq. No. 


31037 




Seq. ID 


OJ990709_05. 9A01 


Gene No. 


64266 




Strand 




Start 


1 




End 


590 


Name 


OJ990709 05.9A01. 


Cl.ol.tm 


Method 


TBLASTX: Maize 


Start 


42 




End 


284 


GI 


none 




Score 


57 


Exons 


42.. 284, 43.. 165 








Seq. No. ... 


• 3.1037 v 




• Seq. ID 


O'J990709_05..9A01 


Gene No. 


64266 




Strand 




Start 


1 




End - 


590 - 


Name 


OJ990709 05. 9A01. 


Cl.ol.gs 


Method 


GENSCAN 


Start 


72 




End 


590 


GI 


none 




Score 


.98 


Exons 


72. .590 








Seq. No. 


31038 




Seq. ID 


OJ990709_05. 9A01 


Gene No. 


64267 




Strand 




Start 


4068 




End 


6992 


Name 


OJ990709 05.9A01. 


C2.ol.np 


Method 


AAT/NAP 


Start 


4068 




End 


6992 


GI 


A /II /- -) /"\ O 
*1 1 J_ UJU^. 




Score 


3515 


Exons 


4068. .5752, 5813. 


.6992 






GI Descrip. 


(AF105716) copia- 


type pol 


polyprotein 


[Zea mays] 



31023 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31038 Seq. ID 

64267 Strand 

4068 End 

OJ990709_05. 9A01 . C2 . ol . tm Method 

4068 End 

none Score 

4 068. .4379, 4074. .4745, 4135. .4737 

31038 Seq. ID 

64267 Strand 

4 068 End 

OJ990709_05 . 9A01 . C2 . o2 . ts Method 

4086 End 

none Score 

4086. .4319, 4209. .4304, 4329.-4727, 4339.. 4518 



OJ990709_05. 9A01.C2 
6992 

TBLASTX: Maize " 
4745 
216 



OJ990709_05. 9A01.C2 
6992 

TBLASTX: Soybean 
4727 
46 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31038 
64267 
4068 

OJ990709_05. 9A01 . C2 . ol . tc 

4089 

none 



Seq. ID OJ990709_05. 9A01.C2 
Strand 

End 6992 

Method TBLASTX : Cress 

End 4547 

Score 71 



4089. .4301, 4320. .4454, 4458. .4547 



Seq. No. 31038 

Gene No. 64267 

Start 4068 

Name OJ990709_05 . 9A01 . C2 . o3 . tw 

Start 4134 

GI none 
Exons 



Seq. ID OJ990709_05.9A01.C2 
Strand 

End 6992 

Method TBLASTX : Wheat 

End 4589 

Score 60 



4134. .4310, 4135. .4254, 4137. .4304, 4332. .4589, 4333. .4434 



Seq. No. 


31038 








Seq. ID 


OJ990709_05.9A01.C2 


Gene No. 


64267 








Strand 




Start 


4068 








End 


6992 


Name 


OJ990709 05 


.9A01. 


C2.o6. 


tm' 


Method 


TBLASTX: Maize 


Start 


4746 








End 


.4929 


GI 


none 








Score 


161 


Exons 


4746. .4928, 


4747. 


.4929, 


4783. 


, .4929 




Seq.. 'No. . 


31038 ; , * 








Seq'. '.ID 


. OJ9907 09_05.9A01.'C2 


Gene No. 


64267 








Strand 




Start 


4068 








End 


6992 


Name 


OJ990709 05, 


. 9A01. 


C2.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


4988 








End 


5437 


GI 


none 








Score 


481 


Exons 


4988. .5437, 


4989. 


.5435 








Seq. No. 


31038 








Seq. ID 


OJ990709_05.9A01.C2 


Gene No. 


64267 








Strand 




Start 


4068 








End 


6992 


Name 


OJ990709 05. 


. 9A01. 


C2.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


5097 








End 


5705 


Gi 


5509260 








Score 


249 


Exons 


5097. .5480, 


5099. 


.5488, 


5099. 


.5479, 54 


84 . .5705, 5486. .5704 


GI Descrip. 















31024 



Seq. No. 


31038 








Seq. ID 


OJ990709_05.9A01 


.C2 


C^p-nci Mo 


642 67 








Strand 






Start 


4 06ft 

*i v \J O 








End 


6992 




Nam© 


O.T990709 D S 


9A01 

• Z> t\\J ± 


P9 o9 




Method 


TBLASTX: Wheat 




Start 


5111 ~~ 








End 


5579 




GI 


none 








Score 


242 




R von ^ 


SI 1 1 54 5R 

Jill • • JO / 


51 9 4 


54 5 6 

■ ■ J *a J \J , 


54 R 6 


.5563, 5487. .5579 




Seq. No. 


31038 








Seq. ID 


O.T990709 05 9A01 

VU Z? Z>\J 1 \J Z? UJ. Z/ tWJ X 


C2 




64 267 








Strand 






Q +- a -r V 


4 06R 








End 


6992 




Nam© 


OtT990709 05 
kj^j z? zt \j i \j zj \j -j 


9A01 

• Z/t\\J x 


CO nO 


1" O 


Method 


TBLASTX: Cress 




J U CIX L. 


591 6 _ 

J Z. X u 








End 


5497 




GI 


none 








Score 


74 




P, yon s 


5216 5497 

J Z. X V/ . • J *1 -/ f / 


534 3 

J J *3 J 


54 9? 

. • J _7 Z. 










Seq. No. 


31038 








Seq. ID 


OJ990709_05.9A01. 


C2 




642 67 








Strand 






Start 


4 06ft 








End 


6992 




Nam© 


n,7990709 05 
\j \j z* z> \j i \j z* *j j 


9A01 


CO o4 


fm 


Method 


TBLASTX: Maize 




Start 


54 38 ~~ 








End 


5767 




GI 


none 








Score 


290 




R von ^ 


54^ft 5767 

J T J O • ■ J / \J ' f 


54^9 


. . J / Z. _/ , 


54 41 

J441 . 


.5731 






Seq. No. 


31038 








Seq. ID 


OJ990709_05. 9A01. 


C2 


Gene No . 


64267 


- 






Strand 






Start 


4068 








. End 


6992 




NI amp 

ln cm. it- 


O.T990709 OS 
\ju z* z/\j t u z? uj 


QA01 


CO nO 




Method 


TBLASTX: Maize 




Start 


6077 ~~ 








End 


6740 






n on o 








Score 


86 




pvnnQ 

J— i A UllO 


6077 6199 


6090 


6900 


61 99 

\J ± Z? Zs • 


.6666, 6200.. 6640, 6244.. 6666, 




6665 67?9 


6667 


67 "3R 


6679 


.6740 






Seq. No. 


31038 








Seq. ID 


OJ990709_05.9A01. 


C2 




642 67 








Strand 






Start 


4 06ft 

*3 \J \J O 








End 


6992 




Nam© 


O.T990709 OS 

\J <J Z? Z? \J I \J Z* U J 


9A01 

. Z? t\\J X 


P9 o4 




Method 


TBLASTX: Wheat - 




Start 


6077 _ 








End 


6315 




GI 


none 








Score 


76 




P, y on c: 


6077 61 96 


6090 

U \J _7 VJ 


61 94 


69 ^R 

JO • 


. 6315 






Seq. No. 


31038 








Seq. ID 


OJ990709_05.9A01. 


C2 


Cpnp Wo 


642 67 








Strand 






Start 


406ft 








End 


6992 




Nam© 


O.T990709 05 

\-/U Z? ZJ\J 1 \J Z? U J 


QA01 


CO o^ 
V-/ z. . \j j • 




Method 


TBLASTX: Soybean 




Start 


609ft _ 

\J \J z* o 








End 


6558 




GI 


n on o 








Score 


39 




F" von q 


609R 6909 


6947 

Oil / 


65 5ft 
. D J JO / 


69 54 


.6322, 63.68. .6475 




Seq. No. 


31038 








Seq. ID 


OJ990709_05.9A01. 


C2 


Gene No. 


64267 








Strand 






Start 


4068 








End 


6992 




Name 


OJ990709_05. 


9A01. 


C2.ol. 


tw 


Method 


TBLASTX: Wheat 




Stax L 


64 03 








End 


6975 




GI 


none 








Score 


120 




Exons 


6403. . 6687, 


6404 . 


.6691, 


6689. 


.6715, 6689.. 6715, 6727.. 6975, 



31025 




6746. .6973 



Sea No 


31038 




Seq. ID 


OJ990709_05. 


9A01 


CO 


fipnp No 


64267 




Strand 








Start 


4068 




End 


6992 






Name 


OJ990709 05 9A01 C2 oS 


tm 


Method 


TBLASTX: Maize 




Start 


6742 _ 




End 


6992 






GI 


none 




Score 


220 






E von *=; 


6742 6990 6746 6991 


6753 . 


.6992, 6753.. 6992 






Seq. No. 


31039 




Seq. ID 


OJ990709_05. 


9A01 


.C3 


Gene No. 


64268 




O L. X Ct 1 IKJL 








Start 


1 




End 


977 






Kfa mo 
ln auic 


OJ990709 OS QAD1 C~K ol 


np 


Method 


AAT/NAP 






Start 


1 ~~ 




End 


977 






GI 


3645898 




Score 


188 








1 130 203 675 739 


977 












\ U UU t u U ) XII i. X. dlLlt^ O UUy 




possibly 


a post-transposition 




mutation [Zea mays] 












Sea No 


31039 




Seq. ID 


OJ990709JD5. 


9A01 


.C3 




64268 




Strand 








Qf art 


1 




End 


977 






Name 


OJ990709 05 9A01 C3 ol 

KJKJ -J Zf \J 1 \J Zs \J -J • ZJ t\\J i t ^ J i Ul • 


rr q 
9^ 


Method 


GENSCAN 






Start 


68 ~~ 




End 


723 






GI 


none 




Score 


.72 






Exons 


68. .723 












Sea No 


31040 




Seq. ID 


OJ990709_05. 


9A01 


C4 


Hpnp Mo 

VjCIIC LNU. 


64269 




Strand 


+ 






Start 


97 




End 


2715 






Name 


OJ990709 05 9A01 CA ol 


y to 


Method 


GENSCAN 






Start 


97 ~ 




End 


2419 






GI 


none 




Score 


.4 






Exon s 


97. .303, 309. .486, 1754 


. .1884 


, 2342. .2419 






Seq. No. 


31040 




Seq. ID 


OJ990709_05. 


9A01 


C4 


Genp No 


64269 




Strand 


+ 






Start 


97 




End 


2715 






Name 


OJ990709 05. 9A01.C4 .ol. 


np 


Method 


AAT/NAP 






Start 


285 




End 


2715 






GI 


5803270' ; . . " • 




Score 


278 






E v on c; 


285. .451, 526. .669, 1074. .1173, 2661. .2715' 






(*Z T riPQrri n 


(AP000399) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


31040 




Seq. I'D 


OJ990709_05. 


9A01. 


C4 


Gene No. 


64270 




Strand 


+ 






Start 


10532 




End 


11296 








OJ990709 05. 9A01.C4 .ol. 


gp 


Method 


AAT/GAP 






Start 


10410 




End 


11109 






GI 


702740 




Score 


718 






Exons 


10410. .10694, 11007. .11109 










GI Descrip. 


30804 39/emb|CAA1875 6. 1| 


2.0e- 


14 (AL022605) putative 


protein 




[Arabidopsis thaliana] 












Seq. No. 


31040 




Seq. ID 


OJ990709_05. 


9A01. 


C4 


Gene No. 


64270 




Strand 


+ 







31026 




Start 


10532 






End 


11296 




Name 


OJ990709 05.9A01.C4 


. o2 . np 


Method 


AAT/NAP 






10526 






End 


11293 




C T 


3080439 




Score 


372 






10526. 


.10694, 11007 


1 1 9Q"3 










(AL022605) putative 


t™\ y~ /~\ ~\~ "i n 
^JL U Lclll 


[Arabidopsis thaliana] 




Seq. No. 


31040 






Seq. ID 


OJ990709_05.9A01 


.C4 


Gene No. 


64270 






Strand 


+ 






10532 






End 


11296 




Name 


OJ990709 05.9A01.C4 


. o4 . gs 


Method 


GENSCAN 




O Lai t 


10532 






End 


11296 




C T 


none 






Score 


.86 




Exons 


10532. 


.10694, 11007 


1 1 9Q6 








oeq . ino . 


31040 






Seq. ID 


OJ990709 05.9A01 


C A 


Gene No. 


64271 






Strand 


+ 




Start 


20425 






End 


23793 




Name 


OJ990709 05.9A01.C4 


, o o • gs 


Method 


GENSCAN 




o c ar u 


20425 






End 


23793 




C T 


none 






Score 


.52 




Exons 


20425. 


.20427, 20532 




22278. .22381, 22435. .23091, 






23710. 


.23793 










Seq. No. 


31040 






Seq. ID 


OJ990709_05.9A01 


.C4 


Gene No. 


64272 






Strand 






otari 


2873 






End 


3485 




Name 


OJ990709 -05.9A01.C4 


o2 . gs 


Method 


GENSCAN 




Of 3 

OLalL 


2873 






End 


3485 




C T 


none 






Score 


.85 






2873. . 


2987, 3358. .3485 








oeq . no . 


31040 






Seq. ID 


OJ990709_05.9A01 




Gene No. 


64273 






Strand 






Start 


16876 






End 


18604 




Name 


OJ990709 05.9A01.C4 


ol . tm 


Method 


TBLASTX: Maize 






10597 






End 


11296 




r* t 

o J. 


none 






Score 


71 




Exons 


10597. 


.10674, 10607. 


. 10714, 


11005. .11139, 11006. .11140, 






11165. 


.11296, 11260. 


.11295 








Oc»(-t NT a 

oeq. IN o . 


31040 






Seq. ID 


OJ990709_05". 9A01 


C A 


Gene No. 


64273 






Strand 






Start 


16876 






End 


18604 




Name 


OJ990709 05.9A01.C4. 


ol. tc 


Method 


TBLASTX: Cress 






11005 






End 


11320 




PT 


none 






Score 


110 




Exons 


11005. 


.11118, 11006. 


.11110, 


11104. .11163, 11105. .11164, 






11150. 


.11320, 11230. 


.11304 










31040 






Seq. ID 


OJ990709_05.9A01 


CA 


Gene No. 


64273 






Strand 






Start 


16876 






End 


18604 




Name 


OJ990709 05.9A01.C4. 


o3 . np 


Method 


AAT/NAP 




Start 


168/6 






End 


18604 




GI 


6721512 




Score 


81 




Exons 


16876. 


.17011, 18264. 


.18288, 


1832 9. . 184 67, 184 96. . 18604 





31027 




GI Descrip. (AP001072) hypothetical protein [Oryza sativa] 



Sea No 


31041 


Qprr T n 








64274 


OLI Ctl 1VJ. 






Start 


4 1 








Name 


OJ990709 05 9A01 C5 ol 


1. JC L- 1 1UU 


\J Ej L\ O V_»rt IN 




Start 


41 ~" 




1 




GI 


none 


S core 


a 






41 128 299 454 1438 1532 








Seq. No. 


31042 


Seq. ID 


OJ990709_05. 9A01 


.C6 


Gene No. 


64275 


Strand 






Start 


4052 


End 


6067 




Name 


OJ990709 05.9A01.C6.ol.np 


Method 


AAT/NAP 




Start 


4052 


End 


6067 




GI 


479357 


Score 


938 




1_J V_/ 1 1 C_} 


4052. .4214, 4305. .5782, 5864. 


.6067 






vj JL L/C OL-J — LU • 


hypothetical protein 612 - maize transposon MuA2 






gi|22375|emb|CAA44165| (X62251) ORF [Zea mays] 




Qpri No 


31042 


Seq. ID 


OJ990709_05. 9A01 


• \^ D 




64276 


Strand 






Start 


7995 


End 


8163 




Name 


OJ990709 05.9A01.C6.o2.tm 


Method 


TBLASTX: Maize 




Start 


4332 


End 


4778 






none 


Score 


65 




F vnn q 

D AUll o 


4332. .4511, 4344. .4517, 4521. 


.4778, 4543. .4665 




Seq. No. 


31042 


Seq. ID 


OJ990709_05.9A01 


.C6 


flpnp No 


64276 


Strand 






Start 


7995 


End 


8163 




Name 


OJ990709 05. 9A01.C6.ol. tm 


Method 


TBLASTX: Maize 




Start 


4779 


End 


5409 




GI 


none 


Score 


84 




P. v o n c; 

J_J ^ UlliJ 


4779. .5051, 4794. .5054, 4795. 


.5067, 5058.. 5309, 5058.. 5408 




5062.. 5409 








Sea No 


31042 


Seq. ID 


OJ990709_05. 9A01 


C6 


ucnc inu ■ 


64276 


Strand 






Start 


7995 


End 


8163 




Name 


OJ990709 05. 9A01 . C6 . o3 . tm 


Method 


TBLASTX: Maize 




Start 


5472/.. 


-End . 


5715 




GI 


none 


Score 


93 






5472. .5705, 5476. .5715 








Seq. No. 


31042 


Seq. ID 


OJ990709__05. 9A01. 


C6 




64276 


Strand 






Cfarf 


7995 


End 


8163 






OJ990709 0s5.9A01.C6.o3..np 


Method 


AAT/NAP 




Start 


7995 


End 


8163 ' 




GI 


5852084 


Score 


96 




Exons 


7995.. 8163 








GI Descrip. 


(AL117264) zwh0007.1 [Oryza sativa] 






Seq. No. 


31043 


Seq. ID 


OJ990.709_05.9A01. 


C7 


Gene No. 


64277 


Strand 


+ 




Start 


138 


End 


378 





31028 



Name 


OJ990709 05 


.9A01.C7.ol. 


. gS 


Method 






Cfarf 


138 








"3 "7 Q 




GI 


none 






S core 


. 0 0 




Rv on 


138. .257, 361. .378 










O C ■ L»v • 


31044 






oeq . ± u 


nTQQmriQ nt; anni 




Gene No. 


64278 






Strand 


+ ~ 




Start 


.2393 






End 


2969 




Name 


OJ990709 05, 


. 9A01.C8.ol, 


,np 


Method 


AAT/NAP 




O Lai L 


2393 






End 


2969 




GI 


3004480 






Score 


221 






2393. .2969 












\J j. L/COLl _L • 


(AJ228333) reverse transcriptase [Pinus elliottii] 




w_/ C ■ LN w • 


31044 






Seq. ID 


OJ990709JD5.9A01 


.C8 


Gene No. 


64279 






Strand 


+ 




Start 


3817 






End 


4055 




Name 


OJ990709 05. 


9A01.C8.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2599 






End 


3195 




GI 


none 






Score 


44 






2599. .2661, 


2610. .2681, 


2678. 


.2869, 2750. .2860, 2853. .3011 




2939. .3001, 


3012. .3191, 


3013. 


.3195 






Seq. No. 


31044 






Seq. ID 


OJ990709 05.9A01 


.C8 


Gene No. 


64279 






Strand 


+ 




Start 


3817 






End * 


4055 




IN CU LLC 


OJ990709 05. 


9A01.C8.o2. 


gs 


Method 


GENSCAN 




Start 


3817 






End 


4055 




GI 


none 






Score 


.93 




TT von q 


3817. .4055 












Serr No 


31045 






Seq. ID 


OJ990709_05.9A01. 


.C9 


Gene No. 


64280 






Strand 


+ 




Start 


2037 






End 


4097 




Name 


OJ990709 05. 


9A01.C9.ol. 


np 


Method 


AAT/NAP 




Start 


2037 






End 


4097 




GI 


3928543 






Score 


1283 




Exons 


2037. .2384, 


2412. .2568, 


3164. 


.4097 






GI Descrip. 


(AB016819) UDP-glucose 


glucosyltransf erase [Arabidopsis 





thaliana] 

Seq. No. 31045 Seq. ID OJ990709_05. 9A01 . C9 

Gene No. * 64280 . Strand + 

Start 2037 End 4097 

Name OJ990709_05 . 9A01 . C9 . ol . gp Method AAT/GAP 

Start 3443 End 3761 

GI LIB3477-004-P1-K1-F3 Score 522 

Exons 3443.. 3761 

GI Descrip. ' 392854 3/ dbj \ BAA34 687 | 1.0e-23 (AB016819) .UDP-glucose 
glucosyltransferase [Arabidopsis thaliana] 1 



Seq. No. 31045 Seq. ID 

Gene No. 64281 Strand 

Start 9043 End 

Name OJ990709_05 . 9A01 . C9 . ol . tc Method 

Start 2058 End 

GI none Score 



OJ990709_05.9A01.C9 
+ 

13137 

TBLASTX: Cress 

4022 

160 



31029 



Exons 2058. .2180, 2063. .2161, 2232. .2339, 2412. .2534, 2526. .2567, 

3166. .3222, 3174. .3215, 3229. .3774, 3249. .3506, 3543. .3740, 
3776.. 3988, 3777.. 4022 



Seq. No. 31045 
Gene No. 64281 
Start 9043 

Name OJ990709_05 . 9A01 . C9 . ol . 

Start 2058 
GI none 

Exons 2058.. 2180, 2060.. 2161, 

3166.-. 3222, 3229. .3432, 
3776. .4087, 3777. .4091 

Seq. No. 31045 

Gene No. 64281 

Start 9043 

Name OJ990709_05 . 9A01 . C9 . o2 . 

Start 2060 

GI none 

Exons 2060.. 2161, 2061.. 2339, 
2412. .2543, 3161. .3262, 



Seq. ID OJ990709_05.9A01.C9 

Strand + 

End 13137 
ts Method ' TBLASTX : Soybean 

End 4091 

Score 165 
2232. .2279, 2412. .2543, 3166. .3222, 
3249. .3422, 3445. .3774, 3477. .3755, 



Seq. ID OJ990709_05.9A01.C9 

Strand + 

End 13137 
tm Method TBLASTX : Maize 

End 3495 

Score 343 
224 6. .2338, 2320. .2361, 2411. .254 5, 
3165. .3494, 3166. .3495 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31045 
64281 
904 3 

OJ990709_05. 9A01 . C9 . o2 . tw 

2060 

none 



Seq. ID OJ990709 05.9A01.C9 



Strand 
End 

Method 

End 

Score 



+ 

13137 

TBLASTX: Wheat 

2333 

174 



2060. .2161, 2061. .2180, 2232. .2333, 2246. .2332 



31045 
64281 
9043 

OJ990709_05 . 9A01 . C9 . ol . tm 

3504 

none 



Seq. ID OJ990709_05.9A01.C9 
Strand 
End 

Method 
End 
Score 

3504. .3662, 3508. .3678, 3511. .3666, 3667. .3774, 3717. .3773, 
3768. .3953, 3770. .3895, 3776. .4093, 3777. .4097 



+ 

13137 

TBLASTX: Maize 

4097 

236 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. ' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31045 

'64281 * 
9043 

OJ990709_05.9A01.C9.ol.tw 
3517 
none 

3517. .3672, 3520.. 3642, 3531. 
3768. .3899, 3770. .3859, 3776. 

31045 
64281 
9043 

OJ990709_05 . 9A01 . C9 . o2 . np 
9043 
1091678 
904 3. .10698, 11822. .118 60 

activator-like transposable element [Pennisetum glaucum] 



Seq. ID OJ990709_05.9A01.C9 

Strand . + . 

End 13137 

Method TBLASTX: Wheat 

End 3904 

Score 162 

.3662, 3706. .3762, 3732. .3764, 
.3904, 3777.. 3902 

Seq. ID OJ990709_05. 9A01.C9 

Strand + 

End 13137 

Method AAT/NAP 

End 11860 

Score 643 



31030 



Seq. No. 


31045 






Seq. ID 


OJ990709_05.9A01 


.C9 


Gene No. 


64281 






Strand 






Start 


904 3 






End 


13137 




LNCtiLlC 


n.TQQ070Q OS 


9A01.C9 


. o3 . tm 


Method 


TBLASTX: Maize 






Q?Q4 _ 






End 


10701 




GI 


none 






Score 


93 






QTQ4 QS40 


9535. .9756, 9805. .9894, 9904. .10281, 10387. 






± U ft I? O • . lUOUv 


>, 10498 


. .10593, 


10621. .10701 


Seq. No. 


31045 






Seq. ID 


OJ990709_05.9A01 


.C9 


Hpnp Mo 
OC11C LN ^ . 


U T O -L 






Strand 


+ 




OLdX L 


QD4 






End 


13137 




Name 


n,TQQn7nQ 


9A01.C9, 


. o4 . ts 


Method 


TBLASTX: Soybean 




Start 


94 96 _ 

.7 1 Z> \) 






End 


9840 




GI 


none 






Score 


179 






Q4 qa Q77 1 


9805. .9840 








Seq. No. 


31045 






Seq. ID 


OJ990709 05.9A01 


.C9 


LNU • 


64281 






Strand 


+ 




OLdl 1. 


_7 U o 






End 


13137 




IN cUUC 




9A01..C9. 


■o2. ts 


Method 


TBLASTX: Soybean 




O L. Cl i. l_ 


9907 _ 






End 


10284 




riT 


none 






Score 


206 




Exons 


QQ07 1 09PI4 












Seq. No. 


31045 






Seq. ID 


OJ990709_05. 9A01 


.C9 


O t£ 1 1 C IN 1^1 . 


64281 






Strand 


+ 




O Lai L 


9043 






End 


13137 




Name 


OJ990709 05. 


9A01.C9. 


. o3 . ts 


Method 


TBLASTX: Soybean 




O L, a. i. L, 


10489 






End 


10704 




GI 


none 






Score 


199 




LAUilo 


10489. . 10704, 10489. 


.10584, 


10497. .10613 




Seq. No. 


31045 






Seq. ID 


OJ990709_05-. 9A01 


.C9 


Gene No. 


64281 






Strand 


+ 




Start 


9043 






End 


13137 




Name 


OJ990709 05. 


9A01.C9. 


o3 . gs 


Method 


GENSCAN 




Start 


11187 






End 


13137 




GI 


none 






Score 


.56 




Exons 


11187. .11195 


, 11716. 


.11913, 


12072. .12124, 12438. .12489, 





12814. 112954, 13111. .13137 



Seq. No. 31046 

Gene No. 64282 

Start 255 

Name OJ990709_05 . 9A01 . C10 . ol . gp 

Start 255 

GI 16027_1.R1084 

Exons 255.. 442, 2747. .2844, 2958. 

GI Descrip. 1 3600033 9.0e-52 (AF080119) 



terminal domain of the El protein (Pfam: El_N.hmm, score 
[Arabidopsis thaliana] • 



Seq. ID OJ990709_05.9A01.C10 

Strand + 

End 3807 

Method AAT/GAP 

End 3807 

Score 1680 
3079, 3306. .3807 
contains similarity to the N 

12.36) 



seq. No. 
Gene No. 
Start 



31046 
64282 
255 



Seq. ID OJ990709_05.9A01.C10 
Strand + 
End 3807 



31031 




Warn o 


D.TQQ07 HQ 'TIS 


.9A01 


.ClO.ol 


.np 


Method 




OLai I 










End 




(IT 
\J X 


"37 ^7 c 07 








Score 








2960 


. .3079, 


3306. 


.3543 




ox ucoli • 




SOS ribosomal protein L27 


[Arabidopsis tnaliana] 


Seq. No. 


31046 








Seq. ID 


OJ990709_05. 9A01.C10 


Gene No . " 1 


64282 








Strand 


+ 


Start 


? s s 








End 


JOU / 


Name 




.9A01 


. LIU . OZ 


.gs 


Method 


bLNbLAIN 


Of a rf 


t / 00 








End 


J34 Z 


O X 










Score 


1 
1 


IT VPlfl Q 
LiAUi 1 0 




2958 


. .3079, 


3306. 


.3542 




Seq. No. 


31046 








Seq. ID 


OJ990709_05. 9A01.C10 


Gene No. 


64283 








Strand 




Start 


269 








End 




Name 


OJ990709 05 


. 9A01 


. C1U . Ol 


.gs 


Method 






269 








End 


1 0Z0 


O X 


none 








Score 


H A 


Pvnn c 

Ej 1 O 


269. .382, 1266.. 


1328 








Seq. No. 


31046 








Seq. ID 


OJ990709_05. 9A01 .C10 


Gene No. 


64284 








Strand 






4747 








End 


A 7 Q 1 

4 / y ± 


Name 


OJ990709 05 


. 9A01 


.C10.o3 


.gs 


Method 




C -h a rr 


4747 








End 


h f y 1 


X 


none 








Score 




F" 1 v* T"i cr 


4747. .4791 














31046 








Seq. ID 


OJ990709_05. 9A01.C10 


Gene No. 


64285 








Strand 




Start 


4939 








End 


4998 


Name 


OJ990709 05 


. 9A01 


.ClO.ol 


tm 


Method 


TBLASTX: Maize 


J Lai L 


2751 








End 


3555 


rir 

\J X 


none 








Score 


100 


Exon s 


2751. .2852, 


2759 


. .2851, 


2984. 


.3079, 2986. .3078, 2988. .3086, 




3303. .3539, 


3304 


. .3555, 


3305. 


.3535 




Seq. No.. 


31046 








Seq. ID 


OJ990709_05. 9A01.C10 


Gene No. 


64285 








Strand 




O Lai L 


4939 " 








End- 


• 4 998 


Name 


OJ990709 05 


9A01 


ClO.ol. 


ts 


Method 


TBLASTX: Soybean 


OLai L 


2950 








End 


3532 


\J X 


none 








Score 


168 


IjAUUo 


2950. .3078, 


2960. 


.3079, 


2969. 


.3079, 3303.. 3515, 3308. .3532 


O tr L[ . IN • 


31046 








Seq. ID 


OJ990709_05.9A01.C10 


Gene No. 


64285 * 








Strand 




Start 


4939 








End 


4998 


Name 


OJ990709 05. 


9A01. 


ClO.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


2959 








End 


3508 


GI 


none 








Score 


181 


Exons 


2959. .3078, 


2960. 


.3079, 


2981. 


.3079, 3294.. 3500, 3303.. 3500, 




3308. .3508, 


3319. 


.3501 








Seq. No. 


31046 








Seq. ID 


OJ990709_05. 9A01.C10 



31032 



Gene No. 64285 Strand 

Start 4939 End 4998 

Name OJ990709__05 . 9A01 . CIO . o2 . gp Method AAT/GAP 

Start . 4939 End 4998 

GI 2312838 Score 63 

Exons 4939.-4998 

GI Descrip. 1420932/gb | U61383 | ORU61383 7.0e-21 Oryza rufipogon 





1 owuiuci J- aLc ^.vJrt ll^aoc y tr i 1 tr / 


■i nf yon 1 


pdiLiai sequence 




^104 7 

J1U1 / 


Qorr T Pi 


uuyyu / uy uo.y/iui.uii 


ftl o m o Mc^ 


64 9fl £ 


o l idnu 


T 


Start 


455 


End 


4 7 07 

4 / U / 


Name 


OJ990709 05.9A01.Cll.ol.gs 


Method 


GENSCAN 


Start 


455 


End 


4707 


GI 


none 


Score 


7 R 




455. .929, 1105. .3347, 3376.. 


3758, 4393 




Qfirr Mn 
OCl^t LN \J . 


31047 


Seq. ID 


ujyyu/uy uo.yAUi.L-ii 




64286 


Strand 


x 

T 


Of o v-f- 
O Ldi- L 


455 


End 


A *7 Pi H 
4 / U / 


Name 


OJ990709 05. 9A01 . Cll . ol . np 


Method 


AAT/NAP 


Start 


455 


End 


2984 


ct 


3600033 


Score 


9 7 Q 1 
Z / y 1 


Exons 


. 455. .2984 






(~1 T HDCPri n 


(AF080119) contains similarity to the 


N terminal domain of 




protein (iriam: hi N.nmm, 


score : 12 . 


36) [Arabidopsis thai 


Qnrr Mrs 
DCL^ • LNLJ * 


31047 


Seq. ID 


ujyyu/uy uo.yAUi.Lii 


Gene No. 


64286 


Strand 


+ — 


Start 


455 


End 


4707 


Name 


OJ990709 05.9A01.Cll.o5.ts 


Method 


i Dij/io i a . ooyoean 


u Ldi L 


499 


End 


o y y 




none 


Score 


9 9 1 


LAUilo 


499. .699, 500. .694 






O C • LN W . 


31047 


Seq. ID 


fiTQQnTriQ fit; Qnni PI 1 

vjj yyu/uy uo . yAui . til 


Gene No. 


64286 


Strand 


+ ~~ 


Start 


455 


End 


4707 


Name 


OJ990709 05.9A01.Cll.ol.tc 


Method 




O Lai t 


503 


End 


Q 7 Q 

o / y 


GI 


none 


Score 


4 0 4 

4 U 4 


Exons 


503. .868, 523. .879. ' * 






O C ^ • LN W . 


31047 


Seq. ID 


ujyyu/uy uo.yAUi.cii 


Gene No. 


64286 


Strand 


+ ~ 


Start 


455 


End 


4707 


Name 


OJ990709 05.9A01.Cll.o3.tm 


Method 


TBLASTX: Maize 


Start 


520 


End 


949 


GI 


none 


Score 


523 


Exons 


520. .942, 533. .949, 554. .949 






Seq. No. 


31047 


Seq. ID 


OJ990709_05.9A01.C11 


Gene No. 


64286 


Strand 


+ 


Start 


455 


End 


4707 


Name 


OJyyU/Oy 05. 9A01.Cll.o2.tm 


Method 


TBLASTX: Maize 


Start 


1064 


End 


1444 


GI 


none 


Score 


223 



31033 



Exons 



1064. .1222, 1065. .1223, 1080. .1223, 1217. .1444, 1221. .1442 



Seq. No. 


31047 






Seq. ID 


OJ990709 05 9A01 


. Cll 


Gene No . 


64286 






Sf rand 


+ 




Start 


455 






End 


4707 




Name 


OJ990709 05.9A01 


-Cll.o3.ts 




MpI - hod 


TBLASTX • Snvhpan 




Start 


1322 ~ 






End 


1532 




GI 


none 






Score 


263 




Exons 


1322. . 1468, 1323 


..1532, 1324. 


. 1524 






Seq. No. 


31047 






Seq. ID 


OJ990709J35. 9A01 


. Cll 


Gene No. 


64286 






Strand 


+ 




Start 


455 






End 


4707 




Name 


OJ990709 05.9A01 


.Cll.ol.gp 




Method 


AAT/GAP 




Start 


1422 






End 


1879 




GI 


2427784 






Score 


848 




Exons 


1422. . 1879 












GI Descrip. 


3600033 2.0e-37 


(AF080119) 


contains similarity to the N 


t" P TTT1 1 1 

I— vi.lLLJ.llQ ~L 




domain of the El 


protein (Pfam: El N.hmm, score: 12.36) 






[Arabidopsis thaliana] 










Seq. No. 


31047 






Seq. ID 


OJ990709_05. 9A01 


.Cll 


Gene No. 


64286 






Strand 


+ 




Start, 


455 






End 


4707 




Name 


OJ990709 05.9A01 


.Cll.ol.tm 




Method 


TBLASTX: Maize 




Start 


1447 






End 


2986 




GI 


none 






Score 


181 




Exons 


1447. .1731, 1459 


..1701, 1464. 


.1733, 1535. .1732, 1739. .1807, 




1740. .1814, 1740 


..1811, 1856. 


.1972, 1857. .2984, 1858. .2175, 




2012.. 2473, 2212 


..2925, 2519. 


.2980, 2753.. 2986 




Seq. No. 


31047 






Seq. ID 


OJ990709_05. 9A01 


.Cll 


Gene No . 


64286 






Strand 


+ 




Start 


455 






End 


4707 




Name 


OJ990709 05.9A01 


.Cll.o4 -ts 




Method 


TBLASTX : Soybean 




Start 


1538 






End 


1733 




GI 


none 






Score 


230 




Exons 


1538.. 1723, 1539 


. .1733 










Seq. No. 


31047 






Seq. ID 


OJ990709_05. 9A01 


.Cll 


Gene No . 


64286 






Strand 


+ 




Start 


4 5.5 4 " " • . 






End 


'4707 




Name 


OJ990709 05.9A01 


.Cll .ol .ts 




Method 


TBLASTX: Soybean 




Start 


2286 






End. 


2591 




GI 


none 






Score 


436 




Exons 


2286.. 2591, 2286 


. .2588 










Seq. No. 


31047 






Seq. ID 


OJ990709JD5. 9A01 


Cll 


Gene No. 


64286 






Strand 


+ 




Start 


455' 






End 


4707 




Name 


OJ990709 05.9A01 


Cll.o2.gp 




Method 


AAT/GAP 




Start 


2326 






End 


2764 




GI 


2312559 






Score 


817 




Exons 


2326. .2764 












GI Descrip. 


3600033 9.0e-52 


(AF080119) 


contains similarity to the N 


terminal 




domain of the El 


protein (Pfam: El N.hmm, score: 12.36) 





[Arabidopsis thaliana] 



31034 



Seq. No. 31047 

Gene No. 64286 

Start 455 

Name OJ990709_05 . 9A01 . Cll . o2 . ts 

Start 2694 

GI none 
Exons 



Seq. ID OJ990709_05.9A01.C11 

Strand + 

End 4707 

Method TBLASTX : Soybean 

End 2984 

Score 58 



2694. .2741, 2748. .2978, 2762. .2983, 2790. .2984 





31047 


Seq. ID 


OJ990709 05.9A01 


n i 

. vll 


Gene No. 


64286 


Strand 


+ 




Start 


455 


End 


4707 




Name 


OJ990709 05. 9A01.Cll.o2 


. np Method 


AAT/NAP 




Start 


3001 


End 


3523 




GI 


4678202 


Score 


141 




Exons 


3001. .3523 








GI Descrip. 


(AC007134) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


31048 


Seq. ID 


OJ990709_05.9A01 


C12 


Gene No. 


64287 


Strand 


+ 




Start 


5541 


End 


6084 




Name 


OJ990709 05.9A01.C12.o3 


np Method 


AAT/NAP 




Start 


5541 


End 


6084 




GI 


4678202 


Score 


205 




Exons 


5541. .6084 








GI Descrip. 


(AC007134) hypothetical 


protein [Arabidopsis thaliana] 





Seq. No. 


31048 


Seq. ID 


OJ990709_ 


Gene No. 


64288 


Strand 




Start 


82 9 


End 


3709 


Name 


OJ990709 05.9A01.C12.ol 


. np Method 


AAT/NAP 


Start 


829 


End 


2810 


GI 


6539570 


Score 


119 


Exons 


829. .847, 2367. .2436, 2616. .2810 




GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


31048 


Seq. ID 


OJ990709_ 


Gene No. 


64288 


Strand 




Start 


829 


End 


37"09 


Name 


OJ990709 05.9A01.C12.o2 


np Method 


AAT/NAP 


Start 


2544 


End 


3709 


GI 


6498436 


'Score 


■64 


Exons ■ 


2544.. 2704, 3470.. 370.9 






GI Descrip. 


(AP000815) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


31048 


Seq. ID 


OJ990709J 


Gene No. 


64289 


Strand 




Start 


15306 


End 


19143 


Name 


OJ990709 05.9A01.C12.o5. 


gs Method 


GENSCAN 


Start 


15306 


End 


19143 


GI 


none 


Score 


.54 


Exons 


15306. .15642, 164 06 .. 1 654 5, 17700 .. 18327 , 18356. 



Seq. No. 31048 Seq. ID OJ990709 05.9A01.C12 

Gene No. 64290 Strand 

Start 19539 End 24296 

Name OJ990709 05 . 9A01 . C12 . ol . tm Method TBLASTX : Maize 



31035 




Start 


5526 


End 


21527 




GI 


none 


Score 


74 




Exons 


5526.. 5603, 5592.. 5645, 5676 


..5747, 5681. .5746, 5811. .5897, 




58L9..5905, 21153 .. 21344, 21208.. 21324 


, 21417. .21467, 






21477 . .21527 








Seq. No. 


31048 


Seq. ID. 


OJ990709__05.9A01, 


.C12 


Gene No. 


64290 


Strand ' 






Start 


19539 


End 


24296 




Name 


OJ990709 05 9A01 C12 o2 tm 


Method 


TBLASTX: Maize 




Start 


7261 


End 


7698 




GI 


none 


Score 


78 




Exons 


7261.. 7317, 7288.. 7509, 7321 


..7554, 7536. .7571, 7570. .7698 


Seq. No. 


31048 


Seq. ID 


OJ990709_05.9A01. 


.C12 


Gene No. 


64290 


Strand 


- 




Start 


19539 


End 


24296 




Name 


OJ990709 05 9A01 C12 ol tw 


Method 


TBLASTX: Wheat 




Start 


7294 


End 


7632 




GI 


none 


Score 


199 




Exons 


7294. .7509, 7297. .7512, 7543 


. .7632 






Seq. No. 


31048 


Seq. ID 


OJ990709_05.9A01. 


.C12 


Gene No. 


64290 


Strand 






Start 


19539 


End 


24296 




Name 


OJ990709 05.9A01.C12.o6.gs 


Method 


GENSCAN 




Start 


19539 


End 


24296 




GI 


none 


Score 


.58 




Exons 


19539. .19830, 20809 .. 21392 , 21466. .217 


06, 24163. .24296 




Seq. No . 


31048 


Seq. ID 


OJ990709_05.9A01. 


C12 


Gene No. 


64290 


Strand 






Start 


19539 


End 


24296 




Name 


OJ990709 05. 9A01 . C12 . o5 . np 


Method 


AAT/NAP 




Start 


20078 


End 


21617 




GI 


4678202 


Score 


114 




Exons 


20078. .20112, 21218. .21392, 21423. .21617 




GI Descrip. 


(AC007134) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


31049 


Seq. ID 


OJ990709_05. 9A01. 


C13- 


Gene No . 


64291 


Strand 


+ 




.Start 


810 • 


End ■ 


1106 




Name 


OJ990709 05. 9A01 . C13 . ol . gs 


Method 


GENSCAN 




Start 


•810 


End 


1106 




GI 


none 


Score 


.46 




Exons 


810. .885, 913. .1106 








Seq. No. 


31050 


Seq. ID 


OJ990429_09. 9A19. 


CI 


Gene No. 


64292 


Strand 






Start 


108 


End 


362 




Name 


OJ990429 09.9A19.Cl.ol.gs 


Method 


GENSCAN 




Start 


108 


End 


362 




GI 


none 


Score 


.81 




Exons 


108. .362 








Seq. No. 


31051 


Seq. ID 


OJ990429_09. 9A19. 


C4 


Gene No. 


64293 


Strand 







31036 




Start 


218 




End 


563 


Name 


OJ990429 09.9A19.C4. 


ol . gs 


Method 


GENS CAN 

VJ -L-J L ' Willi 


Start 


218 ~~ 




End 


563 


GI 


none 




Score 


.43 


Exons 


218. .318, 530. .563 








Seq. No. 


31052 




Seq. ID 


OJ990429 09 9A19 C5 


Gene No. 


64294 




Strand 




Start 


49 




End 


297 


Name 


OJ990429 09.9A19.C5. 


ol . gp 


* Method 


AAT/GAP 


Start 


49 




End 


297 


GI 


3761181 




Score 


401 


Exons 


49. .297 








GI Descrip. 


4521193/dbj IAB013450 


.1IAB013450 l.Oe- 


99 Oryza sativa DNA, 




similar sequence to 


Pib gene 







Seq. No. 31052 Seq. ID 

Gene No. 64295 Strand ■ 

Start 267 End 

Name OJ990429_09. 9A19.C5.ol .gs Method 

Start 267 End 

GI none Score 

Exons 267.. 407 



OJ990429_09. 9A19.C5 
407 

GENSCAN 

407 

.99 



Seq. No. 31053 Seq.- ID 

Gene No. 64296 Strand 

Start 289 End 

Name OJ990429_09 . 9A19 . C9 . ol . gs Method 

Start 289 End 

GI none Score 

Exons 289.. 370 



OJ990429_09. 9A19.C9 
370 

GENSCAN 

370 

.5 



Seq. No. 31054 Seq. ID 

Gene No. 642 97 Strand 

Start 1 End 

Name OJ990429_09 . 9A1 9 . C10 . ol . np Method 

Start 1 End 

GI 5902445 Score 

Exons 1 . . 691 

GI Descrip. (AB030283) GAG-POL precursor [Oryza sativa] 



OJ990429_09. 9A19.C10 
+ 

691 

AAT/NAP 
691 
564 



Seq. No. v 31054. ■- . . Seq. ID- 
Gene No. 64297 Strand 
Start 1 End 
Name OJ990429_09 . 9A1 9 . C10 . ol . gs Method 
Start 70 End 
GI none Score 
Exons 70.. 195, 292.. 639 



OJ990429_09. 9A19;C10 
+ 

691 

GENSCAN 

639 

.7 



Seq. No. 31054 

Gene No. 64297 

Start 1 

Name OJ99042 9_09 . 9A19 . C10 . ol . tm 

Start 172 

GI none 

Exons 172. .555, 193. .444, 213. .542 



Seq. ID OJ990429JD9. 9A19.C10 

Strand + 

End 691 

Method TBLASTX : Mai ze 

End 555 

Score 365 



31037 



# • 

Seq. No. 31054 Seq. ID OJ990429_09 . 9A1 9 . CIO 

Gene No. 64297 Strand + 

Start 1 End 691 

Name OJ990429_09 . 9A19 . CIO . ol . tw Method TBLASTX : Wheat 

Start 229 End 648 

GI none Score 406 

Exons 229.. 648, 282.. 542, 337.. 546 

Seq. No. 31054 Seq. ID OJ990429_09 . 9A19 . CIO 

Gene No. 64297 Strand + 

Start 1 End 691 

Name OJ990429_09 . 9A19 . CIO . ol . ts Method TBLASTX : Soybean 

Start 307 End 678 

GI none Score 263 

Exons 307.. 678, 324.. 449 

Seq. No. 31055 Seq. ID OJ990429_09.9A19.C11 

Gene No. 64298 Strand + 

Start 1 End 1453 

Name OJ99042 9_09 . 9A19 . Cll . ol . np Method AAT/NAP 

Start 1 End 1423 

GI 6630685 Score 1492 

Exons 1..1423 

GI Descrip. (AP000969) Similar to copia-type pol polyprotein. (AF105716) 
[Oryza sativa] 

Seq. No. 31055 Seq. ID OJ990429_09 . 9A19 . Cll 

Gene No. 64298 Strand + 

Start 1 End 1453 

Name OJ990429_09 . 9A19 . Cll . ol . ts Method TBLASTX : Soybean 

Start 12 End 394 

GI 5509260 Score 499 

Exons 12.. 389, 14.. 394 

GI Descrip. 

Seq. No. 31055 Seq. ID OJ990429_09 . 9A19 . Cll 

Gene No. 64298 Strand + 

Start 1 ' • End , 1453 

Name OJ990429_09 . 9A19 . Cll . ol . tc Method TBLASTX: Cress 

Start 14 End 275 . 

GI none Score 230 

Exons ' 14 . .274, - 15. .275 . - - . . - 

Seq. No. 31055 Seq. ID OJ.990429_09 . 9A19 . Cll 

Gene No. 64298 Strand + 

Start 1 End 1453 

Name OJ990429_09 . 9A19 . Cll . ol . tw Method TBLASTX : Wheat 

Start 33 End 386 

GI none Score 423 .. 

Exons 33. .380, 39. .167, 41. .178, 200. .370, 207. .386, 208. .381 

Seq. No. 31055 Seq. ID OJ99042 9_09 . 9A19 . Cll 

Gene No. 64298 Strand + 

Start 1 End 1453 

Name 0 J9 90 4 2 9_0 9 . 9Ai 9 . (Ji 1 . o2 . tm Method TBLASTX : Mai ze 

Start 56 End 491 

GI none Score 484 



31038 



F.xon 

1—1 \-S 1 1 <j 


56 430 57 491 84 434 








Seq. No. 


31055 


Seq. ID 


OJ990429 09.9A19 


.Cll 


Gene No. 


64298 


Strand 


+ 




Start 


1 


End 


14 53 

X *a O O 




Name 


O L 79904?9 09 9A1 9 PIT r>3 t- <? 

\J\J ~s Zr \J Zf \J Zf ■ 11 X _7 • X X • U J t t_ O 


Mo *h hnH 

L JC L11UU 


TRT.A^TY • ^nuhpan 




o Lai L 


531 ~ 


FnH 


77 6 




GI 


none 


Score 


195 

X Zf .J 




P. vr>n 


531 776 548 694 








Seq. No. 


31055 


Seq. ID 


OJ990429_09. 9A19 


.Cll 


Gene No. 


64298 


Strand 


+ 




Start 


1 


End 


14 53 




Name 


0, 7990499 09 9A1 9 PI 1 o3 1-m 

\J*JZfZf\J*i£.ZJ \J Zf . _7.rlX .7 . <w X X ■ WO • L-1LI 


I1C L11UU 


TRT A QTY • Ma \ -70 




Start 


563 _ 


End 


77 6 




GI 


none 


Score 


917 
x / 




1—1 ^k. N—' 1 1 u 


563 700 564 776 576 776 








Seq. No. 


31055 


Seq. ID 


OJ990429_09. 9A19 


.Cll 


Gene No. 


64298 


Strand 


+ 




Start 


1 


End 


14 53 




Name 


0,7990499 09 9A1 9 PI 1 n9 i-w 

\jKJZfZJ\J*i£.Zf \J Zf ■ X_?.V_/XX . u . t_ w 




1 D i-ir\0 ± A . W 1 1 tr d. L 




OLal L 


570 _ 


Rnr! 


1 on^ 




(IT 

\D X 


n nn o 


S core 


1 Oft 
X u o 




R von c? 


570 719 77 9 1003 








Seq. No. 


31055 


Seq. ID 


OJ990429_09.9A19 


.Cll 


Gene No. 


64298 


Strand 


+ 




Start 


1 


End 


14 53 

X *i J o 




Name 


OJ990429 09.9A19.Cll.ol.tm 


Method 


TRT A QTY • Ma i -70 




Qf art- 


779 


End 


1 A 0 R 
± ft U D 




GI 


none 


Score 






J?vrin o 

DAUi.1 o 


779. .1405, 793. .1272, 1184. .1390, 1333 


1 39R 

. . x O ;? D 




Seq. No. 


31055 


Seq. ID 


OJ990429_09.9A19 


.Cll 


Gene No. 


64298 


Strand 


+ 




Start 


1 


End 


14 53 

X 4 -J J 




Name 


OJ990429 09.9A19.Cll.o2.ts 


Method 


TRT A^TY • ^rwbioan 




Start 


779 


End 


1 A R "3 ' 




GI 


none 


Score 


^. J 




F" von ^ 


779. .1156, 787. .1113, 1175. .1453 






-Spa Nn 


31056 


Seq. ID 


OJ990429_09. 9A19 


PI 9 


Gene No . 


64299 


Strand 


+ 




Start 


1 


End 


2986 




Name 


OJ990429 09.9A19.C12.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2986 




GI 


6063554 


Score 


417 




DAUllO 


1..85, 1195. .1447, 1573. .1801, 


2145. .2172, 2812. .2986 




wX UCoLIip i 


(AP000615) ESTs AU075 609 (C6334 4 ) , C7 1850 (E04 64 ) , C98 61 1 (E04 64 ; 




correspond to a region of the 


predicted gene.; hypothetical 




protein [Oryza sativa] 








Seq. No. 


31056 


Seq. ID 


OJ990429_09.9A19, 


.C12 


Gene No. 


b4^yy 


Strand 


+ 




Start 


1 


End 


2986 




Name 


OJ990429 09. 9A1 9 . C12 . ol . gp 


Method 


AAT/GAP 





31039 




Start 


1639 




End 


2375 






GI 


101153 1.R1084 




Score 


646 






R x on ^ 


1639. .1801, 2145. .2375 










GI Descrip . 


•5852170/emb|AL117265.1 IOST17804 1 . Oe- 


115 Oryza 


sativa 






indica (GLA4 ) genomic 


DNA, chromosome 4 


, BAC clone: tl7804 ■ 


Seq . No . 


31056' 




Seq. ID 


OJ990429_ 


_09.9A19, 


.C12 


Gene No . 


64300 




Strand 


+ 






Start 


3423 




End 


3719 






Name 


OJ990429 09.9A19.C12 


. o2 . gp 


Method 


AAT/GAP 






Start 


3423 




End 


3719 






GI 


61605 3.R1084 






431 






Ex on ^ 


3423. .3719 












GT Dp sp r in 


' 1402920/emb|CAA66965| 2 . Oe- 


■20 (X98321 


) peroxidase [Arabidoi 




thaliana] 1 












Seq. No. 


31056 




Seq. ID 


OJ990429_ 


_09. 9A19, 




Gene No. 


64 301 




Strand 


+ 






Start 


4368 




End 


4842 






Name 


ChT9904?9 09 9A1 9 C\? 


. o3 . gs 


Method 


GENSCAN 






Start 


4368 _ 




End 


4842 






GI 


none 




Score 


. 92 






Rvon s 

J^J i I O 


4368. .4511, 4581. .47 


24, 4786 


!. . 4842 








Qpn NO 


31056 




Seq. ID 


OJ990429_ 


_09. 9A19. 


PI 9 


rjpnp No 


\j i *j \j 




Strand 


+ 






Start 


74 7 S 




End 


24478 






Name 


OJ990429 09 9A19 C12 


. o5 . gs 


Method 


GENSCAN 






Start 


7475 ~~ 




End 


24478 






GI 


none 




Score 


.48 






Exons 


7475. .7542, 8907. .91 


95, 10173. .10317, 


11134. .11215, 






15676. .15738, 15821. 


.15959, 


16302. .16593, 16865. 


.16917, 






17376. .17416, 18167. 


.18331, 


19714. .19769, 21248. 


.21303, 






21338. .21612, 22274. 


.22469, 


22563. .22763, 23017. 


.23098, 






23652. .23786, 23826. 


.23922, 


24022. .24478 






Seq. No. 


31056* 




Seq. ID 


OJ990429_ 


09.9A19. 




Gene No. 


64303 




Strand 


+ 






Start 


25339 




End 


26115 






Name 


OJ990429 09.9A19.C12 


.06. gs 


Method 


GENSCAN 






Start 


25339 




End 


26115 






GI 


none . 




Score 


..91 






Exons 


25339. .25456, 25874'. 


.26115' 










Seq. No. 


31056 




Seq. ID 


OJ990429_ 


09. 9A19. 


C12 


Gene No. 


64304 




Strand 








Start 


1330 




End 


•3295 






Name 


OJ990429 09.9A19.C12, 


.o2. gs 


Method 


GENSCAN 






Start 


1330 




End - : 


3295 ■ 






GI 


none 




Score 


.61 






F.YOTl ^ 


1330. .1892, 2717. .2841, 3072 


..3147, 3214. .3295 






Seq. No. 


31056 




Seq. ID 


OJ990429_ 


09. 9A19. 


C12 


Gene No. 


64305 




Strand 








Start 


b 126 




End 


6982 






Name 


OJ990429 09.9A19.C12. 


, o4 . gs 


Method 


GENSCAN 






Start 


5726 


End 


6982 







31040 



GI none Score ,.69 

Exons 5726.. 5853, 6113.. 6164, 6190.. 6385, 6807.. 6982 



Seq. No. 31056 

Gene No. 64306 

Start 19563 

Name 0 J 9 9 0 4 2 9_0 9 . 9 Al 9 . C 1 2 . o 1 . t m 

Start 10929 

GI none 

Exons 10929. . 11036, 
15674. .15733, 



10935. .11036, 
15819. .15962, 



Seq. ID 

Strand 

End 

Method 

End 

Score 

10936 

15821 



11037, 
15943 



OJ990429_09.9A19.C12 
21830 

TBLASTX: Maize 

15962 

67 

11136. .11210, 



Seq. No. 31056 

Gene No. 64306 

Start 19563 

Name 0 J 9 9 0 4 2 9_0 9 . 9A1 9 . C 1 2 . o2 . tm 

Start 16864 

GI none 

Exons 16864. .16914, 17022 171 98 , 
17551. .17673, 17558 .. 17 680, 



Seq. ID 

Strand 

End 

Method 

End 

Score 

17022 

18902 



17162, 
18973 



OJ990429_09.9A19.C12 
2i830 

TBLASTX: Maize 

18973 

55 

17540. .17650, 



Seq. 'No. 31056 Seq. ID OJ990429JD9 . 9A1 9 . C12 

Gene No. 64306 Strand 

Start 19563 End . 21830 

Name OJ990429_09 . 9A19 . C12 . o3 . np Method AAT/NAP 

Start 19563 End 21830 

GI 6721562 Score 498 

Exons 19563. .19588, 21066.. 21830 

GI Descrip. (AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gi I 6815087 |dbj IBAA90373. 1 1 (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



Seq. No. 31057 
Gene No. • 64307 

Start 4864 

Name • OJ990429_09 . 9A19 . C13 . o2 

Start 4864 
GI none 

Exons 4864.. 4992, 5252.. 5398, 

10718. .10947, 11868.;. 12 
13306. .13497, 13593.. 14 



Seq. ID OJ990429_09.9A19.C13 
Strand + 
End 14334 
.gs Method GENSCAN 
, End 14195 
Score .47 
7115. .7175, 8221. .8398, 10317. .10622, 
1.96, 12326. . 1288.6, 12916 . . 13017 , " 
195 



Seq. No. 


31057 


Seq. ID 


OJ990429_ 


09. 


9A19, 


.C13 


Gene No. 


64307 


Strand 


+ 








Start 


4864 


End 


14334 








Name 


OJ990429 09.9A19.C13.ol 


.np Method 


AAT/NAP 








Start 


6336 


End 


9658 








GI 


6721512 


Score 


75 








Exons 


6336. .6364, 8126. .8374, 


9526. .9658 










GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


31057 


Seq. ID 


OJ990429_ 


09. 


9A19. 


.C13 


Gene No. 


64307 


Strand 


+ 








Start 


4864 


End 


14334 








Name 


OJ990429_09. 9A19.C13.o4 


. np Method 


AAT/NAP 









31041 



Start 


8013 


End 


13157 






GI 


6815109 


Score 


135 






Exons 


8013. .8085, 10336. .11314, 


11359. .11562 


, 13080. . 


13157 




GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sat i va ] 






Seq. No. 


31057 


Seq. ID 


OJ990429 


09. 9A19 


.C13 


Gene' No. 


64307 


-Strand 


+ 






Start 


4864 


End 


14334 






Name 


OJ990429 09.9A19.C13.o3.np 


Method 


AAT/NAP 






Start 


9829 


End 


9918 






GI 


4680183 


Score 


120 






Exons 


9829. . 9918 










GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica ] 




Seq. No. 


31057 


Seq. ID 


OJ990429 


09. 9A19 


-C13 


Gene No. 


64307 


Strand 


+ 






Start 


4864 


End 


14334 






Name 


OJ990429 09.9A19.C13.o5.np 


Method 


AAT/NAP 






Start 


12147 


End 


14334 






GI 


4206306 


Score 


1492 






Exons 


12147. .14334 










GI Descrip. 


(AF049110) prpol [Zea mays 


] 








Seq. No. 


31057 


Seq. ID 


OJ990429^ 


09 . 9A19 


. C13 


Gene No. 


64308 


Strand 


+ 






Start 


14437 


End 


15781 






Name 


OJ990429 09.9A19.C13.o6.np 


Method 


AAT/NAP 






Start 


14437 


End 


15781 






GI 


6630699 


Score 


89 






Exons 


14437. .14458, 15663. .15781 










GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 







gi| 6721536 | dbj IBAA8 95 66. 
[Oryza sativa] 



1| (AP001073) hypothetical protein 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI . Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990429_09.9A19.C13 
+ 

18949 
AAT/NAP 
18949 
80 



31057 Seq. ID 

64309 Strand 
17605 End 
O J 9 9 0 4 2 9_0 9 . 9 Al 9 . C 1 3 . o 8 . np Method 
17605 End 
6630699 Score 
17605. .17663, 18866. .18949 

(AP00.0969) "hypothetical protein .[Oryza sativa] 

gi I 6721536 | dbj IBAA89566. il (AP001073) hypothetical protein 

[Oryza- sativa] 

31057 Seq. ID OJ99042 9_09 . 9A1 9 . C13 

64310 Strand 

7735 End 9796 

OJ990429_09-. 9A19 . C13 . o2 . np Method AAT/NAP 

7735 End 9796 

6721561 Score 138 
7735. .7756, 9707. . 9796 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 

gi i 6815086 j dbj iBAA90372.1j (AFOOiObi) EST AU082058 (C12976) 

corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



31042 




Seq. No. 


31057 


Seq. ID 


OJ990429_09.9A19 


.C13 


Gene No. 


64311 


Strand 






Start 


14301 


End 


19858 




Name 


OJ990429 09. 9A1 9 . C13 . o3 . gs 


Method 


GENSCAN 




Start 


14301 


End 


16112 




GI 


none 


Score 


.73 




Exons 


14 301. . 14 4 67, 15043. .15132, 


16052. .16112 




Seq. No. 


31057 


Seq. ID 


OJ990429_09.9A19. 


.C13 


Gene No. 


64311 


Strand 






Start 


14301 


End 


19858 




Name 


OJ990429 09.9A19.C13.o7.np 


Method 


AAT/NAP 




Start 


15921 


End 


18810 




GI 


5922620 


Score 


269 




Exons 


15921. .16094, 16608. .16771, 


17404. .17 622, 18213. .18292, 






18660. .18810 








GI Descrip. 


(AP000492) EST D15357 (C0514 ) 


corresponds to a region of 


the 



predicted gene.; hypothetical protein [Oryza sativa] 
gil 6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No . 


31057 






Seq. ID 


OJ990429_09.9A19 




Gene No. 


64311 






Strand 






Start 


14301 






End 


19858 




Name 


OJ990429 09.9A19.C13 


. o4 . gs 


Method 


GENSCAN 




Start 


18542 






End 


19858 




GI 


none 






Score 


.63 




Exons 


18542, 


..18730, 18860. 


.18943, 


19583. .1971 


33, 19835. .19858 




Seq. No. 


31057 






Seq. ID 


OJ990429_09.9A19, 


.C13 


Gene No. 


64312 






Strand 






Start • 


21264 






End 


22441 




Name 


OJ990429 09.9A19.C13 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


12404 






End 


12757 




GI 


none 






Score 


70 




Exons 


^ 12404, 


..12529, 12535. 


.12756, 


12581. . 12757 




Seq. No. 


31057 






Seq. ID 


OJ990429_09.9A19. 


,C13 


Gene No . 


64312 






Strand 






Star.t " . 


• 212.64 






End . 


224 41 : 




Name 


OJ990429 09.9A19.C13 


. ol . tw 


Method 


TBLASTX: Wheat * 




Start 


12961 






End 


13416 




GI 


none 






Score 


403 




Exons 


12961. 


.13416, 12987. 


.13415 








Seq. No. 


31057 






Seq. ID 


OJ990429_09.9A19. 


C13 


Gene No. 


.,64312 






Strand 






Start 


21264 






End 


22441 




Name 


OJ9904 


t29_09.9A19.C13 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


13089 






End 


13446 




GI 


none 






Score 


80 




Exons 


13089. 


.13445, 13089. 


.13445, 


13090. . 13446 




Seq. No. 


31057 






Seq. ID 


OJ990429JD9.9A19. 


C13 


Gene No. 


64312 






Strand 







31043 




Start 


21264 




End 


22441 




Nam© 


OJ990429 09 9A19 CI "3 


o2 trn 

» \J * L.UL 


Method 


TBLASTX: Maize 




Qfarf 


1 3474 ~~ 

X -J *i / *i 




End 


13856 




GI 


none 




Score 


82 




R VDTl *3 

DAU lliJ 


11474 1 3566 1 34 95 


1 3557 


13521. .13643, 13554 .. 13856, 






13583 13843 










Seq. No . . . 


31057 




Seq. ID 


OJ990429_09. 9A19 


.C13 


Gene No. 


64312 




Strand 






Start 


21264 




End 


22441 




Name 


Ol7990429 09 9A1 9 P13 


o2 . tw 


Method 


TBLASTX: Wheat 




Start 


13554 _ 




End 


13949 




GI 


none 




Score 


372 






13554 1394 9 1 3^83 


1384 3 


13638. .13847 




Seq. No. 


31057 




Seq. ID 


OJ990429_09. 9A19 


.C13 


Gene No. 


64312 




Strand 






Start 


21264 




End 


22441 




Name 


0.7990429 09 9A1 9 PI 3 


Ol +" Q 
\j X « L. o 


Method 


TBLASTX : Soybean 




Start 


13608 ~ 




End 


13958 




GI 


none 




Score 


261 




F.yrinc; 

1—J /V \-S 1 1 J 


13608 13958 1 3625 


13750 








Seq. No. 


31057 




Seq. ID 


OJ990429J39. 9A19 


.C13 


Gene No.. 


64312, 




Strand 






Start 


21264 




End 


22441 




Name 


O.7990429 09 9A1 9 PI 3 


Oj . tW 


Method 


TBLASTX: Wheat 




Start 


1 401 9 ~ 




End 


14273 




GI 


HUilC 




Score 


203 




R v r> n c; 


14019 1 4273 14034 


14171 

X *i X / X 








Seq. No. 


31057 




Seq. ID 


OJ990429_09. 9A19 


.C13 


Gene No. 


64312 




Strand 






Start 


21264 




End 


22441 




Name 


O.7990429 09 9A1 9 PI 1 


Oj • gs 


Method 


GENSCAN 




Start 


21264 ~~ 


End 


22441 




GI 


none 




Score 


.61 ' 




R yrm <=: 


2 1 264 21554 21 652 


21 91 7 

Z. X _7 X f , 


21988. .22441 




Sea No 


31058 




Seq. ID 


OJ990429_09. 9A19' 


. Cx 


Qe^3 no . 


64313 




Strand 


+ 




Start 


: 187 - * ■. . - - " 




::' End. 


734 




Name 


OJ990429 09.9A19.C14. 


ol . np 


Method 


AAT/NAP 




Start 


187 




End 


734 




GI 


5091512 




Score 


708 






187. .365, 407. .734 










f^T Op> ^ r 1 t t r^i 


(AB023482) Similar to 


Plasmodium vivax 


circumsporozoite 


pro t 




gene, complete cds . (M11926) 


[Oryza sativa] 




• i 

Q £S rr M/-\ 

oeq. no. 


31058 




Seq. ID 


OJ990429_09.9A19 


. C14 


Gene No. 


64314 




Strand 






Start 


118 




End 


579 




Name 


OJ990429 09.9A19.C14. 


ol . gs 


Method 


GENSCAN 




Start 


118 


End 


579 




GI 


none 




Score 


.88 




Exons 


118. .579 











31044 




Seq. No. 


31059 




Seq. ID 


OJ990429_09.9A19.C16 


Gene No. 


64315 




Strand 




Start 


248 




End 


360 


Name 


OJ990429 09 9A19 P16 ol 


. 


Mot" h nH 


\J Ej LN O ^rtLx 


Start 


248 _ 




End 


360 


GI 


none 




tZfK^KJ J- C 


78 


Exons 


248 . .360 








Seq. No. 


31060 




Seq. ID 


OJ990429_09.9A19.C17 


•Gene No. 


64316 




Strand 


+ 


Start 


67 




End 


665 


Name 


OJ990429 09 9A19 P17 nl 






ftPNI^PAN 


Start 


67 ~~ 




End 


\j \j 


GI 


none 




Score 


, 7 




67 363 426 665 








Sea No 


31061 




Seq. ID 


OJ990429 09 9A1 9 PI ft 

\y iy y y \j /L y \j y • z? t\ J. y • uxo 


Gene No. 


64317 




Strand 




Start 


1 




End 


782 


Name 


OJ990429 09 9A19 C18 ol 


.np 


Method 


AAT /NAP 


Start 


1 _ 




End 


782 


GI 


6907086 

\J y \J 1 \J KJ \J 




Score 


702 


LlAvl 1 O 


1 161 222 782 








-L 1—/ ^ O V-' -1- -I- kj» . 




protein [Oryza 


o d l — L va J 




31 062 




Seq. ID 


O.TQQ049Q OQ QZ\1 Q PI Q 


Gene No. 


64318 




Strand 




Start 


495 




End 


1840 


Name 


OJ990429 09 9A19 C19 ol 

v — ' y y kj ^ ^ y \j y » y tx jl zj * \-> a. z? • kj J- 


ts 


Method 


-L DiJrtiJ X/\ * JKJyLJKZCLLL 


Start 


4 62 ~~ 




End 


114 0 

J- X 1 \J 


GI 


none 




Score 


^ _? 


P, v o n s 


462 629 463 645 649 


.975, 


651. .725, 


ft 9fi Q62 970 1 1 4 f) 




970 . .1113 








Sea No 


31062 




Seq. ID 


0,7990429 HQ 9A1 9 PI Q 
\j\jyy\J l i^.y \J z? • y r\±. z7 ■ \^ ± y 


Gene No . 


64318 




Strand 


+ ~ 


Start 


495 




End 


1840 


Name 


OJ990429 09.9A19.C19.ol, 


np 


Method 


AAT /NAP 


Start 


495 




End 


1840 


GI 


4680207 




Score 


660 


P von 9 


495. .1234, 1380. .1840 








GI Descrin 


(AF114171)' disease resistance 


protein RPM1: homolog .[Sorghum 




bicolor] 








Seq. No. 


31062 




Seq. ID 


OJ990429_09.9A19.C19 


Gene No. 


64318 




Strand 


+ 


Start 


495 




End 


1840 


Name 


OJ990429 09.9A19.C19.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


646 




End 


930 


GI 


none 




Score 


189 


pyrin c; 


646. .930, 693. .767, 838. 


.930 






Seq. No. 


31062 • 




Seq. ID 


OJ990429_09.9A19.C19 


Gene No. 


64318 




Strand 


+ 


Start 


495 




End 


1840 


Name 


OJ990429 09.9A19.C19.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


735 




End 


1002 



31045 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

735. .1001, 739. .1002 

31062 
64318 
495 

OJ990429_09.9A19.C19.o2.tw 

931 

none 



31062 
64318 
495 

OJ990429_09. 9A19 . C19 . ol . tw 

1433 

none 

1433. .1762, 1655. .1756 

31062 
64318 
495 

OJ990429_09. 9A19 . C19 . ol . gs 

1457 

none 

1457.. 1802 



Score 



Seq. ID 
Strand 
End- 
Method 
End 
Score 



931. .1155, 934. .1113, 1065. .1154 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



280 



OJ990429_09.9A19.C19 
+ 

1840 

TBLASTX: Wheat 

1155 

225 



OJ990429_09.9A19.C19 
+ 

1840 

TBLASTX: Wheat 

1762 

229 



OJ990429_09.9A19.C19 
+ 

1840 
GENSCAN 
1802 
. 97 



Seq. No. 31063 Seq. ID 

Gene No. 64319 Strand 

Start 1 End 

Name OJ99042 9_09 . 9A19 . C20 . ol . np Method 

Start 1 End 

GI 4680207 Score 

Exons 1..209, 300.. 1192 

GI Descrip. (AF114171) disease resistance protein 
bicolor] 



OJ990429_09. 9A19.C20 
+ 

1192 
AAT/NAP 
1192 
361 

RPM1 homolog [Sorghum 



Seq. No. 31063 Seq. ID 

Gene No. 64319 Strand 

Start * 1 End 

Name OJ99042 9_09 . 9A19 . C20 . ol . gs Method 

Start " . ~98- " " . - ' . • .'".*.'. End. - 

GI none Score 

Exons 98 . . 1175 



OJ990429_09.9A19.C20 
+ 

1192 

GENSCAN . 
1175 .'. • . 
.6 



Seq. No. 31063 

Gene No. 64319 

Start 1 

Name OJ990429J39 . 9A19 . C20 . ol . tw 

Start 308 

GI none 

Exons 308.. 682, 575.. 676 

Seq. No. 31064 

Gene No. 64 320 

Start 400 

Name OJ990429_09 . 9A1 9 . C2 1 . ol . gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 



OJ990429_09.9A19.C20 
+ 

1192 

TBLASTX: Wheat 

682 

242 



OJ990429_09.9A19.C21 
+ 

554 

GENSCAN 



31046 



Start 
GI 

Exons 



400 
none 
400. .554 



End 
Score 



554 
.58 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31065 
64321 
1 

OJ990429_09.9A19.C22.ol.np 
1 

6648988 

1..109, 806. .943, 1234. .1283 

(AF121446) disease resistance protein Bll [Capsicum annuum] 



Seq. ID OJ990429_09.9A19.C22 
Strand 

End 7359 

Method AAT/NAP 

End 1283 

Score 84 



31065 
64321 
1 

OJ990429_09. 9A19 . C22 . o2 . np 
230 

5091513 



Seq. ID OJ990429_09.9A19.C22 
Strand 

End 7359 

Method AAT/NAP 

End 7359 

Score 1468 



230. .255, 2656. .2841, 2950. .3029, 3956. .4449, 4918. .5026, 
5124. .5924, 7313. .7359 

(AB023482) Hypothetical protein [Oryza sativa] 



31065 
64321 
1 

OJ990429_09. 9A19 . C22 . ol . gs 
600 
none 

600. .618, 806. .979, 1385. .1458 



Seq. -■ID OJ990429_09.9A19.C22 
Strand 

End 7359 

Method GENSCAN 

End 1458 

Score .83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



.Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31065 
64321 
1 

OJ990429_09. 9A19 . C22 . ol . gp 
1010 
3761181 
1010. .1256 

4 521193/dbj | ABO 134 50 . 1 | ABO 13450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 



Seq. ID OJ990429_09.9A19.C22 
Strand 

End 7359 

Method AAT/GAP 

End " 1256 

Score 438 



31065 ' . ' - 

'64321 
1 

OJ99042 9_09. 9A19 . C22 . o2 . gs 

3331 

none 



Seq. .ID. QJ990429_09.9A19.C22 
Strand 

End 7359 

Method GENSCAN 

End 5944 

Score . 65 



3331. ,.3659,. 3813. .4060, 4066. .4425, 5124. .5944 



Seq. No. 31065 

Gene No. 64321 

Start 1 

Name OJ990429JD9 . 9A19 . C22 . o3 . gs 

Start 6858 

Gi none 
Exons 



Seq. ID OJ990429_09.9A19.C22 
Strand 

End 7359 

Method GENSCAN 

End 7308 

Score .66 



6858. .7082, 7115. .7175, 7244. .7308 



31047 



Cpn No 






Q&rt T n 
Otiq . ±U 




Qai Q 


CO 9 
. L/Z Z 


Gpnp No 


64321 




Strand 








Start 


1 




End 


7359 






Name 


OJ990429 09.9A19.C22.o2 


.gp 


Method 


AAT/GAP 






Start 


7206 




End 


7359 






GI ; 


37 61 181 




Score 


247 






P von q 


7?0fi 73SQ 












f^T Dp <^ r""i r> 

\JJ J- L-/ \^ O X. J_ k^r a 


4 521193/dhn 1 AR01 34 50 11 


AB013450 l.Oe- 


99 Oryza sativa DNA, 




^ "i m H 1 ^ v* ^ponpnop i~o Pi h 

O J-lllJ — L CI -L OCU UCllbC I- W t 1L 1 


gene 










Seq t jsjo . 


31066 




C pr r Tp) 
OClj • J. LJ 




9A19 


.C23 


(Zenp No 


64322 




jLi dllO. 








Start 


1 




End 


2441 






Name 


OJ990429 09. 9A19.C23.ol 


.np 


Method 


AAT/NAP 








1 




FnH 


Z 4 *i ± 








4680207 




Score 


O X ft 






TT yon Q 


1..27, 122. .852, 2397.. 


2441 












(AF114171) disease resistance 


proLcin 


RPM1 homolog 


[Sorghum 




bicolor] 












Seq. No. 


JlUDO 




Seq. ID 


OJ990429_09. 


9A19 


poo 
. uz o 


Gene No. 


O 4 .3Z Z 




Strand 








J Lai L 


1 
1 




tna 


2441 






Name 




. gs 


jyiennoa 


GEN SCAN 






O Lai L 


1 99 ~ 




tjna 


1155 






rir 


none 




Score 


.5 








122. .869, 947. .1155 












Seq. No. 


3i n 66 

JlUDO 




Seq. ID 


OJ990429__09. 


9A19 


co i 


Gene No. 


D fi -J Z Z 




Strand 








O Lai L 


1 
X 




FnH 


2441 






Name 




t-rn 
. LIU 


/~\ 4— V^i /—v /-J 


TBLASTX: Maize 




O Ldi. L 


9 Q 1 
Z O 1 




TT-nH 
ILiilQ 


733 






GI 


none 




Score 


138 








281. .526, 551. .733 












Seq. No. 


31066 




Seq. ID 


OJ990429_09. 


9A19, 


.C23 


Gene No. 


64322 




Strand 








Start 


1 




FnH 


2441 






Name 


OJ990429 09. 9A19.C23.o2 


.gs 


\A /-\ +- V~i /-> /*A 


GENSCAN 






o u d i_ u 


1870 




EjuQ 


1974 






(I T ■ 

v31... 


none — ■ ^ . . . 




Score 


.49 






R y o n ^ 


1870. . 1974 












Seq. No. 


31067 ' 




Seq. ID 


OJ990429_09. 


9A19, 


■ C24 


Gene No. 


64323 




Strand 


+ 






Start 


498 




End 


1049 






Name 


OJ990429 09. 9A19.C24.ol 


.gs 


Method 


GENSCAN 






Start 


498 




End 


1049 






GI-' 


none 




Score 


.48 






Exon s 


498. .1049 












Seq. No. 


31068 




Seq. ID 


OJ990429_09. 


9A19. 


,C25 


Gene No. 


64324 




Strand 


+ 






3 Ldi L 


56 




End 


128 






Name 


OJ990429 09. 9A19.C25.ol 


.gs 


Method 


GENSCAN 






Start 


58 




End 


128 







31048 






none 




Score 


. 0 J 










JO. . X z o 














Seq. No. 


31069 




Seq. ID 


OJ990429_ 


_09 


. 9A19 


.C28 


Gene No. 


64325 




Strand 










O Lai L 






tjnci 


f, ^ ^ 

DJJ 








Name 


O.TQQ049Q HQ QZ11Q rop «t 


. gs 


Method 










C+- -a v-f 
O l_ClX U 


9 S 
j 




DJJ 










none 




Score 


c o 
. J J 








Hi A (J i l o 


9 S Q9 9S R 6^ ^ 

Z J . • J f /LOO. . O JJ 














Seq. No. 


31070 




Seq. ID 


OJ990429_ 


_09 


. 9A19 


.C29 


Gene No. 


64326 




Strand 










q+- -s v-f- 

OL.di.l_ 


JO / 




TP nH 
Hind 


£7 7 
0 / / 








No. me 




. gs 


Method 










O Ldl L 


?ft 7 ~ 
JO / 






£9 Q 

d<£ y 








PT 
O X 


none 




Score 


. O J 








Exons 


"3ft 7 £9 Q 

JO / . . 0£3 














OcCj. IN U . 


j X U / u 




oeq. xu 


tq Qfi /I 9 Q 

u j y y uh z y 


u y 


. y/\xy 


. y 


Gene No. 


64326 




Strand 










Start 


387 




End 


677 








Name 




.np 


Method 












j y Z 




End 


C77 

Off 








oX 


£ c -3 Q C Q Q 
DjJ _7 J O O 




Score 


Z X j 










J^Z i .0 / / 
















^rtrwuuo j / j nypo ine iicdi 


protein [Oryza 


sativa] 








Seq. No. 


31071 




Seq. ID 


OJ990429_ 


_09 


. 9A19, 


.C30 


Gene No. 


64327 




Strand 


+ 










9 "3 
z j 




End 


i m h 
xu / u 








Name 


uuyyu^zy . y/\xy . lju . ox , 


.gs 


Method 


GENSCAN 








OLaLL 


9 ^ 
z j 




End 


XU / U 










none 




Score 










Exons 


9*3 QO 7Q9 Qi "3 1 Aon 


.1070 












o e q . in u . 


J X U / Z 




Seq. ID 


uj y yu4zy 


Uy , 


, yAl y , 


. C 62. 


V3C11C L NvJ • 


64328 




Strand 


+ 








Start 


749 




' End 


908 








Name 


OJ990429 09.9A19.C32.ol. 


,gp 


Method 


AAT/GAP 










749 




End 


908 










.-20688 1.R1084. „ . 




. Score 


■..25.2 . ■ : 








Exons 


749. .908 ■ 
















'4 521193/dbj I AB0134 50 . 1 | AB0134 50 1 . Oe- 


99 Oryza sativa DNA, 




similar sequence to Pib 


gene 1 














31072 




Seq. ID 


OJ990429_ 


09. 


. 9A19. 


C32 


Gene No. 


64329 




Strand 










Start 


1 




End 


935 








Name 


OJ990429 09. 9A19.C32.ol. 


np 


Method 


AAT/NAP 








Start 


1 




End 


935 








GI 


4680207 




Score 


155 








Exons 


1..292, 893. .935 















GI Descrip. (AF114171) disease resistance protein RPM1 hbmblog [Sorghum 
bicolor ] 

Seq. No. 31072 Seq. ID OJ990429_09.9A19.C32 

31049 



Gene No. 64329 Strand 

Start 1 End 935 

Name OJ990429_09 . 9A19 . C32 . ol . gs Method GENSCAN 

Start 21 End 281 

GI none Score . 66 

Exons 21 . .281 



Seq. No. 31073 ..Seq. ID 

Gene No. 64330 Strand 

Start 1 End 

Name OJ990429_09 . 9A19 . C36 . ol . np Method 

Start 1 End 

GI 4206306 Score 

Exons 1. . 612 

GI Descrip. (AF049110) prpol [Zea mays] 



OJ990429_09.9A19.C36 
+ 

612 

AAT/NAP 

612 

604 



Seq. No. 31073 Seq. ID 

Gene No. 64330 Strand 

Start 1 End 

Name OJ990429_09 . 9A1 9 . C36 . ol . tw Method 

Start 52 End 

GI none Score 

Exons 52.. 471, 52.. 327, 258.. 470 



OJ99042 9_09.9A19.C36 
+ 

612 

TBLASTX: Wheat 

471 

412 



Seq.- No. " 31073 S.eq. ID 

Gene No. 64330 Strand 

Start 1 End 

Name OJ990429_09 . 9A19 . C36 . ol . gs Method 

Start 73 End 

GI none Score 

Exons 73.. 234, 331.. 495 



OJ99042 9_09.9A19.C36 
+ 

612 

GENSCAN 

495 

.8 



Seq. No. 31073 Seq. ID 

Gene No. 64330 Strand 

Start 1 End 

Name OJ990429_09 . 9A19 . C36 . ol . tm Method 

Start 211 End / 

GI none Score 

Exons 211.. 594, 232.. 339, 252'.. 581 



OJ990429_09.9A19.C36 
+ 

612 

TBLASTX: Maize 

594 

358 



Seq. No. 31073 Seq. ID 

.Gene No., 64330 . ; . ;.. Strand 

Start 1 End 

Name OJ990429_09 . 9A19 . C36 . ol . ts Method 

Start 262 End 

GI none Score 

Exons 262. .480, 264. .470 



OJ990429_09.9A19.C36 
612 

TBLASTX: Soybean ■ 

480 

190 



Seq. No. 31074 Seq. ID 

Gene No. 64331 Strand 

Start 1 End 462 

Name OJ990429_09 . 9A19 . C37 . ol . np Method AAT/NAP 

Start 1 End 462 

GI 6907088 Score 294 

Exons 1. .240, 37b. .4b'Z 

GI Descrip. (AP001129) hypothetical protein [Oryza sativa] 



OJ990429 09.9A19.C37 



31050 



Seq. No. 31075 

Gene No. 64332 

Start 1 

Name OJ990429_09 . 9A19 . C38 . ol . np 

Start 1 

GI 5091512 

Exons 1..109, 157.. 576 

GI Descrip. (AB023482) Similar- to Plasmodium vivax circumsporozoite protein 
gene, complete cds. (M11926) [Oryza sativa] 



Seq. ID OJ990429_09.9A19.C38 

Strand + 

End 576 

Method AAT/NAP 

End 57 6 

Score 715 



Seq. No. 31075 

Gene No. 64333 

Start 157 

Name OJ9904 29_09 . 9A19 . C38 . ol . gs 

Start 157 

GI none 

Exons 157 . . 420 



Seq. ID OJ990429_09.9A19.C38 
Strand 

End 420 

Method- GENSCAN 

End 420 

Score .99 



Seq. No. 31076 

Gene No. 64334 

Start 1 

Name OJ99042 9_09 . 9A19 . C39 . ol . np 

Start 1 

GI 6721512 

Exons 1..76, 1262.. 1360, 2604.. 2621 

GI Descrip. (AP001072) hypothetical protein [Oryza sativa] 



Seq. ID OJ990429_09.9A19.C39 

Strand + 

End 2621 

Method AAT/NAP 

End 2621 

Score 59 



Seq. No. 31076 

Gene No. 64334 

Start 1 

Name OJ99042 9_09 . 9A19 . C39 . ol . gs 

Start 442 

GI none 
Exons 



Seq. ID OJ990429_09.9A19.C39 

Strand + 

End 2 621 

Method GENSCAN 

End 2392 

Score .41 



442. .525, 1191. .1360, 2144. .2392 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

.Exons . 

GI Descrip. 



31077 
64335 
1 

OJ99042 9JD9. 9A19 . C40 . ol . np 
1 

5257262 



Seq. ID OJ990429_09.9A19.C40 

Strand + 

End 8183 

Method AAT/NAP 

End 254 9 

Score 177 



..1; .58, . 732,;. 10.15, 1648.. 1918,. 2467.. 2549 
(AP000364) hypothetical protein [Oryza sativa] 



Seq. No. 31077 

Gene No. 64335 
Start ' 1 

Name OJ99042 9_09. 9A19 .C40 . ol . gs 

Start 177 

GI none 

Exons 177.. 372, 1645.. 1815 



Seq. ID OJ990429_09.9A19.C40 

Strand + 

End 8183 

Method GENSCAN 

End 1815 

Score .49 



Seq. No. 31077 

Gene No. 64335 

Start I 

Name OJ99042 9_09 . 9A19 . C40 . o2 . np 

Start 1331 



Seq. ID OJ990429_09.9A19.C40 

Strand + 

End 8183 

Method AAT/NAP 

End 8183 



31051 



GI 5091513 .Score 1361 

Exons 1331.. 1376, 4701.. 5175, 5924.. 6753, 6886.. 7089, 7871.. 8183 

GI Descrip. (AB023482) Hypothetical protein [Oryza sativa] 



Seq. No. 31077 

Gene No. 64335 

Start 1 

Name OJ990429_09 . 9A19 . C40 . ol . gp 

Start : ' 3592 

GI 3761181 

Exons 3592.. 3840 
GI Descrip. 



Seq. ID OJ990429 09.9A19.C40 



Strand 
End 

Method 

End 

Score 



+ 

8183 
AAT-/GAP 
3840 
401 



4521193/dbj | AB013450 . 1 | AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 



Seq. No. 31077 

Gene No. 64335 

Start 1 

Name OJ990429_09 . 9A19 . C4 0 . o2 

Start 4147 

GI none 

Exons 4147.. 4353, 4760.. 5076, 

Seq. No. 31077 

Gene No. 64336 

Start 8813 

Name OJ990429J39 . 9A1 9 . C4 0 . o3 

Start 8813 

GI none 

Exons 8813.. 8872, 10414.. 1051 



Seq. ID OJ990429_09.9A19.C40 

Strand + 

End 8183 

.gs Method GENSCAN 

End 7168 

Score .77 
5886. .6451, 6474. .6646, 6806. .7168 

Seq. JD OJ990429_09.9A19.C40 

Strand + 

End 12364 

.gs Method GENSCAN 

End 12339 

Score .56 
0, 11207. .11258, 11517. .12339 



Seq. No. 


31077 Seq. ID 


OJ9904 29_09.9A19.C40 


Gene No. 


64336 Strand 


+ 


Start 


8813 End 


12364 


Name 


OJ990429 09.9A19.C40.o3.np Method 


AAT/NAP 


Start 


11131 End 


12364 


GI- 


6539588 Score 


130 


Exons - 


11131. .11375, 12332. .12364 




GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 


Seq. No. 


'31077 Seq. ID 


OJ990429_09.9A19.C40 


Gene No. 


64337 Strand 




.Start 


5122. . . . End 


5390 ■ • 


Name 


OJ990429 09.9A19.C40.o2.gp Method 


AAT/GAP 


Start- 


5122 End 


5390 . 


GI 


uC-osf lcyp053f 07al Score 


337 


Exons 


5122. .5390 




GI Descrip. 


1 50914 96/dbj | AB023482 . 2 | AB0234 82 3.0e- 


38 Oryza sativa genomic 




DNA, chromosome 6, clone P0680A03, complete sequence 1 


Seq. No. 


31077 Seq. ID 


OJ990429_09.9A19.C40 


Gene No. 


64338 Strand 




Start 


9540 End 


9645 


Name 


OJ990429 09.9A19.C40.o3.gp Method 


AAT/GAP 


Start 


9540 End 


9645 


GI 


5816518 Score 


159 


Exons 


9540. . 9645 




GI Descrip. 


4521193/dbj IAB013450. 1 IAB013450 3.0e-40 Oryza sativa DNA, 



31052 




similar sequence to Pib gene 



Seq. No. 


31078 








Seq. ID 


OJ990429_09. 9A19 


.C41 


Con a Mn 


64339 








Strand 


+ 




oLaiL 


766 








End 


3130 




Name 


OJ990429 09 


. 9A19 


.C41.ol 


.np 


Method 


AAT/NAP 




o L a. i. u 


766 








End 


3130 






3777527 








Score 


1023 




Exons 


766. .842, 1102.. 


2492, 2652.. 


3130 






GI Descrip. 


\ r\C UJJUUO ) 


gag-pol polyprotein [Glycine max] 




O ^ • LN \J m 


31078 








Seq. ID 


OJ990429_09. 9A19 


C A 1 
. 1 


C2. ar\ a. NT /*\ 










Strand 


+ 




Q-h =a -r-t- 
Otalt 


/DO 








End 


3130 




Name 




.9A19 


.C41.ol. 


.tw 


Method 


TBLASTX: Wheat 




Q+- a r-4- 


1 O 1 U 








End 


2164 




ol 


none 








Score 


99 




Exons 


i ci n 1 a i £ 

1D1U . .1010/ 


1 QQO 

looU 


. . Z I o4 , 


1 QQA 

i y yu 


. . Z 1 bo 








31078 








Seq. ID 


OJ990429_09. 9A19. 


.C41 


f""' f-^, /~\ \1 

bsne ino . 










Strand 


+ 




OldlL 


7 








End 


3130 




Name 




. 9A19 


.C41.ol. 


.tm 


Method 


TBLASTX: Maize 




uLdlL 


1 poo ~~ 
10 








End 


2467 




C T 
ol 


none 








Score 


66 




Exons 


10 . . lO^ / / 


1 Q *3 1 

loo / 


1 QQQ 

. . lo y y , 


1 QQO 

lo yo 


..2320, 19! 


34. .2319, 2315. .2467 


Ofciv^ > LNU » 


31078 








Seq. ID 


OJ990429J39.9A19, 


.C41 


belle 1NU . 










Strand 


+ 




Of ar f 


7 6 6 








End 


3130 




Name 


O TQ Q fl A 9 Q HQ 


. 9A19 


.C41.o2. 


.ts 


Method 


TBLASTX : Soybean 




uLdlL 


^uuo 








End 


2467 




O T 
O 1 


none 








Score 


243 




Exons 


ono^ 9^17 

ZUUO. . 6 Jl / / 


o r\ o *3 






. .2467 








31078 








Seq. ID 


OJ990429JD9. 9A19. 


>C41 


^ £i KT /-\ 


fid 








Strand 


+ 




JldXL 


7 £ £ 
/DO 








End 


3130 




Name 


n TQ QH A 9 Q HQ 


. 9A19 


.C41.ol. 


.tc 


Method 


TBLASTX: Cress 






9fl 9 7 — 








End 


2466 






none 








Score 


172 




Exons* 




2024„ 


. .2.314, 


•232 9 


. ..24 66, '2330. ./24 61. . 




Oc^ . In {J . 


31078 








Seq. ID 


OJ990429 09.9A19. 


C41 


bene lno . 


64339 








Strand 


+ 






766 








End 


3130 




Name 


OJ990429 09. 


. 9A19 


.C41.o2. 


tm 


Method 


TBLASTX: Maize 




Of- a v-+- 
OLdlt 


2783 








End 


3081 




P T 


none. 








Score 


125 




Exons 


2783. .3004, 


2996, 


. .3079, 


2996 


..3079, 3019. .3081 




Seq. No. 


31078 








Seq. ID . 


OJ990429_09.9A19. 


C41 


Gene No. 


64339 








Strand 


+ 




Start 


766 








End 


3130 




Name 


OJ990429 09, 


. 9A19. 


.C41.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


2846 








End 


3127 




GI 


5509260 








Score 


291 





31053 




TJ 1 V /"^ T™» o 


Z O 4 O . . jUOj, lojj. . JlZ / , 




. jlZ j 






T T"~\ f-\ "v" t v*n 

\j± uescrip. 












OcC|< IN U • 


JlU / 3 




oeq . iu 


ujyyuftzy uy.y/\±y, 


. L,H Z 


flpnp Mo 


64340 




Strand 


+ ~ 




Start 


371 




End 


2072 




Name 


OJ990429 09.9A19.C42.ol 


.np 


Method 


AAT/NAP 




O Lai L. 


371 




End 


2060 




r* t 


6630685 




Score 


1566 




Exons 


371. .605, 638. .2060 










oi. Ucbtlip. 


(AP000969) Similar to copia-type pol polyprotein. (AF105716) 




[Oryza sativa] 










acq. IN O . 


31079 




Seq. ID 


OJ990429_09.9A19. 


.C42 


Gene No. 


OH J 4 U 




Strand 


+ 




Start 


Oil 




End 


2072 




Name 


ujyyiMzy uy . yAiy . l^z . 01 


. ts 


Method 


TBLASTX : Soybean 






jyz 




End 


1034 






oou yz du 




Score 


181 




TT 1 v o, »-i o 


ono /t/io a a a c m con 
jyz..44Z, 4o4..oy/, OzU 


. . byy, 


652. .1029, 654. .1034 
















o e q . in O . 


ji u / y 




Seq. ID 


OJ990429_09. 9A19. 


a o 

, C4 z 


Gene No. 


o4 J4 U 




Strand 


+ 




Start 


J / 1 




End 


2072 




Name 


ojyyu4zy uy.yAiy.C4z.oi, 


. tw 


Method 


TBLASTX: Wheat 










End 


1026 






none 




Score 


76 




IT 1 v /*\ i"» o 


521. .610, 521. .604, 617, 


. .646, 


673. .1020, 681. .818, 840.. 


,1010, 




847. .1026 










Seq. No. 


31079 




Seq. ID 


OJ990429_09. 9A19. 


C42 


Gene No. 


64340 




Strand 


+ 




OLdl L 


371 




End 


2072 




Name 


OJ990429 09. 9A19.C42.ol, 


, tc 


Method 


TBLASTX: Cress 




Ot.ct.LL. 


634 




End 


906 






none 




Score 


227 




Hi A (J I 1 O 


634. .906, 654. .896 










Seq. No. 


31079 




Seq. ID 


OJ990429_09.9A19. 


C42 


Gene No. 


64340 




Strand 


+ 




O Lai L. 


371 • . 




End . ■ 


2072 : ••. 




Name 


OJ990429 09. 9A19.C42.o2, 


,tm- 


Method 


TBLASTX: Maize 




OLdXC 


696 




End 


1134 






none 




Score 


471 




LAUIlO 


696. .1070, 697. .1134, 850. .1134 






Seq. No. 


31079 




Seq. ID 


OJ990429_09. 9A19. 


C42 


Gene -^Jo. 


64340 




Strand 


+ 




jLdiL 


371 




End 


2072 




Name 


OJ990429 09.9A19.C42.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1386 




End 


2042 




GI 


none 




Score 


' 709" 




Exons 


1386. .2042, 1394.. 1900, 


1626. , 


.2027 






Seq. No. 


31079 




Seq. ID 


OJ990429_09. 9A19. 


C42 


Gene No. 


64340 




Strand 


+ 





31054 




Of a r +- 
O L Ct i. L 


O l X 




End 


2072 




Name 


riTQQ049Q DQ QZ\1 Q P49 r\9 


■4- 0 

. lS 


Method 


TBLASTX: Soybean 




Cf a v-f- 
OLdi I 


14 04 




End 


2072 




VjX 


none 




Score 


263 




P 1 V /"^ Tl C 


1404 1 7 Q*3 1 SQS 17S0 


1 fi 1 9 

X 0 X Z . 


.2072, 1826.. 1897 




Seq. No. 


31079 




Seq. ID 


OJ990429_09. 9A19 


.C42 


Gene No. 


6.4 340 




Strand 


+ 




o Lai l 


^71 

J / X 




End 


2072 




Name 


O.TQQ049Q DQ QZ\1Q P49 n9 


. LW 




i oxj/\o i a . wnea l 




O Lai L 


1 R 4 9 _ 




End 


1997 




C T 


none 




Score 


121 




LAUIlo 


1R49 1 ft09 1 fiflfi 1 QQ7 


1 fi 9 1 
X 0 Z X . 


.1997 






Seq. No. 


31079 




Seq. ID 


OJ990429_09.9A19 


.C42 


Gene No. 


64340 




Strand 


+ 




OLdi I 


^71 
o / X 




End 


2072 




Name 


P1TQQ049Q HQ QA1 Q P49 n9 


. LC 


Method 


TBLASTX: Cress 




O Lai T_ 


1 677 _ 
ID / / 




End 


2042 




r T 


none 




Score 


89 




Exons 


167 7 1 QDR 17Q7 9049 
ID / / . . X 0 U 0 , X / _7 / . . ZUyZ 










O C LJ . LN L> . 


jlUOU 




Seq. ID 


OJ990429_09. 9A19 




OCllC 1NL> . 


£4^4 1 
O ff O f± X 




Strand 






Start 


1 




End* 


4463 




Name 


OJ990429 09. 9A19.C43.ol 


. np 


Method 


AAT/NAP 




O Lai L 


i 

X 




End 


4463 




P T 


/l 1 ^ R 1 Q 1 




Score 


40 




Exons 


1 "3 *3 1 R/l t; 1 1 £A A Ani 
X . . -5 O , X0fiD..X/O4, 4 4 UO 


. .4463 








ui uescxxp. 


Ihluu / uio j piiLaLXve nori' 


-LTR retroelement reverse transcriptase 




L/iidDiuupsxs Lnaxxanaj 










Seq. No. 


31080 




Seq. ID 


OJ990429_09. 9A19, 


.C43 


Gene No. 


64341 




Strand 






u Lai L 


1 




End 


4463 




Name 


OJ990429 09.9A19.C43.ol 


.gs 


Method 


GENSCAN 




C4-3 v+- 


487 




End 


2035 




O I 


none ><. 




Score 


.43 






487.. 520, 800.. 1093, 1943.. 2035 






Seq. No. 


31080 




Seq. ID 


OJ990429_09. 9A19. 


,C43 


Gene Now 


64.341 . - • • : 




Strand . 






o Lai L 


1 




End * 


4463 




Name 


OJ990429 09.9A19.C43.o2, 


.gs 


Method 


GENSCAN 




O Lai L 


3501 




End 


3888 






none 




Score 


.86 






3501. .3671, 3680. .3888 










Seq. No'. 


31081 




Seq. ID. 


OJ990429_09. 9A19. 


C44 


Gene No. 


64342 




Strand 


+ 




Start 


17 




End 


1884 




Name 


OJ990429 09.9A19.C44.ol. 


.gs 


Method 


GENSCAN 




Start 


17 




End 


1884 




GI 


none 




Score 


.52 




Exons 


17. .26, 405. .447, 578. .756, 992. .1074, 


1252. .1345, 1811. 


. 1884 


Seq. No. 


31081 




Seq. ID 


OJ990429_09.9A19. 


C44 



31055 




Gene No. 


64343 




Strand 


+ 


O LClL L 


R94 9 

O *i _7 




End 


97 1 9fl 


NT .3 m o 




. 9A19.C44 .o3.gs 


Method - 


O Hi IN O ^.rtiN 


J Ld.1 L 


ft94 Q ~~ 

O ^ *i _7 




End 


1 9 7 1 R 


VJJ J. 






Score 




DAUllo 


R94Q ft^7ft 


8 661. .10699, 1074 9. . 12183, 


lOOpt: 1 971 Q 


Qorr No 






Seq. ID . 




Gene No . 


64343 




Strand 




Start 


8249 




. End 


27128 


Name 


OJ990429 09 


.9A19.C44.o3.np 


Method 


AAT/NAP 


Start 


8686 




End 


12905 


GI 


5295971 




Score 


3456 


Exons 


8686. . 9620, 


9648. .12905 






GI Descrip. 


(AB026295) 1 


EST D24315 (R1718) 


corresponds to a region of 



predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 





31081 


Seq. ID 


OJ990429_09.9A19, 


.C44 


Gene No. 


64343 


Strand 


+ 




Start 


8249 


End 


27128 




Name 


OJ990429 09.9A19.C44.o4.np 


Method 


AAT/NAP 






10683 


End 


19890 






4680207 


Score 


1189 






10683. .10761, 13813. . 14 635, 


16034. .17672, 19858. .19890 






(AF114171) disease resistance protein 


RPM1 homolog [Sorghum 




bicolor] 








Seq. No. 


31081 


Seq. ID 


OJ990429_09. 9A19. 


.C44 


Gene No. 


64343 


Strand 


+ 




Ot-arh 
oLdl L 


8249 


End 


27128 




Name 


OJ990429 09.9A19.C44.o4.gs 


Method 


GENSCAN 




OLaiT- 


13815 


End 


17858 




GI 


none 


Score 


.55 




Exons 


13815. .14370, 14500. . 14635, 


16427.. 17858 




Seq. No. 


31081 


Seq. ID 


OJ990429JD9.9A19. 


,C44 


Gene No. 


64343 


Strand 


+ 




Start 


8249 


End 


27128 




Name 


OJ990429 09.9A19.C44.o5.np 


Method 


AAT/NAP 




Start 


19515 


End 


27128 




GI 


4455154 ■ ■ . - ■ 


Score 


. 56 . . 




Exons 


19515. .19754, 21866 .. 22051 , 


-23182. .232 


86, 27099. .27128 




GI Descrip. 


(AL033545) extensin-like protein [Arabidopsis thaliana] 




Seq. No. 


31081 


Seq. ID 


OJ990429_09.9A19. 


C44 


Gene No. 


64344 


Strand 






Start 


1 


End 


1359 




Name 


OJ990429 09.9A19.C44.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1359 




GI 


6907088 


Score 


721 




Exons 


1..309, 809. .1046, 1222. .1359 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


31081 


Seq. ID 


OJ990429_09.9A19. 


C44 


Gene No. 


64345 


Strand 






Start 


3726 


End 


5149 





31056 



Name 


OJ990429 09. 9A19.C44 . o2 . np 


Method 


AAT /NAP 


OLCll L 


3726 


End 


«J -L *i Zs 


GI 


4416302 


Score 


14 12 


F von s 


3726. .5149 






rJT Dpsrri n 


(AF105716) copia-type pol polyprotein 


r 7. 3 m^v^l 
[ ucq 111 ci y u j 




31081 


Seq. ID 


OJ990429_09.9A19 


Gene No. 


'64346 


Strand 




Start 


13188 


End 


13347 


Name 


OJ990429 09. 9A19.C44 ,o2.ts 


Method 


TBLASTX: Soybean 




3717 


End 


12880 




none 


Score 


54 


Hi AUUO 


3717.. 3977, 3799.. 3963, 3996 


..4385, 4039. .4281, 12236.. 




12401. .12880, 12403. .12600, 


12563. .12823 


JCVj< IN \ J • 


31081 


Seq. ID 


OJ990429_09.9A19 


uCilC LNU • 


64346 


Strand 




Start 


13188 


End 


13347 


Name 


OJ990429 09. 9A19.C44 .ol. tc 


Method 


TBLASTX: Cress 


Start 


3747 


End 


12874 


GI 


none 


Score 


37 


CjAUIIO 


3747. .3992, 3981. .4112, 12201 .. 12239, 


12235. . 12324, 




12236. :i2496, 12430. .12501, 


12506. .12622, 12514. .12 600, 




12620. .12874, 12673. .12831 








31081 


Seq. ID 


OJ990429JD9. 9A19 


Gene No. 


64346 


Strand 




Start 


13188 


End 


13347 


Name 


OJ990429 09.9A19.C44.ol. tm 


Method 


TBLASTX: Maize 


uLQl l 


3747 


End 


12877 


(IT 


none 


Score 


361 




3747. .4403, 3757. .4395, 12236 .. 12370, 


12398. . 12622, 




12415. . 12573, 1262 9 .. 12877 , 


12647. . 12763 




31081 


Seq. ID 


OJ990429_09.9A19 


Gene No. 


64346 


Strand 




Start 


13188 


End 


13347 


Name 


OJ990429 09. 9A19.C44 .o5.tw 


Method 


TBLASTX: Wheat 


Of- -a r +- 


3792 


End 


12835 


GI 


none 


Score 


• 58 


P vnn 


3792.. 3968, 3796.. 3966, 3801 


..3983, 3987. .4226, 12422..: 




. 12526. : 12:5.97, 12662 .;. 12835 . - 






Seq. No. 


31081 


Seq. ID 


OJ990429_09. 9A19 


Gene No. 


64346 


Strand 




Start 


13188 


End 


13347 


Mama 


OJ990429 09. 9A19.C44 .06. tm 


Method 


TBLASTX: Maize 


Start 


4404 


End 


12236 


(IT 


none 


Score 


253 


TT von q 


4404. .4643, 11988 12236, 12071. .12217 




Seq. No. 


31081 


Seq. ID 


OJ990429_09.9A19, 


Gene No. 


64346 


Strand 




Start 


13188 


End 


13347 


Name 


OJ990429 09.9Ai9.C44.ol.tw 


Method 


TBLASTX: Wheat 


Start 


4554 


End 


12062 


GI 


none 


Score 


69 



31057 



Exons 4554. .4706, 4749. .4910, 4912. .5094, 4912. .5100, 11522 .. 11653, 

11523. . 11870, 11678. .1174 9, 11859. . 12062 



Seq. No. 31081 Seq. ID 

Gene No. 64346 Strand 

Start 13188 End 

Name OJ990429_09 . 9A19. C44 . o3 . tm Method 

Start 4656 End 

GI none Score 
Exons 



OJ990429_09.9A19.C44 
13347 

TBLASTX: Maize 

11987 

88 



4656. .4901, 4656. .4892, 4720. .4911, 4915. .5100, 4916. .5101, 
11522. . 11653, 11523. .11987, 11678.. 11830 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31081 
64346 
13188 

OJ990429_09. 9A19.C4 4 .ol.ts 

4756 

5509260 



Seq. ID OJ990429_09.9A19.C44 
Strand 
End 

Method 
End 
Score 



13347 

TBLASTX: Soybean 

11855 

142 



4756. .4911, 4761. .4910, 4913. .4981, 4914. .4961, 4915. .5130, 
4915. .5145, 5066. .5137, 11388 .. 11855, 11450. .11830 



Seq. No. 


31081 




Seq. ID 


OJ990429_09.9A19.C44 


Gene No . 


64346 




Strand 




Start 


13188 




End 


13347 


Name 


OJ990429 09. 


, 9A19.C44 .o2.tc 


Method 


TBLASTX: Cress 


Start 


4915 




End 


11741 


GI 


none 




Score 


250 


Exons 


4915. .5148, 


114 66. .11741, 114 80. .11614 




Seq. No. 


31081 




Seq. ID 


OJ990429_09.9A19.C44 


Gene No. 


64346 




Strand 




Start 


13188 




End 


13347 


Name 


OJ990429 09. 


9A19.C44 .o3. tc 


Method 


TBLASTX: Cress 


Start 


5150 




End 


11000 


GI 


■ none 




Score 


62 


Exons 


5150. .5224, 


5231. .5509, 5336 


..5509, 10558. .10737, 10773. .11000 


Seq. No. 


31081 




Seq. ID 


OJ990429_09.9A19.C44 


Gene No. 


64346 




Strand 




Start 


13188 




End 


13347 


Name . 


OJ990429 09. 


9A19.C4 4-.o6.-tw . 


. Method ' 


TBLASTX: Wheat . „ ..-7.„ 


Start 


5150 




End 


108 65 - 


GI 


none 




Score 


65 


Exons 


5150. .5215, 


5210. .5290, 5309 


..5470, 531 


.8. .5557, 5600. .5743, 




10533. .10730, 10534 .. 10740, 


10776. . 10865 


Seq. No. 


31081 




Seq. ID 


OJ990429_09.9A19.C44 


Gene No. 


64346 




Strand 




Start 


,13188 




End 


13347 


Name 


OJ990429 09. 


9A19.C44 .o3. ts 


Method 


TBLASTX : Soybean 


Start 


5153 




End 


11024 


GI 


none 




Score 


122 


Exons 


5153. .5224, 


5231.. 5527, 5232 


..5507, 5339. .5509, 10540 .. 10734 , 




10569. . 10733 


, 10734. .11024 







Seq. No. 31081 Seq. ID OJ990429_09.9A19.C44 

31058 




Gene No. 


64346 






Strand 






Start 


13188 






End 


13347 




Name 


OJ990429 09.9A19 


.C44.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


5213 






End 


10997 




GI 


none 






Score 


229 




Exons 


5213.. 5572, 5217 


. .5549, 


5634. 


.5696, 5636.. 5701, 10376.. 


10435, 




10534. .10740, 10569. .10745, 10728. .10997 




Seq. No. 


31081 






Seq. ID 


OJ990429_09. 9A19 


.C44 


Gene No. 


64346 






Strand 






Start 


13188 






End 


13347 




Name 


OJ990429_09 . 9A19 


.C44 .o5 


. ts 


Method 


TBLASTX: Soybean 




Start 


5600 






End 


10447 




GI 


none 






Score 


66 




Exons 


5600. . 5743, 5609, 


. . 5728, 


10172 


. . 10447, 


10268. .10348 




Seq. No. 


31081 






Seq. ID 


OJ990429_09. 9A19 


,C44 


Gene No. 


64346 






Strand 






Start 


13188 






End 


13347 




Name 


OJ990429_09. 9A19, 


.C44 .o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


5849 






End 


10228 




GI 


none 






Score 


287 




Exons 


5849. .5917, 9782, 


. . 10147 


, 9823 


. .10011, 


9866. .10150, 10148. .10228 


Seq. No. 


31081 






Seq. ID 


OJ990429_09. 9A19 


.C44 


Gene No. 


64346 






Strand 






Start 


13188 






End 


13347 




Name 


OJ990429_09. 9A19. 


.C44 .o7 


. tm 


Method 


TBLASTX: Maize 




Start 


8705 






End 


8950 




GI 


none 






Score 


192 




Exons 


8705. .8950, 8750, 


. . 8869 










Seq. No. 


31081 






Seq. ID 


OJ990429_09. 9A19 


.C44 


Gene No. 


64346 






Strand 






Start 


13188 






End 


13347 




Name 


OJ990429 09.9A19. 


,C44.o4 


.tm 


Method 


TBLASTX : Maize ■ 




Start 


9698 ' 






End 


10168 




GI 


none 






Score 


60 




Exons 


9698. .9784, 9760. 


, .9990, 


9761. 


.9979, 9863.. 10093, 10013. 


.10168 


Seq. No. 


31081 






Seq. ID 


OJ990429_09. 9A19 


.C44 


Gene No.' 


. 64346. „' . . 






Strand 






Start 


13188 






End 


13347 




Name 


OJ990429 09.9A19. 


C44.ol 


.gp 


Method . 


AAT/GAP • 




Start 


13188 






End 


13347 




GI 


20688 1.R1084 






Score 


252 




Exons 


■13188. . 13347 












GI Descrip. 


' 4 521193/dbj | AB013450 . 1 | AB0134 50 l.Oe- 


99 Oryza sativa DNA, 




similar sequence 


to Pib 


gene ' 








Seq. No. 


31081 






Seq. ID 


OJ990429_09.9A19, 


.C44 


Gene No. 


64347 






Strand 






Start 


14394 






End 


16688 




Name 


OJ990429_09. 9A19. 


C44.o4, 


. tc 


Method 


TBLASTX: Cress 




3 L d r c 


14394 






End 


16688 




GI 


none 






Score 


75 





Exons 14394. .14456, 15947 .. 16036, 1594 8 .. 1 604 9, 1 61 91 . . 16277 , 

31059 




16229. .16291, 16344 16490, 16364 1 648 9, 16506 .. 16571, 
16514. .16579, 16599. .16688 



Sea No 


31081 




Seq. ID 


OJ990429_09. 9A19 


CA 4 


UC11C LN W • 


64 347 

\J 4 J 4 / 




Strand 






rt 


1 4 394 




End 


16688 




Name 


• O.T990499 HQ 9A1 9 P44 

\JiJyy\J i ±.C*-? \J y . .7rtX_7.^4 4 


o 4 i~ q 


Method 


TBLASTX: Soybean 




Start 


15990 _ 




End " 


16658 




GI 


none 




Score 


71 




Exons 


15990. .16172, 16179. 


.16526, 


16211. .16282, 16358. .164 92, 






16592. .16630, 16599. 


.16658 








uCU • LN L> • 


31 Ofll 




Seq. ID 


017990429 0Q 9A1 9 


C A 4 


Cpnp NJo 


64 347 




Oil Ctl 1U 








1 4 394 
It j^i 




FnH 


1 66PIR 
1UOOO 




Name 


OJ990499 09 9A1 9 P44 


o4 . tw 


Mo +■ n oH 

L it. LI 1UU 


J. DliriO 1A. VKIlcd L 




Start 


1617 9 _ 




End 


1 6483 

X U 4 O -J 




GI 


none 




Q fo vc* 

OL.U1 tJ 


9 33 

^. -) o 




Exons 


16179. .16481, 16211. 


.16483 








O C L^ * IN L> . 


31 OR 1 




OC Lj ■ X lJ 


O.T990499 09 QA1 Q 


P/l ^ 
. 14 41 


IJCUC LN L> . 


64 34 7 




OLI dllU 






O Lai L 


1 4 394 

X 4 J .7 4 






1 66Rfi 




Name 


CK7990499 09 9A1 9 P44 


# oo . tin 


L it: LI1LJL1 


TRT QQTY -Ma-i t» 
1 DXirlO 1 A , L v Jd X 




o Lai u 


1 696S — • 

X U ^. U .J 




FnH 


1 6S39 




GI 


none 




OLUIC 


97 9 




Exons 


16265. .16504, 16269. 


.16532, 


16275. . 165 


08 




O • LN \J • 


31 081 

J X U Q X 




o e l^ ■ i u 


0,7990499 OQ QA1 Q 


P4 4 




64 34fl 




OLI CLI1L1 






^tart 

O U d -L L- 


1 680^ 

J~ \J O \J <J 




FnH 


1 7 1 4 Q 
X / X 4 .? 




Name 


OJ990499 HQ 9A1 9 P44 


o 3 "H t*t 


L i" LI IL>Ll 


1 O XjrAO 1 /\ • V V 1 1 c CI L 




Start 


1680S _ 

X \J O \J *J 




FnH 

Hi I IH 


1 7 1 4 Q 

1/14 3 




GI 


none 




OLUI <3 


94 3 




Exons 


16805. .17149, 16812. 


. 17147 








OCL£ • LNL> • 


310 8? 

JIUO^. 




Seq. ID 


OJ990429_09.9A19 


P/l 
• L^D 


CZ&n& Mo 

UC11C LN W • 


64 34 9 




- Strand 






Start 


99 




End 


1 ^7 




Name 


O.T9 904 9 9 D Q 9A1 9 P4 6 


- 

■ o x . qs 


Method ' 


PFMQP AM 

oHjlNOk-.M.lN 




Start 


99 _ 




End 


157 




QJ-- - ■ - - 


"no'n6 "~ ~ — " 




.... Scor.e 


::v7;l .:_ ~'~ - ' 




Exons 


99. .157 










kJ \_J ■ IN W • 


31083 




Seq. ID 


OJ990429_09. 9A19, 


. 4 / 


flpnp Mo 


64350 




Strand 


+ 




Start 


1 




End 


1869 




Name 


OJ990429 09.9A19.C47 


. ol . np 


Method 


T^AT/NAP 




Start 


1 




End 


532- 




GI 


5734635 




Score 


169 ' 




Exons 


1. .532 










GI Descrip. 


(AP000391) hypothetical protein [Oryza 


sativa] 




Seq. No. 


31083 




Seq. ID 


OJ990429 09.9A19, 


.C47 


Gene No. 


64350 




Strand 


+ 




Start 


1 




End 


1869 




Name 


OJ990429 09.9A19.C47, 


.ol.gs 


Method 


GENSCAN 





31060 



o Lai t 


17 4 

X f 4 




1 994 
xZZfi 


CJ 




Score 


£7 




174 9^4 1049 1994 






Qpff Mo, 
kJCU • LN U • 


^1 OR? 




d TQQ04 9 Q 


Gene No. 


64350 


Strand 


+ 


Start 


1 


End ' 


1869 


Name 


OJ990429 09. 9A1 9 . C47 . o2 . np 


Method 


AAT /MAP 


Start 


953 


End 




\j x 


6539588 


Score 


1 Q1 

X .7 X 


D AUl 1 D 


953. .1252, 1799. .1869 








(AP000837) hypothetical protein [Oryza 


s at i va J 


Seq. No. 


31084 


Seq. ID 


OJ990819 


Gene No. 


64351 


Strand 


+ 


Start 


107 


End 


S7 1 

J / X 




OJ990819 08.9A22.C2.ol.gp 


Method 


AAT Id A P 




107 


End 


9 9 £ 


GI 


none 


Score 


9 00 
^. u u 


TT v a n <3 


107. .226 






Seq. No. 


31084 


Seq. ID 


OJ990819 


Gene No. 


64351 


Strand 


+ 


Start 


107 


End 


S7 1 

J / X 


In dilte 


OJ990819 08.9A22.C2.ol.gs 


-Method 




O Lax L 


107 ' 


End ' 


0/1 


GI 


none 


Score 


. DO 




107. .224, 513. .571 






Seq. No. 


31085 


Seq. ID 


O.T9Q0R 1 9 

W <-> 3? ,7 U O X _7 


Gene No. 


64352 


Strand 


+ 


Start 


1 


End 


2685 


Name 


OJ990819 08.9A22.C3.ol.np 


Method 


AAT /NAP 


Start 


1 


End 


2397 


GI 


2529677 


Score 


469 


Exons 


1. .198, 280. .443, 545. .651, 


2367. .2397 





GI Descrip. (AC002535) putative kinesin heavy chain [Arabidopsis thaliana 



Seq. No. 
Gene No. 
Start 

"Name * :" : " 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31085 Seq. ID 

64352 Strand 
1 End 
OJ99.08r9,_.08-9A2.2.C3-.ol.gs - ..' Method-.. 
255 End 
none • Score 



OJ990819_08. 
+ 

2685 

; GEN SCAN..." :; . 
2685 
.8 



9A22.C3 



255. .422, 545. .703, 1171. .1583, 1693. .1841, 2489.-2685 



31085 Seq. ID 
64353 ' Strand 

2029 End 

OJ990819_08 . 9A22 . C3 . o2 . np Method 

2029 End 

4539298 Score 
2029. .2058, 



OJ990819_08. 9A22.C3 

7798 
AAT /NAP 
4920 
362 



3831.. 4033, 4197. .4360, 4461.. 4920 
(AL049480) putative calmodulin-binding protein [Arabidopsis 
thaliana] 



Seq. No. 



31085 



Seq. ID OJ990819_08. 9A22.C3 



31061 



Gene No. 64353 Strand 

Start 2029 End 7798 

Name OJ990819_08 . 9A22 . C3 . ol . gp Method AAT/GAP 

Start 2188 End 2757 

GI none Score 1022 

Exons 2188.. 2757 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31085 
64353 
2029 

OJ990819_08. 

3419 

none 

3419. .3513, 
5074. .5132, 



9A22.C3.o2.gs 



3598. 
5642. 



.3760, 3836. 
.5686, 7745. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990819_08.9A22.C3 

7798 
GENSCAN 
7798 
.84 



,4033, 4200. .4360, 
,7798 



4461. .4948, 



Seq. No. 31085 

Gene No. 64353 

Start 2029 

Name OJ990819_08 . 9A22 . C3 . o2 . gp 

Start 5618 

GI LIB347 5-006-P1-K1-G7 

Exons 5618.. 5686, 5787.. 6034 

GI Descrip. ' 3063661/gb | AAC14280 . 1 1 5. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990819_08. 9A22.C3 

7798 
AAT/GAP 
6034 
517 



Oe-36 (AF058391) nucleoside 



diphosphate kinase la [Arabidopsis thaliana] 1 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 



31085 
64354 
9157 

OJ990819_08 . 9A22 . C3 . ol . tm 
13 

none 

13. .171, 20. .199, 21. .200, 276. .320, 
342. .446 



Seq. ID OJ990819_08. 9A22.C3 
Strand 

End 9214 

Method TBLASTX : Maize 

End 44 6 

Score 258 

278. .445, 279. .446, 



Seq. No. 


31085 










.Seq. ID 


OJ990819_08. 9A22 


.C3 


Gene No. 


64354 










Strand 






Start 


9157 










End 


9214 




Name 


OJ990819 


_08. 


. 9A22. 


C3.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


20 










End 


446 




GI 


none 










Score 


270 




Exons " 


20. .199, 


-21.; 


.-..2QQ, 


."-27.8 . 


V4 4 2; 


"279. .446, 


.2 9 7.. .~4 4.6 * — 




Seq. No. 


31085 . 










Seq. ID 


OJ990819J38.9A22 


-C3 


Gene No. 


64354 










Strand 






Start 


9157 










End 


9214 




Name 


OJ990819 


_08. 


. 9A22. 


C3.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


20 










End 


343 




GI 


none 










Score 


278 . 




Exons 


20. .199, 


21, 


. .200, 


278. 


.343, 


279. .341 







Seq. No. 31085 Seq. ID OJ990819_08 . 9A22 . C3 

Gene No. 64354 Strand 

Start 9157 End 9214 

Name 0 J9 90 8 1 9_08 . 9A22 . C3 . ol . tw Method TBLASTX : Wheat 

Start 101 End 446 

GI none Score 116 



31062 



Exons 



101. .199, 102. .200, 278. .445, 279. .446 



Seq. No. 


31085 


Seq. ID 


OJ990819_08.9A22 


Gene No. 


64354 


Strand 




Start 


9157 


End 


9214 


Name 


OJ990819 08.9A22.C3.o3.gp 


Method 


AAT/GAP 


Start 


9157 ~~ 


End 


9214 


GI. 


2312838 


Score 


61 


Exons 


9157 . . 9214 






GI Descrip. 


1420932/gb|U61383 IORU61383 7 


. Oe-21 Oryza rufipogon 




4 — coumarate- CoA liaase crene. 


intron 1, 




Seq. .No. 


31086 


Seq. ID 


OJ990819JD8.9A22 


Gene No. 


64355 


Strand 


+ 


Start 


507 


End 


638 


Name 


OJ990819 08.9A22.C4.ol.np 


Method 


AAT/NAP 


Start 


507 


End 


638 


GI 


6721512 


Score 


66 


Exons 


507. .638 






GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 


Seq. No. 


31086 


Seq. ID 


OJ990819_08.9A22 


Gene No. 


64356 1 


Strand 


+ 


Start 


1469 


End 


8407 


Name 


OJ990819 08.9A22.C4.ol.gs 


Method 


GENSCAN 


Start 


14 69 


End 


8407 


GI 


none 


Score 


. 61 


Exons 


1469. .2102, 2269. .2393, 2506 


..2604, 3255. .3562, 3684. .3! 




3925. .4378, 6984. .7192, 8292 


. .8407 




Seq. No. 


31086 


Seq. ID 


OJ990819_08.9A22 


Gene No . 


64357 


Strand 


+ 


Start 


10575 


End 


19497 


Name 


OJ990819 08.9A22.C4.o4.np 


Method 


AAT/NAP 


Start 


10575 


End 


19497 


GI 


6721512 


Score 


79 


Exons 


10575. . 10603, 14423. . 14476, 


15252. .15389, 19462. .19497 


GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 


Seq. No. 


31086 


Seq. ID 


OJ990819_08. 9A22 


Gene No . 


64358 


Strand 




Start • - 


' .8 960 . / - ' — " . - 


. End 


-12.08 6-—--;. •: 


Name 


OJ990819 08.9A22.C4.o2.gs 


Method 


GENSCAN 


Start 


8960 


. End 


12086 


GI 


none 


Score 


.45 


Exons 


8960. .9373, 9434. .10899, 10934. .12086 




Seq. No. 


31086 


Seq. ID 


OJ990819_08.9A22, 


Gene No. 


64358 


Strand 




Start 


8960 


End 


12086 


Name 


OJ990819 08.9A22.C4.o2.np 


Method 


AAT/NAP 


Start 


8963 


End 


12086 


GI" 


5902445 


Score 


3108 


Exons 


8 963. .10204, 10244. .1208 6 






GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 



3826 



Seq. No. 



31086 



Seq. ID OJ990819_08.9A22.C4 



31063 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene" No; 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 



64359 Strand 
12153 End 
OJ990819_08.9A22.C4.ol.tw Method 
1773 End 
none Score 
1773. .1874, 11685. .12140, 11686. .12141 



19427 

TBLASTX: Wheat 

12141 

374 



31086 Seq. I'D 

64359 Strand 

12153 End 

OJ9908 19_08 . 9A22 . C4 . o3 . tw Method 

8972 End 

none Score 



OJ990819_08.9A22.C4 
19427 

TBLASTX: Wheat 

9582 

66 



8972. .9103, 8973. .9098, 9128. .9580, 9324. .9431, 9526. .9582 

OJ990819 08.9A22.C4 



31086 Seq. ID 

64359 Strand 

12153 End 

OJ9908 1 9_08 .9A22.C4.o5. tm Method 

9008 End 

none Score 
9008.. 9091, 9092. .9274 

31086 Seq. ID 

64359 Strand 

12153 End 

OJ990819_08. 9A22.C4 ,o4 . tw Method 

9704 End 

none Score 
9704. .10087, 9705. .10079 

31086 Seq. ID 

64359 Strand 

12153 End 

OJ990819_08. 9A22.C4 . o2 . tm Method 

9782 End 

none Score 
9782.. 10093, 9783.. 10070 

31086 Seq. ID 

64359 Strand 

12153- - : ± — :r.r- '. - - - : :rEnd - 

OJ990819_08.9A22.C4.o8.tw Method 

10292 End 

none Score 
10292.. 10558 



19427 

TBLASTX: Maize 

9274 

148 



OJ990819_08.9A22.C4 
19427 

TBLASTX: Wheat 

10087 

216 



OJ990819_08. 9A22.C4 
19427 

TBLASTX: Maize 

10093 

176 



OJ990819_08.9A22.C4 

'19427 ; . 
TBLASTX: Wheat 
10558 
177 



Seq. No. 31086.. 

Gene No. .., 64359 

Start ' 12153 

Name OJ990819_08 . 9A22 . C4 . o3 . ts 

Start 10490 

GI none 

Exons 10490. . 10738, 10748.. 10873 

Seq. No. 31086 

Gene No. 64359 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 



OJ990819_08.9A22.C4 
19427 

TBLASTX: Soybean 

10873 

85 



OJ990819 08.9A22.C4 



31064 




Start 


12153 




End 


19427 




Name 


OJ990819 08 9A99 P4 


■ \J \J • L. W 


Method 


TBLASTX: Wheat 




Start 


10589 ~~ 




End 


10997 




GI 


none 




Score 


60 




1— J ^ WHO 


10589 10669 10589 


107 62 , 


10770. .10997, 10772.. 10996 




Seq. No. 


31086 




Seq. ID 


OJ990819_08.9A22 


.C4 


Gene No. 


64359 




Strand 


- 




Start 


12153 




End 


19427 




Name 


OJQ9081Q Oft QA99 P4 


nl tq 


Method 


TBLASTX: Soybean 






11091 ~~ 

I X W 7 X 




End 


11516 




GI 


none 




Score 


84 




P von 


1 1 091 11516 11 "3^9 


114 57 

• • X X *i ~J 1 








Seq. No. 


31086 




Seq. ID 


OJ990819_08.9A22 


.C4 


Gene No. 


64359 




Strand 






Start 


12153 




End 


19427 




in aiuc 


OJ990819 08 QA99 P4 


n9 f- w 


Method 


TBLASTX: Wheat 




Start 


11146 ~~ 




End 


11570 




GI 


none 




Score 


231 




Ryrinc 


11146 11460 11148 


. 11570 , 


11181. . 11570 




Seq. No. 


31086 




Seq. ID 


OJ990819_08.9A22 


.C4 


Gene No. 


64359 




Strand 






Start 


12153 




End 


19427 




Name 


O.TQQ081 9 rift 9A99 P4 


. o J . tm 


Method 


TBLASTX: Maize 




O Lai. L 


11944 ~~ 

lit. 1 ! T 




End 


11627 




\J 1 


none 




Score 


96 




R vnn <^ 


11944 11 697 1 1 94 5 


114 60 


11411. .11593, 11490. .11600 




Seq. No. 


31086 




Seq. ID 


OJ990819JD8.9A22 


.C4 


Gene No. 


64359 




Strand 






Start 


12153 




End 


19427 




Name 


OlT99081 9 08 9A99 P4 


a1 4-tti 
. (w* X . U1LI 


Method 


TBLASTX: Maize 




Start 


11655 ~~ 




End 


12011 




GI 


none 




Score 


220 




Rxnns 

J-J *V \-S i 1 o 


11655 12011 11668 


.1194 9, 


11709. .11957 




Seq. No. 


31086 




Seq. ID 


OJ990819_08.9A22 


.C4 


Gene No. 


64359 




Strand 






Start 


12153 




End 


19427 




Name 


- O.TQ90 81 9 0 8 9A9 9 P '4 ' 


. <J^, . lb 


. Method'. 


JTBLASTX: Soybean . 




Start 


11736 _ 




"End 


12101 




GI 


none 




Score 


111 






117^6 11870 11 877 


19101 

• . 1 Z. I U I 










^1086 
Jiuoo 




Seq. ID 


OJ990819_08.9A22 


P4 


Gene No. 


64359 




Strand 






Start 


12153 




End 


19427 




Name 


OJ990819 08.9A22.C4 


. o3 . np 


Method 


AAT/NAP 




■J L Ql 


12153 


End 


14317 




GI 


5902444 




Score 


1073 




Exons 


12153. .13811, 14139 


.14317 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


31086 




Seq. ID 


OJ990819_08.9A22 


C4 


Gene No. 


64359 




Strand 







31065 




Start 


12153 






End 


19427 


Name 


OJ990819 08.9A22.C4 




Method 


TBLASTX: Wheat 


u Lai L 


12333 






End 


12788 


CT 

KD I 


none 






Score 


86 


LAUllu 


12333 


..12569, 12390 


. . It JU J/ 


12451. .12567, 12606. .12788, 




12607 


. .12780 










31086 






Seq. ID 


OJ9.90819_08.9A22 


Gene No. 


64359 






Strand , 




Start 


12153 






End 


19427 


Name 


OJ990819 08.9A22.C4 


O ^ rr Q 
. u j . y d 


Method 


GENSCAN 


q+- a r f 
o Lai L 


12402 






End 


19427 


(IT 
Ol 


none 






Score 


.5 




12402, 


..13310, 13380 


1 S907 


15252. .15325, 16165. .16419, 




19296. 


. . 19427 








Cart Mo 


31086 






Seq. ID 


OJ990819_08. 9A22 


Gene No. 


64359 






Strand 




Start 


12153 






End 


19427 


Nip TTI£i 
IN dmc 


OJ990819 08.9A22.C4 


■ \J 1 • i_ w 


Method 


TBLASTX: Wheat 


O L, Cl J. U 


13419 






End 


13811 


\j J. 


none 






Score 


87 


Exons 


13419. 


, .13694, 13420 




13653. . 13766,- 13705 .. 13755 , 




13767. 


, .13811 








Seq. No. 


31086 






oeq . ± u 




Gene No. 


64359 






Strand 




O LQI L 


12153 






End 


19427 


Name 


OJ990819 08.9A22.C4 


. o 4 . tm 


Method 


TBLASTX: Maize 


OLal L 


13533 






End 


13772 


(IT 


none 






Score 


195 


T* 1 von q 


13533. 


, . 13772 








Seq. No. 


31087 






Seq. ID 


OJ990819_08.9A22 


Gene No. 


64360 






Strand 




Start 


16 






End 


377 


Name 


OJ990E 


!19_08. 9A22.C5, 


- 

• o L . q s 


Method 


GENSCAN 


OLal L 


16 






End 


377 


GI 


none 






Score 


.52 


ill AUl 1 0 


16. .377 








Seq. No.. . 


' ■ 31087 






"\ Seq. ID 


OJ990819_08*..9A2-2;, 


Gene No. 


64361 






Strand 




Start 


1762 






End 


7394 


Name 


. OJ990819 08. 9A22.C5, 


.ol .gp 


Method 


AAT/GAP 


q-f- Pi rt 

O L. Cl J. u 


1596 






End 


1724 


(IT 


none 






Score 


194 


Fy on q 


1596. . 


1724 








Seq. No. 


31087 






Seq. ID 


OJ990819_08. 9A22. 


Gene No. 


64361 






Strand 




Start 


1762 






End 


7394 


Name 


. OJ9908 


19_08.9A22.C5. 


. o2 . gs 


Method 


GENSCAN 


Start 


1762 






End 


7258 


GI 


none 






Score 


.75 


Exons 


1762. . 


2394, 2941. .3115, 4586 


. .4809, 5528. .7258 



31066 



Q p rr Kin 


J1UO / 








Seq. ID 


OJ990819JD8. 9A22.C5 




fid ^fil 

D4 Jul 








Strand 




Start 


1762 








End 


7394 


Name 


OJ990819 08 


.9A22 


,C5.ol. 


np 


Method 


AAT/NAP 


Start 


1765 








End 


7394 


(IT 


5281022 








Score 


2338 


Exons 


1765. .2394, 


2941 


. .3115, 


3236. 


.3365, -3539. .3653, 3726. .3813, 




4152. .4243, 


4318 


. .4809, 


5528. 


.7394 




vJl UCOLJ L yJ • 


(Z97339) hypothetical protein 


[Arabidopsis thaliana] 


O C- ^ • LNU • 


"31 np7 








Seq. ID 


OJ990819_08. 9A22.C5 


Gene No. 


64361 








Strand 




Start 


1762 








End 


7394 




OJ990819 08 


. 9A22 


.C5.ol. 


ts 


Method 


TBLASTX: Soybean 


O Lai L 


2044 








End 


3064 


o J. 


none 








Score 


117 


P ynn <5 

Hi 1 0 


2044. .2277, 


2153 


. .2278, 


2287. 


.2397, 2357. .2398, 2933. .3061, 




2940. .3056, 


2941 


. .3063, 


2990. 


.3064 




Seq. No. 










Seq. ID 


OJ990819_08. 9A22.C5 


Gene No. 


64361 








Strand 




O LaL L 


1762 








End 


7394 


Name 


OJ990819 08 


. 9A22 


.C5.ol. 


tm 


Method 


TBLASTX: Maize 




2044 








End 


2301 


J- 


. none 








Score 


56 


ill Awl lo 


2044 . .2301, 


2112 


. .2153, 


2153. 


.227 8 






31087 








Seq. ID 


OJ990819_08. 9A22.C5 


Gene No. 


fid ^ fii 








Strand 




Start 


1762 








End 


7394 


Name 


OJ990819 08 


. 9A22 


.C5.ol. 


tc 


Method 


TBLASTX : Cress 


Cfa >-+- 
O Lai L 


3540 








End 


4243 


(IT 


none 








Score 


130 


P von q 


3540. .3653, 


3544 


. .3654, 


3547. 


.3654, 3721. .3813, 3726. .3812, 




4154. .4243 














31088 








Seq. ID 


OJ990819_08.9A22.C6 


Gene No. 


64362 








Strand 




Start 


2586 








End 


11198 


Name 


OJ990819 08 


.9A22 


.C6.ol. 


gs 


Method 


GENSCAN 




2586 








End 


11198 


O -L. ... „ . . 


".. none " . .. " 








Score . 


.81. . ; . ■ : — - 


IT vnn q 
Cjauho 


2586. .2711, 


4869 


. .5045, 


5706. 


5795, 6663.. 6728, 6921:. 7018, 




7117. .7237, 


7323 


. .8925, 


9780. 


10244, 10412. .10835, 10907 ... 11198 


Qprt Kin 


31088 








Seq. ID 


OJ990819_08.9A22.C6 


Genp No 


64362 








Strand 




Start 


2586 








End 


11198 


Name 


OJ990819 08 


, 9A22 


C6.o2. 


gp ' ... 


Method 


AAT/GAP 


Start 


3536 








End 


7493 


GI 


16295 1.R1084 






Score 


2348 


Exons 


3536. .4069, 


4869 


.5045, 


5706. . 


5795, 6663.. 6728, 6921.. 7018, 




7117. .7237, 


7323 


.7493 









GI Descrip. 1 4586253/emb | CAB40994 . 1 | 4.0e-66 (AL049640) auxilin-like protein 
[Arabidopsis thaliana] 1 



Seq. No. 



31088 



Seq. ID OJ990819_08 . 9A22 .C6 



31067 



Gene No. 64362 
Start 2586 

Name 0 J9 9 0 8 1 9_0 8 . 9 A2 2 . C 6 . o2 . tm 

Start 3643 
GI none 
Exons 3643 

3881 

4869 

6663 

7114 



3678, 
4003, 
5045, 
6728, 

7215, 7118 
7202.. 7237, 7315 
7506. .7541 



3646. 
4023. 
5018. 
6664. 



.3681, 3731. 

,4070, 4025. 

,5056, 5703. 

,6729, 6917. 

,7216, 7119. 

,7383, 7321. 



Strand 

End 
' Method 

End 

Score 
.3766, 3744 
.4072, 4867 
.5795, 5704 
.7009, 6920 
.7193, 7183 



11198 

TBLASTX : Maize 
7541 
61 

3773, 3784. 

5046, 4868. 

5805, 6663. 

6979, 7112. 

7245, 7202. 



.7398, 7326. .7415, 7481, 



.3807, 
.4978, 
. 6728, 
.7183, 
.7261, 
.7501, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31088 
64362 
2586 

OJ990819_08. 9A22.C6.ol.np 

4034 

4586253 



Seq. ID OJ990819_08.9A22.C6 
Strand 

End 11198 

Method AAT/NAP 

End 10363 

Score 1430 



4034. .4069, 4869. .5045, 5706. .5795, 6663. .6731, 6877. .7000, 
7093. .7244, 7301. .7417, 7457. .7538, 7602. .8583, 8659. .8925, 
9772. .10363 



GI Descrip. (AL049640) auxilin-like protein [Arabidopsis thaliana] 



Seq. No. 31088 

Gene No. 64362 

Start 2586 

Name O J 9 9 0 8 1 9_0 8 . 9 A2 2 . C 6 . o 1 . t c 

Start 4867 

GI -none 
Exons 



Seq. ID OJ990819_08.9A22.C6 
Strand 

End 11198 

Method TBLASTX : Cress 

End 6729 

Score 213 



4867. .5046, 4869. .5045, 5703. .5783, 5704. .5784, 6666. .6728, 
6670. .6729 



Seq. No. 31088 

Gene No. 64362 

Start 2586 

Name . OJ990819_08 . 9A22 . C6 . ol . ts 

Start 4867 

GI none 
Exons 



Seq. ID OJ990819_08. 9A22.C6 
Strand 
• End 
Method 
End 
Score 



'11198 

TBLASTX: Soybean 

5786 

235 



4867. .5052, 4869. .5057, 4959. .5054, 5703. .5786, 5716. .5784 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31088 - 

64362 

258 6 

OJ990819_08. 9A22.C6.ol.tm 

7544 

none 



Seq. ID OJ9908 19^08. 9A22rC6 
Strand 

End 11198 

Method TBLASTX : Mai ze 

End 8406 

Score 114 



7544. .7582, 7581. .7715, 7682. .7822, 7823. .7870, 7879. .7977, 

7922. .8149, 7952. .8059, 7956.'. 8141, 8038. .8157, 8053. .8157, 

8142. .8225, 8150. .8278, 8153. .8278, 8169. .8285, 8279. .8311, 

8280. .8321, 8284. .8313, 8284. .8340, 8290. .8406, 8316. .8405 



Seq. No. 31088 Seq. ID 

Gene No. 64362 Strand 

Start 25bb End 

Name OJ9908 19_08 . 9A22 . C6 . o3 . tm Method 

Start 8409 End 



OJ990819_08 . 9A22.C6 
11198 

TBLASTX: Maize 
8793 



31068 




GI 


none 


Score 


44 


P. von c; 


8409 846? 8414 8464 849^ 


.8792, 8502. .8792, 8503. .8793 


Seq. No. 


31088 


Seq. ID 


OJ990819_08.9A22.C6 


Gene No. 


64362 


Strand 


- 


Start 


2586 


End 


.11198 


Name 


OJ990819 08 9A99 Cfi n3 nn 


Method 


AAT/GAP 


Start 


8736 - ~ 


End 


9895 


GI 


none 


Score 


561 


Pyrin ^ 


8736 8925 9780 9895 






Seq. No. 


31089 


Seq. ID 


OJ990819_08.9A22.C8 


Gene No. 


64363 


Strand 


+ 


Start 


390 


End 


658 


Name 


O.T9Q081Q 08 9A99 PR o1 


Method 


GENSCAN 


^t a rt 


390 ~~ 


End 


658 


GI 


none 


Score 


.5 




390 464 557 658 






O C *J . L< U i 


31090 


Seq. ID 


OJ990819_08.9A22.C11 


Gene No. 


64364 


Strand 


+ 


Start 


1 


End 


595 


NT a 


O.T99081 9 08 9A99 P1 1 ol no 


Method 


AAT/NAP 


O l_ CI i- U 


1 ~ 


End 


595 


ox 


^4 9 1 ^78 


Score 


383 




1 69 179 978 ^67 








(AF0809491 lei np^i n-1 i kp hppw 
V ii. i- \j \j \j c+ '~i z? } T\.xiic^o xii xxjs.c lied v y 


chain [Arabidopsis thaliana] 


Seq. No. 


31090 


Seq. ID 


OJ990819_08. 9A22.C11 


Gene No. 


64364 


Strand 


+ 


Start 




End 


595 


Name 


O.T99081 9 08 QA99 PI 1 o1 -ho 

\JUZ?ZJ\JOXZf \J O . Z/.T1Z. Z. .v^XX . Ul . L 


Method 


TBLASTX: Cress 


Start 


2 ~ 


End 


543 


GI 


none 


Score 


73 


Pyrin 


9 64 3 68 1 71 978 1 88 


277, 357. 


.431, 358.-543 


Seq. No. 


31090 


Seq. ID 


OJ990819_08 . 9A22 .Cll 


Gene No. 


64364 


Strand 


+ 


Start 


1 


End 


595. 


Name 


OJ990819 08."§A22.Cll.ol.tm 


Method 


TBLASTX: Maize 


Start 


12 


End 


529 


GI" * . 


* .none 


Score .. 


58 - . 


R von 


12. .68, 171. .278, 194. .277, 358. .522, 


367. .522, 368. .529 


9<=>rr Mo 


31090 


Seq. ID 


OJ990819_08. 9A22.C11 


Gene No. 


64364 


Strand 


+ 


Start 


1 


End 


595 


Name 


OJ990819 08.9A22.Cll.ol.ts 


Method 


TBLASTX: Soybean 


Start 


17 


End 


543 


O X 


none 


Score 


64 


Exons 


17. .55, 18. .68, 148. .264, 160 


..267, 174. .278, 188. .277, 




358. .543, 367. .522, 452. .535 






Seq. No. 


31090 


Seq. ID 


OJ990819_08.9A22.C11 


Gene No. 


64 364 


Strand 


+ 


Start 


1 


End 


595 


Name 


OJ990819_08 . 9A22 . Cll . ol . gs 


Method 


GENSCAN 



31069 



Start 189 End 507 

GI none Score .91 

Exons 189.. 278, 367.. 507 



Seq. No. 31091 Seq. ID 
Gene No. 64365 Strand 
Start 300 End 
Name OJ990819_08 . 9A22 . C12 . ol . gs ' Method- 
Start 300 End 
GI none Score 
Exons 300.. 471, 1475.. 1573 



OJ990819_08.9A22.C12 
+ 

1573 
GENSCAN 
1573 
.6 



oeq. no. 


o i u yz 






oeq . i u 


oene no . 


0 41 O OO 






btrana 




ft n 
o u 








Name 




Aft QZi OO r"\ A 


o 1 . gs 


Ddernoa 


0 4- y-f 

OLal L 


ft n ~ 






Htna 


GI 


none 






Score 


Exons 


80. .331, 


1700. .1872, 


2587. 


2605 


Seq. No. 


31093 






Seq. ID 


Gene No. 


64367 






Strand 


Start 


369 






End 


Name 


OJ990819 


08.9A22.C15. 


ol . gs 


Method 


Start 


369 






End 


GI 


none 






Score 


Exons 


369. .418, 


1034. . 1305, 


1618 


.1651, 301 


Seq. No. 


31094 






Seq. ID 


Gene No. 


64368 






Strand 


Start 


534 






End 


Name 


OJ990819 


08.9A22.C16. 


ol . gs 


Method 


Start 


534 






End 


GI 


none 






Score 


Exons 


534 . .813, 


2647. .2814 







OJ990819_08.9A22.C14 
+ 

2605 
GENSCAN 
2605 - 
.63 



OJ990819_08.9A22.C15 

3099 
GENSCAN 
3099 
.62 
. .3099 

OJ990819_08 . 9A22 . C16 
+ 

2814 
GENSCAN 
2814 
. 65 



Seq. No. 


31095 








Seq. ID 


OJ990819_ 


_08. 


9A22 


.C17 


Gene No. 


64369 








Strand 


+ 








Start 


423 








End 


533 








Name 


OJ990819 


08. 9A22.C17 


.ol 


.gs 


Method 


GENSCAN 








Start 


423 








End 


533 








GT : • ' 


• none . / . * 








' Score. ; . 


.m ■: 








Exons . 


423. .533 


















Seq. No. 


31095 








Seq. ID 


OJ990819_ 


_08. 


9A22 


.C17 


Gene No. 


64370 








Strand 










Start 


826 








End 


1722 








Name- 


OJ990819 


08. 9A22.C17 


o2 


gs 


Metho.d 


GENSCAN 








Start 


826 








End 


1146 








GI 


none 








Score 


. 99 








Exons 


826. .920, 


1041. .1146 
















Seq. No. 


31095 








Seq. ID 


OJ990819_ 


_08. 


9A22 


C17 


Gene No. 


64370 








Strand 










Start 


826 








End 


1722 








Name 


OJ990819 


08. 9A22.C17 


ol 


np 


Method 


AAT/NAP 








Start 


992 








End 


1722 









31070 




o X 


5091499 


Score 


57 


Exons 


992. .1194, 1682. .1722 






(~1 T n*^ «3 c r* "i 


(AB023482) Similar to Human 


mRNA for alpha 1 (III) collagen 




fragment (aa 892-1023) . (X01655) [Oryza 


sativa] 


Seq. No. 


31096 


Seq. ID 




Gene No. 


64371 


Strand 




O Lui L 


1366 


End 


X / D H 


Mam o 
IN a illt: 


OJ990819 08. 9A22.C18.ol.gs 


Method 




Start 


X O \j \J 


FnH 


1 TC/ 

L f DH 


O -L 


none 


Score 


.83 


F 1 von q 


1366. . 1641, 1695. . 1754 






Seq. No. 


31096 


Seq. ID 


OTQQHfil Q flQ QnOO ri O 


Gene No. 


64372 


Strand 




Start 


2473 


End 


9 £1 
iOD / 


Name 


OJ990819 08. 9A22.C18.o2.gs 


Method 


OEjiNoUriLN 


C+- a v-4- 


2473 


End 


ZOO/ 


O X 


none 


Score 


. D / 


Ej AVJI IS 


2473. .2667 








31097 


Seq. ID 


OJ990819_08. 9A22.C19 


Gene No. 


64373 


Strand 


+ 


Start 


5 


End 


2528 


Name 


OJ990819 08.9A22.C19.ol.np 


Method 


AAT/NAP 


o u a x i- 


5 


End 


2528 


O X 


2651297 


Score 


433 




5. .81, 638. .964, 2225. .2528 






OX UcoLIip . 


(AC002336) putative expansin 


[Arabidopsis thaliana] 


O C ^ • • 


31097 


Seq. ID 


OJ990819_08.9A22.C19 


fipnp No 


64373 


Strand 


+ 


Start 


5 


End 


2528 


Name 


OJ990819 08.9A22.C19.ol.gp 


Method 


AAT/GAP 


Start 


388 


End 


904 


(IT 

O X 


uC-osflm202102h06bl 


■ Score 


908 


W von q 


388. .570, 598. .904 






ox ucoli -'-r-^ • 


'1041704 2.0e-19 (U30478) expansin At-EXP5 [Arabidopsis 




thaliana] 1 






Seq. No. 


31097 


Seq. ID 


OJ990819_08.9A22.C19 


Gene No. ** ' 


. 64373 . " r' ' 


■■_ Strand - •• 




Start 


. 5 


. End 


2528 


Name 


OJ990819 08. 9A22.C19.ol.gs 


Method 


GENSCAN 


Cf- a r -i- 


420 


End 


1566 


GI 


none 


Score 


.45 


TT von q 


420. .964, 1527. .1566 






Seq. No. 


31097 


Seq. I,D 


OJ990819_08 . 9A22.C19 


Gene No. 


64374 


Strand 


+ 


Start 


4734 


End 


12179 


Name 


OJ99081.9 08.9A22.C19.o3.gs 


Method 


GENSCAN 


Start 


4734 


End 


12109 


GI 


none 


Score 


. 64 


£xons 


4/34.. 4755, 5393.. 5531, 7323 


..7525, 7552. .7639, 8732. .9147, 



9247. .9410, 10135. . 10239, 10328 .. 10375, 11843. .12109 



31071 



Seq. No. 31097 Seq. ID 

Gene No. 64374 Strand 

Start 4734 End 

Name OJ990819_08 . 9A22 . CI 9 . o3 . gp Method 

Start 11783 End 

GI none Score 

Exons 11783. .12179 



OJ990819_08 . 9A22-.C19 
+ 

12179 
AAT/GAP 
12179 
786 



Seq. No. 31097 Seq. ID 

Gene No. 64375 Strand 

Start 2183 End 

Name OJ990819_08 . 9A22 . CI 9 . o2 . gs Method 

Start 2183 • End 

GI none Score 

Exons ' 2183.. 2392, 2417.. 2443 



OJ990819_08.9A22.C19 

2443 
GENSCAN 
2443 
.95 



Seq. No. 31097 

Gene No. 64 37 6 

Start 2459 

Name OJ990819_08 . 9A22 .C19 .ol . tm 

Start 603 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

..Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



Seq. ID OJ990819_08.9A22.C19 
" Strand 
End 2745 
Method TBLASTX : Maize 
End 2554 
Score 129 

603. .704, 611. .703, 696. .740, 725. .772, 726. .812, 831. .863, 
885. .965, 885. .962, 2222. .2527, 2223. .2528, 2507. .2554 



31097 
64376 
2459 

OJ990819_08. 9A22.C19.ol.tc 

638 

none 



Seq. ID OJ990819_08.9A22.C19 
Strand 

End 2745 

Method TBLASTX : Cress 

End 2516 

Score 86 



638. .703, 639. .704, 714. .809, 828. .863, 885. .965, 2223. .2516 



31097 
64376 
2459 

OJ990819_08.9A22.C19.ol.ts 

885 
none 



31097 - • "-7. • •. 

64376 

2459 

OJ990819JD8. 9A22 . C19 . o2 . gp 

2459 

none 

2459. .2745 



Seq. ID OJ990819_08.9A22.C19 
Strand 

End 2745 

Method TBLASTX : Soybean 

End 2516 

Score 90 



885. .965, 2223. .2351, 2361. .2516 



Seq. ID 0 J 9-9 0 8-1 9_0 8". 9A2 2 •■■CIS- 
Strand 

End 2745 

Method AAT/GAP 

End 2745 

Score 562 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31098 
64377 
1 

OJ990819_08 . 9A22.C20.ol.np 
1 

26l«7Ul 



Seq. ID OJ990819_08.9A22.C20 

Strand + 

End 2047 

Method AAT/NAP 

End 2047 

Score 85 



1..38, 483. .714, 750. .818, 2024. .2047 

(AC002510) hypothetical protein [Arabidopsis thaliana] 



31072 



Seq. No. 31098 

Gene No. 64377 * 

Start 1 

Name OJ99081 9_08 . 9A22 . C20 . ol . gp 

Start 630 

GI LIB3433-014-Q6-K1-H3 

Exdns 630. . 716 

GI Descrip. '2618701 5.0e-26 (AC002510) 
thaliana] 1 



Seq. ID OJ990819_08.9A22.C20 

Strand + 

End 2047 

Method AAT/GAP 

End 716 

Score 124 

hypothetical protein [Arabidopsis 



Seq. No. 31099 Seq. ID 

Gene No. 64378 Strand 

Start 39 End 

Name OJ990819_08 . 9A22 . C23 . ol . gs Method 

Start 39 End 

GI none Score 

Exons '39. .148, 184. .241, 334. .417 



OJ990819_08.9A22.C23 
417 

GENSCAN 

417 

.61 



Seq. No. 31100 Seq. ID 

Gene No. 64379 Strand 

Start 325 End 

Name OJ990819_08 . 9A22 . C24 . ol . gs Method 

Start 325 End 

GI none Score 

Exons 325.. 437 



OJ990819_08.9A22.C24 
+ 

437 

GENSCAN 

437 

.69 



Seq. No. 31101 Seq. ID 

Gene No. 64380 Strand 

Start 68 End 

Name OJ9908 19_08 . 9A22 . C25 . ol . gs Method 

Start 68 End 

GI none Score 

Exons 68. .286 



OJ990819_08.9A22.C25 
+ 

286 

GENSCAN 

286 

.86 



Seq. No. 31101 Seq. ID 

Gene No. 64381 - Strand 

Start 2051 End 

Name OJ990819_08 . 9A22 . C25 . o2 . gs Method 

Start 2051 End 

GI none Score 

■Exons. ~ -2051:... 21.69 v - " 



OJ990819_08.9A22.C25 

2169 
GENSCAN 
2169 
.81 



Seq. No. 31102 Seq. ID OJ990819_08.9A22.C26 

Gene No. 64382 Strand + 

Start 809 End 2685 

Name OJ990819_08 . 9A22 . C26. ol . gp Method AAT/GAP 

Start 809 End ■ 1271 

GI LIB3432-059-E1-K1-D8 Score 730 

Exons 809.. 1271 

GI Descrip. 1 5734616/dbj | AP000391 . 1 | AP000391 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



Seq. No. 31102 Seq. ID 

Gene No. 64382 Strand 

Start 809 End 

Name OJ9908 19_08 . 9A22 . C26 . ol . gs Method 



OJ990819_08.9A22.C26 
+ 

2685 
GENSCAN 



31073 




o tam 


827 








End 


o c o c 

2oo5 


PT 

bl 


none 








Score 


. 58 




827. .891, 2514.. 


Z DO D 








Seq. No. 


31102 








Seq. . ID 


OJ990819_08.9A22.C26 


Gene No. 


64383 








Strand 




OLdl L 


3680 










j / oy 


Name 


OJ990819 08 


. 9A22 


. 0 . oz 


.gs 


Metnoa 


GENSCAN 


otar L 


3680 






End 


3 /by 


P T 


none 








Score 


. / / 


Exons 


3680. .3759 












Seq. No. 


31103 








Seq. ID 


OJ990819_08.9A22.C27 


Gene No. 


64384 








Strand 




O Ldl L 


1616 








Lna 


-.bob 


Name 


OJ990819 08 


.9A22 


. L,Z / . Ol 


. gs 


Method 


GENSCAN 


C +- -i 4- 

o L32T L 


1616 








Lna 




b± 


none 








Score 


. by 


Exons 


IDID. . 1 / ZZ , 


ZZlO 


. . Z 3\JH , 


Z O OZ 


. . Z O 6 D 




beq . ino . 


31104 








Seq. ID 


OJ990819_08.9A22.C28 


Gene No. 


64385 








Strand 


+ 


Start 


2576 








End 


5603 


Name 


OJ990819 08 


. 9A22 


PO Q /-\ 1 
. o .Ol 


.gs 


Method 


GENSCAN 


o u ar t. 


2576 








End 


5592 


p t 


none 








Score 


.87 


Exons 


2576. .2966, 


3662 


. . JOZO; 




..4068, 4502. .4759, 4841. .4912, 




5005. .5070, 


5458 


c c o o 








beq . ino . 


31104 








Seq. ID 


OJ990819_08.9A22.C28 


bene ino . 


64385 








Strand 


+ 


Start 


2576 








End 


5603 


Name 


OJ990819 08 


.9A22 


,C28.ol 


.np 


Method 


AAT/NAP 


OLait 


2851 








End 


5603 


P T 
bl 


2529677 








Score 


415 




2851. .2966, 


. 3662 


. .3828, 


3925 


..4068, 4502. .4729, 4841. .4912, 






5529 


. .5603 








bl UcoCIip. 


(AC002535) 


putative kinesin 


heavy chain [Arabidopsis thaliana 


Seq. No. 


31104 








Seq. ID • 


OJ990819_08 . 9A22 . C28 


Gene No. 


64385 








Strand 


+ 


Olal L 


25.7.6 \ ... ; . 








.-;Endv . 


'5603 . ... ../-.- 


Name 


OJ990819 08 


.9A22 


.C28.ol 


tm 


Method 


TBLASTX: Maize 


oLalL 


3657 








End 


4065 


PT 


none 








Score 


230 


Exons 


3657. .3830, 


3658 


. .3831, 


3670 


..3831, 3924. .4064, 3925. .4065 


Seq. No. 


31104 








Seq. ID 


OJ990819_08 . 9A22 . C28 


Gene No. 


64,385 








Strand 


+ 




2576 








End 


5603 


Name 


OJ990819 08 


. 9A22 


C28.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


3657 








End 


4059 


GI 


none 








Score 


231 


Exons 


3657. .3836, 


3658 


.3831, 


3922 


..4059, 3924. .4058 


Seq. No. 


31104 








Seq. ID 


OJ990819_08.9A22.C28 


Gene No. 


64385 








Strand 


+ 



31074 



Start 
Name 
Start 
GI 

Exons 



2576 End 5603 

OJ9908 1 9_08 . 9A22 . C28 . ol . tc Method TBLASTX : Cress 

3658 End 4609 

none Score 210 

3658. .3831, 3667. .3816, 3960. .4079, 3961. .4068, 4498. .4608, 
4502. .4609 



Seq. No. 31105 

Gene No. 64386 

Start 55 

Name OJ9908 19_05 . 9A22 . C3 . ol . gs 

Start 55 

GI none 

Exons 55 . . 204 



Seq. ID OJ990819_05. 9A22..C3 

Strand + 

End 204 

Method GENSCAN 

End 204 

Score . 67 



Seq. No. 


31106 






Seq. ID 


OJ990819_05. 9A22 


.C5 


Gene No. 


64387 






Strand 






Start 


240 






End 


2002 




Name 


OJ990819 


05. 9A22.C5 


. ol . gs 


Method 


GENSCAN 




Start 


240 






End 


2002 




GI 


none 






Score 


.76 




Exons 


240. .530, 


681. .821, 


1188. 


1343, 1994. 


2002 




Seq. No. 


31107 






Seq. ID 


OJ?90819_05. 9A22 


.C6 


Gene No. 


64388 






Strand 


+ 




Start 


552 






End 


3740 




Name 


OJ990819 


05. 9A22.C6 


ol . gs 


Method 


GENSCAN 




Start 


552 






End 


3740 




GI 


none 






Score 


.5 




Exons 


552. .678, 


680'. .716, 


2307. . 


2523, 2547.. 


2849, 2891. .2988, 





3564. .3740 



Seq. No. 31107 

Gene No. 64389 

Start 16179 

Name OJ9908 1 9_05 . 9A22 . C6 . o4 . gs 

Start 16179. 

GI none .' 

Exons 16179. .16258, 16368. .16449,. 17097 
22326. .22431, 22815.. 22942 



Seq. ID OJ990819_05.9A22.C6 
Strand + 
End 22942 
Method GENSCAN 
End ^22942 
Score . 42 • 



,17143, 19946. .20081, 



. Seq. No. ' . "31107. \ \ ; - . 

Gene No. 64390 

Start 25781 

Name OJ9908 1 9_05 .9A22 . C6 . o5 . 

Start 25781 

GI none 

Exons 25781. .25867, 28274.. 28 
29785. .29878, 30476. .30 



Seq. ID. OJ990819_05. 9A22.C6 

■Strand + 

End 33496 
gs Method GENSCAN 

End 30959 

Score .57 
407, 28846.-28955, 29087 .. 29277 , 
657, 30876.. 30959 



Seq. No. 31107 Seq. ID 

Gene No. 64390 Strand 

Start 25781 End 

Name OJ990819_05 . 9A22 . C6 . o2 . np Method 

Start 29110 End 

GI 6705984 Score 

Exons 29110. .29608, 33439.-33496 



OJ990819_05. 9A22.C6 
+ 

33496 
AAT/NAP 
33496 
426 



31075 



GI Descrip. (AB033235) gag-pol polyprotein [Oryza sativa] 



Seq. No. 


31107 


Seq. ID 


OJ990819_ 


_05.9A22 


.C6 


Gene No. 


64390 


Strand 


+ 






Start 


25781 


End 


33496 






Name 


OJ990819 05.9A22.C6.o3.np 


Method . 


AAT/NAP 






Start 


29800 


End 


32349 






GI 


6498436 


Score 


379 






Exons 


29800. .29878, 29927 304 38 , 


30538. .30657, 30902. 


. 31081, 






32303. .32349 










d T Dp qrriD 

\J J- L/C ij J, X . 


(AP000815) hypothetical protein [Oryza 


sativa] 






Seq. No.' 


31107 


Seq. ID 


OJ990819_ 


_05.9A22 


.C6 


Gene No . 


64391 


Strand 


+ 






Start 


35840 


End 


39130 






Name 


OJ990819 05.9A22.C6.o7.gs 


Method 


GENSCAN 






Start 


35840 


End 


39130 






GI 


none 


Score 


.79 






Exons 


35840. .36389, 36502 .. 36698 , 


36703. .36953, 37748. 


37882 






38033. .38392, 38463 .. 38640, 


38762. .39130 






Seq. No. 


31107 


Seq. ID 


OJ990819_ 


05.9A22 


.C6 




64391 


Strand 


+ 






Start 


35840 


End 


3.9130 






Name 


OJ990819 05. 9A22 .C6.o4 ,np 


Method 


AAT/NAP 






Start 


35846 


End 


38823 






GI 


5091513 


Score 


1909 - 






Exon s 


35846. .36995, 37839.. 38823 










GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 






Seq. No. 


31107 


Seq. ID 


OJ990819_ 


05 . 9A22 


. C6 




64392 


Strand 


+ 






Start 


39787 


End 


42859 






Name 


OJ990819 05. 9A22.C6.o8.gs * 


Method 


GENSCAN 






Start 


39787 


End 


42859 






GI 


none 


Score . 


.51 






Exons 


39787. .39979, 40955 .. 4 1016, 


42057. .42267, 42810. 


.42859 




Seq. No. 


31107 


Seq. ID 


OJ990819_ 


05.9A22 


.C6 


Gene No . 


64393 


Strand 








Start 


4123 


End 


12107 






N ame 


OJ990819 05..9A22."C6.o2.gs . 


'Method 


. GENSCAN . 






Start 


4123 


End 


12035 






GI 


none 


Score 


.88 






Exons 


4123. .5002, 8120. .8167, 8658 


. .8782, 9122. .9574, 


9720. . 9747, 




10497. .10583, 11 152 .. 11277 , 


11977. . 12035 






Seq. No. 


31107 


Seq. ID 


OJ990819_ 


05.9A22 


,C6 


Gene No . 


64393 


Strand 








Start 


4123 


End 


12107 






Name 


OJ990819 05. 9A22.C6.ol.np 


Method 


AAT/NAP 






Start 


4174 


End 


12107 






GI 


6358808 


Score 


734 






Exons 


4174. .4947, 7099 .. 72 97 ,. 9082 


. . 9574, 9972. . 10034, 


12069. 


. 12107 


GI Descrip. 


(AC010675) nitrate transporter (NTL1) 


[Arabidopsis thaliana] 


Seq. No. 


31107 


Seq. ID 


OJ990819_ 


05.9A22 


.C6 



31076 




Gene No. 


64394 




Strand 






Start 


12401 




End 


14316 




Name 


OJ990819 05. 


,9A22.C6.o3.gs 


Method 


GENSCAN 




Start 


12401 




End 


14316 




GI 


none 




Score 


.54 




Exons 


12401. .12412, 12924 . .13226, 14101 .. 14187, 14269. .14316 




Seq. No. 


31107 




Seq. ■*■ ID 


OJ990819_05. 9A22 


.C6 


Gene No. 


64395 




Strand 






Start 


43586 




End 


45710 




Name 


OJ990819 05. 


9A22.C6.ol.ts 


Method 


TBLASTX: Soybean 




Start 


4186 




End 


14274 




GI 


none 




Score 


88 




Exons 


4186. .4296, 


4342. .5028, 4786. 


.4968, 9045. .9419, 9119. .9421 




9518. .9574, 


14110. .14274 








Seq. No. 


31107 




Seq. ID 


OJ990819_05.9A22 


.C6 


Gene No. 


64395 




Strand 






Start 


43586 




End 


45710 




Name 


OJ990819 05. 


9A22 . C6 . ol . tc 


Method 


TBLASTX: Cress 




Start 


4189 




End 


14310 




GI 


none 




Score 


77 




Exons 


4189. .4296, 


4348. .4947, 4421. 


.4684, 4645.-4947, 9089. .9481, 




9120. .9479, 


9515.. 9574, 14101 


. . 14310 






Seq. No. 


31107 




Seq. ID 


OJ990819_05.9A22 




Gene No. 


64395 




Strand 






Start 


43586 




End 


45710 




Name 


OJ990819 05. 


9A22.C6.o2.tm 


Method 


TBLASTX: Maize 




Start 


4342 




End 


4983 




GI 


none 




Score 


85 




Exons 


4342. .4983, 


4463. .4705 








Seq. No. 


31107 




Seq. ID 


OJ990819_05.9A22 


.C6 


Gene No . 


64395 




Strand 






Start 


43586 




End 


45710 




Name 


OJ990819 05. 


9A22.C6.ol.tm 


Method 


TBLASTX : Mai ze 




Start 


8702 




End 


9424 




GI 


none 




Score 


75 




Exons 


8702. .8791, 


8712. .8780, 9122. 


.9424, 9123. .9413 




S e'q . No . " 


3.1107 - 




Seq. ID 


O'J9908I9_05.9A22 


.C6. 


Gene No. 


64395 




Strand 






Start 


43586 




End 


4 5710 




Name 


OJ990819 05. 


9A22.C6.o2.tw 


Method 


TBLASTX: Wheat 




Start 


9512 




End 


15329 




GI 


none 




Score 


215 




Exons 


9512. .9574, 


9516.. 9578, 14096 


. . 14314, 


14101. . 14319, 






14105. .14320 


, 15261. .15329, 15265.. 15324 




Seq. No. 


31107 




Seq. ID 


OJ990819JD5.9A22 


.C6 


Gene No. 


64395 




Strand 






Start 


43586 




End 


45710 




Name 


OJ990819 05. 


9A22.C6.ol.tw 


Method 


TBLASTX: Wheat 




Start 


2914 3 




End 


29594 




GI 


none 




Score 


265 




Exons 


29143. .29406, 29178 .. 2 94 05, 294 05 294 91 , 2 94 10 2 958 9, 





31077 



29419. .29571, 29430.. 29594 



Seq. No. 31107 

Gene No. 64395 

Start 43586 

Name OJ990819_05 . 9A22 . C6 . o2 . ts 

Start 29182 

GI none 

Exons 29182. .29451, 29223 .. 29447, 



Seq. ID OJ990819J35. 9A22.C6 
Strand 

End 45710 

Method TBLASTX : Soybean 

End 29601 

Score 170 - 
29443. .29601, 29460. .29591 



Seq. No. 31107 

Gene No. 64395 

Start 43586 

Name OJ990819_05 . 9A22 . C6 . o3 . tm 

Start 29370 

GI none 

Exons 29370. .29504, 2937 1 .. 29604 , 



Seq. ID OJ990819_05.9A22.C6 
Strand 

End 4 5710 

Method TBLASTX : Mai ze 

End 29622 

Score 199 
29398. .29622 



Seq. No. 31107 

Gene No. 64395 

Start 43586 

Name OJ9908 19JD5 . 9A22 . C6 . o9 . gs 

Start 43586 

GI none 

Exons 43586..43956, 44769 .. 45024 , 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990819_05. 9A22.C6 

45710 
GENSCAN 
45710 
.43 



45563. .45710 



Seq. No. 31108 Seq. ID 

Gene No. 64396 -Strand 

Start 2181 End 

Name OJ990819_05 . 9A22 . C7 . ol . gs Method 

Start 2181 End 

GI none Score 

Exons 2181.. 2294 



OJ990819_05. 9A22.C7 
+ 

2294 
GENSCAN 
2294 
.54 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI De scrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31108 Seq. ID OJ9908 19_05 . 9A22 . C7 

64397 Strand + 

7784 End 9128 

OJ9908 1 9_05 . 9A22 . C7 . o2 . np Method AAT/NAP 

7784 End 9128 

6539553' Score 1391 

7784.. 9128 

(;AP0008'36)~ Similar "to Oryza austr alien's is retrotransposoh 4 RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dfoj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



31108 Seq. ID 

64398 Strand 

3259 End 

OJ990819_05. 9A22.C7.ol.gp Method 

3082 End 

5056117 Score 
3082. .3441 



OJ990819JD5.9A22.C7 

5640 
AAT/GAP 
3441 
634 



Seq. no. 
Gene No. 
Start 



3iiua 

64398 
3259 



Seq. ID 

Strand 

End 



OJ990819 05.9A22.C7 



5640 



31078 



Name 

Start 

GI 

Exons 



Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ9908 19_05 . 9A22 . C7 . ol . tc Method TBLASTX : Cress 

3218 End 5473 

none Score 85 

3218. .3250, 3325. .4068, 3716. .3976, 4016. .4078, 5107. .5163, 
5242. .5472, 5243. .5473 



31108 
64398 
3259 

OJ9908 19_05 . 9A22 . C7 . o2 . gs 

3259 

none 

3259. .4123, 4508. .4632, 5116. 



Seq. ID OJ990819_05.9A22.C7 
Strand 

5640 
GENSCAN 
5640 
.65 



End 

Method 
End 
Score 
.5640 



31108 
64398 
3259 

OJ99081 9_05 . 9A22 . C7 . ol . np 
3319 
4102839 

3319. .4123, 4508. .4632, 5116. .5488 
(AF016713) LeOPTl [Lycopersicon esculentum 



Seq. ID OJ990819J35. 9A22.C7 
Strand 

End 5640 

Method AAT/NAP 

End 5488 

Score 672 



31108 
64398 * 
3259 

OJ990819_05. 9A22.C7 .ol. ts 

3328 

none 



Seq. ID OJ990819JD5. 9A22.C7 

Strand -■' - 

End 5640 

Method TBLASTX : Soybean 

End '5421 

Score 38 



3328. .3432, 3442. .4119, 3584. .3670, 3773. .3970, 4007. .4123, 
5245. .5421 



Seq. No. 
Gene No. 
Start 
Name 
Start 
. GI 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31108 
64398 
3259 

OJ990819_05 . 9A22 . C7 . o2 . tw 

3328 

none 



31108 

. 64398 . „ - ;;. . / 
3259 

OJ9908 19_05 . 9A22 . C7 . ol . tm 
3337 
none 



Seq. ID OJ990819_05.9A22.C7 
Strand 

End 5640 

Method TBLASTX : Wheat 

End 3645 

Score 73 



3328. .3465, 3445. .3645, 3490. .3645 



Seq. ID OJ990819_05. 9A22.C7 
Strand - ; • • : 

5640 

TBLASTX: Maize 
5325 
67 



End 

Method 
End 
Score 

3337. .3432, 3442. .4104, 3544. .3672, 4087. .4125, 5107. .5166, 
5266. .5325 



Seq. No. 31108 

Gene No. 64398 

Start 3259 

Name OJ9 90819 J) 5 . 9A22 . C7 . o2 . gp 

Start 3666 

GI 22391_1.R1084 

Exons 3666.. 4148 

GI Descrip. '4102839 2.0e-16 (AF016713) LeOPTl [Lycopersicon esculentum] ' 



Seq. ID OJ990819_05. 9A22.C7 
Strand 

End 5640 

Method AAT/GAP 

End 414 8 

Score 888 



31079 




Seq. No. 


31108 










Seq. ID 


OJ990819_05.9A22.C7 




64399 










Strand 




Start 


7779 










End 


8553 


Name 


OJ990819 05 


. 9A22 , 


. C7 . o2 . 


tm 


Method 


TBLASTX: Maize 


Start 


7779 










End 


8148 


'GI 


none 










Score 


159 


Exons 


7779., 


.7928, 


7783 , 


. . 7962, 


7783 . 


.7938, 7981.. 8148 


Seq. No. 


31108 










Seq. ID 


OJ990819JD5. 9A22.C7 


Gene No. 


64399 










Strand 




Start 


7779 










End 


8553 


Name 


OJ990E 


J19J35, 


. 9A22, 


.C7.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


7779 










End 


8148 


GI 


none 










Score 


164 


Exons 


7779. . 


,7928, 


7780. 


, .7929, 


7783. 


.7974, 7975. .8148, 7983. .8021 



Seq. No. 31108 Seq. ID 

Gene No. 64399 Strand 

Start . 7779 End 

Name OJ990819_05 . 9A22 . C7 . o2 . tc Method 

Start 7783 End 

GI none Score 

Exons 7783.. 7965, 7978.. 8172 



OJ990819_05. 9A22.C7 
8553 

TBLASTX: Cress 

8172 

112 



Seq, No. 31108 

Gene No. 64399 

Start 7779 

Name OJ990819_05 . 9A22 . C7 . ol . tw 

Start 7798 

GI none 

Exons 7798.. 8262, 
8394. .8552 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990819_05.9A22.C7 
8553 

TBLASTX: Wheat 

8553 

634 



7806. .8285, 8306. .8536, 8314. .8553, 8336. .8533, 



Seq. No. 


31109 








Seq. ID 


OJ990819 


Gene- No. 


64400 








Strand 


+ 


Start 


203 








End 


420 


Name 


OJ990819. 


_05.9A22.C8 


.ol 


.gs 


Method 


GENSCAN 


Start 


203 








End 


420 


GI 


none 








Score 


.51 


Exons 


203. .318, 


379. .420 










Seq. No. 


31110 








Seq. ID 


OJ990819 


Gene No. 


64401 








Strand 


+ 


Start 


137 








End 


316 


Name 


OJ990819 


05.9A22.C9 


.ol 


.gs 


Method 


GENSCAN 


Start 


137 








End 


316 


GI 


none 








Score 


.59 


Exons 


137. .316 













Seq. No. 31111 Seq. ID OJ99081 9 J) 5 . 9A22 . C10 

Gene No. .64402 Strand + 

Start 1 End 2942 

Name OJ990819_05 . 9A22 . C10 . ol . np Method AAT/NAP 

Start 1 End 2942 

GI 5295955 Score 552 

Exons 1..421, 965. .1079, 1760. .1844, 1884. .2229, 2343. .2942 



31080 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name. 

Start 

GI 

Exons 



(AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 
[Oryza sativa] 



31112 
64403 
5685 

OJ990819_05 . 9A22 . Cll .o2 . gs 

5685 

none 

5685. .5873, 6184. .6223, 7408. 



Seq. ID OJ990819_05.9A22.C11 

Strand + 

End 9925 

Method GENSCAN 

End 9689 

Score .81 

.7507, 7596.. 7643, 7821.. 9689 



31112 Seq. ID 

64403 Strand 
5'685 End 
OJ990819_05. 9A22.Cll.ol.np Method 
7837 End 
6539553 Score 
7837. .9925 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



OJ990819JD5. 9A22.C11 
+ 

9925 
AAT/NAP 
9925 
3676 



31112 Seq. ID 

64404 Strand 

31 End 
OJ990819_05. 9A22.Cll.ol.gs Method 

31 End 

none Score 
31. .300 



OJ990819_05. 9A22.C11 
300 

GENSCAN 

300 

.82 



Seq. No. 

Gene No. 

Start 

•Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
"Start; 
Name - 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start- 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 



31112 
64405 
7831 

OJ9908 19_05 . 9A22 . Cll . o2 . tw 

7831 

none 

7831. .8217, 7842. .8216 

31112' 
64405 

...7 83.1. v~. -. —~ - . . - : ; 
OJ990819_05. 9A22.Cll.o2. tm 
7966 
none 

7966. .8277, 7974. .8279 

31112 
64406 
8778 

OJ9908 19_05 . 9A22 . Cll . ol . tm 
8778 
' none 

8778. .9032, 8785. .9099, 8805. 

31112 
64407 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990819_05.9A22.C11 
8279 

TBLASTX: Wheat 

8217 

354 



OJ990819_05. 9A22.C11 

.8279 • . - ~ 
TBLASTX: Maize 
8279 
366 



OJ990819_05. 9A22.C11 
9100 

TBLASTX: Maize 

9100 

268 



.9098, 8933. .9100 

Seq. ID OJ990819_05. 9A22.C11 
Strand 



31081 




Start 


9127 








End 


9924 


Name 


OJ990819 05 


. 9A22 


.Cll.o2 


. ts 


Method 




Start 


9127 ~~ 








End 


9513 


GI 


none 








Score 


88 


Exons 


9127. . 9282, 


9265, 


. . 9513 








Seq. No. 


. 31112 








Seq. ID 


OJ990819_05.9A22.C11 


Gene No. 


64407 








Strand 




Start 


9127 








End 


9924 


Name 


OJ990819 05 


. 9A22 , 


,Cll.o3 


. tm 


Met hod 




Start 


9301 ~~ 








End 


9735 


GI 


none 








Score 


303 


Exons 


9301 . . 9735, 


9510. 


, . 9710 








Seq. No. 


31112 








Seq. ID 


OJ990819_05.9A22.C11 


Gene No 


64407 








Strand 




Start 


9127 








End 


9924 


Name 


OJ990819 05 


. 9A22. 


.Cll.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


9378 








End 


9774 


GI 


none 








Score 


162 


Exons 


9378. .9602, 


9379. 


.9627, 


9379. 


.9612, 9589. .9774, 9590. .9736, 




9601. .9774 













Seq. No. 31112 i Seq. ID 

Gene No. 64407 Strand 

Start 9127 End 

Name OJ990819JD5 . 9A22 . Cll . ol . ts Method 

Start 9523 End 

GI none Score 
Exons 



OJ9-90819_05.9A22.C11 
9924 

TBLASTX : Soybean 

9921 

197 



9523.-9747, 9531. .9701, 9748. .9921, 9756. .9794 



Seq. No. 


31112 




Seq. ID 


OJ990819_05.9A22.C11 


Gene No. 


64407 




Strand 




Start 


9127 




End 


9924 


Name 


OJ990819 05. 9A22..Cll.o3.tw 


Method 


TBLASTX: Wheat 


Start 


9781 




End 


9924 


GI - 


none 




Score 


211 ' 


Exons 


9781. . 


,9924, 9792. .9923 






Seq. No. 


31113 




Seq. ID 


OJ990819JD5 . 9A22 .C12 


Gene No. 


64408 




Strand 


+ 


Start. ; 


' 1 - 




End- 


. 2.4 63 .- • ' \ : 


Name 


OJ990E 


il9_05.9A22.C12.ol.np 


Method 


AAT/NAP ' 


Start 


1 




• End 


1442 


GI 


6539553 


Score 


2444 


Exons 


1. .1442 






GI Descrip. 


(AP000836) Similar to Oryza 


australiensis retrotransposon RI 



(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensi.s retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 31113 Seq. ID OJ990819_05.9A22.C12 

Gene No. 64408 Strand + 

Start 1 End 2463 

Name OJ9908 1 9_05 . 9A22 . Ui2 . ol . gs Method GENSCAN 

Start 51 End 2463 

GI none Score . 72 



31082 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name ■ 
Start • 
GI 

Exons 



51. .1441, 1636. .1753, 2245. .2463 



31113 
64409 
6953 

OJ990819_05. 9A22.C12.o3.gs 

•6953 

none 



Seq. ID OJ990819_05.9A22.C12 

Strand + 

End 7693 

Method GENSCAN 

End 7693 

Score .79 



6953.. 7091, 7332.. 7605, 7627.. 7693 



31113 
64410- ' 
2561 

OJ990819_05. 9A22.C12.o2.gs 

2561 

none 



Seq. ID OJ990819_05.9A22.C12 
Strand 

End 5883 

Method GENSCAN 

End 5883 

Score .79 



2561. .2780, 3064. .3431, 3519. .3659, 3753. .3803, 4010. .4165, 
4279..4476, 4581. .4670, 4747. .4801, 5816. .5883 



31113 
64410 
2561 

OJ990819_05. 9A22.C12.o2 . np 

3069 

3128168 



Seq. ID OJ990819_05.9A22.C12 
Strand 

End 5883 

Method AAT/NAP 

End 4929 

Score 215 



30.69. .3448, 3530. .3692, 3777. .3843, 4034. .4165, 4238. .4433, 
4517. .4711, 4821. .4929 



GI Descrip. (AC004521) unknown protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 
'"Name 

Start 
■GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31113 



Seq. ID OJ990819 05.9A22.C12 



64411 Strand 

8132 End 

OJ99081 9_05 . 9A22 . C12 . ol . ts Method 

3 End 

5509260 Score 

3. .410, 47. .115, 164. .259, 332. .391 



31113 
64411 
8132 

OJ99081 -9_Q5. . 9ft2:2\ Cl~2\ ol . t c. 
39 . 
none 

39. .299, 41. .118 

31113 
64411 
8132 

OJ9908 19_05 . 9A22 . C12 . o2 . tm 
80 

none 

80. .262, 81. .527, 216. .398, 332. .442 



Seq. ID 
Strand 
End 

Method . 
End 
Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



10057 

TBLASTX: Soybean 

410 

357 



OJ990819_05.9A22.C12 
10057 

.TBLASTX : Cress* " " ■ 
299 
286 



OJ990819_05.9A22.C12 
10057 

TBLASTX: Maize 

527 

359 



Seq. No. 
Gene No. 
Start 



31113 
64411 
8132 



Seq. ID 

Strand 

End 



OJ990819_05.9A22.C12 
10057 



31083 




Name 


D.TQQ081 9 OS 9A99 PI 9 n9 


. L W 


ncLIlOU 


TRT QCTY • TaTKo a +■ 




Start 


81 ~~ 

O X 






69 6 




GI 


none 




Score 


31 8 




J.J *V V-/ 1 1 o 


81 495 998 401 490 


69 6 


4 94 61 6 






Seq. No. 


31113 




Seq. ID 


OJ990819_05. 9A22 


.C12 


Gene No. 


64411 




" ; Strand 






Start 


8132 




End 


10057 




Name 


O.T9Q0R1 9 OS 9A99 PI 9 n9 


. L O 


Mo 'hh aH 


i dxj/\o i a . ooyoean 




Start 


4 79 ~~ 




HI 1CJ. 


8 94 

O Z, 4 




GI 


none 






31 S 




Rvnn ^ 


479 679 480 894 










Seq. No. 


31113 




Seq. ID 


OJ990819_05. 9A22 


.C12 


Gene No. 


64411 




Strand 






Start 


8132 




RnH 

CillU 


1 00S7 




Name 


O.T9Q0819 OS 9A99 PI 9 n4 


f m 




TRT flQTY'- Mai -to 
1 Dxj/iO 1 A . ria 1 Z e 




Start 


635 ~ 






97 4 

Z? I *i 




GI 


none 






31 9 




R x o n ^ 


635 973 636 974 










Seq. No. 


31113 




Seq. ID 


OJ990819_05. 9A22 


.C12 


Gene No. 


64411 




Strand 






Start * 


8 132 




End 


10057 




Name 


D.TQQ0R1 Q OS QA99 PI ? n1 


. L W 


Method 


TBLASTX: Wheat 




Start 


ft 30 ~~ 

O *J VJ 




End 


1306 




GI 


none 




Score 


101 




Exon ^ 

1—i /\ 1 1 k_> 


830 901 831 90S 990 


1 30f 


5, 921.. 1268 




Seq. No. 


31113 




Seq. ID 


OJ990819_05.9A22 


-C12 


Gene No. 


64411 




Strand 






Start 


8 132 




End 


10057 




Name 


OJ99081 9 OS 9A99 PI 9 n4 


. L O 


Method 


TBLASTX: Soybean 




Start 


837 ~ 




End 


1178 




GI 


none 




Score 


91 




Exons 


837 950 863 943 969 


1 17f 
> ■ X X / c 


\, 974. .1099 




Seq. No. 


31113 




Seq. ID 


OJ990819_05. 9A22 


.C12 


Gene No. 


64411 




Strand 






Start 


8132 




End 


10057 




Name 


O.799081 9 OS QA99 Pi 9 nS 


4-rn 
Liil 


Method 


TBLASTX : Maize 




Start " 


3066 ■ 7 ~ * - - ■ - - 


. ... . 


-End 


4 673 




GI 


none 




. Score 


77 




Exons 


3066 ■ 3191 3192 3287 


331 8 

«J J X o . 


.3419, 3519. .3701, 4584. .4673 


Seq. No. 


31113 




Seq. ID 


OJ990819_05. 9A22 


C12 


Gene No. 


64411 




Strand 






Start 


8132 




End 


10057 




Name 


O.7990R1 9 OS 9A99 PI 9 r»S 


L 5 


Method 


TBLASTX: Soybean 




Start 


307 S _ 




End 


3701 




GI 


none 




Score 


82 




Exons 


3075. .3191, 3192... 3287, 


3318. 


.3419, 3519. .3701 




Seq. No. 


31113 




Seq. ID 


OJ990819_05. 9A22. 


C12 


Ciene No. 


64411 




Strand 






Start 


8132 




End 


10057 




Name 


OJ990819 05.9A22.C12.o2. 


tc 


Method 


TBLASTX: Cress 





31084 




C 4- a >-+- 










End 


3651 






none 








Score 


61 




Exons 


JUO ' . .OX/,// 


^9 04 
JZ U *± 


^9ft 7 


^1 ft 

JJIO . 


.3419, 3399.. 3458, 3519.. 3641, 




^rro ^6Ri 














Seq. No. 


31113 










OTQQ0R1Q OR Q&99 
\JO y y\J O ± y \JD • "nZ Z 


PI 9 

. LIZ 


Gene No. 


64411 








O LL CI 1 1 Li 






Start 


ftl ^9 








End 


1 00R7 




Name 


n.TQQOft i q or 


QA99 


PI 9 r>4 




M(=> t" h r^H 

L 1C- L 1 1UU 


O H LN O LrtLN 




Cfa r -f- 


Q1 TO — 
0 -L O Z 








FnH 

1U. 


QQ1 1 

yy 13 




r-T 

O J. 


none 








Score 


.55 




Exons 


pi -do R966 


ft 6^9 


ft 6ft 1 


Qft 97 


.9913 






Seq. No. 


31113 








c prr t n 


DTQQOftlQ OR Qa99 
UU 5 jUOI" Uj . yt\c. Z 


PI 9 

. LIZ 


Gene No. 


64411 








OLlal ILi 






OLal L 


R1 ^9 

O -L J 








FnH 

Hi 1 1 LI 


1 00 R7 

IUU J / 




Name 


Pj, TQQOft 1 Q or 


QA9 9 


PI 9 n6 

. L J. Z . O O 


. LUl 


l it: L 1 1 L*H 


TRT flCJTV . Ma \ 7{ a 
1 D Lac\Z> 1 A . rla lZc 




O Lai L 


ft R96 ~~ 








FnH 


ft ft 9 0 






none 








Score 


71 




LiAUllO 


ft R9 6 ft 697 


ft 699 


ft ft 1 Q 


R707 


.8820 






Seq. No. 


31113 








Oct} . 1U 


OTQQOftlQ OR Q2i99 
\J\jyy\jOLy Uj . jHZZ 


PI 9 
. L ± Z 


Gene No. 


64411 








o r a.na 








ftl ^9 








FnH 


1 0 0 R7 
IUU J / 




Name 


n TQQOft 1 Q OR 


QA9 9 


n 9 

* LIZ . Oj 


. LW 




J. DJ_)H.o 1 A . l/vnea L 




O Lai L 


ft ft Q 6 ~~ 
O O y D 








FnH 


Q9 6 6 
y£ D D 




pr 


none 








Score 


119 




Ej A.(Jil o 


ft ft Q 6 Q1 9 Q 
OO "D . ■ y ±£ y r 


ft ft Qft 


Q9 66 










Seq. No. 


31113 








Seq. ID 


OJ990819_05.9A22 


P 1 9 
L ± Z 


Gene No. 


64411 








Strand 






O Lai L 


ft 1 ?9 








End 


10057 




LNcUlLti 


P) TQQOft 1 Q OR 


Qn99 


PI 9 r\1 
. LIZ . O J. 


. Lin 


Method 


TBLASTX: Maize 




OLal L 


ft QQ1 ~~ 
o y y x 








End 


9462 




pt 


none 








Score 


73 






QQQ] Q077 
o y y j~ * * y\j i if 


ft QQR 

O _7 .7 U 


QOQQ 
. . y\j y y f 


QOQO 
y\j y\J • 


.9461, 9244.. 9462 




Seq. No. 


31113 








Seq. ID 


OJ990819_05.9A22 


PI 9 
L -L Z 


Gene No. 


64411 








Strand 








ftl ^9 

O ± JZ 








End 


10057 






D, TQQOft 1 Q OR 
\j\jyy\jO xy uj 


QZ\9 9 


pi 9 o A 


. LW 


Method 


TBLASTX: Wheat 






Q"360 - ■ - — ■ - 








End- 


9911 ■ - 




P,T 


none 








Score 


5-2 






Q^60 Qz.76 


QR^7 


QQ1 1 
. . y y ± i f 


Q 60 ^ 


. 9764 






Seq. No. 


31113 








Seq. ID 


OJ990819_05. 9A22. 


PI 9 
Liz 


Gene No. 


64411 








Strand 






uLai L 


ft 1 ^9 








End 


10057 




Name 


H TQQOft 1 Q OR 


yt\Z. Z 


P 1 9 /-N "3 


. LS 


Method 


TBLASTX : Soybean 




O Lai L 


QR^4 _ 








End 


10057 




P T 


none 








Score 


51 




Exons 


9534. .9719, 


9708 


. .9935, 


10001 


. 10057 , 






Seq. No. 


31113 








Seq. ID 


OJ990819_05.9A22. 


C12 


Gene No. 


64411 








Strand 






Start 


8132 








End 


10057 




Name 


OJ990819 05. 


9A22 


C12.o3 


tm 


Method 


TBLASTX: Maize 





31085 




ULQI L 


.7 U *s .7 


End 


9939 






n on o 


Score 


91 




PynnQ 


9649 QfiPft Q66? QQ^fi Q687 


.9914, 9889.. 9939 




Seq. No. 


31114 


Seq. ID 


OJ990819_05.9A22 


.CI 


Gene No. 


64412 


Strand 






Start 


357 


End 


653 




Name 


OJ99081Q OS QA?2 PI ^ o1 t*w 


Method 


TBLASTX: Wheat 




Start 


357 _ 


End 


653 




GI 


none 


Score 


104 




F. x n n q 


357 581 381 590 582 653 


592. .651 






Seq. No. 


31115 


Seq. ID 


OJ990819_05.9A22 


.CI 


Gene No. 


64413 


Strand 


- 




J LCII L 


28 


End 


51 




Name 


OJ990819 OS 9A22 CIS nl n<? 


Method 


GENSCAN 




O UCtl. L 


28 _ 


End 


51 




PT 


none 


Score 


.4 




F von c; 


28 . .51 








O " \J • LN • 


^1116 


Seq. ID 


OJ990619_47.9B24 


p i 


Gene No. 


64414 


Strand 


+ 




Start 


1 


End 


1000 




Name 1 


OJ990619 47.9B24.Cl.ol.np 


Method 


AAT/NAP 






1 


End 


991 




PT 

O J. 


4416302 


Score 


823 






1. .991 








PT Dp qrrin 


(AF105716) copia-type pol polyprotein 


[Zea mays] 




Seq. No. 


31116 


Seq. ID 


OJ990619_47.9B24 


.CI 


Gene No. 


64414 


Strand 


+ 




Start 


1 


End 


1000 




Name 


OJ990619 47.9B24.Cl.ol.gs 


Method 


GENSCAN 




Start 


87 


End 


451 




GI 


none 


Score 


4 




p,ynn c ? 

i_J AUl 1 O 


87. .451 








Seq. No. 


31116 


Seq. ID 


OJ990619_47.9B24 


.CI 


Gene No. 


64414 


Strand 


+ 




Start 


1 


End 


1000 




Name 


OJ990619 47. 9B24 .Cl.ol.ts 


Method 


TBLASTX: Soybean 




Start ' * 


. 104 : . - : — " ; 


End \ -_ 


498 - : - 




GI 


none 


Score 


238 




Ry on ^ 


104. .406, 115. .393, 397. .498, 


426. .485 






Seq. No. 


31116 


Seq. ID 


OJ990619_47.9B24 


-CI 


Gene No. 


64414 


Strand 


+ 




Start 


1 


End ' 


1000 




Name 


OJ990619 47. 9B24 .Cl.o2.tm 


Method 


TBLASTX: Maize 






130 


End 


313 




pt 


none 


Score 


188 




Exons 


130. .267, 131. .313, 143. .313 








Seq. No. 


31116 


Seq. ID 


OJ990619_47.9B24 


.CI 


Gene No . 


64414 


Strand 


+ 




Start 


1 


End 


1000 




Name 


OJ990619 47.9B24.Cl.ol.tw 


Method 


TBLASTX: Wheat 





31086 






1 "37 


tina 


04 D 




r-j 


none 


Score 


1 HQ 




£j AUl i o 










Seq. No. 


31116 


Seq. ID 


OJ990619_47. 9B24 


.CI 


Gene No. 


64414 


Strand 


+ 




Oldl L 


i 
x 


EjilU 


1 nnn 
X u u u 




Name 


PiTQQfi^lQ 47 QPO/I pi nl -Hm 


Kie cnoa 


1 tsij/io 1 a . Ma 1 z e 






'Jl /I _ 
.3 X *J 




Q7 n 

y 1 V 






none 


S core 


D y 






Tl j 4HQ "3Q7 fil 0 4^ fill 
Ji.4 • . Or? / . . Olid, fi JJ. . O X X , 




Q Q70 7 R R 


y jj 


Seq. No. 


31116 


Seq. ID 


OJ990619_47.9B24 


.CI 


Gene No. 


64414 


Strand 


+ 




OLdl L 


i 

X 


CiUU 


1 nnn 
X u u u 




Name 


PiTQQflfilQ 47 QP.94 PI +■ <= 


rieunoQ 


i dJjHo 1 a . ooyoean 




Oldit 




kna 


1 nnn 




pT 


none 


Score 


QQ 

y y 




Exons 


si 4 fii ? 740 i nnn 7^4 Q94 

Jilt ■ Dl^; . 








Seq. No. 


31117 


Seq. ID 


OJ990619_47. 9B24 


.C2 


Gene No. 


64415 


Strand 


+ 




Cf 3 y-f- 
OLdl L 


776 


End 


jl / U 




Ncime 


OJ990619 47.9B24.C2.ol.gs 


Method 








776 


End 


01 in 
jl / U 




PT 


none 


Score 


. 3D 




L, ' w a >~i 


776.. 834, 1523.. 1630, 1970.. 2700, 2755 


. . J 1 / U 




oeq. in o . 


31117 


Seq. ID 


PTQQH^IQ / 7 QUO A 

ujyyuoiy y / . ybzy 




Gene No. 


64415 


Strand 


+ 




Start 


776 


End 


3170 




Name 


OJ990619 47. 9B24 .C2.ol.np 


Method 






Cf a >--f- 

O t.a JT L 


1408 


End 


jUo d 




PT 


6539588 


Score 


1 7 n 




Exons 


1408. .1698, 3044. .3086 










(AP000837) hypothetical protein [Oryza 


sat 1 va ] 




Seq. No. 


31117 


Seq. ID 


OJ990619_47. 9B24 


.C2 


Gene No. 


64416 


Strand 








3345 


End 


■3470 




Name 


OJ990619 47.9B24.C2.o2.gs 


Method 






oLdX L . 


; 3345 " 


End \ 


j4 / ^ 


- ■ 


PT 
OX 


none 


Score 


. yi 




TT v /-\ 71 q 


3345. .3472 . 








Seq. No. 


31118 


Seq. ID 


OJ990619_47. 9B24 


.C3 


Gene No. 


64417 


Strand 


+ 




qt- a r*t- 
OLal L 


,456 


End 


2165 




Name 


OJ990619 47. 9B24 .C3.ol.gs 


Method 


GENSCAN 




ota JOT, 


456 


End 


2165 




GI 


none 


Score 


.59 




Exons 


456. .503, 596. .628, 649. .756, 


1767. .2165 




Seq. No. 


31118 


Seq. ID 


OJ990619 47.9B24 


,C3 


Gene No. 


64418 


Strand 


+ 




Start 


8967 


End 


14100 




Name 


OJ990619 47.9B24.C3.o3.gs 


Method 


GENSCAN 





31087 



Start 
GI 

Exons 



8967 End 14100 

none Score . 7 

8967. .9240, 9326. .9567, 10453 .. 104 88 , 11885 .. 12078 , 
13248. .13467, 13993.. 14100 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31118 
64419 
6638 

OJ990619_47, 
6334 

730_1.R1084 
6334 . .7838, 



9B24 .C3.o2.gp 



9164. .9297 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990619_47. 9B24.C3 

9297 
AAT/GAP 
9297 
3036 



1 1170937/ sp | P4 6611 | METK_ORYSA 0.0e+00 S-ADENOSYLMETHIONINE 
SYNTHETASE 1 (METHIONINE ADENOSYLTRANSFERASE 1) (ADOMET 
SYNTHETASE 1) >gi_4 5054 9_emb_CAA8 14 8 1_ (Z26867) S-adenosyl 
methionine synthetase [Oryza sativa] 1 



Seq. No. 31118 Seq. ID 

Gene No. 64 419 Strand 

Start 6638 End 

Name OJ990619_4 7 . 9B24 . C3 . o2 . gs Method 

Start 6638 End 

GI none Score 

Exons 6638.. 7204, 7547. .7828 



OJ990619_47 . 9B24 ,C3 

9297 
GENSCAN 
7828 
.98 



OJ990619*"47 . 9B24 .C3 



Seq. No. 31118 Seq. ID 

Gene No. 64419 Strand 

Start 6638 End 9297 

Name OJ990619_47 . 9B24 . C3 . ol . np Method AAT/NAP 

Start 6641 End 7828 

GI 1170937 Score 1953 

Exons 6641.. 7828 

GI Descrip. S-ADENOSYLMETHIONINE SYNTHETASE 1 (METHIONINE 
ADENOSYLTRANSFERASE 1) (ADOMET SYNTHETASE 1) 
gi|450549|emb|CAA81481| (Z26867) S-adenosyl methionine 
synthetase [Oryza sativa] 



Seq. No. 31118 

Gene No. 64420 

Start 15845 

Name OJ990619_47 . 9B24 . C3 . o4 . gs 
Start . 15845 ' \ 

GI none 

Exons 15845. . 16296, 168 69 .. 17193, 17365.. 17622 



Seq. ID OJ990619_47.9B24.C3 
Strand 

End 17695 

Method GENSCAN 

' End • .. 17 622 . ■ 

•Score .99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31118 
64420 
15845 

OJ990619_47.9B24.C3.-o2.np 

15848 

5596475 



Seq. ID OJ990619 47.9B24.C3 



Strand 
End 

Method 

End 

Score 



17695 
AAT/NAP 
17574 
538 



1584 8. .162 96, 168 69. .17193, 17365. .1757 4 

(AL096882) peroxidase ATP19a [Arabidopsis. thaliana] 



seq. no. 
Gene No. 
Start 



Jiilb 
64420 
15845 



Seq. ID 

Strand 

End 



OJ990619 47.9B24 .C3 



17695 



31088 



Name OJ990619_47 . 9B24 . C3 . o3 . gp 

Start 16965 

GI 22130_1.R1084 

Exons 16965. .17193, 17365.. 17695 

GI Descrip. ' 4 4 90309/emb | CAB38800 . 1 | 2. 



Method 

End 

Score 



AAT/GAP 

17695 

1072 



Oe-31 (AL035678) peroxidase 



ATP17a-like protein [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31118 
64421 
18684 

OJ990619_47 . 9B24 . C3 . ol . tm 
6548 



none 

6548, 

6689. 

7372. 

7497. 



Seq. ID OJ990619_47.9B24.C3 
Strand 

End 20808 
Method TBLASTX: Maize 
End 7842 
Score 36 

.6777, 6641. .7204, 6648. .7205, 
.7374, 7231. .7368, 7233.-7373, 
7494, 7373. .7495, 7374. .7505, 7375. .7755, 7475. .7840, 
7841, 7497. .7841, 7657. .7842 



.6580, 6552.. 6620, 6625. 
,7225, 6850. .7266, 7231. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31118 
64421 
18684 

OJ990619 47.9B24.C3.ol.tc 



6612 
none 
6612. 
7231. 



6728, 
7374, 



7379. .7495, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

6629. .7204, 6637. .6771, 
7231. .7350, 7233. .7373, 
7475. .7621, 7500. .7610 



OJ990619_47.9B24.C3 
20808 

TBLASTX: Cress 
7621 
' 113 

6689.. -7216, 7230.-. 7355, 
7372. .7494, 7373. .7495, 



Seq. No. 31118 

Gene No. 64421 

Start 18684 

Name OJ990619_4 7 . 9B24 . C3 . o2 . tw 

Start 6627 

GI none 

Exons 6627.. 6689, 6632.. 6754, 6642, 
6771. .6932, 6877. .6969 



Seq. ID OJ990619_47. 9B24 .C3 
Strand 

End 20808 

Method TBLASTX : Wheat 

End 6970 

Score 101 

.6728, 6741. .6965, 6743. .6970, 



Seq. No. 31118 
Gene No. 64421 
Start 18684 

Name OJ990619_47 . 9B24 . C3 . ol . ts 

Start " . 6654 - - . 
GI ' none 

Exons 6654.. 7007, 6668. 

7056.. 7127, 7103. 

7231.. 7257, 7233. 

7385.. '7642, 7637. 

7711. .7737, 7724. 



, 6997, 
,7177, 



6985. 
7104. 



.7253, 7257. 
.7708, 7638. 
,7753, 7752. 



Seq. ID OJ990619_47. 9B24 .C3 
Strand 

End 20808 

Method TBLASTX : Soybean 

End 7802 . - * - * 

Score '246 ■ 
.7092, 6986.. 7102, 6987 
.7178, 7179. .7205, 7181 
.7373, 7258. .7374, 7373 
.7706, 7688. .7714, 7689 
.7802, 7755.. 7799, 7757 



7100, 
7204, 
7645, 
7718, 
7801 



Seq. No. - 31118 
Gene No. 64421 
Start 18684 

Name OJ990619_4 7 . 9B24 . C3 . ol . tw 

Start 7043 
GI none 

Exons 7043.. 7204, 7044. .7205, 7047. 

7233. .7373, 7372. .7494, 7373. 



Seq. ID OJ990619_47: 9B24 .C3 
Strand 

End 20808 
Method TBLASTX : Wheat 
End 7823 
Score 237 

.7205, 7231. .7374, 7231. .7350, 
.7495, 7379. .7504, 7380. .7505, 



31089 




747S..7822, 7481. .7816, 7497. .7823 



Qprr Mo 
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O.TQQOfil Q 47 
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Hpnp Mo 
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Cf- v-anH 
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Hi I L\J. 


90fi Oft 




Name 


OJ990619 47.9B24.C3 


-o2 .tc 


Mp f" h oH 


± Diinu i/\ . J- C o o 




Start 


7622 






End 


/ O J. J 




GI 


none 








Z. _J _) 




Exons 


7622. . 


7819, 7623.. 7817 ' 








O C. ■ LN ^ ■ 


31118 






Seq. ID 


OJ990619_47. 9B24 




R^np Mo 

uCl 1C LN ^ • 


64421 






Strand 






Q-f-p rt 


18684 






End 


20808 




IN alUC 


OJ990619 47.9B24.C3 


. o3 . ts 


Method 


TBLASTX : Soybean 




Start 


15848 






End 


16324 




c;t 


none 






Score 


87 




P von q 


15848. 


.16114, 16145 


. .16324, 


16149.. 16298 




Seq. No. 


31118 






Seq. ID 


OJ990619_47. 9B24 


.C3 


UC11C LNU • 


64421 






Strand 






O L. CI JL L. 


18684 






End 


20808 




LN CUUC 


OJ990619 47.9B24.C3 


. o3 . tc 


Method 


TBLASTX: Cress 




Cf- o r f- 
O Lai L 


16133 






. End 


17491 




GI 


none 






Score 


61 






16133. 


-.16321, 16855 


. . 17109, 


168.62. .17110, 168 67. .17193, 






17365. 


.17490, 17369 


. . 17491 








Seq. No. 


31118 






Seq. ID 


OJ990619_47.9B24 


.C3 


Cpnp Mo 


64421 






Strand 






Cf- a v«f- 
O Lai L 


18684 






End 


20808 




M ;3 m P 

LN Clllt.C 


OJ990619 47.9B24.C3 


.o2 . tm 


Method 


TBLASTX: Maize 




Qf 3 -K-f- 


16160 






End 


17520 






none 






Score 


161 






16160. 


.16249, 16226 


. .16291, 


16870. .17193, 16895. .17194, 






17365. 


.17520, 17369 


. . 17494 








Spa No 


31118 






Seq. ID 


OJ990619_47.9B24 


. ^ _> 


OCHC LN U • 


64421 






Strand 






Start 


18684 






End 


20808 




Name 


OJ990619 47.9B24.C3 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


16910 






End 


17194 




GI ' ' ' 


' none '* 






'/ " Score ; 


120 \ -- "r- - ~ ~ ■ 




Exons 


16910. 


.17119,. 16912 


, . 17124, 


17125. .17193, 17156. . 17194 




t_> ~ ^ • LN . 


31118 






Seq. ID 


OJ990619_47.9B24 


■ 


UC11C LN *J • 


64421 






Strand 






Qf a rt - 


18684 






End 


20808 




in ctmt; 


OJ990619 47.9B24.C3 


.o2 • ts 


Method 


TBLASTX: Soybean 




Cf a r f- 

O L. a. i. L. 


16937 






End 


17502 




GI 


none 






Score 


154 




Exons 


16937. 


.17194, 16948 


. . 17193, 


17365. . 17502 




Seq. No. 


31118 






Seq. ID 


OJ990619_47. 9B24 


.C3 


Gene No. 


64421 






Strand 






Start 


18684 






End 


20808 




Name 


OJ990619 47.9B24.C3 


o5 . gs 


Method 


GENSCAN 




Start 


18684 






End 


20808 





31090 



GI none Score .49 

Exons 18684 18860, 20608.. 20808 



Seq. No. 31119 

Gene No. 64422 

Start 6284 

Name OJ99061 9_4 7 . 9B24 . C4 . o2 . gs 

Start 6284 

GI none 
Exons 



Seq. ID OJ990619_47.9B24.C4 

Strand + 

End 9306 

Method GEN SCAN 

End 9306 

Score . 4 



6284. .7921, 7953. .8095, 8199. .8460, 8547. .8802, 8938. .9068, 
9136. .9306 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31119 
64422 
6284 

OJ990619_47, 
6449 
5441880 
6449. .7463, 



9B24 .C4 .o2.np 



7908. .7951 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990619_47. 
+ 

9306 
AAT/NAP 
7951 
1294 



9B24 .C4 



(AP000367) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



31119 Seq. ID 

64423 Strand 

1753 End 

OJ990619_47 . 9B24 . C4 . ol . gs Method 

1753 End 

none Score 

1753. .2544, 2893. .3108 



OJ990619_47 . 9B24 .C4 

3244 
GENS CAN 
3108 
.92 



Seq. No. 


31119 


Seq. ID 


OJ990619_47. 9B24 


.C4 


Gene No. 


64423 


Strand 






Start 


1753 


End 


3244 




Name 


OJ990619 47.9B24.C4.ol.np 


Method 


AAT/NAP 




Start 


1762 


End 


3093 




GI 


4760700 


Score 


746 




Exons 


1762. .2544, 2893. .3093 








GI Descrip. 


(AB024437) peroxidase 1 [Scutellaria baicalensis] 




Seq. No. 


31119 


Seq. ID 


OJ990619_47.9B24 


.C4 


Gene No . . 


.64423 ■ 


Strand 






Start 


1753 


End 


3244 




Name 


OJ990619 47. 9B24 .C4 .ol.gp 


Method 


AAT/GAP 




Start 


2452 


End 


3244 




GI 


26373 1.R1084 


Score 


862 




Exons 


2452. .2544, 2893. .3244 








GI Descrip . 


'4760700/dbj |BAA77387.1| 1 . Oe 


-20 (AB024437) peroxidase 


1 




[Scutellaria baicalensis] 1 








Seq. No. 


31119 


Seq. ID 


OJ990619_47 . 9B24 


.C4 


Gene No. 


64424 


Strand 






Start 


13846 


End 


16490 




Name 


OJ990619_47. 9B24 ,C4 .o3. tm 


Method 


TBLASTX: Maize 




Start 


1747 


End 


14104 




GI 


none 


Score 


154 




Exons 


1747. .1992, 1748. .1993, 1835. 


.2032, 1932. .2033, 13845.. 


139' 



31091 



13849. .14103, 13853. .14104 



Seq. No. 


31119 




Seq. ID 


OJ990619_47.9B24 


.C4 


Gene No. 


64424 




Strand 






Start 


13846 




End 


16490 




Name 


OJ990619 47 


.9B24 .C4 .ol.tc 


Method 


TBLASTX: Cress 




Start 


1765 




End 


14851 




GI 


none 




Score 


81 




Exons 


1765. . 1902, 


1888. .1989, 2114 


..2215, 2116. .2274, 2263.-2328, 




2362. .2547, 


2893.. 3033, 13846 .. 13962, 


13960. . 14100, 






14188. .14523, 14234. .14 515, 


14 530. . 14568, 14 690. .14851 




Seq. No. 


31119 




Seq. ID 


OJ990619_47.9B24 


.C4 


Gene No. 


64424 




Strand 






Start 


13846 




End 


16490 




Name 


OJ990619 47 


. 9B24 .C4 .ol. ts 


Method 


TBLASTX: Soybean 




Start 


1765 




End 


14851 




GI 


none 




Score 


80 




Exons 


1765. .1986, 


1988.. 2071, 2125 


..2298, 2347. .25*44, 2363.-2557, 




2896. .3033, 


13837. .13938, 1384 6. .14109, 14 188 .. 14 574 , 






14297. .14563, 14557 14 604 , 


14 682. .147 95, 14 690. .14851 




Seq. No. 


31119 




Seq. ID 


OJ990619_47.9B24 


,C4 


Gene No. 


64424 




Strand 






Start 


13846 




End 


16490 




Name 


OJ990619 47 


. 9B24.C4 .ol.tm 


Method 


TBLASTX: Maize 




Start 


2107 




End 


14851 




GI 


none 




Score 


72 




Exons 


2107. .2136, 


2143. .2274, 2144 


..2254, 2263. .2334, 2347. .2547, 




2348. .2557, 


2893.. 3042, 2894 


..2944, 14200. .14574, 14237 


. .14584 




14690. .14851, 14706. .14843 








Seq. No. 


31119 




Seq. ID 


OJ990619_47.9B24 


.C4 


Gpnp No 


64424 




Strand 






Start 


13846 




End 


16490 




Name 


OJ990619 47. 


9B24 .C4 .o2. tw 


Method 


TBLASTX: Wheat 




Start 


2152 




End 


14553 




GI 


none 




Score 


65 




Exons 


2152. .2313, 


2156.. 2257, 2365 


..2496, 14212. .14553, 14237 


.14515 


Seq. No. 


31119 




Seq. ID 


OJ990619_47 . 9B24 


C4 


Gene No . 


64424 




. Strand "" 






Start 


13846 




End 


16490 




Name 


OJ990619 47. 


9B24 .C4 .o2. tm 


Method 


TBLASTX: Maize ■ 




Start 


7019 




End 


7615 




GI 


none 




Score 


367 




Exons 


7019. .7486, 


7024. .7137, 7177 


..7497, 7544. .7615 




Seq. No. 


31119 




Seq., ID 


' OJ990619_47.9B24. 


C4 


Gene No. 


64424 




Strand 






Start 


13846 




End 


16490 




Name 


OJ990619 47. 


9B24 .C4 .ol.tw 


Method 


TBLASTX: Wheat 




Start 


7315 




End 


7690 




GI 


none 




Score 


192 




Exuns 


7315 . . 74 67, 


7316. .7519, 7517 


. . /690, 7t>26. . 7b«I 




Seq. No. 


31119 




Seq. ID 


OJ990619_47.9B24. 


C4 



31092 




Gene No. 


64424 


Strand 




Start 


13846 


End 


16490 


Name 


OJ990619 47 . 9B24 . C4 . o3 . gs 


Method 


GENSCAN 


Start 


13846 ~ 


End 


16490 


GI 


none 


Score 


.84 


Exons 


13846. .14 604, 14714. .14 936, 


15459. . 15596, 16385.. 16490 


Seq. No. 


31119 


Seq. ID OJ990619 47.9B24 


Gene No. 


64424 


Strand 




Start 


13846 


End 


16490 


Name 


OJ990619 47. 9B24 .C4 . o3 . np 


Method 


AAT/NAP 


Start 


13846 


End 


14911 


GI 


4760700 


Score 


697 


Exons 


1384 6. .14 604, 14 714. .14 911 






GI Descrip. 


(AB024437) peroxidase 1 [Scutellaria 


baicalensis] 



Seq. No. 31120 Seq. ID 

Gene No. 64425 Strand 

Start 2343 End 

Name OJ990619_47 . 9B24 .C5 . ol . gs Method 

Start 2343 End 

GI none Score 

Exons 2343.. 3285, .5073.. 5135, 5282.. 6459 



OJ990619_47.9B24.C5 
+ 

7479 
GENSCAN 
6459 
.93 



Seq. No. ' ' 31120 Seq. ID 

Gene No. 64425 Strand 

Start 2343 End 

Name OJ990619_47 . 9B24 .C5 . ol . np Method 

Start 3109 End 

GI 6665543 Score 

Exons 3109. .3179, 5177. .6318, 7448. .7479 
GI Descrip. 



OJ990619_47.9B24.C5 
+ 

7479 
AAT/NAP 
7479 
813 



(AC013289) putative protein kinase [Arabidopsis thaliana] 



Seq. No. 31120 

Gene No. 64426 

Start 16623 

Name OJ990619_47 . 9B24 . C5 . o4 . np 

Start 16623 

GI 6691716 

Exons 16623. .17507, 17705 .. 17883, 
18396. .18583, 18 659 .. 18758 , 

GT Descrip. 



OJ990619_47.9B24.C5 
+ 



Seq. ID 
Strand 

End 20618 
Method AAT/NAP 
End 20615 
Score 2468 
17964. . 1807 6, 18153. .18322, 
19979. .20095, 20167.. 20615 
(AP000492). hypothetical protein [Oryza sativa]... 
gi I 6691717 | dbj IBAA89397 .il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 31120 
Gene No. 64426 
Start 16623 

Name OJ990619_47 . 9B24 . C5 . o5 . gs 

Start 16623 
GI none 

Exons 16623. .16866, 17 173 .. 17507 , 

18437. .18583, 18659. .18809, 
20167. .20618 



Seq. ID 
Strand 
End 

Method 
End 
Score 

17594 

19554 



OJ990619_47.9B24.C5 
+ 



20618 
GENSCAN 
20618 
.65 

17883, 18076, 
19629, 19717. 



18322, 
19919, 



Seq. No. 
Gene No. 



31120 
64427 



Seq. ID OJ990619_47.9B24.C5 
Strand + 



31093 






2 9ft 96 




FnH 

CjI in 


30970 








P.T99061 9 47 9R24 PS r>6 


. gp 


Mot" h r^H 


a at /pa d 








29ft9fi _ 




FnH 


3097 0 








n on o 




Q r\ r & 


70fi 






P. v n n q 


29896 30270 












Seq. No: 


31120 




Seq. ID 


OJ990619_ 


_4 7 


. 9B24.C5 


Gene No. 


64428 




Strand 








Start 


8008 




End 


9427 






LM dlUC 


P.T99061 9 47 9R24 PS r>2 


. gb 


Mo t" hnH 

L iC t, 1 1V_J<»1 


v7 Ht IN o L^rlLN 






O Lai L 


ft 008 — 

O \) \J o 




FnH 


931 S 






PT 
o x 


none 






ft 4 






uaUI 1 0 


ROOft P7£fi 910fi Q^l R 












OCU ■ IN U • 


31 1 20 




Seq . ID 


O.T99061 9 


4 7 


9R94 PR 


Gene No. 


64428 




Strand 








Start 


8008 




End 


9427 






Name 


0,799061 9 47 9R24 PS r>2 


n n 
. lip 


Mpt" h piH 

11C L- 1 l^"wl 


A AT /NAP 






CH- a r- 1" 


o ni 7 ~ 




FnH 

Hil IvJ. 


9319 

-7 O J. c. 






O X 


2429290 






S3 3 

•J J o 






EjAUII o 


R01 7 ft766 9106 9312 












fZ T O O >~ "I T"\ 


(AF0144£Q^ norri vi Ha co 


r 

L Ory za 


sa 1 1 va J 








O . IN (j . 


31 1 20 
j x x z, u 




Ocvj. X U 




A 7 




Gpnp No 


64428 




Strand 








Start 


8008 




End 


9427 






Name 


OJ990619 47.9B24.C5.ol 


.gp 


Method 


AAT/GAP 






q-j- a r +- 

O Ldl L 


ft 1 4 9 

O X *i Zf 




FnH 


8638 






r:T 


T.TR3433-0S7-P1- ^1-1)9 

JjIDJI JJ VJ .J / IT X A. x u y 




S core 


932 








ft 1 4 9 ft 63ft 

O X 1 _7 • . O O J O 












PT nocpT"i n 

OX UCOUl J-^J • 


1 1 7ft 1 32 6 /omh 1 PAA7 1 4 901 

X / O X J Z. O / CUIXJ | ^rtrt / X H y \J [ 


3 flp- 


2 S ( Y1 04 64 ^ 


peroxidase 


Lopindcid 




uicidtcd j 












o tr ^ . ln o . 


31120 






OJ990619_ 


47. 


QR94 PS 


vJCilC IN m 


64428 




Strand 








Start 


8008 




End 


9427 






Name 


OJ990619 47. 9B24 .C5.o2 


.gp 


Method 


AAT/GAP 






<3f a rt 

O L. a. J- L. 


8734 




End 


'9427 






r; t 


60785 1.R1084 




Score 


683 






J_j A. 1 i o 


8734. .8766, 9106. .9427 












PT Dp^rri n 

vj J. 1_/ \T; O • J L « 


1 6091756/gb| AAF034 66. 1 


IAC009327 5 1 . Oe- 


-10 (AC009327) putativ* 




peroxidase [Arabidopsis thaliana] ' 








Seq. No. 


31120 




Seq. ID 


OJ990619_ 


47. 


9B24 .C5 


Gene No. 


64429 




Strand 








Cf a v-f 


13682 




End 


14938 






Name 


OJ990619 47.9B24.C5.o3 


.gp 


Method 


AAT/GAP 






O U Ct X l_ 


13460 




End 


13951 








none -> 




Score 


839 






£j AUIlo 


13460. . 13951 












Seq. No. 


31120 




Seq. ID 


OJ990619_ 


47. 


9B24 .C5 


Gene No. 


64429 




Strand 








Start 


13682 




End 


14938 






Name 


OJ990619 47.9B24.C5.o4 


gs 


Method 


GENSCAN 






Start 


13682 




End 


14868 






GI 


none 




Score 


.99 







31094 



Exons 


13682. .14515, 14656. .14868 












Seq. No. 


31120 


Seq. ID 


OJ990619_ 


47 


. 9B24 


.C5 


Gene No. 


64429 


Strand 










Start 


13682 


End 


14938 








Name 


OJ990619 47.9B24.C5.o3.np 


Method 


AAT/NAP 








Start 


13697 


End 


14868 








GI 


5381253 


Score 


413 








Exons 


13697. .13934, 13998 14515, 


14656. .14868 








GI Descrip. 


(AB027752) peroxidase [Nicotiana tabacum] 








Seq. No. 


31120 


Seq. ID 


OJ990619_ 


47 


. 9B24 


. C5 


Gene No. 


64429 


Strand 










Start 


13682 


End 


14938 








Name 


OJ990619 47.9B24.C5.o4.gp 


Method 


AAT/GAP 








Start 


14413 


End 


14938 








GI 


60506 1.R1084 


Score 


722 








Exons 


14 413. .14 515, 14 656. .14 938 












GI Descrip. 


•154 6692/emb|CAA67337| 7 . Oe 


-14 (X98805) 


peroxidase 


ATP19a 




[Arabidopsis thaliana] 1 












Seq. No. 


31120 


Seq. ID 


OJ990619_ 


47 


. 9B24 


C5 


Gene No. 


64430 


Strand 










Start 


20944 


End 


27054 








Name 


OJ990619 47.9B24.C5.o6.gs 


Method 


GENSCAN 








Start 


20944 


End 


27054 








GI 


none 


Score 


.7 








Exons 


20944. .21331, 21632 .. 227 64 , 


22945. .24025, 24122. 


.27054 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



31120 
64430 
20944 

OJ990619_47. 9B24 .C5.o5.np 
20980 
5922631 

20980. .23507, 24114. .25037 
25975. .26177, 26427. .26671 
(AP000492) ESTs C26347 (C12 
region of the predicted ge 
retrotransposon Cinful-1. 
gi 16016864 | db j |BAA85207.1| 
C26347 (C12145) , AU0780.74.(C1 
predicted gene.; Similar t 
Cinful-1. (AF049110). [Oryz 

31120 
64431 
30139 

OJ990619_4 7. 9B24 .C5.ol2. tm 

1327 

none 

1327. .1362, 1362. .1442, 1362. 
1434. .1463, 1441. .1464, 1451. 
1477. .1599, 1477. .1587 

31120 
64431 



Seq. ID OJ990619_47.9B24.C5 
Strand 

End 27054 
Method AAT/NAP 
End 27054 
Score 6659 
, 25164. .25323, 25366, 
, 26930.. 27054 
145) ,AU078074 (C12145) 
ne . ; similar to prpol; Zea mays 
(AF049110) [Oryza sativa] 

(AP000570) ESTs 
2145) correspond .to a region of .the" 
o prpol; Zea mays retrotranspason 
a sativ. 



.25929, 

correspond to a 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.1442, 
.1579, 



OJ990619 47.9B24.C5 



36246 

TBLASTX: Maize 
1599 
83 

1387. .1443, 1387. 
1470. .1550, 1475. 



1461, 
1576, 



Seq. ID 
Strand 



OJ990619 47.9B24.C5 



31095 




Start 


30139 








End 


36246 


Name 


Q 4 7 


QR94 


PR o1 




Method 


TBLASTX: Cress 


OLClI L 


o Af>a ~ 








End 


6285 


PT 


none 








Score 


81 


J-J.A. ^ 1 1 O 


94 66 9 R4 ^ 




R7 1 9 


R4 9 R 


.5682, 5463. .5693, 5728. .6285 




R7?4 60fiQ 


RR09 

*J O \J 










Q^z-y Ma 
O C ^ • LN (J > 










Seq. ID 


OJ990619_47. 9B24 .C5 


Gene No. 


64431 








Strand 




Start 


30139 








End 


36246 


Name 


OJ990619 4 7 


. 9B24 


. C5 . o2 . 


tm 


Method 


TBLASTX: Maize 




O Z _7 _7 








End 


6282 


PT 


none 








Score 


384 


V von q 


R99Q S71fi 

•+) Z* Z? • • «J / J. <J , 


JJU1 


R6R4 


R4 n i 


.5706, 5731. .6282, 5748. .6029 




5806 6261 


6192 


6275 








Cprr No 


31120 








Seq. ID 


OJ990619_47.9B24.C5 


Gene No. 


64431 








Strand 




Start 


30139 








End 


36246 


Name 


OJ990619 47 


. 9B24 


PR oT 




Method 


TBLASTX: Soybean 


OLalL. 


R^l 4 ~ 








End 


6099 


GI 


none 








Score 


48 


uAUliO 


R.^1 4 R?67 


R?R^ 
*j j v -> 


R R R 6 


R *3 Q9 


.5499, 5460. .5537, 5524. .5703, 




RRR4 R67Q 


RR6R 


R6QQ 

. . JO J J, 


R7 n r 

J / UJ . 


.6013, 5728.. 6099, 5805... 6050 


Seq. No. 


31120 








Seq. ID 


OJ990619_47.9B24.C5 


Gene No.. 


64431 








Strand 




Start 


O \J J. J Z7 








End 


36246 


Name 


o.TQQD^I Q 4 7 


QR9 4 




LW 


Method 


TBLASTX: Wheat 


Start 


■J -J J _7 








End 


5763 


GI 


non o 








Score 


387 




R^RQ R7fH 


R4 R4 


RfiR 4 


R 7 9 R 


.5763 




Seq. No. 


31120 








Seq, ID 


OJ990619_47 . 9B24 .C5 


Gene No. 


64431 








Strand 




Start 


30139 








End 


36246 


Name 




QR94 


PR o1 1 
L/O • (J X X 


. L.W 


Method 


TBLASTX: Wheat 


Start 


RR0R _ 








End 


6051 


GI 


none 








Score 


117 


Rynnq 


R80R RRRP 


RR06 


RQ1 ^ 

. J Z7 X O / 


R Q1 4 

O ,7 X H . 


.6051, 5916. .6029 


Seq. No. 


31120 ' 








Seq. ID 


OJ990619_47 . 9B2"4 .C5 


Gene No. 


64431 • 








Strand 




Start 


— > \J J- ~J z> 








End 


3624 6 


IN CUllC 


O.TQQO fil Q 4 7 


QR9 4 


PR r\ 1 1 
CO . O 1 X 


. Liu 


Method 


TBLASTX: Maize 


Start 


rot q ~ 








End 


8251 


GI 


n on o 








Score 


153 




o \j x ;? . • o \j \j y , 


R090 


fl 9 Rfi 
. 0 Z O U , 


ft ri9 1 


.8251 




S^rr No 

iJCU • IN \ J • 


^1 1 90 

Jl l^U 








Seq. ID 


OJ990619_47.9B24.C5 


Gene No . 


64431 








Strand 




Start 


30139 








End 


36246 


Name 


OJ990619 47. 


9B24 . 


C5.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


8020 








End 


30833 


til 


none 








Score 


94 


Exons 


8020. .8280, 


8021. 


.8257, 


8365. 


8646, 8531.. 8656, 8653.. 8766, 




9106. . 9243, 


9110. 


. 9244, 


14102, 


. 14314, 


14336. . 14395, 



31096 



14438. . 14521, 14 656 . . 14 796, 30562 .. 3074 1 , 30750.. 30833 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31120 
64431 
30139 

OJ990619_4 7 . 9B24 . C5 . o2 . ts 
8020 



OJ990619 47.9B24.C5 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
8020. .8295, 8365. .8694, 8417. .8698, 8722. .'8766, 9107. .9220, 
9109. .9258, 14102. . 14314, 14321 14521, 14 659 14805 , 
30154. .30204, 30205 .. 30369, 30562 30741, 3074 8 . . 30834 , 
30750. .30872, 30834 .. 30968 , 30835 .. 30963, 31839. .31931 



36246 

TBLASTX: Soybean 

31931 

115" 



31120 
64431 
30139 
OJ99061 
8368 
none 
8368. .8 
8704 . .8 
14009. . 
14656. . 
30202 
30741 
31840 



9 47. 9B24.C5.ol.tm 



505, 8375.. 8470, 8518. 
766, 9106.. 9264, 13697 
14263, 14010. .14201, 
14796, 14657. .14788, 
30372, 30442. .30471, 
30860, 30765. .30833, 
31938, 31842. .31946 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990619 47.9B24.C5 



36246 

TBLASTX: Maize 
31946 
77 

8595, 8575.. 8703, 8585. 
. 14020, 13698. . 14009, 



.8671, 



1424 3. .14 521, 14 2 65 .. 14 4 68 , 

14770. .14799, 30139 .. 30198 , 

30559. .30711, 30563 .. 307 12 , 

30849. .30968, 30937 .. 30963, 



Seq. No. 31120 
Gene No. 64431 
Start 30139 

Name OJ990619_4 7 . 9B24 . C5 . olO . tw 

Start 8389 
GI none 

Exons 8389.. 8715, 8390.. 8716, 9109 

14474. .14521, 14 659 .. 147 96, 30574 
30927.. 30968 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990619 47.9B24.C5 



36246 

TBLASTX: Wheat 
30968 
133 

9255, 14114 .. 14314, 14333. 
30738, 30750. .30863, 



,14446, 



Seq. No. 31120 Seq. ID 

Gene No. 64431 Strand 

Start 30139 End 

Name OJ990619_4 7 . 9B24 . C5 . ol2 . tw Method 

Start .16743 ' End 

GI none • Score 

Exons 16743.. 17033 



OJ990619__47 . 9B24 .C5 
36246 

TBLASTX: Wheat 

17033 

204 " 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



31120 
64431 
30139 

OJ990619_47. 9B24 .C5.o4 . tw 

20956 

none 



Seq. ID OJ990619_47 . 9B24 . C5 
Strand 

End 36246 

Method TBLASTX : Wheat 

End 21570 

Score 79 



20956. .21093, 21079 21570, 21287 .. 2 14 15 , 21464. .21550 



31120 
b4431 
30139 

OJ990619 47.9B24.C5.o9.tm 



Seq. ID OJ990619_47.9B24.C5 
Strand 

End 36246 

Method TBLASTX : Mai ze 



31097 




Start 


20993 




End 


21228 




GI 






Score 


104 




Rvnn «3 

l-i *\ W 1 1 


70993 21097 20995 


21096, 


21076. .21228 




Spa No 


31120 




Seq. ID 


OJ990619_47. 9B24 


PR 
. UO 


Gene No. 


64431 




Strand 






Start--- 


30139 




End 


36246 




Name 


OJ990619 47 9B24 C5 


. ol3 . tm 


Method 


TBLASTX: Maize 




Start 


21340 ~~ 




End 


21613 




GI 


none 




Score 


54 




FynnQ 


21340 21426 21436 


21519, 


21449. .21523, 21506 21 613, 






21514 21612 










Seq. No. 


31120 




Seq. ID 


OJ990619_47. 9B24 


C5 


Gene No. 


64431 




Strand 






Start 


30139 




End 


36246 




Name 


OJ990619 47 9B24 C5 


. o3 . tw 


Method 


TBLASTX: Wheat 






21685 ~~ 




End 


22072 




GI 


none 




Score 


100 




F.xon 


21685 21876 21685 


22071/ 


21761. .22072 










Seq. ID 


OJ990619_47.9B24. 


oo 


Gene No. 


64431 




Strand 






Start 


30139 




End 


36246 




Name 


OJ990619 47 9B24 C5 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


21715 _ 

X f X -J 




End 


22078 




GI 


none 




Score 


67 






21715 21762 21716 


217 63 


21734 . .22057, 21754 .. 22077 , 






21767 22078 










O ~ v.^ . i\ • 


31120 




Seq. ID 


OJ990619_47. 9B24 . 


p R 
uo 


Gene No. 


64431 




Strand 






Start 


30139 




End 


36246 




Name 


OJ990619 47 9B24 C5 


o7 * tw 


Method 


TBLASTX: Wheat 




Start 


22266 ~" 




End 


24774 




GI 


none 




Score 


57 




Pvon^ 


22266 22349 24097 


24270 


24317. .24553, 24319 .. 2454 9, 






24601 24774 










Seq. No. 


31120 




Seq. ID 


OJ990619_47. 9B24 . 


C5 


Gene No. 


64431 




Strand 






Start' 


30139 




End 


36246 




Name 


O.T99061 9 47 QR24 PS 


• lW 


Method 


•TBLASTX: Wheat 




Start 


22390 ~ 




■ End 


22812 




GI 


none 




Score 


265 




Exon ^ 

J-J ^Tk V-/ 1 1 L_J 


22390 22812 22400 


22804 








Seq. No. 


31120 




Seq. ID 


OJ990619_47.9B24. 


C5 


Gene No. 


64431 




Strand 






Start 


3D1 39 

J U X J ^ 




End 


36246 




Name 




04 . t S 


Method 


TBLASTX: Soybean 




Start 


22433 




End 


22821 




GI 


none 




Score 


151 




Exons 


22433. .22813, 22435. 


.22677, 


22717. .22821 




Seq. No. 


31120 




Seq. ID 


OJ990619_47.9B24. 


C5 


Gene No. 


64431 




Strand 







31098 




O 4- -a rh 


30139 






End 


36246 




Name 


OJ990619 47.9B24.C5 


. o9 . tw 


Method 


TBLASTX: Wheat 




OLall 


22813 






End 


23098 






none 






Score 


54 






22813. 


.22941, 22816 




23021. .23098 




Seq. No. 


31120 






Seq. ID 


OJ990619_47.9B24 


.C5 


Gene No. 


64431 






Strand 






O Lai L 


30139 






End 


36246 




Name 


OJ990619 47.9B24.C5 


. O J . L.S 


Method 


TBLASTX: Soybean 






23047 






End 


23448 






none 






Score 


44 




Exons 


23047. 


.23448, 23081 




23288. .23431 




Seq. No. 


31120 






Seq. ID 


OJ990619 47.9B24 


.C5 


Gene No. 


64431 






Strand 


- 




Q+- a -rt- 
oLal L. 


30139 






End 


36246 




Name 


OJ990619 47.9B24.C5 


. OZ . L.W 


Method 


TOT 7\ O TV ■ Ta1\~. a-,*- 

i bj_i/\b i a : wneat 




Of a 

olaiT, 


23102 






End 


23526 




r* t 

bl 


none 






Score 


282 






23102. 


.23470, 23107 


0 ^ c; o £ 


23108. .234 


82 




Seq. No. 


31120 






Seq. ID 


OJ990619 47.9B24 


.C5 


Gene No. 


64431 






Strand 


- 




OLalL 


30139 *' 






End 


36246 




Name 


OJ9906 


19_47.9B24 .C5 


. od . tm 


Method 


i DbAbix : Maize 






23200 






End 


23583 




Lai 


none 






Score 


148 






23200. 


.23583, 23201 










Seq. No. 


31120 






Seq. ID 


OJ990619 47.9B24 


.C5 


Gene No. 


64431 






Strand 






otdl L 


30139 






End 


36246 




Name 


OJ990619 47.9B24.C5 


. o4 . tm 


Method 


IrS-LAblX : Maize 






23611 






End 


23967 




ol 


none 






Score 


210 




Exons 


23611. 


.23967, 23621 










Seq. No. 


31120 






Seq. ID 


OJ990619_47. 9B24 


.C5 


Gene No. 


64431 






Strand 






OLdlL 


30139 






End 


36246 




Name 


.OJ990619 47.9B24.C5 


. Oi . tw 


Method . 


TBLASTX: Wheat 




O Lai L 


23641 






End 


24097 




r* t 


none 






Score 


279 






23641. 


.24096, 23642 


0 A n Q 1 

. . ^ 4 u y / 








Seq. No. 


31120 






Seq. ID 


OJ990619_47 . 9B24 


,C5 


Gene No. . 


64431 






Strand 






OLaiL 


30139 






End •• 


36246 




Name 


OJ990619 47'.9B24.C5 


ob . ts 


Method 


TBLASTX : Soybean 




oiart 


23692 






End 


24057 




GI 


none 






Score 


129 




Exons 


23692. 


.23826, 23833 


.24057 








Seq. No. 


31120 






Seq. ID 


OJ990619_47.9B24 


.C5 


Gene No. 


64431 






Strand 






Start 


30139 






End 


36246 





31099 




Name 


PiTQQO^IQ A "7 QR94 P^. A Q -l-wi 




i rsijAb i a : wneat 




O Ldl L 


6 J J Jl 




9 c 7 c o 




vJ-L 


none 


Score 


R7 






?S^S1 ^S7S? ?S700 ?S7R^ 








Seq. No. 


31120 


Seq. ID 


OJ990619_47.9B24 


C5 


Gene No. 


64431 


Strand 






Start 


30139 


End 


36246 








Method 


GEN SCAN 




Old! L 




End 


32063 




pt 


none 


Score 


.91 




Exons 




31839. .32063 




Can NFo 
jc^. LN Kj . 


■3 ± ± £ U 


Seq. ID 


OJ990619_47.9B24. 


PC 

Lj 




64 4 ^1 

D1 1 : Ji 


Strand 






O L. CI.L L. 


30139 


End 


36246 




Name 


OJ990619 47.9B24.C5.o6.np 


Method 


AAT/NAP 




Start 


30390 


End 


36246 




GI 


6016874 


Score 


2158 




J-J A V^J 1 10 


30390. .30791, 33363 .. 335 98 , 


34047. .34409, 34527 .. 34706, 






35100. .35259, 35650 .. 35882 , 


35947. .36084, 36168. .36246 




P T Ho cpn n 


(AP000570) ESTs C19143 (E10020 ) , D25076 { 


R3116) correspond 


L.O 




region of the predicted gene 


. ; Similar 


to putative AC 9 






transposase. (P03010) [Oryza 


sativa] 






OCtj. 1NU . 


i on 

jll^U 


Seq. ID 


OJ990619_47. 9B24 . 






04 4 3 X 


Strand 






Start 




End 


36246 




Name 


UJyyUbiy 4 / . ynZn . Lj . o / . gp 


Method 


AAT/GAP 




O Lai. L 


30828 


End 


32088 




P T 


51932 1.R1084 


Score 


711 




LiAUl lo 


30828. .30962, 31839. .32088 








P T Ho g p t~ t o 


, 1781328/emb|CAA714 91 | 1 . Oe- 


14 (Y10465) peroxidase [Spinac 




oleracea] f 








JC^i IN \J . 


31120 ■ 


Seq. ID 


OJ990619_47.9B24. 


C5 


Gene No. 


64431 


Strand 






Start 


30139 


End 


36246 




LN CL1LIG 


OJ990619 47.9B24.C5.o8.gs 


Method 


GENSCAN 




OOdJ. L 


34066 


End 


36246 




pt 


none 


Score 


.7 




IT v r~\ n ^ 


34066. .34526, 351.00 .. 35259, 


35794. .358 


82, 35947. .36084,'.. 






36168. .36246 








Seq. No. 


31120 


Seq. ID 


OJ990619_47.9B24. 


C5 


Gene No. 


64431 


Strand 








30139 


End 


36246 




Name 


OJ990619 47.9B24.C5.o7.tm 


Method 


TBLASTX: Maize 




O U.Cl i. L. 


34132 


End 


34375 




PT 


none 


Score 


97 




Exons 


34132. .34365, 34217. .34375 








Seq. No. 


31120 


Seq. ID 


OJ990619_47. 9B24 . 


C5 


Gene No. 


64431 


Strand 






Start 


30139 


End 


36246 




Name 


OJ990619 47.9B24.C5.ol0.tm 


Method 


TBLASTX: Maize 




Start 


34487 


End 


34839 





31100 



GI 


nunc 




Score 


1 jO 




^4 4 87 ^4fl?8 ^4SSfl 


^4 fi 






Seq. No. 


31120 




Seq. ID 


OJ990619_47.9B24.C5 


Gene No. 


64431 




Strand 




Start 


30139 




End 


36246 


Name 




UO • LIU 


Method 


TBLASTX: Maize 


Start 


35044 _ 




End 


35358 


GI 


none 




Score 


106 




^^044 ?S?71 ^SfM^ 


• ~J U \J +J f 


35284 . .35358 








Seq. ID 


OJ990619_47.9B24.C5 


Gene No. 


64431 




Strand 




Start 


30139 




End 


36246 


Name 


OJ990619 47.9B24.C5. 


08 . gp 


Method 


AAT/GAP 


Start 


35049 




End 


35557 


GI 


uC-osf Icypll0c07bl 




Score 


958 


Exons 


35049. .35557 








GI Descrip. 


, 4680178/gb|AF111709 


.1IAF111709 5.0e-£ 


1 Oryza sativa subsp. 



indica' Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 1 



Seq. No. 31120 Seq. ID 

Gene No. 64431 Strand 

Start 30139 '■ End 

Name OJ990 619_4 7 . 9B24 . C5 . 06 . tm Method 

Start 35452 End 

GI none Score 

Exons 35452. .35490, 354 85 .. 35547 , 35548 .. 35826, 35618 .. 35803, 
35812. .35898 



OJ990619_47.9B24.C5 
36246 

TBLASTX: Maize 
35898 
112 



Seq. No. 31121 Seq. ID 

Gene No. 64432 Strand 

Start 148 End 

Name OJ990619_4 7 : 9B24 . C6 . ol . gs Method 

Start 148 End 

GI none Score 

Exons . 148. .401, 760. .1033, 1051. .1193 



OJ990619_47.9B24.C6 
+ 

1193 
GENSCAN 
1193 
.5 



Seq. No. 31121 

Gene No. 64433 

Start - 2748 . . \ . 

Name OJ990619_4 7 . 9B24 . C6 . o2 . gs 

Start 2748. 

GI none 

Exons 2748.. 2777, 5037.. 5236, 5298, 
6195. .6292 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ990619_47.9B24.C6 

.6292 „; 

GENSCAN 

6292 

.85 



.5457, 5654. .5715, 6029. .6143, 



Seq. No. 31122 Seq. ID 

Gene No. 64434 Strand 

Start 1341 End 

Name OJ99061 9_4 7 . 9B24 . C7 . ol . gs Method 

Start 1341 End 

GI none Score 

Exons 1341.. 2180 



OJ990619_47,.9B24.C7 
+ 

2180 
GENSCAN 
2180 
. 97 



Seq. No. 



31122 



Seq. ID OJ990619 47.9B24.C7 



31101 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



64435 Strand 

8418 End 

OJ990619_4 7 . 9B24 .C7 ,o2 . np Method 

8418 End 

2191168 Score 



+ . . 

15522 

AAT/NAP 

15522 

221 



8418. .8470, 1307 9. .134 69, 13500. .13648, 15007. .15138, 
15468. . 15522 

(AF007270) contains similarity, to myosin heavy chain 
[Arabidopsis thaliana] 



Seq. No. 


31122 




Seq. ID 


OJ990619_ 


47.9B24 


.C7 


Gene No . 


64435 




Strand . 


+ 






Start 


8418 




End 


15522 






Name 


OJ990619 47 . 9B24 .C7 . 


o5 . gs 


Method 


GENSCAN 






Start 


11987 ~ 




End 


15429 






GI 


none 




Score 


.93 






Exons 


11987 . . 12031, 12219 . 


. 12267, 


12775. .12882, 12912. 


. X y> \J \J ' , 






14753. .15429 












Seq. No. 


31122 




Seq. ID 


OJ990619_ 


47 . 9B24 


. C7 


Gene No. 


64435 




Strand 


+ 






Start 


8418 




End 


15522 






Name 


OJ990619 47 . 9B24 . C7 . 


o3 . gp 


Method . 


AAT/GAP 






Start 


15182 ~~ 




End 


15522 






GI 


568359 




Score 


671 






Exons 


15182. .15522 












Seq. No. 


31122 




Seq. ID 


OJ990619_ 


47.9B24 


.C7 


Gene No. 


64436 




Strand 








Start 


867 




End 


5660 






Name 


OJ990619 47.9B24.C7. 


ol . gp 


Method 


AAT/GAP 






Start 


867 




End 


1486 






GI 


none 




Score 


1203 






Exons 


867. .1486 












Seq. No. 


31122 




Seq. ID 


OJ990619_ 


47. 9B24 


• C7 


Gene No. 


64436 




Strand 








Start 


867 




End 


5660 






Name 


OJ990619 47.9B24.C7. 


ol . np 


Method 


AAT/NAP 






Start 


1323 




End 


5522 






GI 


4760700 




Score 


439 






Exons 


1323. ..2126, 5325. .5522' - 











GI Descrip. (AB024437) peroxidase 1 [Scutellaria baicalensis] 



Seq. No. 31122 

Gene No. 64436 

Start 867 

Name OJ990619_47 . 9B24 . C7 . o2 . gp 

Start 1864 

GI 25231JL.R1084 

Exons 1864.. 2126, 5325.. 5660 

GI Descrip. '3928088 8.0e-26 (AC005770) putative peroxidase [Arabidopsis 
thaliana] ' 



Seq. ID OJ990619_47.9B24.C7 
Strand 

End 5660 
Method AAT/GAP 
End -.5660 
Score 1070 



Seq. No. 
Gene No. 
Start 



31122 
64437 
7039 



Seq. ID 

Strand 

End 



OJ990619 47.9B24.C7 



10951 



31102 



Name 

Start 

GI 

Exons 



OJ990619_47. 9B24 .C7 .ol. tm Method TBLASTX : Mai ze 

1311 End 5450 

none Score 155 

1311. .1553, 1371. .1511, 1429. .1563, 1429. .1566, 1521. .1850, 
1582. . 1848, 1824. .2132, .1852. .2142, 5325. .5450, 5326. .5448 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 



31122 
64437 
7039 

OJ990619_47. 9B24 .C7 .ol. tc 
1713 
none 

1713. .1937, 1932. .2132, 5325. .5450 



Seq. ID OJ990619_47. 9B24.C7 
Strand 

End 10951 

Method " TBLASTX: Cress 

End 5450 

Score 84 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31122 
64437 
7039 

OJ990619_47. 

1713 

none 

1713. .1937, 
5325. .5450 



9B24.C7.ol.ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990619_47. 9B24 .C7 
10951 

TBLASTX: Soybean 

5450 

56 



1938. .2075, 1948. .1998, 2094. .2132, 2110. .2142, 



Seq. No. 31122 Seq. ID 

Gene No. 64437 Strand 

Start 7039 End 

Name OJ990619_47 . 9B24 . C7 . o4 . gs Method 

Start 7039 End 

GI none Score 

Exons 7039.. 7182, 9704.. 9921, 10879.. 10951 



OJ990619_47.9B24.C7 

10951 
GENSCAN 
10951 
.66 



Seq. No. 31122 Seq. ID 

Gene No. 64 4 38 Strand 

Start 13157 End 

Name OJ990619_47 . 9B24 . C7 . o2 . tc Method 

Start 13157 End 

GI none Score 

Exons ' 13157. .13279, 13295 .. 13453 



OJ990619_47.9B24.C7 
13453 

TBLASTX: Cress 

13453 

107 



Seq. No. 31122 

Gene No. 64439 
Start . ... 14762 

Name OJ990 619_47 . 9B24-.C7.o2.tm 

Start 14762 

GI none 
Exons 



Seq. ID OJ990619_47. 9B24 ,C7 



Strand 
End ". .. 
Method 
End 
Score 



15324 

TBLASTX: Maize 

15324 

62 



14 7 62. .14851, 147 65 14851, 1484 8 . . 14 994 , 14 8 4 9 .. 14 992 , 
14 852. .15070, 14 853. .15071, 148 95. .15074, 15037. .15075, 
15052. . 15096, 15134 .. 15313, 15177 15314, 15178. .15324 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31123 
64440 



Seq. ID OJ990619_47. 9B24 .C8 



Strand + 

1 End 1733. 

OJ990619_47 . 9B24 .C8 .ol . np Method AAT/NAP 

1 End 1472 

2iyilbb Score 436 

1..255, 346. .609, 1118. .1472 

(AF007270) contains similarity to myosin heavy chain 



31103 



[Arabidopsis thaliana] 



Sea No 


31123 


Seq. ID 


OJ990619_47. 9B24 ,C8 


W CL J. C INU • 


64440 


Strand 


+ 


Start 


1 


End 


1733 


Nam© 


OJ990619 47.9B24J-C8.ol.gs 


Method 


GENSCAN 


Start 


73 


End 


1733 


GI 


none 


Score 


.76 


Exons 


73. .255, 346. .609, 1118. .1273, 1371. .1470, 1612. .1733 


kJ ^3 ■ Li \J • 


31123 


Seq. ID 


OJ990619_47. 9B24 .C8 




64441 


Strand 




Start 


3597 


End 


8028 


Name 


OJ990619 47.9B24.C8.o2.tc 


Method 


TBLASTX: Cress 


Start 


43 


End 


540 


GI 


none 


Score 


37 




43. .69, 127. .258, 136. .246, 334. .540, 345. .515 


Seq. No. 


31123 


Seq. ID 


OJ990619_47.9B24.C8 




64441 


Strand 




Cf =) rt- 


3597 


End 


8028 


Nam© 


OJ99061 9 47 QR?4 PR n? tq 


Method 


TBLASTX: Soybean 




160 


End 


1460 




none 


Score 


124 


Hi 2\. UllO 


160. .258, 162. .254, 333. .614, 


334 . . 600, 


1120.. 1182, 1124. .12-61, 




1368. .1460 






Seq. No. 


31123 


Seq. ID 


OJ990619_47.9B24.C8 


W^ii^- LN ^ ■ 


64441 


Strand 




uLdi i 


3597 


End 


8028 


Nam© 


OJ990619 47. 9B24 .C8.o2.tm 


Method 


TBLASTX: Maize 


Start 


335 


End 


1470 


GI 


none 


Score 


301 


P. v o n ^ 


335. .610, 339. .614, 339. .608, 


340. . 618, 


1117. .1272, 1118. .1279, 




1118. .1276, 1362. .1454, 1362. 


.1451, \21 


8. .1470 


Seq. No. 


31123 


Seq. . ID 


OJ990619_47.9B24.C8 


Gene No. 


64441 


Strand 




Start 


3597 


End 


8028 


Name 


OJ990619 47.9B24.C8.ol.tm 


Method 


TBLASTX: Maize 


Start 


3519 


End 


4800 


GI 


. none ........ 


Score 


62 




3519.. 3659, 3597.. 3686, 3717. 


.3812, 3721.. 3753, 3726.. 3797, 




3789. .4181, 3804. .4187, 3811. 


.4197, 4025. .4186, 4265. .4501, 




4268. .4504, 4269. .4505, 4306. 


.4509, 4615. .4800, 4616. .4783 


Seq. No. 


31123 


Seq. ID 


OJ990619_47.9B24.C8 


Gene No. 


64441 


Strand 




Start 


3597 


End 


8028 


Name 


OJ990619 47. 9B24 .C8.ol.gp 


Method 


AAT/GAP 


Start 


3539 


End 


4694 


GI 


27475 1.R1084 


Score 


1740 


Exons 


3539. .4179, 4269. .4504, 4618.- 


.4694 




GI Descrip. 


' 364 3085/gb| AAC36698 | 4 .Oe-50 


(AF075580) protein phosphatase-2C 




PP2C [Mesembryanthemum crystallinum] 1 




Seq. No. 


31123 


Seq. ID 


OJ990619_47.9B24.C8 



31104 



Gene No. 


64441 








Strand 




Start 


3597 








End 


8028 


Name 


OJ990619 47 


.9B24 


.C8.o2 


np 


Method 


AAT/NAP 


Start 


3594 








End 


5690 


GI 


3643085 








Score 


999 


Exons 


3594. .4179, 


4269 


. .4504, 


4618. 


.4798, 5599.. 5690 


GI Descrip. 


(AF075580) 


protein phosphatase-2C; PP2C [Mesembryanthemum 




crystallinum] 










Seq. No. 


31123 








Seq. ID 


OJ990619_47.9B24.C8 


Gene No. 


64441 








Strand 




Start 


3597 








End 


8028 


Name 


OJ990619 47 


.9B24 


,C8.o2. 


gs 


Method 


GENSCAN 


Start 


3597 








End 


8028 


GI 


none 








Score 


.77 


Exons 


3597. .4179, 


4269 


A^OA 


A M R 


.4809, 5616.. 5804, 7930. .8028 


Sea. No. 


31123 








Seq. ID 


OJ990619_47.9B24.C8 


Gene No. 


644 41 








Strand 




Start 


3597 








End 


8028 


Name 


OJ990619 47 


.9B24 


.C8.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


3609 








End 


4764 


GI 


none 








Score 


53 


Exons 


3609. .3671, 


3610 


. jDDj , 


"37 1 fi 


.4197, 3723.. 4181, 4268.. 4504 




4269. .4505, 


4 615 


A 7 


A £1 £ 
H OX O . 


.4762 




Seq. No. 


31123 








Seq. ID 


OJ990619_47.9B24.C8 


Gene No. 


64441 








Strand 




Start 


3597 








End 


8028 


Name 


OJ990619 47 


. 9B24 


. ox . 


LC 


Method 


TBLASTX: Cress 


Start 


3721 








End 


4310 


GI 


none 








Score 


246 


Exons 


3721. .4176, 


3729 


. fi X y D , 




.4181, 4268. .4309, 4272. .4310 


Seq. No. 


31123 








Seq. ID 


OJ990619_47.9B24.C8 


Gene No. 


64441 








Strand 




Start 


3597 








End 


8028 


Name 


OJ990619 47 


.9B24. 


O . \J J. * 


L W 


Method 


TBLASTX: Wheat 


Start 


3783 








End 


4116 


GI 


none 








Score 


314 


Exons 


3783. .4115, 


3783. 


A 1 1 R 


*3Q1 1 
JOll . 


.4116 




Seq. No." 


31123 








Seq. ID 


OJ990619_47.9B24.C8 


Gene No. 


•64441 








Strand 




Start 


3597 








End 


8028 


Name 


OJ990619 47 


.9B24. 


C8.o2. 


gp 


Method 


AAT/GAP 


Start 


5659 








End 


5951 


GI 


none 








Score 


442 


Exons 


5659,. .5951 












Seq. No. 


31124 








Seq. ID 


OJ990619_47.9B24.C9 


Gene No. 


64442 








Strand . 


+ 


Start- 


886 








End 


8729 


Name 


OJ990619 47 


.9B24. 


C9.ol. 


gs 


Method 


GENSCAN 


Start 


y y 6 








End 


8661 


GI 


none 








Score 


.72 



Exons 



886. .888, 1364. .1430, 2076. .2211, 2234. .2328, 3301. .3365, 



31105 





3601 3699 


5715 


6000 


6R1 Q 


.6896, 


6976. .7068/ 


7 1 ft ^ 7949 




7349 7621 


7707 . 


7781 


8036 


.8176, 


8268. .8318, 


83Q5 84Q0 

O O Zt -J ■ . O *i _7 U , 




8578 8661 














Qprr No 


31124 








Seq. 


ID OJ990619 


47 9R94 CQ 


Gene No. 


64442 








Strand + 




Start 


886 








End 


8729 




Name 


OJ990619 47 


. 9B24. 


C9.ol. 


np 


Method AAT/NAP 




Start 


2069 ~~ 








End 


3678 




GI 


6539588 

U J J J J u u 








Score 


176 




Pvon s 

1^1 Vw/ ilu 


2069 2318 


3581. 


.3678 












( AP000837 1 


hypothetical 


protein [Oryza sativa] 




Qprr Mn 

uC^i LN . 


31124 

-J X X £. *4 








Seq. 


ID OJ990619 


47 QR94 PQ 


Gpnp No 


64442 








Strand + 




Start 


886 








End 


8729 




Name 


OJ990619 47 


.9B24. 


C9.ol. 


gp 


Method AAT/GAP 




Start 


5751 








End 


7380 




GI 


155 1.R1084 








Score 


936 




Pynn c 

i_J S\ UltJ 


5751. .5892, 


6710. 


.6896, 


6976. 


.7068, 


7183. .7242, 


7349. .7380 


w x ucsuixy ■ 


, 1709129/sp| P51139IMSK3 


MEDSA 


3.0e- 


27 GLYCOGEN 


SYNTHASE KINASE- 




H0M0L0G MSK 


-3 >gi 


481018 pir 


S37642 protein kinase MSK-3 (EC 




2.7.1.-) - 


alfalfa >gi 


313148 


emb CAA48472 (X68409) protein 




kinase [Medicago 


sativa] 1 








Q p.rr No 
o c \j • nu • 


31124 








Seq. 


ID OJ990619 


_47.9B24.C9 


p» n p> Nn 


64442 








Strand + 




Start 


886 








End 


8729 




Name 


OJ990619 47 


. 9B24 . 


C9.ol. 


tm 


Method TBLASTX: 


Maize 


Start 


6706 








End 


8685 




GI 


none 








Score 


46 




Exons 


6706. .6765, 


6710. 


. 6751, 


6753. 


6896, 


6764. .6886, 


6774. .6899, 




6973. .7098, 


6975. 


.7067, 


7179. 


7241, 


7180. .7242, 


7345. .7620, 




7347. .7622, 


7349. 


.7624, 


7662. 


7784, 


7705. .7788, 


7706. .7783, 




7879. .7959, 


7888. 


.7959, 


7895. 


7963, 


7899. .7967, 


8034. .8159, 




8035. .8175, 


8036. 


.8176, 


8267. 


8320, 


8267. .8320, 


8387. .8491, 




8392. .8493, 


8394 . 


.8504, 


8569. 


8685, 


8572. .8661, 


8595. .8684 


kJC^ i IN • 


31124 








Seq. 


ID OJ990619 


_47. 9B24 .C9 


Gene No . 


64442 








Strand + 




Start 


886 








End 


8729 




Name 


OJ990619 4? 


. 9B24 . 


C9.o2 . 


np 


Method ' AAT/NAP " 




Start 


6777 








End 


" 8729 




GI 


2191169 








Score 


1250 




Exons 


6777. .6893, 


6976. 


.7116, 


7174. . 


7242, 


7349. .7621, 


7707. .7781, 




7900. .7974, 


8005. 


.8176, 


8268. . 


8318, 


8395. .8490, 


8578. .8729 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AF007270) Similar to shaggy related protein kinase. Belongs to 
the CDC2/CDKX subfamily [Arabidopsis thaliana] 



31124 
64442 
886 

OJ990619_47 . 9B24 : C9 . ol . ts 

6843 

none 



Seq. ID OJ990619_47. 9B24 .C9 

Strand + 

End 8729 

Method TBLASTX : Soybean 

End 8685 

Score 66 



6843. .6899, 6846. .6890, 6973. .7098, 6975. .7067, 7179. .7241, 
7180. .7242, 7190. .7243, 7345. .7617, 7347. .7607, 7348. .7617, 



31106 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7349. .7624, 7662. .7784, 7722. 

7899.. 7967, 7959.. 8036, 8034. 

8036.. 8176, 8219. .8320, 8267. 

8392.. 8493, 8394. .8489, 8569. 

31124 
64442 
886 

OJ990619_47. 9B24 .C9.ol.tc 

6948 

none 

6948.. 7067, 6958. .7113, 7179. 
7345. .7590, 7346. .7621, 7348. 
7706. 
8031. 
8267. 
8572. 



.7781, 7729. .7788, 7879. .7959, 

.8159, 8035. .8151, 8035. .8175, 

.8320, 8277. .8321, 8387. .8491, 

.8685, 8595.. 8660 



.7783, 7711. 

.8150, 8035, 

.8320, 8277. 
.8643 



,7788, 7879. 
,8154, 8035. 
,8321, 8392. 



OJ990619_47.9B24.C9 
+ 

8729 

TBLASTX: Cress 
8664 
83 

7180. .7242, 7181. .7243, 
.7617, 7349. .7624, 7662. .7784, 
.7959, 7899..7967, 8025.. 8150, 
8036. .8176, 8036. .8176, 
8394. .8492, 8569. .8664, 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.7241, 



.8175, 
.8493, 



Seq. No. .31124 

Gene No. 64442 

Start 886 

Name OJ990619_47 . 9B24 . C9 . ol . tw 

Start 7000 

GI none 

Exons 7000.. 7113,- 7180.. 7242, 7182. 

7345. .7623, 7347. .7619, 7349. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7244, 7182 
.7624 



OJ990619_47.9B24.C9 
+ 

8729 

TBLASTX: Wheat 
7624 
57 

7241, 7323.. 7619, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990619__47.9B24.C9 
+ 

8729 
AAT/GAP 
8661 
988 



31124 
64442 
886 

OJ990619_4 7 . 9B24 . C9 . o2 . gp 
7547 

13125_1.R1084 

7547. .7621, 7707. .7781, 7900, 
8395. .8490, 8578. .8661 

, 1709129/sp|P51139|MSK3_MEDSA 1.0e-135 GLYCOGEN SYNTHASE 
KINASE-3 HOMOLOG MSK-3 >gi_4 8 1018_pir_S37 642 protein kinase 
MSK-3 (EC 2.7.1.-) - alfalfa >gi_313148_emb_CAA4 8 4 72_ (X68409) 
protein kinase [Medicago sativa] 1 



.7956, 8036. .8176, 8268. .8318, 



Seq. No. 
Gene No.. 
Start 
Name- 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31124 

64442 / 
886 

OJ990619_4 7 . 9B24 . C9 . o2 . tw 

8392 

none 



Seq. ID OJ990619 47.9B24.C9 



Strand 
End 

Method 

End 

Score 



+ 

8729 

TBLASTX: Wheat 

8664 

185 



8392. .8493, 8392. .8490, 8394. .8492, 8569. .8664, 8572. .8661 



31125 ■ Seq. ID 

64443 Strand 

1 End 

OJ990619_47 .9B24 .Cll.ol.np Method 

1 End 

3643085 Score 
I. .45, 530. .712, 825. .883 

(AF075580) protein phosphatase-2C;" PP2C [Mesembryanthemum 
crystallinum] 



OJ990619_47.9B24.C11 
+ 

883 

AAT/NAP 
883 
231 



.31107 



Seq. No. 31125 

Gene No. 64443 

Start 1 

Name OJ990619_47 . 9B24 . Cll . ol . tm 

Start 520 
GI . none 
Exons 



Seq. ID OJ990619_47.9B24.C11 

Strand + 

End 883 

Method TBLASTX : Mai ze 

End 883 

Score 107 



520. .570, 564. .695, 565. .714, 568. .714, 569. .715, 820. .882, 
824. .883, 825. .881 



Seq. No. 31125 

Gene No. 64443 

Start 1 

Name OJ990619_47 . 9B24 . Cll . ol . gs 

Start 521 

GI none 

Exons 521.. 712 



Seq. ID OJ990619_47.9B24.C11 

Strand + 

End 883 

Method GENSCAN 

End 712 

Score .91 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI- 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31125 
64443 
1 

OJ990619_4 7. 9B24 .Cll.ol.ts 

566 

none 

566. .715, 568. .714, 825. .875 



Seq. ID OJ990619_47. 9B24 .Cll 

Strand + 

End 883 

Method TBLASTX : Soybean 

End 875 

Score 215 



31125 
64443 
1 

OJ990619_47. 9B24 . CI 1 . ol . gp 
636 

27475JL.R1084 
636. .712, 825. .883 

, 3643085/gb| AAC36698 | 4.0e-50 (AF075580) protein phosphatase-2C; 
PP2C [Mesembryanthemum crystallinum] 1 



Seq. ID OJ990619_47.9B24.C11 
Strand + 

883 

AAT/GAP 
883 
204 



End 

Method 

End 

Score 



31126 
64444 
488 

OJ990619_4 4 . 9B05 . CI . ol . np 
488 

2498930 
488. .548, 716. .1084 

DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULATION 
PROTEIN) gi|1203794 (U18774) Sog [Drosophila melanogaster] 



Seq. ID OJ990619_44 . 9B05.C1 
Strand + . 
End 1084 
Method AAT/NAP 
End 1084 

Score .67 4 * 



31126 
64444 
488 

OJ990619_4 4 . 9B05 . CI . ol . gs 

489 

none 

489. .548, 716..10i8"' 



Seq. ID OJ990619_44.9B05.C1 

Strand + 

.End 1084 

Method GENSCAN 

"End 1018 

Score .7 



Seq. No. 
Gene No. 
Start 



31127 
64445 
271 



Seq. ID OJ990619_44 . 9B05.C2 

Strand 

End 319 



31108 



Name 

Start 

GI 

Exons 



OJ990619_4 4 . 9B05 . C2 . ol . gs Method 

271 End 

none Score 
271. .319 



GENSCAN 

319 

.88 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31128 



Seq. ID OJ990619 44.9B05.C3 



64446 Strand + 

39 End 19604 

OJ990619_44 . 9B05 . C3 . ol . np Method AAT/NAP 

39 End 4793 

2586082 Score 4831 

39. .123, 514. .3104, 3144. .4793 

(U72725) retrofit [Oryza longistaminata] 



31128 
64446 
39 

OJ990619_4 4 . 9B05 . C3 . o3 . np 

1378 

5702196 



Seq. ID OJ990619_44 .9B05.C3 



Strand 
End . 
Method 
End 
Score 



+ 

19604 
AAT/NAP 
19604 
485 



1378. .1494, 7850. .8343, 1 1177 12509, 174 90 .. 17 620 , 19526. .19604 
(AF107293) rust resistance protein [Zea mays] 



31128 



Seq. ID OJ990619 44.9B05.C3 



64446 Strand + 

39 End 19604 

OJ990619_44.9B05.C3.o2.np Method AAT/NAP 

8991 End 11045 

6069646 Score 995 

8991. .9773, 10056. .11045 

(AP000616) similar "to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907 112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 31128 - Seq. ID 

Gene No. 64 44 6 Strand 

Start 39 End 

Name OJ990619_44 . 9B05 . C3 . o4 . np Method 

Start 14152 End 

GI . 2258319 ■ Score 

Exons '. 14152. . 14176, 17022 
GI Descrip. 



OJ990619_44 . 9B05.C3 
+ 

19604 
AAT/NAP 
17727 
83 



17161, 17442.. 17727 
(AF004880) resistance Complex protein I2C-3 [Lycopersicon 
esculentum] 



Seq. No. 31128 Seq. ID 

Gene No. 64 44 6 Strand 

Start 39 End 

Name OJ990619_4 4 . 9B05 . C3 . o2 . gs - Method 

Start 16466 End 

GI . none Score 

Exons 16466. . 17706, 187 99 18826 



OJ990619_44 . 9B05.C3 
+ 

19604 
GENSCAN 
18826 
.57 



seq. No. 
Gene No, 
Start 



64447 
4801 



Seq. ID 

Strand 

End 



OJ990619 44.9B05.C3 



5119 



31109 




Name 


^ TQQfl^l Q A A Qnn^ 


. Lo . ox . gp 


Method 


7\ 7\m / TV T") 




a ft n i 






n 1 q 

jiiy 


PT 


none 




Score 


a c\ *3 
bU J 












Seq. No. 


31128 




Seq. ID 


OJ990619_44.9B05.C3 


Gene No. 


64448 




Strand 




O L-ClX L. 






End 


21246 


Name 




. Uj . oj . gs 


Method 


GEN SCAN 


O Lai t. 






End 


21246 


p t 


none 




Score 


.74 






Q79 01 n"3Q 


21087. .21149, 21241. .21246 


oeq . lno . 


"31 1 9ft 




Seq. ID 


OJ990619__44.9B05.C3 




64 44 Q 




Strand 




Start 


21660 




End 


21802 


Name 


OJ990619 44.9B05 


.C3.o2.gp 


Method 


AAT/GAP 


O u d. X L 






End 


21802 


(XT 


91 474 1 Rl nft4 

Z X *i / *i X . I\X U 0 *± 




Score 


256 


Exons 


91 £fin _ 91 ft 09 
^IDOU . .ZXOUZ 








ox uescxxp. 






hypothetical protein [Arabidop 




f hal -1 anal 1 
indllalla J 








Seq. No. 


31128 




Seq. ID 


ojyyuDiy 44.yB05.c3 


Gene No. 


64450 




Strand 






9 1 Q9 




End 


O f 7 1 A ~- 

z 67 lz^ 


Name 


HTQQH^ 1 Q /I /I QQHR 

ujyyuDiy 44 . you o 


.C3.o3. tm 


Method 


TBLASTX: Maize 


OLdll 






End 


938 


P T 

ox 


none 




Score 


100 


Exons 


Duy. . du / / o x y . . 0 


LI, 639. .938, 659. .916 




Seq. No. 


31128 




Seq. ID 


OJ990619_44.9B05.C3 


Gene No. 


64450 




Strand 




OLai t 


91 Q9fi 

Z X ;7Z O 




End 


26712 


Name 


Uu j?UDl7 flfl.yDUO 


.C3.o7.tw 


Method 


TBLASTX: Wheat 


OLdl U 


R 9 9 _ 

o z z 




End 


947 


o X 


none 




Score 


91 




R99 £44 R97 £>i 


13, 629. .757 


, 633.. 743, 


762. .917, 912. .947 


Seq. No. 


31128 




Seq. ID 


OJ990619_44 . 9B05.C3 


Gene No. 


64450 




Strand 






91 Q9fi 

Z X -7 Z U 




End . . 


2 6712 


Name 




X3.oll.tm 


Method 


TBLASTX: Maize 


+- o r-4- 

oLdXL 


" -J _7 




End 


1505 


OX 


none 




Score 


81 


Exons 


q^q 1 n7fi 1 9fin 


1505, 1383. 


.1505 




Seq. No. 


31128 




Seq. ID 


OJ990619_44 . 9B05.C3 


Gene No. 


64450 




Strand 




O Ldl L 


9 1 Q9 £ 
Z X y Z 0 




End 


26712 


Name 


ujyyuoiy 4*i.ynUD 


C3.o2. tw 


Method 


TBLASTX: Wheat 


Start 


1323 




End . 


1715 


GI 


none 




Score 


264 


Exons 


1323. .1556, 1374. 


.1508, 1536 


. . 1715, 1550. . 1714 


Seq. No. 


31128 




Seq. ID 


OJ990619_44.9B05.C3 


Gene No. 


64450 




Strand 





31110 




Start 


21926 








End 


2 6712 




Nam© 


OJ990619 44 


. 9B05 


. C3 . o3 . 


t c; 


LlC LliUU 


X Dlino 1 /\ ■ ouyjJcall 




Start 


1782 ~ 










91 Q9 




GI 


none 










1 ft 

X o o 




Exons 


1782 . . 1997, 


1888 


. . 2001, 


2022 . 


.2192 






Seq. No. 


31128' ' 








Seq. ID 


OJ990619_44 . 9B05 


.C3 


Gene No. 


64450 








Strand 






Start 


21926 








End 


26712 




Name 


OJ990619 44 


. 9B05 


.C3.o6. 


tw 


Method 


TBLASTX : Wheat 




Start 


2001 ~~ 








End 


2615 




GI 


none 








Score 


165 




Exons 


2001 . . 2189, 


2208 


. . 2399, 


2409. 


.2471, 2508. .2615 




Seq. No. 


31128 








Seq. ID 


OJ990619_44 . 9B05 


.C3 


Gene No. 


64450 








Strand 


- 




Start 


21926 








End 


26712 




Name 


OJ990619 44 


. 9B05 


. C3 . ol . 


tc 


fits LllwvJ. 


1 D J_irlO 1A • ^XCoo 




Start 


2202 ~~ 








End 


2651 




GI 


none 








Score 


354 




Exons 


2202 . . 2651 














Seq. No. 


31128 








Seq. ID 


OJ990619_44 . 9B05 


.C3 


Gene No. 


64450 








Strand 


- 




Start 


21926 








End 


26712 




Name 


OJ990619 44 


9B05 . 


C\ n4 


t ci 


Method 


TBLASTX: Soybean 




Start 


2214 _ 








End 


2633 




GI 


none 








Score 


264 




Exons 


2214 . .2633 














Seq. No. 


31128 








Seq. ID 


OJ990619_44 . 9B05 


.C3 


Gene No. 


64450 








Strand 






Start 


21926 








End 


26712 




Name 


OJ990 61 9 4 4 


9B05 . 




tm 


Method 


TBLASTX: Maize 




Start 


2307 ~~ 








End 


2630 




GI 


none 








Score 


285. 




Exons 


2307 2630 
*j \j i . • <i- \j ~j \j j 


2438 . 


.2626 










Seq. No. 


31128 








Seq. ID 


OJ990619_44 . 9B05 


C3 


Gene No. 


64450 








Strand 






Start 


21926 








End 


26712 




Name ' 


OJ990619 44. 


9B05 . 


C3.o2. 


ts 


Method 


TBLASTX :'Soybean 




Start 


3252 • — 








End 


3767 




GI 


5509260 








Score 


269 




Exons 


3252 3653 


32 66 . 


. 3367 , 


3392 . 


.3547, 3626. .3754, 3627. .3767 


GI Descrip. 
















Seq. No. 


31128 








Seq. ID 


OJ990619_44 . 9B05. 


C3 


Gene No. 


64450 








Strand 






Start 


21926 








End 


26712 




Name 






\^ —J ■ Ul J 


. Lilt 


Method 


TBLASTX: Maize 




Start 


3294 








End 


3563 




GI 


none 








Score 


212 




Exons 


3294. .3563, 


3305. 


.3523, 


3345. 


.3527 






Seq. No. 


31128 








Seq. ID 


OJ990619_44 . 9B05. 


C3 


Gene No. 


64450 








Strand 







31111 




Start 


21926 








End 


26712 




Name 


OJ990619 44 


. 9B05 


C3 o2 




Mpt hod 






Start 


3383 ~ 








End 


3653 




GI 


none 








Score 


276 




Exons 


3383. 3634, 


3384 


. .3653 










Seq. No. 


31128 








Seq. ID 


OJ990619__44.9B05 


.C3 


Gene No. 


64450 








Strand 






Start 


21926 








End 


26712 




Name 


OJ990619 44 


. 9B05 


. C3 . o4 . 


tw 


Method 


TBLASTX: Wheat 




Start 


3434 ~ 








End 


3944 . 




GI 


none 








Score 


186 




E x o n s 


3434 3553. 


3435 


3653, 


3626. 


.3694, 3627. .3776, 3768. .3944 


Qprr Ma 


31128 








Seq. ID 


OJ990619_44.9B05 


.C3 


Gene No. 


64450 








Strand 






Start 


21926 








End 


26712 




Name 


OJ990619 44 


9B05 


. C3 . o5 . 


tm 


Method 


TBLASTX: Maize 




Start 


3567 ~ 








End 


4004 




GI 


none 








Score 


79 




F,xon9 


3567 3653 


3587 


3625, 


3633 . 


.4004, 3647. .3733, 3770. .3874, 




3917 3964 














Seq. No. 


31128 








Seq. ID 


OJ990619_44.9B05 




Gene No. 


64450 








Strand 






Start 


21926 








End 


26712 




Name 


OJ99061 9 4 4 


9B05 


. C3 . o3 . 


tc 


Method 


TBLASTX: Cress 




Start 


38 31 ~ 








End 


4079 




GI 


none 








Score 


204 




i_J N—n' 1 J. <J 


3831 4079 














Seq. No. 


31128 








Seq. ID 


OJ990619_44. 9B05 


.C3 


Gene No. 


64450 








Strand 






Start 


21926 








End 


. 26712 




Name 


OJ990619 44 


9B05 


. C3 . ol . 


tw 


Method 


TBLASTX: Wheat 




Start 


3945 _ 








End 


4382 




GI 


none 








Score 


439 




Rxnns 
j—j *\ w 1 1 o 


3945 4382 


3950 


. .4267, 


4119. 


.4274, 4295. .4381 




Seq. No. 


31128 








Seq. ID 


OJ990619_44. 9B05 


C3 


Gene No. 


64450 








Strand 






Start 


.21926 








End ■ ' 


. 26712 - - 




Name 


OJ990619 44 


9B05 


. C 3 . o,2 . 


tm 


Method 


TBLASTX: Maize 




Start 


4137 ~~ 








End 


4793 . 




GI 


none 








Score 


291 




Exons 


4137 4535. 


4151 


. .4483, 


4571 . 


.4636, 4572. .4793 




Seq. No. 


31128 








Seq. ID 


OJ990619_44.9B05 


C3 


Gene No. 


64450 . 








Strand 






Start 


21926 








End 


26712 




in dlLlt; 










Method 


TBLASTX: Soybean 




Start 


4146 








End 


4742 




GI 


none 








Score 


547 




Exons 


4146. .4742, 


4148 


. .4273, 


4334 . 


.4537, 4572. .4661 




Seq. No. 


31128 








Seq. ID 


OJ990619_44.9B05 


C3 


Gene No. 


64450 








Strand 







31112 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21926 

OJ990619_44 . 

7263 

none 

7263. .7451, 

31128 
64450 
21926 

OJ990619_44 , 

7856 

none 

7856. .7942, 
8014. .8202, 

31128 
64450 
21926 

OJ990619_44 . 

8356 

none 

8356. . 8457, 

31128 
64450 
21926 

OJ990619_44 . 

8868 

none 

8868. .9020, 



9B05.C3.o9.tm 



7265.. 7600, 7265. 



9B05.C3.o6.tm 



7858. .7938, 7949. 
8017. .8184, 8030. 



9B05.C3.o8.tm 



End 26712 
Method TBLASTX : Mai ze 
End 7702 
Score 250 
.7612, 7601.. 7702 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.8008, 7955 
.8230, 8031 



OJ990619 44.9B05.C3 



26712 

TBLASTX': Maize 
8234 
101 

8008, 7956. 



.8024, 



■8234, 8031. .8234 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990619_44 . 9B05.C3 
2 6712 

TBLASTX: Maize 

8789 

84 



8379. .8456, 8448. .8789, 8501. .8680 



9B05.C3.o8.tw 



9021. . 9203 



Seq.. ID 

Strand 

End 

Method 

End 

Score 



OJ990619_44.9B05.C3 
26712 

TBLASTX: Wheat 

9203 

85 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31128 
64450 
21926 

OJ990619_44 

8949 

none 

8949. .9302, 



9B05.C3.o4.tm 



8960. . 9289 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990619_44 . 9B05.C3 
26712 

TBLASTX: Maize 

9302 

362 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



31128 

64450 

21926 . 

OJ990619_44 , 

9210 

none 

9210. .9515, 



9B05.C3.o9.tw 



9359. . 9505 



Seq. ID 

Strand 

End . . 

Method 

End 

Score 



OJ990619_44 . 9B05.C3 

26712 . - .* * 

TBLASTX: Wheat 
9515 
187 



Seq. No. 

Gene -No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



31128 
64450 
21926 

OJ990619_44 , 

9303 

none 

9303. . 9989, 

31128 
64450 



9B05.C3.ol.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990619_44 . 9B05.C3 
26712 

TBLASTX: Maize 

9989 

465 



9353.-9457, 9482. .9640, 9716. .9922 



Seq. ID 
Strand 



OJ990619 44.9B05.C3 



31113 




Start 


21926 






End 


26712 




Nam© 


OJ990619 44.9B05.C3 


.06. ts 


Method 






Start 


9609 






End 


1 Dl A ft 




GI 


none 






Score 


± D *D 




Exons 


9609. . 


9959, 9791.. 9907, 10019 10096, 


1 0020 1 f)1 4ft 

A- \J \J \J m . X u 1 4 O 




Seq. No. 


31128 






Seq. ID 


OJ990619_44 . 9B05 


.C3 


Gene No. 


64450 






Strand 






Start 


21926 






End 


26712 




Name 


OJ990619 44.9B05.C3 


. o3 . tw 


Method 


i. OiinO 1 A • ilea L. 




Start 


9630 






End 


1 0070 




GI 


none 






Score 


JU 






9630. . 


9926, 9632.. 9922, 9912.. 10070, 


Zs Z* J J> ■ ■ J. VJ v *i U 




Seq. No. 


31128 






Seq. ID 


OJ990619_44 . 9B05 


.C3 


Gene No. 


64450 






Strand 






Start 


21926 






End 


267 12 




Name 


OJ990619 44.9B05.C3 


. U J. Z. . LIU 


Method 


TRT.A^TX • Ma i 7& 
J. 0 J_irt.o 1 /\ . rialLC 




Start 


10001 






End 


1 099 




GI 


none 






Score 


0 *J 




F.ynn ^ 


10001. 


.10225, 10002 


. .10226 








Seq. No. 


31128 






Seq. ID 


OJ990619_44.9B05 


,C3 


Gene No. 


64450 






Strand 






Start 


21926 






End 






Name 


OJ990619 44.9B05.C3 


0 7 . tm 


Method 


1 D J_i.rlO 1 A . Vlci 1 




Start 


10557 






End 


1 0ft4 ^ 




GI 


none 






Score 


_) j_ _? 




K von 


10557. 


.10757, 10559 


.10843, 


10563. . 10 


3 ^ft 




Seq. No. 


31128 






Seq. ID 


OJ990619_44 . 9B05 


C3 


Gene No. 


64450 






Strand 






Start 


21926 






End 


26712 




Name 


OJ990619 44.9B05.C3 


olO. tw 


Method 


TBLASTX: Wheat 




Start 


10568 






End 


10919 




GI 


none 






Score 


158 




Exons 


10568. 


.10735, 10572. 


. 107 57/ 


-10872. .10919 




Seq. No. 


31128 






Seq. ID 


OJ990619_44.9B05 


C3 


Gene No . 


64450 






Strand 






Start 


21926 






End 


26712 




Name 


OJ990619 44.9B05.C3-. 


o5 . ts 


* Method 


TBLASTX: Soybean 




Start 


11221 






End 


11680 




GI 


none 






Score 


119 




Exon s 


11221. 


.11385, 11408. 


. 11584, 


11609. . 11680 




Sea No 


31128 






Seq. ID 


OJ990619_44 . 9B05. 


^0 


Gene No. 


64450 






' Strand 






Start 


21926 . 






-End 


26712 




Name 


OJ990619 44.9B05.C3. 


ol5 . tm 


Method 


TBLASTX: Maize 




Start 


16448 






End 


17149 




GI 


none 






Score 


50 




Exons 


16448. 


.16480, 16571. 


. 16690, 


16694. .17032, 16753. .168 63, 






16903. 


.17010, 17088. 


. 17141, 


17099. . 17149 




Seq. No. 


31128 






Seq. ID 


OJ990619_44 . 9B05. 


C3 


Gene No . 


64450 






Strand 







31114 



Start 
Name 
Start 
GI 

Exons 



21926 End 
OJ990619_4 4 . 9B05 . C3 . ol4 . tm Method 
17249 End 
none Score 

17249. .17380, 17255 17377 , 17380 .. 1754 1, 17381 
17500. . 17610 



26712 

TBLASTX: Maize 
17626 
84 

17626, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31128 Seq. ID OJ990619_4 4 . 9B05 . C3 

64450 " Strand 

21926 End 26712 

OJ99061 9_4 4 . 9B05 . C3 . o3 . gp Method AAT/GAP 

21926 End 26712 

LIB3477-003-P1-K1-E9 Score 128 

21926. .21982, 26669.. 26712 

f 2498586/sp|Q40638 |MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



31128 
64450 
21926 

OJ990619_4 4 . 9B05 . C3 . o4 . gs 

22166 

none 

22166. .22351, 22431 22529, 
22988. .23161, 23271 .. 24 367 , 



Seq. ID OJ990619_44 . 9B05.C3 
Strand 

End 26712 

Method GENSCAN 

End 25863 . 

Score . 8 
22624 . .22696, 22781 .. 228 91 , 
24442. .25641, 25708. .25863 



Seq. No. 


31128 


Seq. ID 


OJ990619_44 . 9B05 


,C3 


Gene No. 


64450 


Strand 






Start 


21926 


End 


26712 




Name 


OJ990619 44.9B05.C3.o5.np 


Method 


AAT/NAP 




Start 


22184 


End 


25878 




GI 


4680204 


Score 


1063 




Exons 


22184. .22321, 22672 .. 22891, 


22988. .23161, 23271 24367 , 






24442. .25878 








GI Descrip. 


(AF114171) hypothetical protein [Sorgh 


urn bicolor] 




Seq. No. 


31128 


Seq. ID 


OJ990619_44 . 9B05 


C3 


Gene No. 


64450 


Strand 






Start 


21926 


End 


26712 




Name 


OJ990619 44.9B05.C3.o5.tw 


Method 


TBLASTX: Wheat 




Start 


24832 • • 


. End. 


25235. ; . 




GI < 


none 


Score 


'84 




Exons 


24832. .25002, 24 965 .. 25132 , 


24997. .25233, 25084 25233 , 






25095. .25235, 25125.. 25235 









Seq.' No. 


31129 








Seq. ID 


OJ990619_ 


_44 . 9B05.C4 


Gene No. 


64451 








Strand 


+ 




Start 


5091 








End 


7611 




Name 


OJ990619 44 


9B05. 


C4.o2. 


gs 


Method 


GENSCAN 




Start 


5091 








End 


7611 




GI 


none 








Score 


.69 




Exons 


5091. .5299, 


5405. 


.5625, 


5676. 


.5898, 5907. .6232, 


7595. .7611 


Seq. No. 


31129 








Seq. ID 


OJ990619_ 


_44 . 9B05.C4 


Gene No. 


64451 








Strand 


+ 




Start 


5091 








End 


7611 





31115 




Name 


OJ990619 44 . 9B05.C4 .ol.gp 


Met hoci 


AAT/GAP 






Start 


6354 ~~ 


End 


6445 






GI 


2798689 


S core 


106 






Exons 


6354 . . 6445 










Seq. No. 


31129 


Seq. ID 


OJ990619_ 


_4 4 


. 9B05.C4 


Gene No. 


64452 


Strand 








Start 


44 


End 


4447 






Name 


OJ990619 44 . 9B05.C4 .ol.gs 


Method 


GENSCAN 






Start 


44 ~~ 


End 


4447 






GI 


none 


Score 


.9 






Exons 


44. .112, 429. .569, 958. .1554, 


2269. .2429, 3852., 


.3967, 4197. 


Seq. No. 


31130 


Seq. ID 


OJ990619_ 


_44 


.9B05.C5 


Gene No. 


64453 


Strand 


+ 






Start 


65 


End 


2823 






Name 


OJ990619 44. 9B05.C5. ol.gs 


Method 


GENSCAN 






Start 


65 


End 


2823 






GI 


none 


Score 


.46 






Exons 


65. .70, 1708. .1853, 2769. .2823 








Seq. No. 


31130 


Seq. ID 


OJ990619_ 




. 9B05.C5 


Gene No. 


64454 


Strand 








Start 


5405 


End 


10505 






Name 


OJ990619 44 . 9B05 . C5 . o2 . gs 


■ Method 


GENSCAN 






Start 


5405 


End 


10505 






GI 


none 


Score 


.72 






Exons 


5405.. 6310, 7198.. 7293, 7736. 


.7873, 7941. .8132, 


9408. .10505 


Seq. No. 


31131 


Seq. ID 


OJ990619_ 


4 4 . 


.9B05.C6 


Gene No. 


64455 


Strand 


■f 






Start 


1870 


End 


8849 






Name 


OJ990619 44 . 9B05 . C6 . o2 . np 


Method 


AAT/NAP 






Start 


1870 


End 


8020 






GI 


4680203 


Score 


978 






Exons 


1870. .1988, 4143. .4940, 7907. 


.8020 








GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor ] 






Seq. No. 


31131 


Seq. ID 


OJ990619_ 


4 4, 


,9B05.C6 


Gene No . 


64455 


Strand 


+ 






Start 


1870 


End 


8849 






Name \ 


OJ990619. 44.. 9B05.C6. .ol.gp' " 


" Method 


.AAT/GAP . 






Start 


3695 . . 


End..' 


4282 






GI 


2310235 


Score 


300 






Exons 


3695. .3732, 4143. .4282 










GI Descrip. 


5852182/emb|CAB55420.1| 9.0e- 


13 (AL117 


265) zhb0012. 


1 [Oryza 




sativa] 










Seq . No . . ; 


31131 


Seq. ID 


. OJ990619_ 


4 4. 


9B05.C6 


Gene No . 


64455 


Strand 


+ 






Start 


1870 


End 


8849 






Name 


OJ990619 44 . 9B05 . C6 . o2 . gp 


Method 


AAT/GAP 






Start 


4897 


End 


5190 






GI 


61605_3.R1084 


Score ; 


465 






Exons 


4897 . . 5190 










GI Descrip. 


1 1402920/emb|CAA66965| 2.0e-20 (X98321 


) peroxidase 


[Arabidof 



thaliana] 1 



31116 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31131 
64455 
1870 

OJ990619_4 4 . 9B05 . C6 . o7 . gp 



Seq. ID 
Strand 
End 

_ _ Method 

5957 End 
342_1.R1084 Score 
5957. .6012, 8120. .8224, 8334. .8849 

'4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] * 



OJ990619_44 . 9B05.C6 
+ 

8849 
AAT/GAP 
8849 
.1039 



Seq. No. 31131 

Gene No. 64455 

Start 1870 

Name OJ990619_4 4 . 9B05 . C6 . 06 . gp 

Start 8126 

GI 342_1.R1084 

Exons 8126.. 8224, 8334.. 8849 
GI Descrip. 



Seq. ID OJ990619_44 . 9B05.C6 

Strand + 

End 8849 

Method AAT/GAP 

End 8849 

Score 1036 



M574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 

GI Descrip. 



31131 Seq. ID 

64455 Strand 

1870 ^ End 

OJ99061 9_4 4 . 9B05 . C6 . §8 . gp Method 

8127 End 

342_1.R1084 Score 
8127. .8224, 



8334 . .8849 
1 4 574 4 06/gb| AAD24 04 2 . 1 | 
sativa] 1 



OJ990619_44 
+ 

8849 . 
AAT/GAP 
8849 
1042 



9B05.C6 



0.0e+00 (AF121139) RIM2 protein [Oryza 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
.Gene No. 
Start 
Name . 
Start 
GI 

Exons 

GI Descrip. 



31131 Seq. ID 

64456 Strand 

1 End 

OJ990619_4 4 . 9B05 . C6 . ol . np Method 

1 End 

6862929 Score 
1..83, 397. .456, 499. .802 

(AC018907) unknown protein [Arabidopsis thaliana] 



OJ990619_44 . 9B05.C6 
802 

AAT/NAP 
802 
68 



31131 
64457 
5718 

OJ990619_4 4 . 9B05 . C6 . o4 . gp 



Seq. ID 
Strand 
End . 
Method 
End 
Score 



OJ990619 44.9B05.C6 



6145 
AAT/GAP. 
6145 
829 



5718 
2428185 
5718. .6145 

5852170/emb|AL117265.1 IOST17804 1.0e-177 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAG clone :t 17804 



Seq. No. 31131 

Gene No. 64458 

Start 6164 

Name OJ990619_4 4 . 9B05 . C6 . ol . tw 

Start 4494 

GI none 
Exons 



Seq. ID OJ990619__44 . 9B05.C6 
Strand 
End 

Method 
End 
Score 



7053 

TBLASTX: Wheat 

4845 

103 



4494. .4601, 4584. .4835, 4592. .4834, 4594. .4845 



31117 



Seq. No. 


31131 


Seq. ID 


OJ990619 


_44 . 9B05. 


C6 


uCllC LN ^ » 


644 Sft 

U4 *i JO 


O L. J- CI 1 1 KJL 








OLdI L 


61 64 


Ej 1 1 Li 


/Ujj 






Mama 
IN CHUC 




l it. L. n u u 








Start 


4617 ~~ 


End 


4 Q07 

4 y v / 






O X 


Tl ft T*l O 




9 ^fl 








4617 4ft?S 469S 4fi^1 4849 


4 QD7 








Seq. No. 


31131 


Seq. ID 


OJ990619 


44 . 9B05 . 


C6 


Gene No. 


64458 


Strand 








Start 


6164 


End 


7053 






Name 


OJ990619 44 . 9B05 . C6 . o5 . gp 


Method 


AAT/GAP 






Start 


6164 


End 


7053 






GI 


101153 1.R1084 


Score 


998 






Exons 


6164 . . 6391, 6709. .7053 










GI Descrip. 


, 5852170/emb| AL117265. 1 IOST17804 1 . Oe- 


115 Oryza 


sativa 





indica(GLA4) genomic DNA, chromosome 4, BAC clone : t 17804 ' 



Q&ci Mo 


31132 




Seq. ID 


O.TQQD 61 Q 4 4 






UCllc IN (J . 


64459 




Strand 


T 








125 




End 


9 9 9 






Name 


OJ990619 44.9B05.C8.ol 


gs 


Method 








OLal L 


125 




End 


9 9 9 
Z <c Z 






PT 


none 




Score 


4 Q 






TP %r /-\ r~\ c? 


125.. 222 












Seq. No. 


31133 




Seq. ID 


OJ990619_44 . 


9B05. 


C9 




64460 




Strand 


+ 






oLaiL 


1250 




End 


2041 






Name 


OJ990619 44 . 9B05.C9.ol 


gs 


Method 


GENSCAN 






Start 


1250 




End 


2041 






GI 


none 




Score 


. 96 






Exons 


1250. .2041 












Seq. No. 


31133 




Seq. ID 


OJ990619_44 . 


9B05. 


C9 


Gene No. 


64460 




Strand 


+ 






Start 


1250 




End 


2041 






Name 


OJ990619 '44.9B05.C9.ol, 


np 


Method 


AAT/NAP 






Start 


1250 




End 


2038 






GI 


4512231 




Score 


1257 






Exons 


1250 : .2038 












GI Descrip. 


(AB014741) ORFO protein [Oryza sativa] 








Seq. No. 


31133 




Seq. ID 


OJ990619_44 . 


9B05. 


C9 


Gene No. 


64461 




Strand 


+ 






Start 


2311 




End 


9047 






Name 


OJ990619 44.9B05.C9.o2. 


np 


Method 


AAT/NAP 






Start 


2265 




End 


6720- 






GI 


4680179 




Score 


5651 






Exons 


2265. . 6720 












GI Descrip. 


(AF1117 09) polyprotein 


[Oryza 


sativa subsp. indica] 






Seq. No. 


31133 




Seq. ID 


OJ990619 44. 


9B05. 


C9 


Gene No. 


64461 




Strand 


+ 






Start 


2311 




End 


9047 






Name 


OJ990619 44.9B05.C9.o2. 


gs 


Method 


GENSCAN 







31118 



Start 


2311 




End 


8271 


GI 


none 




Score 


.6 


Exons 


2311. .6662, 7054. .7098, 7453. 


.7705, 7759. .7946, 8226. .8271 


Seq . No . ■ 


31133 




Seq. ID 


OJ990619_44 . 9B05.C9 


Gene No . 


64461 




Strand 


+ 


Start 


2311 




End 


9047 


Name 


OJ990619 44.9B05.C9.o3.np 




Method 


AAT/NAP 


Start 


7476 




End 


9047 


GI 


6063554 




Score 


148 


Exons 


7476. .7660, 7759. .7821, 8875. 


.9047 




GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E0464 ) 




correspond to a region of the 


predicted gene.; hypothetical 




protein [Oryza sativa] 








Seq. No. 


31133 




Seq. ID 


OJ990619_44 . 9B05.C9 


Gene No. 


64462 




Strand 


+ 


Start 


13812 




End 


17143 


Name 


OJ990619 44. 9B05.C9.o4 .gs 




Method 


GEN SCAN 


Start 


13812 




End 


17143 


GI 


none 




Score 


.8 


Exons 


13812. .14242, 15153. .15315, 


16066. . 162 63, 1664 6. . 1714 3 


Seq. No. 


31133 




Seq. ID 


OJ990619_44 . 9B05.C9 


Gene No . 


64 4 62 




Strand 


+ 


Start 


13812 




End 


17143 . 


Name 


OJ990619 44.9B05.C9.o6.np 




Method 


AAT/NAP 


Start 


14968 




End 


16865 


GI 


6539581 




Score 


718 


Exons 


14 968. .15315, 1564 9 .. 16513, 


16674 . . 16865 


GI Descrip. 


(AP000837) Similar to Arabidopsis thaliana DNA chromosome 4, 




clone F20D10; hypothetical 


protein (AL035538) [Oryza sativa 


Seq. No. 


31133 




Seq. ID 


OJ990619_44 . 9B05.C9 


Gene No. 


64463 




Strand 




Start 


5211 




End 


12897 


Name 


OJ990619 44. 9B05.C9.o4 .np 




Method 


AAT/NAP 


Start 


5211 




End 


10573 


GI 


4680179 




Score 


698 


Exons 


5211. .5231, 9722. .10573 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 


Seq. No. 


31133 




Seq. ID 


OJ990619_44 . 9B05.C9 


Gene No. 


64463 




Strand 




Start 


5211 




End 


12897 


Name 


OJ990619 44 . 9B05 . C9 . o3 . gs 




Method 


GENSCAN 


Start 


9632 




End 


12773 


GI 


none 




Score 


.9 


Exons 


9632. .10570, 10735. .10826, 


10967. .11630, 12729. .12773 


Seq. No. 


31133 




Seq. ID 


OJ990619_44.9B05.C9 


Gene No. 


64463 




Strand 




Start 


5211 




End 


12897 


Name 


OJ990619_4 4 . 9B05 . C9 . o5 . np 




Method 


AAT/NAP 


Start 


9812 




End 


1162b 


GI 


4512231 




Score 


146 


Exons 


9812. .9841, 11061. .11628 









BAC 



31119 



GI Descrip. (AB014741) ORFO protein [Oryza sativa] 



Seq. No. 31133 

Gene No. 64463 

Start 5211 

Name 0 J990 61 9_4 4 . 9B05 . C9 . o3 . gp 

Start 12518 

GI uC-osflcyp033a04bl 

Exons 12518. .12897 

GI Descrip. 1 6016845/dbj | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. ID OJ990619_44 . 9B05.C9 
Strand 

End 12897 

Method AAT/GAP 

End 12897 

Score 633 



O tr q • IN O • 


31133 






oeq . lu 




. uy 


(~2. o t~i o \T/^ 


64464 






oLiana 






OLdl L 


17016 






DilU 


x 1 £ L £ 




Name 


OJ990619 44 


. 9B05 


CQ r\A /T7-i 

. l, y . o 4 . gp 




t\i\ 1 / onr 




Start 


17016 






End 


17212 




GI 


none 






Score 


324 






17016. .17212 












31133 






Seq. ID 


OJ990619_44 . 9B05 




nono NT /■> 


64465 






Strand 






OLai L 


17710 






End 


19256 




Name 


OJ990619 44 


. 9B05 


pq 0 i i 

. .7 . O J. ± . LW 


Method 


TBLASTX: Wheat 




Start 


2472 






End 


10324 




GI 


none 






Score 


215 




V v V~> n q 


2472. .2669, 


2473 


9 67 n 1 n i 9 s 


. .10322, 


10127. . 10324 




Q orf KT/-v 
Oc^i IN U . 


31133 






Seq. ID 


OJ990619_44 . 9B05 


n Q 
. \^ ? 


(~1 o n o TvT 

UCilC IN <J • 


64465 






Strand 






O L. a. J. L. 


17710 






End 


19256 




Name 


OJ990619 44 


. 9B05 


C Q -t- Tat 


Method 


TBLASTX: Wheat 




Start 


2721 






End 


10091 




GI 


none 






Score 


306 






2721. .2894, 


2722 


^079 9P7H 


.2938, 9740. .10090, 9897.. 


1 nflQI 


O fc; q . IN vj . 


31133 






Seq. ID 


OJ990619_44.9B05 


r* q 


OfcJIlt? 1NU . 


64465 






Strand 






O tail 


17710 






End 


19256 




Name 


OJ990619 44 


.9B05 


C9.o7.tm 


Method 


TBLASTX: Maize 




Start 


2722 






End 


10090 




GI 


' none 






Score 


24 6 




Exons 


2722. .3027, 


9785 


.10090, 9960 


. .10076 






Seq. No. 


31133 






Seq. ID 


OJ990619_44.9B05 


,C9 


Gene No. 


64465 






Strand 






Start 


17710 






End 


19256 




Name 


OJ990619 44 


.9B05. 


C9.o9. tw 


Method 


TBLASTX: Wheat 




Start 


' 3409 






End 


3750 




GI 


none 






Score 


248 




Exons 


3409. .3750 












Seq. No. 


31133 






Seq. ID 


OJ990619_44.9B05 


.C9 


Gene No. 


64465 






Strand 






Start 


17710 






End 


19256 




Name 


OJ990619 44 


.9B05. 


C9.o8 . tm 


Method 


TBLASTX: Maize 




Start 


3754 






End 


3947 





31120 



# • 



P T 


none 








Score 


1 on 

1 yu 


Exons 


J / 0 4 . . jy^i o f 


T7QO 

0 / y z 


. . oy4 / 








Seq. No. 


31133 








Seq. ID 


OJ990619_44 .9B05 


Gene No. 


64465 








Strand 




Of a >-f 
O Lai L 


1 / / 1 u 








bno 


1 yzo 0 


Name 


Pi TQQH CI Q A A 

uj yyuoi y 4t 44 


on n c; 

. youo 


. uy . 04 


4- T 1 

tw 


Method 


TBLASTX : Wheat 


G f -a v-+- 


Jo o z 










A *3 tZ C 
4 O DO 


PT 


none 








Score 


Q c; 
0 O0 


TP v /"\ o 


JOO^ . . 'i JZ^I, 


OQQO 
JOO J 


A 1 £ ^ 


O Q Q £ 

JOOO. 


. 4 0 oz 




Seq. No. 


31133 








Seq. ID 


OJ990619_44 .9B05 


Gene No. 


64465 








Strand 




Of 3 y~4- 


17 7 10 
1 / / 1 U 








hinu 


1 y z 0 d 


Name 


Pi TQQfl £1 Q /I /I 




P Q rtR 

. by . 00 . 


t S 


Method 


•"POT 7\ CTV . Ort, ,1 — . — 

TBLASTX : Soybean 


Of 5 yf 


o y i y 








bnu 


A O "3 "3 
4 Z J J 


p t 

bl 


none 








Score 


-1 Q O 

1 y 0 


Exons 


0 jiy . . 












Seq. No. 


31133 








Seq. ID 


OJ990619_44 .9B05 


Gene No. 


64465 








Strand 




Of a yf 
O Lai L 


1 7 7 1 n 
1 / / 1 u 










T fl O C £ 

1 yz 0 0 


Name 


uj y y u 01 y 44 


none 


by . 04 . 


4- rvt 

tin 


Metnoa 


TBLASTX : Maize 


C -1 ivf 










End 


A U O C 

4 J9o 


C T 
bl 


none 








Score 




Exons 


0 y4 0 . . 4 1 y u , 


0 y oz 


. 4 0 y 0 








beq. no. 


jIIjj 








Seq. ID 


OJ990619_44 . 9B05 


Gene No. 


64465 








Strand 




Start 


17710 








End 


19256 


Name 


ujyyuoiy 44 


. ytsuo 


PQ /-> 1 

by . 01 . 


lS 


Method 


TBLASTX : Soybean 


Of ar .f 


/i one 
4 jU d 








End 


4701 


P T 
bl 


none 








Score 


57 


Exons 


4 O U D . . ^ jjO, 


4 oU 0 . 


A ^ "5 Q 


A'X AO 

4 J 4 Z . 


.4395, 4344. .4385, 4345. .4' 




4 4 OU . .4 / U 1 , 


A A ^ Q 
4 4 0 O , 


/I £ Q Q 
. 4 DO O 








Seq. No. 


31133 








Seq. ID 


OJ990619_44 . 9B05 


Gene No. 


64465 








Strand 




Q-t- 3 r-f 
O Co. ITU 


1 7 7 1 ri 
1 / / 1 u 








End 


19256 


Name 


uj y y u bi y 4 4 




by . 00 . 


tw 


Method 


TBLASTX: Wheat 


Of -iyf 


4 4 J J 








End 


4716 


P T 
bl 


none.. . 








Score . 


57 . 


Exons 


4 4 O J . . 4 0 U / , . 


4 4 0 J . 


.4 / lo, 


4 4 OO . 


.4715 




Seq. No. 


31133 








Seq. ID 


OJ990619_44 . 9B05 


Gene No. 


64465 








Strand 




Of -irf 


1 7 7 1 n 
1 / / 1 u 








End 


19256 


Name' 


uj y yu bi y 4 4 


done 


C9 . 00 . 


tm 


Method 


TBLASTX :Maize 


O f -a v+- 

oiart 


/ yi c; n 
4 4 3U 








End 


4782 


P T 
bl 


none 








Score 


308 


Exons 


4 4oU . .4 / OZ f 


a c n 0 

4 oUo . 


.4781 








Seq. No. 


31133 








Seq. ID 


OJ990619__44 . 9B05 


Gene No. 


64465 








Strand 




Start 


17710 








End 


19256 


Name 


OJ990619 44. 


9B05. 


C9.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


4717 








End 


5142 



31121 




CI 


none 








Score 


C Q £ 

0 y 0 




Exons 


A~7 1 7 ^1/19 
4/1/..014Z, 


A 7 1 Q 

4 / iy 


CI oc 


A "7 QO 

4 / yz . 


R 1 A 0 
. 0 1 4 z 






Seq. No. 


31133 








Seq. ID 


OJ990619_44.9B05. 


C9 


Gene No. 


64465 








Strand 






O Let J. L 


17 710 










1 y z 0 d 




Name 


P» TO Qfl CI Q A A 


ybuj 


C Q ^ yi 

. u y .• 0 4 . 


ts 


Method 


1 biiAo ix: boyoean 




■ ocdri 


479'} 
4 / Z O 








Lna 


/I Q71 

4 y / 1 




C T 


none 








Score 


0 1 n 
Z 1U 






4790 4Q71 

4 / Z 0 . .4 17/1 














Seq. No. 


31133 








Seq. ID 


OJ990619_44.9B05. 


C9 


Gene- No. 


64465 








Strand 








1 7 7 1 n 
1 / / 1 u 










1 y z 0 0 




Name 


PiTQQnd Q A A 

vjj yyuo 1 y 4 4 


y buo 


. uy . oz . 




Method 


rpnT 7\OTV . ■! „ 

i biiAo 1 a : Mai ze 




otdit 


/I 7 Q Q 

4 / 0 y 










CI ^ O 

0 1 4 Z 






none 








Score 


4 D / 




Exons 


fl / 017 . . J14Z, 


A 7 QA 
4 / 1?4 


. .0100 










Seq. No. 


31133 








Seq. ID 


OJ990619_44 . 9B05. 


C9 


Gene No. 


64465 








Strand 






C -4- -a -r +- 
O Lai L 


17710 
1 / / 1U 








Lna 


1 y z 0 0 




Name 


uj yyuoiy 44 . 


nnnc 

ybuo 


. ty . oz . 


tw 


Met hod 


1 bLAo i a : wneat 




O -1 * >- 4- 

btsrt 


ci 70 

0 1 / u 








Lna 


0 / u y 






none 








Score 


OZ O 




Lxons 


CI 7f| C7AQ 

ji / u . . j / uy, 


c; 'J c: 9 


c 7 n r 
.0 / uo , 


C/1 OQ 

0 4 z 0 . 


c 7 n q 
. 0 / u y 






Seq. No. ' 


31133 








Seq. ID 


OJ990619_44 . 9B05. 


C9 


Gene No. 


64465 








Strand 








1 7 7 1 n 
1 / / 1 u 








Lna 


1 Q O C £T 

1 y z 0 d 




Name 


u j yyuoiy 44. 




uy . 01 . 


tc 


Method 


1 bLAb I a : ires s 




Cf 3 v-+- 

btsrt 


c/im 
jIU / 








Lna 


cm 
0 / Jj 




C T 


none 








Score 


y u 




Exons 


c/i H7 R ^fl Q 
O4U/..OO0y, 


do y u 


C700 


0 0 y z . 


C700 
. 0 / oz 






Seq. No. 


31133 








Seq. ID 


OJ990619_44 . 9B05. 


C9 


Gene No. 


64465 








Strand 






Of 3 rf 
O Lai L 


1 771 n 








Lna 


1 yz 0 d 




Name 


u j yyuoiy 44. 


ybUj . 


Ly . oz . 


ts 


Method 


ibLAbix: boyoean 




Of a -y-4- 

b tar t 


C yl Q7 

04 y / 








Lna 


0 /o / 




ol 


none 








Score 


oU 1 




TP v v-v r™\ o 


c 4 Q7 C7C7 


D DUO . 


c7Cf; 
.0 / jD, 


oouy . 


c 7 c 7 ■ . 

. 0 / 0 / 






Seq. No. 


31133 








Seq. ID 


OJ990619_44 . 9B05. 


C9 


Gene No. 


64465 








Strand 








1 7 7 1 n 
1 / / 1 u 








End 


19256 




Name 


uj yyuoiy 44. 


qd n c 

ybuo . 


cy . 00 . 


tm 


Method 


TBLASTX: Maize 




b t art 


J J JD 








End 


5847 






none 








Score 


167 ■ 




Exons 


CCCfT CO /l Q 


c c c a 


. 0o4 0, 


000 / . 


.5847, 5689. .5844 




Seq. No. 


31133 








Seq. ID 


OJ990619_44.9B05. 


C9 


Gene No. 


64465 








Strand 






Start 


17710 








End 


19256 




Name 


UJ990619 44. 


9B05. 


C9.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


5716 








End 


6342 




GI 


none 








Score 


723 





31122 



von <5 


5716. . 


6342, 5772.. 6224, 6282 










31133 




Seq. ID 


OJ990619_44.9B05 


.C9 


Gene No. 


64465 




Strand 






Start 


17710 




End 


19256 




Name 


OJ990619 44.9B05.C9.ol.tm. 


Method 


TBLASTX: Maize 




a rt- 

OLal t 


5895 




End 


6480 






none 




Score 


229 




i_l W 1 1 o 


5895. . 


6050, 5896.. 6057, 5916 


..6059, 6054. .6227, 6055. .6480, 




6214. . 


6459, 6282. .6479 








Seq. No. 


31133 




Seq. ID 


OJ990619_44.9B05 


C9 


Gene No. 


64465 




Strand 






u Lai L 


17710 




End 


19256 




Name 


OJ990619 44. 9B05 . C9 . 06 . tw 


Method 


TBLASTX: Wheat 




Q-t- a v-+- 
O LQI L 


6342 




End 


6675 






none 




Score 


312 






6342. . 


6623, 6343.. 6675, 6508 


. . 6654 






Seq. No. 


31133 




Seq. ID 


OJ990619_44. 9B05. 


C9 


Gene No. 


64465 




Strand 






OLfll L 


17710 




End 


19256 




Name 


OJ990619 44.9B05.C9.o8.tw 


Method 


TBLASTX: Wheat 




O U Cl J- L. 


15057 




End 


15282 




GI 


none 




Score 


263 




P. von 

ill A UllO 


15057. 


.15281, 15058. .15282, 


15058. .15282 






31133 




Seq. ID 


OJ990619_44.9B05. 


C9 


Gene No. 


64465 




Strand 






Start 


17710 




End 


19256 




Name 


OJ990619 44. 9B05 . C9 . o3 . ts 


Method 


TBLASTX: Soybean 




Qfa >--(- 
OLal L 


15174 




End 


16086 






none 




Score 


137 




T? von d 


15174. 


.15302, 15175. .15312, 


15175. .15306, 15643. . 16086, 






15643. 


.15951, 16021. .16044 








Seq. No. 


31133 




Seq.. ID 


OJ990619_44 . 9B05. 


C9 


Gene No. 


64465 




Strand 






Start 


17710 




End 


19256 




Name 


OJ990619 44. 9B05 . C9 . 06 . tm 


Method 


TBLASTX :Maize 




Start 


15217 




End 


16152 




GI " " 


none * 




Score 


67 - : 




TT von q 


15217. 


.15312, 15643. .15876, 


15651. .15857, 15913. .16152- 




Seq. No. 


31133 




Seq. ID 


OJ990619__44 . 9B05 . 


C9 


Gene No. 


64465 




Strand 






Start 


17710 




End 


19256 




Name 


OJ990619 44. 9B05 . C9 . olO . tw 


Method 


TBLASTX: Wheat 




Of- -a r +- 


15676 




End 


16113 




w X 


none 




Score 


158 




LiAUll o 


15676. 


.15858, 15895. .16113 








Seq. No. 


31133 




Seq. ID 


OJ990619_44 . 9B05 . 


C9 


Gene No. 


64465 




Strand 






Start 


17710 




End 


19256 




Name 


OJ990619 44. 9B05 . C9 . o5 . gs 


Method 


GENSCAN 




Start 


17710 




End 


19256 





31123 




GI 


none 


Score 


.73 




Exons 


17710. .17928, 18175. .18264, 18999. .19256 




Seq. No. 


31134 


Seq. ID 


OJ990619_44.9B05 




Gene No. 


64466 


Strand 


- 




Start 


411 


End 


1732 




Name 


OJ990619 44. 9B05 . CIO . ol . np 


Method 


AAT/NAP 




Start 


411 


End 


1732 




GI 


4680179 


Score 


1877 




Exons 


411. .1732 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa 


sub^D "Lndir , al 




Seq. No. - 


31134 


Seq. ID 


OJ990619_44 . 9B05 


.C10 


Gene No. 


64467 


Strand 


- 




Start 


2308 


End 


2818 




Name 


OJ990619 44.9B05.C10.o3.tw 


Method 


TBLASTX: Wheat 




Start 


456 


End 


789 




GI 


none 


Score 


93 




Exons 


456. .788, 477. .785, 520... 789 








Sea . No . 


31134 


Seq. ID 


OJ990619_44.9B05 


n o 


Gene No. 


64467 


Strand 


- 




Start 


2308 


End 


2818 




Name 


OJ990619 44.9B05.C10.ol.tm 


Method 


TBLASTX: Maize 




Start 


636 


End 


1235 




GI 


none 


Score 


130 




Exons 


636. .1076, 651. .914, 652. .1074, 1026. 


. 1076, 1074. .1235, 






1081.. 1227, 1190.. 1231 








Seq. No. 


31134 


Seq. ID 


OJ990619_44.9B05 


.C10 


Gene No. 


64467 


Strand 


- 




Start 


2308 


End 


2818 




Name 


OJ990619 44 . 9B05 . C10 . ol . tw 


Method 


TBLASTX: Wheat 




Start 


789 


End 


1415 




GI 


none 


Score 


47 




Exons 


789. .1415, 792. .914, 901. .1359 






Seq. No. 


31134 


Seq. ID 


OJ990619_44.9B05, 


.C10 


Gene No. 


64467 


Strand 


- 




Start 


2308 


End 


2818 




Name • 


OJ990619 44.9B05.C10.o2.tm 


Method 


TBLASTX: Maize 




Start 


1284 . - ; 


.End" • 


.1575 . .:• / 




GI 


. none 


Score 


215 




Exons 


128.4.. 1574, 1288.. 1575 








Seq. No. 


31134 


Seq. ID 


OJ990619_44.9B05, 


,C10 


Gene No. 


64467 


Strand 






Start 


'•2308 


End 


2818 




Name 


OJ990619 44.9B05.ClO.ol.-ts 


Method 


TBLASTX: Soybean 




Start 


1373 


End 


1634 




GI 


none 


Score 


97 




Exons 


1373. .1504, 1374. .1577, 1374.. 


1634, 1375. .1629 




Seq. No. 


31134 


Seq. ID 


OJ990619_44.9B05, 


.C10 


Gene No. 


64 4 67 


Strand 






Start 


2308 


End 


2818 




Name 


OJ990619 44 . 9B05 . C10 . ol . tc 


Method 


TBLASTX: Cress 





31124 




Start 


1398 - 




End 


1715 




GI 


none 




Score 


84 




Exons 


13 98.. 1538, 1399.. 1539, 


1542. 


. 1715 






Seq. No. 


31134 




Seq. ID 


OJ990619_44 .9B05 


.C10 


Gene No. 


64467 




Strand 






Start 


2308 




End 


2818 




Name 


OJ990619 44 . 9B05 . CIO . o2 


. tw 


Method 


TBLASTX* Wheat 




Start 


1422 ~~ 




End 


1742 




GI 


none 




Score 


240 




Exons 


14 22.. 1736, 1423.. 1680, 


1428 . 


. 1742 






Sea No 


31134 




Seq. ID 


OJ990619 4 4 9B05 


. C10 


Gene No . 


64467 




Strand 






Start 


2308 




End 


2818 




Name 


OJ990619 44.9B05.C10.ol 


.qp 


Method 


AAT/GAP 




Start 


2308- 




End 


2818 




GI 


LIB3434-038-P1-K1-F1 




Score 


743 




Exons 


2308. .2818 










GI DescriD. 


? 5257255/dbj IAP000364.1 


IAP000364 0.0e+00 Oryza sativa genomic 




DNA, chromosome 8, clone : P0026F07 1 






Sea No 


31135 




Seq. ID 


OJ990619_44.9B05 


n i 

• \j J. J. 


Gene No. 


64468 




Strand 






Start 


1 




End 


3430 




Name 


OJ990619 44.9B05.Cll.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


3430 




GI 


4680179 




Score 


2650 




Exons 


1..96, 678. .2880, 2914. 


.3041, 


3410. .3430 




GI Descrio 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


31135 




Seq. ID 


OJ990619_44 .9B05 


.Cll 


Gene No. 


64468 




Strand 






Start 


1 




End 


3430 




Name 


OJ990619 44.9B05.Cll.ol 


.gs 


Method 


GENSCAN 




Start 


790 




End 


3131 




GI 


" none 




Score 


.51 




Exons 


790. .1590, 1599. .1757, 


1815. . 


2115, 2206.. 3131 




Seq. No. 


31135 




Seq. ID 


OJ990619_44.9B05 


.Cll 


Gene No. 


64468 




Strand 






Start ' • • . 


1 




End : 


/ 3430 \ 




Name 


OJ990619 4'4.9B05.Cll.ol 


. tw . 


Method 


TBLASTX: Wheat 




Start 


976. 




End 


14 7.9 




GI 


none 




Score 


227 




Exons 


976. .1479, 1054. .1416, 


1058. . 


1447 






Seq. No. 


31135 




Seq. ID 


OJ990619_44 .9B05 


.Cll 


Gene No. 


64468 




Strand 






Start 


1 




End 


3430 




Name 


OJ990619 44.9B05.Cll.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1045 




End 


1408 




GI 


none 




Score 


169 




Exons 


1045. .1407, 1054. .1407, 


1058. 


.1408 






Seq. No. 


31135 




Seq. ID 


OJ990619_44 . 9B05 


.Cll 


Gene No. 


64468 




Strand 







31125 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



OJ990619_4 4.9B05.Cll.o2.ts 

1228 

none 

1228. .1473, 1229. .1456 



End 3430 

Method TBLASTX : Soybean 

End 1473 

Score 98 



31135 
64468 
1 

OJ990619_4 4 . 9B05 . CI 1 . o2 . tm 
1444 
none 

1444. .1527, 1527. .1757, 1764. .1943, 1816. .1935 



Seq. ID OJ990619_44.9B05.C11 
Strand 

3430 

TBLASTX: Maize 
1943 
69 



End 

Method 

End 

Score 



31135 
64468 
1 

OJ990619_44 
1480 
none 

1480. .1527, 

31135 
64468 
1 

OJ990619_44 , 
1507 
none 

1507. .1770, 

31135 
64468 
1 

OJ990619_44 , 
1830 
none 

1830. .2207, 

31135 
64468 
1 

OJ990619_44, 
2011 
none 

2011. .2301, 

31135 
64468 

1; 

OJ990619_44 . 
2481 
none 

2481. .2594, 

31135 
64468 
1 



.9B05.Cll.o3.tw 
1527.. 1781, 1528. 

9B05.C11 .ol.ts 
1527.. 1853, 1542. 

9B05.Cll.o2. tw 
1873.. 2316, 1927. 

•9B05.Cll.o3. tm . 
2013. .2300 

9B05.Cll.o4 . tw 



Seq. ID OJ990619_44.9B05.C11 
Strand 

End 3430 

Method TBLASTX : Wheat 

End 1781 

Score 214 

.1770, 1545.. 1778, 1721.. 1780 

Seq. ID OJ990619_44.9B05.C11 

Strand . - 

End 3430' 

Method TBLASTX': Soybean 

End 1889 

Score 168 

.1853, 1857. .1889, 1858. .1887 

Seq. ID OJ990619_44.9B05.C11 
Strand 

3430 

TBLASTX: Wheat 
2316 
266 



End 

Method 
End 
Score 
.2238 



Seq. ID OJ990619_44.9B05.C11 
Strand 

End 3430 

Method TBLASTX : Maize . .' . 

End 2301 . 

Score 201 



Seq. ID OJ990619_44.9B05.C11 
Strand 

End 3430 

Method TBLASTX : Wheat 

End 2849 

Score 65 



2482. .2595, 2640. .2849, 2707. .2793 



Seq. ID OJ990619_44.9B05.C11 
Strand 

End 3430 



31126 




Name 


OJ990619 44 


. 9B05 


. Cll . o4 


. tm 


LJC L11UU 


TRT.A9TX • 
± d Lino 1 /\ . 


Ma i -r o 




Start 


2532 ~ 








End 


z. o o ^. 






GI 


none 








Score 


191 






Exons 


2532 . . 2882 
















Seq. No. 


31136 








Seq. ID 


OJ990619 


_44.9B05 


.C12 


Gene No. 


-64469 








Strand 


+ 






Start 


4866 








End 


5410 






Name 


OJ990619 44 


9B05 


. C12 . ol 




Me^t - hnH 


\J Ej Vi O vALN 






Start 


4866 ~~ 








End 


5410 






GI 


none 








Score 


56 






Exons 


4866 . . 5032, 


5050 


. .5410 












Seq. No. 


31136 








Seq. ID 


OJ990619 


_44.9B05 


.C12 


Gene No. 


64470 








Strand 


+ 






Start 


10194 








End 


10986 






Name 


OJ990619 44. 


9B05 


,C12.o3 


.gs 


Method 


GENSCAN 






Start 


10194 








End 


10986 






GI 


none 








Score 


.74 






Exons 


10194. .10247, 10620. .10729, 10842. .10986 






<J v_j * i.\ . 


31136 








Seq. ID 


OJ990619 


AA QRDR 


■ \^ X 


Gene No. 


64471 








Strand 








Start 


5787 








End 


11001 






Name 


OJ990619 44. 


9B05 


C12.ol 


.np 


Method 


AAT/NAP 






Start 


5787 








End 


10213 






GI 


.2943742 








Score 


613 






Ex on *? 


5787. .5821, 


8744 


.10213 












GI Descric 


(AB002266) XA1 [Oryza sativa] 










Seq. No. 


31136 








Seq. ID 


OJ990619 


_44.9B05 


.C12 


Gene No. 


64471 








Strand 








Start 


5787 








End 


11001 






Name 


OJ990619 44. 


9B05. 


C12.o2 


gs 


Method 


GENSCAN 






Start 


6614 






End 


8942 






GI 


none 








Score 


.73 






Exons 


6614. .6724, 


7210. 


.7448, 


7898. 


.8942 








Sea No 


31136 








Seq. ID 


OJ990619 


_44.9B05 


.C12 


Gene No. 


64471 








Strand 








Start 


5787 








End 


11001 






Name 


OJ990619 4,4 . 


9B05. 


C.12;ol. 


tm - 


* Method 


TBLASTX : Mai' ze 




Start 


7606 








End 


8234 






GI 


none 








Score 


69 






Exons 


7606. .7710, 


7625. 


.7681, 


7626. 


.7712, 7717. .7965, 


7722. .8111, 




8208. .8234 
















Seq. No. 


31136 








Seq. ID 


OJ990619_ 


_44.9B05 


.C12 


Gene No. 


64471 








Strand 








Start 


5787 








End 


11001 






Name 


OJ990619 44. 


9B05. 


C12.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


8746 








End 


9872 






GI 


none 








Score 


97 






Exons 


8746. .8895, 


9564. 


.9872, 


9565. 


. 9870 








Seq. No. 


31136 








Seq. ID 


OJ990619_ 


_44 . 9B05 


C12 


Gene No. 


64471 








Strand 









31127 




Start 


5787 




End 


11001 


Name 




.9B05.C12.o2.np 


Method 


AAT/NAP 


O Lcir L 


Q *5 c: 1 
^ j OX 




End 


11001 


r>T 


9 7 qo o i n 
^1 / i?^. z ± u 




Score 


425 


Exons 




, 10948.. 11001 










NBS-LRR type resistance protein [Hordeum vulgare] 




31136 




Seq. ID 


OJ990619_44.9B05.C12 


Gene No. 


64471 




Strand 




Start 


5787 




End 


11001 


Name 


OJ990619 44 


. 9B05.C12.o2. tm 


Method 


TBLASTX: Maize 


Start 


9444 




End 


9894 


GI 


none 




Score 


64 


Exons 


9444 . . 9488, 


9522.. 9893, 9769. 


.9894 





oeq . jno . 


31136 


Seq. ID 


OJ990619__44. 9B05 


C12 


bene no . 


64471 


Strand 






o tar l 


5787 


End 


11001 




Name 


OJ990619 44. 9B05 . C12 . o3 . tm 


Method 


TBLASTX: Maize 




Start 


10020 


End 


10175 




GI 


none 


Score 


151 






10020. . 10175, 10026.. 10175 








C /^r M/-\ 

oeq . lno . 


31137 


Seq. ID 


OJ990519 29.9B05. 


CI 


bene no . 


64472 


Strand 


+ 






1 


End 


3033 




Name 


OJ990519 29. 9B05 . CI . ol . np 


Method 


AAT/NAP 




Q+- -a -r+- 


1 


End 


3030 






6498441 


Score 


3831 




£jAU1 lO 


1.-23, 171. .597, 790. .1086, 


1258. .2655, 2749. .3030 




GI Descrip. 


(AP000815) EST C7278 6 (E2258 ) corresponds to a region of 


the 




predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl. 


(AF098806) 


[Oryza sativa] 




oeq . no . 


31137 


Seq. ID 


OJ990519 29.9B05. 


CI 


Gene No . 


64472 


Strand 


+ 




Start 


1 


End 


3033 




Name 


OJ990519 29.9B05.Cl.ol.gs 


Method 


GENSCAN 




Start 


53 


End 


3033 




GI 


none 


Score 


.41 




Exons 


53. .1540, 1829. .2704, 2720. 


.3033 






Seq. No. 


31137 


Seq. ID 


OJ990519_29. 9B05. 


CI 


Gene .No . 


64473 ■ 


Strand 


+ 




Start 


24580 


End 


27108 




Name 


OJ990519 29. 9B05 . CI . o5 . np 


Method 


AAT/NAP 




Start 


24111 


End 


27105 




GI 


5830787 


Score 


714 




Exons 


24111. .24281, 24523. .24717, 


.24828. .24976, 25061 .. 25223, 






25781. .25873, 26781 .. 26920 , 


27009. .27105 




GI Descrip. 


(AL117188) ankyrin repeat-containing protein 2 [Arabidopsis 




thaliana] 








Seq. No. 


31137 


Seq. ID 


OJ990519_29. 9B05. 


CI 


Gene No . 


64473 


Strand 


+ 




Start 


24580 


End 


27108 




Name 


OJ990519_2 9. 9B05 . CI . 08 . gs 


Method 


GENSCAN 





31128 



u Lai U 




End — 


27108 








GI 


n nn o 


Score 


.83 








J_i A V^l 1 O 


?4Sfifl ?4717 ?4Pi?ft ?4Q7fi 


25061. .25223, 26781 


. .26920, 






27009 27108 












Seq. No. 


31137 


Seq. ID 


OJ990519_ 






.CI 


Gene No. 


64474 


Strand 


+ 








Start 


30418 


End 


38370 








Name 


OJQQ0S1 9 ?Q QROS PI n1 0 n<; 


Method 


GENSCAN 








Start 


^04 1 ft _ 

*J *± J. o 


End 


33873 








GI 


none 


Score 


.75 










^0 4 1 ft ^ 1 4 ft ft ^204S ^2R24 


33802. .33873 








OC^. 1NLJ . 


?1 T "37 


Seq. ID 


OJ990519_ 


29 


. 9B05 






644 7 4 


Strand 


+ 








Start 


30418 


End 


38370 








Name 


OJ990519 29. 9B05 . CI . 06 . np 


Method 


AAT/NAP 








Start 


30418 


End 


38370 








GI 


6172381 


Score 


1939 








Fy on «3 

i_i W 1 1 0 


30418. .31150, 31190. .31488, 


32063. .32855, 36240 


.38034, 






38286. .38370 












fiT Dp s r r i n 


(AB026839) Pi-b protein [Oryza sativa] 










Seq. No. 


31137 


Seq. ID 


vju y y u D x y 


^ y 




.CI 


Gene No . 


64474 


Strand 










Start 


30418 


End 


^7 n 

JO J / u 






- 


Name 


OJ990519 29.9B05.Cl.oll.gs 


Method 


C* TT M Q C TV M 








u Lai L 


36630 


End 


^fi D4 S 

JO U4 J 








GI 


none 


Score 


.82 










36630.. 38045 












Seq. No. 


31137 


Seq. ID 


OJ990519_ 


29. 


9B05 


.CI 


Gene No. 


64475 


Strand 










Start 


3661 


End 


8371 








Name 


OJ990519 29.9B05.Cl.o2.gs 


Method 


GENSCAN 








Start 


3661 


End 


6801 








GI 


none 


Score 


. 69 








F 1 v on q 


3661. .4458, 4521. .5445, 5540 


. . 6801 












31137 


Seq. ID 


OJ990519_ 


29. 


9B05 


PI 


Gene No. 


64475 


Strand 










Start 


3661 ' . . • • 


End 


8371* . 








Name * 


OJ990519 29.9B05.Cl.o2.np 


Method 


AAT/NAP 








Start 


3664 


End 


6801 








GI 


6907089 


Score 


4674 








Exon <=; 


3664. .5445, 5540. .6801 












ul L/C O O-L -L£J . 


(AP001129) hypothetical protein [Oryza 


sativa] 








v_> C ^ . LN L/ • 


31137 


Seq. ID 


OJ990519_ 


29. 


9B05 ; 


r*i 


Gene No. 


64475 


Strand 










Start 


3661 


End 


8371 








Name 


OJ990519 29.9B05.Cl.o3.np 


Method 


AAT/NAP 








Start 


5882 


End 


8371 








GI 


5922623 


Score 


204 








Exons 


5882.. 5972, 750/.. 7583, 7751 


. .7903, 8286. .8371 








GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 









gi I 6016856 | dbj IBAA85199.il (AP000570) hypothetical protein 

31129 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



[Oryza sativa] 

31137 
64476 
8316 

OJ990519_29.9B05.Cl.o4.np 

8316 

6172381 



Seq. ID OJ990519_29.9B05.C1 
Strand 

End 19752 

Method AAT/NAP 

End 18802 

Score 2389 



8316. .8353, 9739. .9976, 10005 11566, 15231 .. 15896, 
17732. . 18045, 18085. .18802 



GI Descrip. (AB026839) Pi-b protein [Oryza sativa] 



Seq. No. 31137 Seq. ID 

Gene No. 64476 Strand 

Start 8316 ' End 

Name OJ990519_29 . 9B05 . CI . o4 . gs Method 

Start 9632 End 

GI none Score 

Exons 9632.. 11380 



OJ990519_29. 9B05.C1 

19752 
GENSCAN 
11380 
. 4 



Seq. No. 31137 

Gene No. 64476 

Start 8316 

Name OJ9905T9_29 . 9B05 . CI . o5 . gs 

Start 13619 

GI none 

Exons 13619. .13696, 15231 .. 15501 , 
19670. .19752 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990519_29.9B05.C1 

19752 
GENSCAN 
19752 
.45 



16982. .17007, 17987 18899, 



Seq. No. 31137 

Gene No. 64477 

Start 27757 

Name OJ990519_29 . 9B05 . CI . o9 . gs 

Start 27757 

GI none 

Exons 27757. .27885, 27899 .. 27945, 
28611. .28772, 29213.. 29325 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990519_29.9B05.C1 

29325 
GENSCAN 
29325 
.43 



27985. .28033, 28327 .. 284 17 , 



Seq. No. 
Gene No. 
Start 
'Name 
Start 
GI 

Exons 

GI Descrip. 



31137 Seq. ID 

64478 Strand 

38027 End 

OJ990519_29.9B05.CI.ol.gp Method 

38027 End 

uC-osflM202058dl2al Score 
38027. .38234 

, 1420932/gb|U61383|ORU61383 7.0e-21 Oryza rufipogon 
4-coumarate-CoA ligase gene, intron 1, partial sequence 1 



OJ990519_29.9B05.C1 
38234 

AAT/GAP ■; . . — . 
38234 
396 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31137 Seq. ID 

64479 Strand 

38844 End 

OJ990519_29 . 9B05 . CI . o3 . tw Method 

21 End 

none Score 
21. .308, 22. .303 



OJ990519_29.9B05.C1 
42818 

TBLASTX: Wheat 

308 

329 



Seq. No. 



31137 



Seq. ID OJ990519_29. 9B05.C1 



31130 



Gene No. 64479 Strand 

Start 38844 End 

Name OJ990519_29 . 9B05 . CI . o4 . ts Method 

Start 22 End 

GI none Score 

Exons 22. .333 



42818 

TBLASTX: Soybean 

333 

202 



Seq; No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 



31137. 

64479 

38844 

OJ990519_29.9B05.Cl.o4 . tm 
27 

none 



Seq. ID OJ990519_29.9B05.C1 
Strand 

End 42818 

Method TBLASTX : Maize 

End 387 

Score 233 



27. .284, 31. .285, 304. .387, 306. .386 



31137 
64479 
38844 

OJ990519_29 . 9B05 . CI . o2 . tw 

934 

none 



Seq. ID OJ990519_29. 9B05.C1 
Strand 

End 42818 

Method TBLASTX : Wheat 

End 1392 

Score 237 



934. .1188, 958. .1209, 1023. .1208, 1243. .1392, 1254. .1391 



31137 
64479 \ 
38844 ■ 

OJ990519_29.9B05.Cl.o3.ts 

1081 

5666795 

1081.. 1179, 1255.. 1392, 1447. 



Seq.. ID OJ990519_29.9B05.C1 
Strand 

End 42818 

Method TBLASTX : Soybean 

End 164 7 

Score 68 
.1647 



4206306 2.0e-10 (AF049110) prpol [Zea mays] 



31137 
64479 
38844 

OJ990519_29.9B05.Cl.o9.tw 

1395 

none 

1395. .1571, 1447. .1707 

31137 
64479 
38844 

OJ990519_29.9B05.Cl.ol.tm 

1900 

none 

1900.. 2223, 1929.. 2210 



Seq. ID OJ990519_29. 9B05.C1 
Strand 

End 42818 

Method TBLASTX : Wheat 

End 1707 

Score 189 



Seq. ID OJ990519_29.9B05.C1 

Strand . - . v: 

End 42818 * 

Method TBLASTX : Mai ze 

End 2223 

Score 357 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



31137 
64479 
38844 

OJ990519_29.9B05.Cl.ol.tw 

2037 

none 



Seq. ID OJ990519_29. 9B05.C1 
Strand 

End 42818 

Method TBLASTX : Wheat 

End 2418 

Score 368 



2037. .2093, 2038. .2418, 2041. .2379, 2139. .2387 

31137 Seq. ID OJ9 90519^2 9 . 9B05 . CI 



31131 




Gene No. 


64479 






Strand 






O Lai. L 


38844 






End 


49R1 ft 

1 £. O X O 




LNdlLLt: 


OJ990519 29.9B05.C1. 


06 . tw 


Method 






^tp rt 


2419 






End 






GI 


none 






Score 


\j *i 




1_J S± K^jf i 1 O 


2419. . 


2703, 2424. .2702, 2895. .3017, 21 


$96 . . 3021 * 




Seq. No. 


31137 






Seq. ID 


OJ990519_29. 9B05 


.CI 


Gene No. 


64479 






Strand 






Cf art" 


38844 






End 


4 ?ft 1 ft 

*i (L O X O 






OJ990519 29.9B05.C1. 


o5 . tm 


Method 


-L O LnO -L £\ . L let X C, C 




OLdi L 


2890 






End 


JU J J 




OX 


none 






Score 


1 ft 7 

X o / • 




IjAUIIo 


2890. . 


3033, 2895. .3029 










31137 






Seq. ID 




• \s X 


flpn n NIo 


64479 






Strand 






Start 


38844 






End 


42818 




Name 


OJ990519 29.9B05.C1. 


o7 . tw 


Method 


TBLASTX: Wheat 




^tfl rt 


6614 






End 


37154 




ox 


none 






Score 


57 




F VOTI Q 


6614. . 


6676, 6615. .6683, 10602 .. 10778 , 


10613. .10795, 






10829. 


.10900, 10860. 


1 n qn 1 
. x u y\j x , 


36870. .36944, 36870. .36944, 






36871. 


.36945, 36975. 


^7 1 R4 








OCt^,. 1NU • 


31137 






Seq. ID 


OJ990519_29. 9B05 


r'\ 




64479 






Strand 






O Lai L 


38844 






End 


42818 




Name 


OJ990519 29.9B05.C1. 


Ol . LS 


Method 


TBLASTX: Soybean 




Start 


10067 






;End 


37673 




GI 


none 






Score 


102 






10067. 


.10165, 10580. 


.10744, 


108 92. .10933, 10967. .11110, 






11168. 


.11503, 11226. 


.11504, 


17738. . 175 


>11, 32660. .32749, 






36251. 


.36499, 36492. 


.36566, 


36585. .36725, 36822. .36881, 






37026. 


.37145, 37377. 


.37502, 


37566. .37673 






31137 






Seq. ID 


OJ990519_29. 9B05 


m 


Cpnp No 


64479 






Strand 






Start 


38844 






End 


42818 




Name 


OJ990519 29.9B05.C1. 


o3 . tm 


Method 


TBLASTX : Maize 




Start 


10628 






End 


37142 




ox 


none . 






. Score 


34 




R von <5 


' 10628. 


.10777, 10664. 


.10765, 


10781. .10933, 10829. .10912, 






10933. 


.11046, 10949. 


.11044, 


36702. .36821, 36840. .36986, 






36993. 


.37142 










Seq. No. 


31137 






Seq. ID 


OJ990519_29.9B05 


CI 


Gene No. 


64479 






Strand 






Start 


38844 






End 


42818 - ; 




Name 


OJ990519 29.9B05.C1. 


08. tw 


Method 


TBLASTX: Wheat 




Qt- 3 -r +- 

OLdl L 


11232 






End 


36499 




GI 


none 






Score 


129 




Exons 


11232. 


.11510, 11237. 


. 11530, 


36248. .36499 




Seq. no. 


3113/ 






Seq. ID 


OJ990519_29. 9B05. 


CI 


Gene No. 


64479 






Strand 






Start 


38844 






End 


42818 





31132 



Name 

Start 

GI 

Exons 



OJ990519_29.9B05.Cl.ol.tc 

24141 

none 

24141. .24281, 24 510 .. 24578 , 

24637. .24741, 24819 .. 24977, 

25062. .25106, 25185 25223, 

26778. .26921, 26778 .'. 2 6912 , 

27009. .27107, 27009 27 122 , 



Method TBLASTX : Cress 

End 27122 

Score 73 
24511. .24573, 24 637 .. 24750, 
24821. .24979, 25059 .. 25109, 
25201. .25224, 25781 .. 2587 6, 
26780. .26920, 26802 .. 26921 , 
27010. .27120 



Seq. No, 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



31137 
64479 
38844 

OJ990519_29. 
24164 
none 
24164. 
24525. 
24638. 
24827. 
25127. 
25796. 
26802. 



9B05.C1 .o2 . tm 



.24235, 
,24581, 
.24718, 
.24979, 
.25225, 
.25873, 
.26921, 



24242. 
24636. 
24639. 
25046. 
25168. 
26773. 
26834 . 



.24283, 
.24731, 
.24722, 
.25108, 
.25224, 
.26919, 
.26926, 



Seq. ID OJ990519_29.9B05.C1 
Strand 

End 42818 

Method TBLASTX : Mai ze 

End 27111 

Score 81 
24511. .24573, 24 517 .. 24591 , 
24637. .24765, 24 637 .. 247 1.7 , 
24813. .24977, 24 8 13 .. 24 980, 
25059. .25109, 25110 .. 25223, 
25779. .258 65, 25781. .2587 6, 
26778. .26921, 267 80. .26920, 
27009. .27110, 27010. .27111 



Seq. No; 31137 
Gene No. 64479 
Start 38844 

Name OJ99051 9_2 9 . 9B05 . CI . o2 . ts 

Start 24508 
GI none 
Exons 24508. 

24813. 

25174. 

26778. 



.24573, 24522. 

.24977, 24813. 

.25224, 25185. 

.26912, 26783. 



.24581, 
.24974, 
.25223, 
.26920, 



Seq. ID OJ990519_29. 9B05.C1 
Strand 

End 42818 

Method TBLASTX : Soybean 

End 27111 

Score 78 
24637. .24750, 24 645 .. 2474 6, 
24827. .24979, 25059 .. 25109, 
25781. .25876, 26778 .. 26921 , 
26802. .26921, 26974 . . 27 11 1 , 



27009. .27107 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

.Exons 



31137 
64479 
•38844 

OJ990519_29 . 9B05 . CI . o5 . tw 

24676 

none 



Seq. ID OJ990519_29.9B05.C1 
Strand 

End 42818 

Method TBLASTX : Wheat 

End 25225 

Score 124 



24676. .24717, ' .24822'. .24980; .24826... 24960, 24 828V .".24 977',. 
25015. .25107, 25055 .. 25108 , 25059 .. 25109, 25110 .. 25223, 
25127. .25225, 25130 .. 25222 , .25168 .. 25224 



Seq. No. 31137 

Gene No. 64479 

Start 38844 

Name OJ990519_2 9 . 9B05 . CI . o4 . tw 

Start 26770 

GI none 

Exons 26770. .26919, 2 6778 .. 2 6921 , 26780 
26859. .26921, 27009 .. 27119, 27010 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990519_29. 9B05.C1 
42818 

TBLASTX: Wheat 

27119 

215 



,26920, 26831. .26926, 
,27111 



Seq. No. 
Gene No. 
Start 



31137 
64479 
38844 



Seq. ID 

Strand 

End 



OJ990519 29.9B05.C1 



42818 



31133 




Name 


OJ990519 29 9B05 CI ol2 as 


Method 


GEN SCAN 






End 


40500 




none 


Score 


.55 




^8844 ?R9?4 ?Q0^^ ^QDQfl 


39364. .39495, 39844 .. 39980, 












311 "37 


Seq. ID 


OJ990519_29. 9B05.C1 


Gene No. 


64479 


Strand" 




Start 


38844 


End 


42818 


Name 


OJ990519 29.9B05.Cl.o7.np 


Method 


AAT/NAP 


o u d j. u 


40182 


End 


41459 


GI 


- 5734635 


Score 


827 


P, von <^ 


40182. .40733, 40763. .40928, 


41065. .41297, 41350. .41459 


CrT De srrin 


- (AP000391) hypothetical protein [Oryza 


ball Vd J 


Seq. No. 


31137 


Seq. ID 




Gene No. 


64479 


Strand 




Start 


38844 


End 


4 9 1 R 
ft Z 0 J. o 


Name 


OJ990519 29.9B05.Cl.ol3.gs 


Method 




Start 


41280 


End 


42818 


GI 


none 


Score 




l—i *\ 1 1 O 


41280. .41504, 42368.-42442, 


42753. .428 


J. o 


Seq. No. 


31138 


Seq. ID 


OJ990519_29. 9B05.C2 


Gene No. 


64480 


Strand 


+ 


Start 


1281 


End 


31 Of, 

OIUO 


Name 


OJ990519 29.9B05.C2.ol.gs 


Method 


P TT M Q. P TS. NT 


Start 


1281 


End 


jIUD 


GI 


none 


Score 


4 "3 


F 1 von (5 


1281. .1335, 3033. .3106 






Qprj NO 


31138 


Seq. ID 


HTQQnm Q OQ QnPlR P9 


Gene No. 


64481 


Strand 


+ ~~ 


Start 


5653 


End 


6140 


Name 


OJ990519 29. 9B05 . C2 . o3 . np 


Method 


A AT /NAP 


Start 


5653 


End 


£ 1 A fl 
D X ft U 


GI 


6069646 


Score 




Exons 


5653. . 6140 






\J -L ]_y ^ O v ' J_ _1_ Kw/ « 


(AP000616) similar to putative reverse 


transcriptase {AC00531 




[Oryza sativa] gi I 6907112 I dbj I BAA90639 


.11 (AP001129) Similar 




Arabidopsis thaliana chromosome II BAC 


F9013 genomic sequence 




.putative non-LTR retroelement reverse 


transcriptase.. .(AC00624 




[Oryza sativa] 




Qpn Mo 


31138 


Seq. ID 


OJ990519_29.9B05.C2 


Gene No. 


64482 


Strand 


+ 


Start 


11605 


End 


12084 


Name 


OJ990519 29. 9B05 . C2 . 06 . np 


Method 


AAT/NAP 


Start 


11605 


- End ' 


12084 


GI 


6539570 


Score 


175 


Exons 


11605. .117 99, 12018. .12084 






GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 


Seq. No. 


31138 


Seq. ID 


OJ990519_29.9B05.C2 


Gene No. 


64483 


Strand 


+ 


Start 


14286 


End 


16857 


Name 


OJ990519_29. 9B05 . C2 . 06 . gs 


Method 


GENSCAN 



to 



31134 



• 



Start 14286 End 16547 

GI none Score .95 

Exons 14286. .15353, 16412.. 16547 



Seq. No. 31138 Seq. ID OJ990519_29. 

Gene No. 64483 Strand + 

Start 14286' End 16857 

Name OJ990519_29 . 9B05 . C2 . o7 . np Method AAT/NAP 

Start 14286 End 16857 

GI " 6172381 Score 681 

Exons 14286. .15012, 15052 15390, 16353.. 16857 
GI Descrip. (AB026839) Pi-b protein [Oryza sativa] 



9B05.C2 



Seq. No. 31138 

Gene No. 644 84 

Start 1115 

Name OJ990519_2 9. 9B05.C2.ol. 

Start 1115 

GI 6907088 

Exons 1115.. 1501, 1996.. 2235, 

GI Descrip. (AP001129) hypothetical 

Seq. No. 31138 

Gene No. 64484 

Start 1115 

Name OJ990519_2 9 . 9B05 . C2 . o2 . 

Start 1712 

GI 6907088 

Exons 1712.. 1853, 1996.. 2235, 
GI Descrip. (AP001129) hypothetical 



Seq. ID OJ990519_29.9B05.C2 
Strand 

End 2548 

np Method AAT/NAP 

End 2548 

Score 1205 
2411. .2548 

protein [Oryza sativa] 

Seq. ID OJ990519_29.9B05.C2 
Strand 

End 2548 

np Method AAT/NAP 

End 2548 

Score 540 
2411. .2548 

protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31138 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



64485 Strand 
6276 End 
OJ990519_2 9.9B05.C2.o4.np Method 
6276 End 
6069646 Score 
6276.-6883, 10807. .10827 
(AP000616) similar to putative reverse 
[Oryza sativa] gi | 6907 1 12 | dbj | BAA90 639 
Arabidopsis thaliana chromosome II BAC 
putative' non-LTR retroel'ement" reverse. 
[Oryza sativa] 



Seq. ID OJ990519_29.9B05.C2 



11388 
AAT/NAP 
10827 
223 

transcriptase 
II (AP001129) 
F9013 genomic 
transcriptase'. 



(AC005315) 
Similar to 
sequence, 
(AC0.06248) 



31138 
64485 
6276 

OJ990519_2 9. 9B05 . C2 . o5 . np 
8837 .. 
5922620 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990519 29.9B05.C2 



10064. .10097, 



11388 
AAT/NAP 
11388 
544 

8837. .8967, -9245. .9332, 9369. .9542, 9661. .9823, 
10737. .10787, 11222 .. 11309, 11350. .11388 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi| 6016853 | dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



31135 



• 



Seq. No. 


31138 


Seq. ID 


OJ990519_29.9B05 


.C2 


Gene No . 


64485 


Q r rand 






Start 


6276 




1 1 ?fi ft 




Name 


OJ990519 29 9B05 C2 o4 as 




V7 Hi IN O ^ C\ LN 




Start 


11105 _ 


End 


11388 




GI 


none 


Score 


. 78 




Exons 


11105 11223 11238 11388 








Seq. No. 


31138 


Seq, ID 


OJ990519_29. 9B05 


,C2 


Gene No . 


64486 


Strand 






Start 


11605 


End 


11883 




Name 


OJ990519 29 9R05 C? r>1 tm 


Method 


TBLASTX : Maize 




Start 


5899 ~~ 


End 


6841 




GI 


none 


Score 


91 




Exons 


5899 5958 5935 6135 5957 


.6136, 6566.. 6841 




Seq. No. 


31138 


Seq. ID 


OJ990519_29. 9B05 


C2 


Gene No . 


64486 


Strand 






Start 


11605 


End 


11883 




Name 


OJ990519 29 9B05 C2 o5 as 


Method 


GENSCAN 




Start 


11605 — 


End 


11883 




GI 


none 


Score 


.78 




J— J \J HQ 


11605 11883 

J — L U v J • • 1 -L U (J J 








Seq. No. 


31139 


Seq. ID 


OJ990519 29.9B05. 


C3 


Gene No. 


64487 


Strand 


+ 




Start 


1 


End 


8962 




Name 


OJ990519 29.9B05.C3.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


8962 




GI 


6172381 


Score 


1289 




Exons 


1..26, 623. .1256, 5581. .7375, 


8852. .8962 




GI Descrio 


(AB026839) Pi-b protein [Oryza sativa] 






Seq. No. 


31139 


Seq. ID 


OJ990519 29.9B05. 


C3 


Gene No. 


64487 


Strand 


+ 




Start 


1 


End 


8962 




Name 


OJ990519 29.9B05.C3.ol.tc 


Method 


TBLASTX: Cress 




Start 


729 


End 


7278 




GI 


none 


Score 


72 




Exons 


729. .797, 993. .1145, 5575. .5679, 5737. 


.5892, 5953. .6108, 






6382. . 6495/ 7063. .7278 








Seq. .No. 


31139 


Seq. ID 


OJ990519_29.9B05. 


C3 


Gene No . 


64487 


Strand 


+ 




Start 


1 


End 


8962 




Name 


OJ990519 29. 9B05.C3.ol. tw 


Method 


TBLASTX: Wheat 




Start 


5586 


End 


5883 




GI 


none ^ 


Score 


211 




F.xons 

i-J \J 1 1 O 


5586. .5717, 5587. .5883 








Seq. No. 


31139 


Seq. ID 


OJ990519__29.'9B05. 


C3 


Gene No. 


64487 


Strand 


+ 




Start 


1 


End 


8962 




Name 


OJ990519 29.9B05.C3.ol.ts 


Method 


TBLASTX: Soybean 




Start 


5610 


End 


7248 




GI 


none 


Score 


254 





31136 



Exons 


5610 5891 


5614 , 


5895, 


5953 . 


.6138, 6166.. 6228, 6364.. 6492, 




6760 . . 6885, 


6949, 


. .7056, 


7063 . 


.724 8 




Seq. No. 


31139 








Seq. ID 


OJ990519_29. 9B05.C3 


Gene No. 


64487 








Strand 


+ 


Start 


1 








End 


8962 


Name 


OJ990519 29 


. 9B05 , 


, C3 . ol . 


tin 


Method 


TBLASTX: Maize 


Start 


6058 ~~ 








End 


6489 


GI 


none 








Score 


71 


Exons 


6058 6159, 


6187 . 


6333, 


6214 . , 


.6315, 6340. .6489 


Seq. No. 


31139 








Seq. ID 


OJ990519_29. 9B05.C3 


Gene No. 


64487 








Strand 


+ 


Start 


1 








End 


8962 


Name 


OJ990519 29 


. 9B05 . 


C3 . o2 . 


tw 


Method 


TBLASTX: Wheat 


Start 


6217 ~ 








End 


6501 


GI 


none 








Score 


96 


Exons 


6217 . . 6288, 


6218 . 


. 6292, 


6322 . , 


.6501 




Seq. No. 


■ 31139 








Seq. ID 


OJ990519_29. 9B05.C3 


Gene No. 


64487 








Strand 


+ 


Start 


1 








End 


8962 


Name 


OJ990519 29 


. 9B05 . 


C3 . o3 . 




^Method 


AAT/GAP 


Start 


7926 ~~ 








End 


8341 


GI 


none 








Score 


804 


Exons 


7926 8341 












Sea No 


31139 








Seq. ID 


OJ990519_29. 9B05.C3 


Gene No. 


64487 








Strand 


+ 


Start 


1 








End 


8962 


Name 


OJ990519 29 


, 9B05 . 


C3 . o2 . 


tm 


Method 


TBLASTX: Maize 


Start 


8257 ~~ 








End 


8652 


GI 


none 








Score 


82 


Exons 


8257 8349. 


8445 . 


. 8570, 


8445 . . 


,8531, 8553. .8651, 8586. .8651, 




8587. 8652, 


8587 . 


. 8652 








Sea. No 


31139 








Seq. ID 


OJ990519_29. 9B05.C3 


Gene No. 


64487 








Strand 


+ 


Start 


1 








End 


8962 


Name 


OJ990519 29. 


9B05 . 


C3 . o2 . 


ts 


Method 


TBLASTX: Soybean 


Start 


8451 ~~ 








End 


8892 


G.r •■• .; 


none 


■ _ 






Score. * . 


61 ' 


Exons 


8451 . . 8531, 


8574 . 


. 8660, 


8586. . 


8684, 8587. .8685, 8587. .8703, 




8824 . . 8892 












Seq. No. 


31140 








Seq. ID 


OJ990519_29. 9B05.C4 


Gene No. 


64488 








Strand 




Start 


415 








End 


1916 


Name 


OJ990519 29. 


9B05. 


C4 .ol. 


gp 


Method 


AAT/GAP 


Start 


415 








End 


1916 


GI 


31322 1.R1084 






Score 


778 


Exons 


415. .483, 635. .708, 838 


. .1032, 


1162. .1219, 1820. .1916 



GI Descrip. ? 14 917 12/emb | CAA68226 | 9.0e-18 (X99961) unknown [Homo sapiens] 1 

Seq. No. 31140 Seq. ID OJ990519_2 9 . 9B05 . C4 

Gene No. 64 4 88 Strand 

Start 415 End 1916 



31137 



# 



Name 


OJ990519 29 9B05 C4 nl tm 


Method 


TBLASTX: Maize 


Start 


829 ~~ 


End 


1051 


GI 


none 


Score 


89 


Exons 


829. 948, 830 967 834 971 


, 836. .970, 983. .1036, 1013. .1051 


Seq. No. 


31140 


Seq. ID 


OJ990519_29.9B05.C4 


Gene No. 


64488 


Strand 




Start 


415 


End 


1916 


Name 


OJ990519 29. 9B05 .C4 . ol . tc 


Method 


TBLASTX: Cress 


Start 


846 ~~ 


End 


1231 


GI 


none 


Score 


145 


Exons 


846 1034, 851 1033 1154 


1225, 1163.. 1231 


Seq. No. 


31140 


Seq. ID 


OJ990519_29. 9B05.C4 


Gene No. 


64488 


Strand 


- 


Start 


415 


End 


1916 


Name 


OJ990519 29. 9B05.C4 .ol.np 


Method 


AAT/NAP 


Start 


914 


End 


1914 


GI 


1491712 


Score 


1 ^4 

J. .J *i 


Exons 


914. .1032, 1162. .1233, 1816. 


.1914 




GI Descrip. 


(X99961) unknown [Homo sapiens] 




Seq. No. 


31140 


Seq. ID 


OJ990519_29. 9B05.C4 


Gene No. 


64488 


Strand 


- 


Start 


415 


End 


1916 


Name 


OJ990519 29. 9B05.C4 .ol.gs 


Method 


GENSCAN 


Start 


1319 


End 


1914 


GI 


none 


Score 


.76 


Exons 


1319. . 1390, 1820. .1914 






Seq. No. 


31141 


Seq. ID 


OJ990519_29.9B05.C5 


Gene No. 


64489 


Strand 


+ 


Start 


49 


End 


564 


Name 


OJ990519 29. 9B05.C5. ol.gs 


Method 


GENSCAN 


Start 


49 


End 


564 


GI 


none 


Score 


.82 


Exons 


49. .145, 265. .564 






Seq. No. 


31141 . 


Seq. ID 


OJ990519_29. 9B05.C5 ■ 


Gene No . 


64490 


Strand 


+ 


Start 


3469 


End 


5842 


Name _ . ; ... 


. QJ990519. 29.. 9B05.C5vol.np. . 


.. Method . 


AAT/NAP - - ; ~. _ ■ 


Start 


3469 


End 


5842 


GI 


1705463 


Score 


581 


Exons 


3469. .3678, 5024. .5203, 5379 


..5486, 5721. .5842 


GI Descrip. 


BIOTIN SYNTHASE (BIOTIN SYNTHETASE) gi | 212 954 7 | pir | | S7 1201 




biotin sythase - Arabidopsis 


thaliana 


gi|1045316 (U24147) biotin 



sythase [Arabidopsis thaliana] gi 11403662 (U31806) BI02 protein 
[Arabidopsis thaliana] gi 11769457 (L34413) biotin synthase 
[Arabidopsis thaliana] gi | 2288983 | gb | AAB64312 . 1 | (AC002335) 
biotin synthase (Bio B) [Arabidopsis thaliana] gi | 1589016 | pr 



Seq. No. 31141 Seq. ID 

Gene No. 64490 Strand 

Start 3469 End 

Name OJ990519_29 . 9B05 . C5 . o3 . gs Method 

Start 3469 End 



OJ990519_29. 9B05.C5 
+ 

5842 

GENSCAN 

4724 



31138 




GI 


none 








Score 


.48 


Exons 


3469 3678. 


3883 


394 1, 


4 1 1 fi 

*i X X \J 


. .4147, 4555. .4724 


Seq. No. 


31141 








Seq. ID 


OJ990519_29.9B05.C5 


Gene No. 


64491 








Strand 




Start 


276 








End 


487 


Name 


OJ990519 29 


9B05 


.C5.ol. 




Method 


AAT/GAP 


Start 


276 








End 


487 


GI 


31322 1.R1084 






Score 


385 


Exons 


276. .487 












GI Descrip. 


, 14 91712/emb|CAA68226| 


9 . Oe- 


18 (X99961) unknown [Homo sapiens] 


Seq. No. 


31141 








Seq. ID 


OJ990519_29.9B05.C5 


Gene No. 


64492 








Strand 




Start 


1704 








End 


2777 


Name 


OJ990519 29. 


9B05 


C5.o2. 




Method 


GENSCAN 


Start 


1704 








End 


2777 


GI 


none 








Score 


.75 


Exons 


1704. . 1759, 


1907 


.2045, 


2351 


. .2478, 2732. .2777 


Seq. No. 


31141 








Seq. ID 


OJ990519_29.9B05.C5 


Gene No. 


64493 








Strand 




Start 


3583 








End 


5490 


Name 


OJ990519 29. 


9B05. 


C5.ol. 


tc 


Method . 


TBLASTX: Cress 


Start 


3583 








End 


5486 


GI 


none 








Score 


152 


Exons 


3583. .3687, 


3597. 


.3677, 


5024 


..5197, 5024. .5185, 5056. .5202, 




5349. . 5474, 


5376. 


.5486, 


5378 


. .5485 




Seq. No. 


31141 








Seq. ID 


OJ990519_29. 9B05.C5 


Gene No. 


64493 








Strand 




Start 


3583 








End 


5490 


Name 


OJ990519 29. 


9B05. 


C5.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3583 








End 


5490 . 


GI 


none 








Score 


158 


Exons 


3583. .3687, 


3597. 


.3677, 


5024 


..5197, 5056. .5202, 5250.. 5486, 




5377. .5490, 


5377. 


.5478, 


5378 


..5485 




Sea No 


31141 








Seq. ID 


OJ990519_29.9B05.C5 


Gene No. 


64493 








Strand 




Start 


3583 








End 


5490 


Name 


QJ990519 29. 


9B05. 


C5...o.l. 


ts* 


Method .. 


TBLASTX Soybean . ■..„/:.. ■ . 


Start 


3583 








End 


5486 


GI 


none 








Score 


142 


Exons 


3583. .3687, 


3597. 


.3677, 


5022 


..5150, 5024. .5197, 5056. .5202, 




5250. .5486, 


5378. 


.5485 








Seq. No. 


31142 








Seq. ID 


OJ990519_29.9B05.C6 


Gene No. 


64494 








Strand 


+ 


Start 


1 








End 


968 


Name 


OJ990519 29. 


9B05. 


C6.ol. 


np 


Method 


AAT/NAP 


Start 


1 








End 


962 


GI 


1705463 








Score 


546 


Exons 


1..29, 354.. 


510, 


660. . 962 







GI Descrip. BIOTIN SYNTHASE (BIOTIN SYNTHETASE) gi I 2129547 | pir | | S71201 

biotin sythase - Arabidopsis thaliana gi 11045316 (U24147) biotin 
sythase [Arabidopsis thaliana] gi 11403662 (U31806) BI02 protein 



31139 



[Arabidopsis thaliana] gi 11769457 (L34413) biotin synthase 
[Arabidopsis thaliana] gi | 2288983 | gb | AAB64312 . 1 | (AC002335) 
biotin synthase (Bio B) [Arabidopsis thaliana] gi 1 158-9016 1 pr 



Seq. No. 31142 
Gene No. 64494 
Start 1 

Name OJ990519_29 . 9B05 . C6 . ol . gp 

Start 336 

GI LIB34 32-015-P1-K1-A8 

Exons 336.. 510, 660.. 775 

GI Descrip. * 17054 63/sp | P54 967 | BIOB_ARATH 
SYNTHETASE ) >gi_2 12 954 7_pir_ 
thaliana >gi_1045316 (U24147) 
thaliana] >gi_1403662 (U31806 
thaliana] >gi_1769457 (L34413 
thaliana] >gi_2288983 (AC0023 
[Arabidopsis thalian' 



Seq. ID OJ990519_29. 9B05.C6 

Strand + 

End 968 

Method AAT/GAP 

End 775 

Score 4 65 

1.0e-51 BIOTIN SYNTHASE (BIOTIN 
S71201 biotin sythase - Arabidopsis 

biotin sythase [Arabidopsis 
) BI02 protein [Arabidopsis 
) biotin synthase [Arabidopsis 
35) biotin synthase (Bio B) 



oeq. in o . 


"31 1 /IO 
J X 1 f* £ 


oeq . iJJ 


ujyyuoiy ^y.youo 


. LD 


bene ino . 


G.A A QA 
D4 4 y 4 


Strand 


T 




bnarr. 


1 




yoo 




Name 


ujyi?u jiy zy . ytjuo .ld.oi.us 


Method 


i oijAo i a . ooyoean 




o car l 


O04! 




y do 






none 


Score 


iuy 




U 1 y"v r\ 

Lxons 






, do / . . ybo, bo/.. 


QQQ 

o y y 




659.. 967 








Seq. No. 


31142 


Seq. ID 


OJ990519_29. 9B05 


-C6 


Gene No. 


64494 


Strand 


+ 




Start 


1 


End 


968 




Name 


OJ990519 29.9B05.C6.ol.tm 


Method 


TBLASTX: Maize 




Start 


436 


End 


815 




GI 


none 


Score 


84 




Exons 


436. .510, 438. .491, 448. .510, 


657. .815 


, 658. .810, 659.. 


814 


Seq. No. 


31142 


Seq. ID 


OJ990519_29. 9B05 


.C6 


Gene No. 


64494 


Strand 


+ 




Start 


1 


End 


968 




Name 


OJ990519 29. 9B05 . C6 . ol . tc 


Method 


TBLASTX: Cress 




Start 


654 


End 


952 




GI. •„ . 


none' ** .. _ . . . : 


Score 


38-4 . " 




Exons 


654.. 911, 659.. 95*2 








Seq. No. 


31143 


Seq. ID 


OJ990519_29. 9B05 


.C7 


Gene No. 


64495 


Strand 


+ 




Start 


1359 


End 


2784 




Name 


OJ990519 29.9B05.C7.ol.np 


Method 


AAT/NAP 




Start 


1359 


End 


2784 




GI 


5852084 


Score 


83 




Exons 


1359. .1386, 2701. .2784 








GI Descrip. 


(AL117264) zwh0007.1 [Oryza sativa] 







Seq. No. 31144 Seq. ID OJ990519_29 . 9B05 . C8 

Gene No. 64 4 96 strand + 

Start 1 End 1741 

Name OJ990519_29 . 9B05 . C8 . ol . gp Method AAT/GAP 



31140 



Start 
GI 

Exons 

GI Descrip. 



End 
Score 



314 

273 



2312418 
1..121, 259. .314 

3335347 9.0e-24 (AC004512) Contains similarity to ARI, RING 
finger protein gb_X98309 from Drosophila melanogaster . ESTs 
gbJT44383 / gb_W43120, gb_N65868, gb_H36013, gb_AA042241, 
gb__T76869 and gb_AA042359 come from this gene. [Arabidopsis 
thaliana] 



OJ990519_29. 9B05.C8 
+ 

1741 
AAT/GAP 
351 
305 



Seq. No. 31144 Seq. ID 

Gene No. 64496 Strand 

Start 1 End 

Name OJ990519_29 . 9B05 . C8 . o2 . gp Method 

Start 1 End 

GI 2312418 Score 

Exons 1..121, 259.. 351 

GI Descrip. 3335347 9.0e-24 (AC004512) Contains similarity to ARI, RING 
finger protein gb_X98309 from Drosophila melanogaster. ESTs 
gb_T44383 / gb_W43120, gb_N65868, gb_H36013 / gb__AA0 4 2 2 4 1 , 
gb_T76869 and gb_AA042359 come from this gene. [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



31144 
64496 
l' 

OJ990519_29. 9B05 . C8 . ol . np 



Seq. ID 
Strand 
End 

Method 

1 End 
3335347 Score 
1..133, 244. .350, 580. .751, 901. .1002, 1107. .1215, 1721. .1741 
(AC004512) Contains similarity to ARI, RING finger protein 
gb 1X98309 from Drosophila melanogaster. ESTs gb|T44383, 
gb|W43120, gb|N65868, gb|H36013, gb|AA042241, gb|T76869 and 
gb|AA042359 come from this gene. [Arabidopsis thaliana] 



OJ990519_29.9B05.C8 
+ 

1741 
AAT/NAP 
1741 
452 



31144 
64496 
1 

OJ990519_2 9. 9B05.C8 .ol.gs 

2 

none 

2. .168, 580. .751, 1107. .1223 

31144 * ! 

64496 

1 

OJ990519_2 9. 9B05 . C8 . ol . ts 
20 

none 



Seq. ID OJ990519_29.9B05.C8 

Strand + 

End 1741 

Method GENSCAN 

End 1223 

Score .75 



Seq. ID OJ990519__29.9B05.C8 

Strand + 

End 1741 

Method TBLASTX: Soybean 

End 1127 

Score 62 



20. .70, 256. .351, 577. .675, 581. .751, 601. .759, 898. .945, 
900. .938, 954. .1001, 955. .1002, 1098. .1127 



31144 
64496 
1 

OJ990519_ 

275 

none 



2y.9B05.C8.ol.tm 



Seq. ID OJ990519_29.9B05.C8' 

Strand + 

End 1741 

Method TBLASTX : Mai ze 

End 1214 

Score 97 



31141 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



275. .352, 277. .351, 581. .751, 581. .757, 585. .752, 601. .759, 
890. .1000, 896. .1000, 898. .1002, 900. .1001, 1082. .1195, 
1086. .1196, 1087. .1197, 1098. .1214 



31144 
64496 
1 

OJ990519_29. 9B05 . C8 . o3 . gp 
683 

44656 1.R1084 



OJ990519_29.9B05.C8 
+ 

1741 
AAT/GAP 
1196 
445 



Seq. ID 
Strand 
End 

Method 
End 

_ Score 
683. .751, 901. .1002, 1107. .1196 

1 3335347 1.0e-149 (AC004512) Contains similarity to ARI, RING 
finger protein gb_X98309 from Drosophila melanogaster . ESTs 
gb_T44383, gb_W43120, gb_N65868, gb_H36013, gb_AA042241, 
gb_T76869 and gb_AA042359 come from this gene. [Arabidopsis 
thaliana] 1 



31145 
64497 
1 

OJ990519_29 . 9B05 . C9 . ol . gp 
1 

44656 1.R1084 



OJ990519_29. 9B05.C9 
+ 

1745 
AAT/GAP 
1745 
930 



Seq. ID 
Strand 
End 

Method 
End 

_ Score 
1..151, 361. .450, 1064. .1111, 1240. .1311, 1409. .1502, 1593. . 1745 
'3335347 1.0e-149 (AC004512) Contains similarity to ARI, RING 
finger protein gb_X98309 from Drosophila melanogaster. ESTs 
gb_T44383, gb_W43120, gb_N65868, gb_H36013, gb_AA042241, 
gb_T7 68 69 and gb_AA042359 come from this gene. [Arabidopsis 
thaliana] 1 



31145 
64497 
1 

OJ990519_29.9B05.C9.ol.np 
1 

6850317 



Seq. ID OJ990519_29. 9B05.C9 
Strand + 
End 1745 
Method AAT/NAP 
End 1745 
Score 44 6 

1..151; 361. .450, 1064. .1111, 1240. .1311, 1409. .1502, 1593. .1745 
(AC009999) Contains similarity to Ariadne-2 protein from 
Drosophila melanogaster gb|AJ010169 and contains an IBR PF 101485 
and a zf-C3HC4 (RING finger) PF | 00097 domain. ESTs gb|AA585849, 
gb|T42014 come from this gen... 



31145. • Seq. ID 
64497 Strand 
1 End 
OJ990519_29 . 9B05 . C9 . ol . tm Method 
39 End 
none Score 



OJ990519_29. 9B05.C9 
+ 

1745 

TBLASTX: Maize 

1728 

108 - 



39. .149, 47. .151, 61. .150, 361. .450, 361. .447, 1063. .11Q7, 
1064. .1117, 1238. .1309, 1242. .1310, 1242. .1310, 1243. .1314, 
1387. .1503, 1406. .1504, 1406. .1525, 1585. .1656, 1592. .1657, 
1687. .1728, 1688. .1726 



31145 Seq. ID 

64497 Strand 

1 End 

OJ990519_29. 9B05 . C9 . ol . gs Method 



OJ990519_29.9B05.C9 
+ 

1745 
GENS CAN 



31142 



Start 
GI 

Exons 



61 End 1717 

none Score .83 

61. .151, 361. .450, 1064. .1111, 1240. .1311, 1409. .1502, 

1593. .1717 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31145 
64497 
1 

OJ990519_2 9. 9B05...C9 . ol . tc 

1364 

none 



Seq. ID OJ990519_29. 9B05.C9 

Strand + 

End 1745 

Method TBLASTX : Cress 

End 1654 

Score 159 



1364. .1504, 1366. .1503, 1407. .1520, 1585. .1653, 1592. .1654 



31146 
64498 
1 

OJ990519_27 . 9B12 . CI . ol . np 
1 

6579197 
1..156, 232. .326, 528. .682 

(AC011438) T23G18.11 [Arabidopsis thaliana] 



Seq. ID OJ990519_27.9B12.C1 

Strand + 

End 682 

Method AAT/NAP 

End 682 

Score 375 



3114 6 
64498 
1 

OJ990519_27. 9B12.Cl.ol.gs 

52 

none 

52. .156, 232. .326, 492. .633 

31146 
64498 
1 

OJ990519_27.9B12.Cl.ol.tm 
96 

none 



Seq. ID OJ990519_27.9B12.C1 

Strand + 

End 682 

Method GENS CAN 

End 633 

Score .85 



Seq. ID OJ990519_27.9B12.C1 

Strand + 

End 682 

Method TBLASTX : Maize 

End 658 

Score 41 



96. .149, 118. .153, 231. .326, 232. .324, 254. .349, 524. .628, 
526. .630, 528. .644, 530. .658 



Seq. No. 


31147 








Seq. ID 


OJ990519_ 


Gene No. 


64499 








Strand 


+ 


Start-. 


* 396 








' 'End " . .. 


..4 52-. . 


Name 


OJ990519 27 


.9B12. 


C2.el 


.gs 


Method 


GENSCAN 


Start 


396 








End 


452 


GI 


none 








Score 


.48 


Exons 


396. .452 












Seq. No. 


31148 








Seq. ID 


OJ990519_ 


Gene No. 


64500 








Strand 




Start 


6771 








End 


7775 


Name 


OJ990519 27 


9B12. 


C3.o2 


gs 


Method 


GENSCAN 


Start 


6771 








End 


7775 


GI 


none 








Score 


.86 


Exons 


6771. .6883, 


7739. 


.7775 








Seq. No. 


31149 








Seq. ID 


OJ990519_ 


Gene No . 


64501 








Strand 





31143 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1529 End 3012 

OJ990519_27 . 9B12 . C4 . ol . np Method AAT/NAP 

963 End 2536 

6498436 Score 316 

963. .1122, 1355. .1588, 1832. .1956, 2056. .2536 
(AP000815) hypothetical protein [Oryza sativa] 



31149 Seq. ID 

64501 Strand 

1529 End 

OJ990519_27 . 9B12 . C4 . ol . gs Method 

1529 End 

none Score 

1529.. 1612, 2953.. 3012 



OJ990519_27.9B12.C4 

3012 
GENSCAN 
3012 
.69 



Seq. No. 31150 Seq. ID 

Gene No. 64502 Strand 

Start 34 End 

Name OJ990519_27 . 9B12 .C5.ol.gs Method 

Start 34 End 

GI none Score 

Exons 34 . .207 



OJ990519_27.9B12.C5 
+ 

207 

GENSCAN 
207 
. 99 



Seq. • No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 1 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31151 Seq. ID 

64503 Strand 
1 End 
OJ990519_27 . 9B12 . C7 . ol . np Method 
1 End 
6579197 Score 
1..23, 1362. .1436, 1548. .1633 
(AC011438) T23G18.11 [Arabidopsis thaliana] 



OJ990519_27 . 9B12.C7 
+ 

1633 
AAT/NAP 
1633 
177 



31152 
64504 
1 

OJ990519_27. 9B12 . C8 . ol . np 
1 

6579197 



Seq. ID OJ990519_27. 9B12.C8 

Strand + 

End 1183 

Method AAT/NAP 

End 1183 

Score 632 



1..237, 466. .520, 606. .748, 845.-965, 1005. .1183 
(AC011438) T23G18.11 [Arabidopsis thaliana] 



31152 . . Seq. .ID 

64504 ■ ■ Strand 

1 End 

OJ990519_27. 9B12.C8.ol. ts Method 

27 End 

none Score 

27. .200, 28. .201, 39. .203 



OJ990519_27.9B12.C8- 
+ 

1183 

TBLASTX : Soybean 

203 

220 



Seq. No. 31152 Seq. ID 

Gene No. 64504 Strand 

Start 1 End 

Name OJ990519_27 . 9B12 . C8 . ol . gs Method 

Start .97' ^ End 

GI none Score 

Exons 97.. 237, 845.. 1025 



OJ990519_27. 9B12.C8 
+ 

1183 
GENSCAN 
1025 
.74 



31144 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31153 
64505 
1 

OJ990519_27. 9B12 . CIO . ol . np 
1 

6579197 
. 1..21, 417. .604, 681. .742 
(AC011438) T23G18.11 [Arabidopsis thaliana] 



Seq. ID OJ990519_27. 9B12.C10 

Strand + 

End 742 

Method AAT/NAP 

End 742 

Score 75 



31153 
64505 
1 

OJ990519_27. 9B12 . CIO . ol . tm 
2 

none 



Seq. ID OJ990519_27.9B12.C10 

Strand + 

End 742 

Method TBLASTX: Maize 

End 591 

Score 38 



2. .19, 406. .591, 414. .590, 415. .591 



Seq. No. 31153 

Gene No. 64505 

Start 1 

Name OJ990519_27 . 9B12 . C10 . ol . gs 

Start 468 

GI none 

Exons 468.. 588, 677.. 704 



Seq. ID OJ990519_27. 9B12.C10 

Strand + 

End 742 

Method GENSCAN 

End 704 

Score .55 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31154 
64506 
5850 

OJ990519_27.9B12.C12.o2.gs 

5850 

none 



Seq. ID OJ990519_27.9B12.C12 

Strand + 

End- 11716 

Method GENSCAN 

End 11716 

Score .49 



5850. .6077, 6292. .6390, 7864. .8031, 8137. .8313, 8456. .8725, 
9818. .9858, 10308 104 88 , 11033 .. 11079, 11157 .. 11269, 
11441. . 11519, 11554. .11716 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



31154 
64507 
15273 

OJ990519_27.9B12.C12.o2.np 

15273 

5042463 



Seq. ID OJ990519_27.9B12.C12 

Strand + 

End 18287 

Method AAT/NAP 

End 18287 

Score 152 



15273. .15526, : - .16184.". 16308,. 1 6361 164 4 9, 18032.. 18287 
(AC007789) unknown protein [Oryza sativa] 



31154 
64508 
1 

OJ990519_27 . 9B12 . C12 . ol . np 
1 

6579197 



Seq. ID OJ990519_27.9B12.C12 
Strand 

End 4026 

Method - AAT/NAP 

End 3988 

Score 471 



1..17, 272. .432, 2760. .2855, 2958. .3017, 3087. .3152, 3830. .398$ 
(AC011438) T23G18.11 [Arabidopsis thaliana] 



31154 
6450H 
1 

OJ990519_27. 9B12 . C12 . ol . gs 



Seq. ID OJ990519_27.9B12.C12 
Strand 

End 4 02 6 

Method GENSCAN 



31145 



Start 


272 




End 


4026 




GI 


none 




Score 


.82 




Exons 


272. .432, 2760. .2855, 


2958 . . 


3017, 3087 


..3152, 3830. .3937, 




3967 . .4026 










Seq. No. 


31154 




Seq. ID 


OJ990519_27.9B12 


.C12 


Gene .No. 


64509 




Strand 






Start 


16434 




End 


18113 




Name 


OJ990519 27.9B12.C12. 


o4 . gs 


Method 


GENSCAN 




Start 


16434 ~~ 




End 


17879 " .. 




GI 


none 




Score 


.8 




Exons 


16434 . . 16529, 17406. . 


17710, 


17810. .17879 




Seq. No. 


31154 




Seq. ID 


OJ990519_27.9B12 


.C12 


Gene No . 


64509 




Strand 


- 




Start 


16434 




End 


18113 




Name 


OJ990519 27.9B12.C12. 


ol . gp 


Method 


AAT/GAP 




Start 


17190 




End 


17624 




GI 


3762649 




Score 


818 




Exons 


17190 . . 17624 










GI Descrip. 


4 4 06382 /gb | AAD19962 | 


2 . Oe-09 


(AF110779) 


LGC1 [Lilium 






longi f lorum] 










Seq. No. 


31154 




Seq. ID 


OJ990519_27.9B12 


. C12 


Gene No . 


64509 




Strand 






Start 


16434 




End 


18113 




Name 


OJ990519 27.9B12.C12. 


o3 . np 


Method 


AAT/NAP 




Start 


17382 




End 


18113 




GI 


4406382 




Score 


159 




Exons 


17382. . 17704, 18056. . 


18113 








GI Descrip. 


(AF110779) LGC1 [Lilium longiflorum] 






Seq. No. 


31154 




Seq. ID 


OJ990519_27.9B12 


. C12 


Gene No. 


64509 




Strand 






Start 


16434 




End 


18113 




Name 


OJ99051? 27.9B12.C12. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


17490 




End 


17672 




GI 


none 




Score 


84 




Exons 


17490. .17513, 17510. . 


17587, 


17511. .17594, 17514. .17 672, 






17518. .17670 










Sea No 


31155 




Seq. ID 


OJ990519-2-7.9B12 


.C13 


Gene No. 


64510 




Strand ' 






Start 


634 




End 


2208 




Name 


OJ990519 27.9B12.C13. 


ol.gp 


Method 


AAT/GAP 




Start 


502 


End 


606 




GI 


LIB3477-003-P1-K1-E9 




Score 


81 




Exons 


502. .606 











GI Descrip. * 24 98586/sp I Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 
Gene No. 

r> * — j- 
o i_ a. J_ L. 

Name 
Start 



31155 
64510 
634 

OJ990519_27. 9B12 . C13 . ol . gs 
634 



Seq. ID OJ990519_27.9B12.C13 
Strand 

End 2208 

Method GENSCAN 

End 2208 



31146 



GI 

Exons 



none Score .88 

634. .819, 899. .997, 1095. .1167, 1251. .1361, 1542. .1628, 

1733. .2208 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31156 
64511 
2129 

OJ990519_27.9B12.C14 .o2.gs 

2129 

none 

2129. .2184, 2189. .2513 



Seq. ID OJ990519_27.9B12.C14 

Strand + 

End 2513 . 

Method " GENSCAN 

End 2513 

Score 1 



31156 
64512 
1 

OJ990519_27.9B12.C14.ol.np 
1 

4680204 
1..436, 3355. .4416 

(AF114171) hypothetical protein [Sorghum bicolor] 



Seq. ID OJ990519_27.9B12.C14 
Strand 

End 4416 

Method AAT/NAP 

End 4416 

Score 692 



31156 
64512 
1 

OJ990519_27. 9B12.C14 .ol.gp 
444 

61605_3.R1084 
4 4 4.. 697 

1 1402920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



Seq. ID OJ990519_27.9B12.C14 
Strand 

End 4416 

Method AAT/GAP 

End 697 

Score 444 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq'. No . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



31156 
64512 
1 

OJ990519_27 . 9B12 . C14 . o2 . gp 
1228 
2428185 
1228. .1655 ' 

5852170/emb|AL117265.1|OST17804 1.0e-177 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone: tl7804 



Seq. ID OJ990519_27.9B12.C14 
Strand 

End . 4416 

Method AAT/GAP 

End 1655 

Score 813 



31156 . .-. - ; ' 

64512 
1 

OJ990519_27.9B12.C14 .o3.gp 
1673 

101153_1.R1084 
1673. .1901, 2220. .2407 

t 5852170/emb|AL117265.1|OST17804 1.0e-115 Oryza sativa 
indica (GLA4) genomic DNA, chromosome 4, BAC clone : t 17804 ' 



Seq. ID OJ990519_27.9BI2.C14; 

Strand - 

End 4 416 

Method AAT/GAP 

End 2407 

Score 584 



31156 
64512 
1 

OJ990bI9_27 . 9B12 .C14 . o4 . gp 

2493 

2312818 



Seq. ID OJ990519_27.9B12.C14 
Strand 

End 4416 

Method AAT/GAP 

End 2819 

Score 368 



31147 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2493.. 2819 

5852170/emb|AL117265. 1 IOST17804 2 . Oe-27 Oryza sativa 
indica (GLA4) genomic DNA, chromosome 4, BAC clone :t 17804 



31156 
64512 
1 

OJ990519_27. 9B12 . C14 . ol . tw 

3370 

none 

3370. .3540, 3371. .3487, 3530. 
3633.-3773, 3657. .3773 



OJ990519_27.9B12.C14 
4416 

TBLASTX: Wheat 

3773 

78 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3673, 3535. .3771, 3577.. 3771, 



31157 Seq. ID 

64513 Strand 
66 End 
OJ990519_27 . 9B12 . C15 . o2 . gp Method 
66 End 
342_1.R1084 Score 
66. .643, 742. .1491, 1512. .2201 

'4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



OJ990519_27.9B12.C15 
+ 

2201 
AAT/GAP 
2201 
3199 



31157 
64513 
66 

OJ990519_27. 9B12 . C15 . ol . gp 
764 

LIB3431-028-P1-N1-A10 
764. .834, 862. .1208 

*4680203/gb|AAD27566.1|AF114171_7 3.0e-33 (AF114171) TNP2-like 
protein [Sorghum bicolor] 1 



Seq. ID OJ990519_27.9B12.C15 

Strand + 

End 2201 

Method AAT/GAP 

End 1208 

Score 742 



31157 
64514 
827 

OJ990519_27.9B12.C15.ol.gs 

827 

none 



Seq. ID OJ990519_27.9B12.C15 
Strand 

End 2201 

Method GENSCAN 

End 2087 

Score .64 



827. .1505, 1581. .1628, 1822. .2087 



Seq. No. . 31157. . . \v\ \ . .' Seq. ID 

Gene No.' 64514 Strand 

Start 827 End 

Name OJ99051 9_27 . 9B12 . C15 . ol . tw Method 

Start 902 End 

GI none Score 

Exons 902. .994, 903. .968, 919. .990, 983. .1063, 999. .1064, 1076. .1186, 

1077. .1157, 1085. .1186, 1196. .1255, 1224. .1259, 1262. .1303, 
1262. .1306, 1267. .1329, 1301. .1489, 1317. .1460, 1512. .1712, 
1513. .1722, 1528. .1737, 1731. .2171, 1732. .2169, 2173. .2199, 
2173. .2199 



OJ99051.9_27 . 9B12~C15 
2201 

TBLASTX: Wheat 

2199 

52 



Seq. No. 31157 

Gene No. 64514 

Start 827 

Name OJ990519_27 . 9B12 . C15 . ol . np 



Seq. ID OJ990519_27.9B12.C15 
Strand 

End 2201 

Method AAT/NAP 



31148 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1386 End 
6742729 Score 
1386. .2201 

(AF121139) RIM2 protein [Oryza sativa] 



2201 
1165 



31157 
64514 
827 

OJ990519_27. 9B12.C15.ol. tc 

1525 
none 



Seq. ID OJ990519_27.9B12.C15 
Strand 

End 2201 

Method TBLASTX : Cress 

End 1950 

Score 85 



1525. .1722, 1528. .1653, 1538. .1723, 1731. .1946, 1731. .1946, 
1732. .1950, 1807. .1950 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. " 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31157 
64514 
827 

OJ990519_27 . 9B12 . C15 . ol . tm 

1881 

none 



Seq. ID OJ990519_27.9B12.C15 
Strand 

End 2201 

Method TBLASTX : Mai ze 

End 2196 

Score 128 



1881. .2171, 1900. .2166, 2173. .2196 



31158 
64515 
1 

OJ990519_27. 9B12 . C16 . ol . gp 
1 

342_1.R1084 
1. .1425 

' 4574 4 06/gb | AAD24 042 . 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. ID OJ990519_27.9B12.C16 
Strand 

End 1428 

Method AAT/GAP 

End 1425 

Score 224 6 



31158 
64515 
1 

OJ990519_27. 9B12 . C16 . ol . np 
1 

4680203 
1..1428 

(AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. ID OJ990519_27.9B12.C16 
Strand 

End 1428 

Method AAT/NAP ■ 

End 1428 

Score 1658 



.31:158 : . . • • ... . ; ; 
64515 
1 

OJ990519_27 . 9B12 . C16 . ol . tw 
52 

none 



Seq. ID OJ990519_27\.9B12.C16 
Strand 

End 1428 
Method TBLASTX : Wheat 
End 50 9 

Score 85 

52. .162, 52. .159, 87. .170, 162. .269, 163.*. 246, 247. .339, 
249. .347, 250. .342, 333. .455, 351. .455, 355. .456, 453. .509, 
457. .501 



Seq. No. 31158 

Gene No. 64515 

Start 1 

Name OJ990519_27 . 9B12 . CI 6 . ol . tm 

Start 250 

GI none 



Seq. ID OJ990519_27.9B12.C16 
Strand 

End 1428 

Method TBLASTX : Mai ze 

End 638 

Score 138 



31149 



Exons 


250. .510, 252. .533, 549 


■ t U JO 






Seq. No. 


31158 








Seq. ID 


OJ990519_27.9B12.C16 


Gene No. 


64515 








Strand 




Start 


1 








End 


14 98 

J. T £. O 


Name 


OJ990519 27 


. 9B12 


.C16.ol 


fp 


lie LI1UU. 




Start 


297 








RnH 


64 S 


GI 


none 








Score 


80 


Exons *' 

±~t *c\ \*/ n j 


297. .638, 316. .450, 493 


645 






Seq. No. 


31158 








Seq. ID 


OJ990519_27.9B12.C16 


Gene No. 


64515 








Strand 




Start 


1 








RnH 


14 98 


Name 


OJ990519 27 


. 9B12 


.C16.ol 


t- s 




i n±ji\o l a . ooyoean 


Start 


378 








RnH 


8 07 
ou / 


GI 


none 








Score 


119 


R v o n s 


378. .674, 391. .642, 724 


807 


7^9 806 




kJ ^3 VJ ■ L^t W • 


31158 








q PfT t n 

O ts 4 . 1U 


OJ990519_27.9B12.C16 


Gene No. 


64515 








Strand 




Start 


1 








End 


1428 


Name 


OJ990519 27 


. 9B12 


•C16.o2 


tw 


Mp t* hoH 


TRT.A9TY * Whpat 


Start 


723 








RnH 


1 1 0"5 


GI 


none 








Score 


118 
no 


l_i *\ \J no 


723. .917, 728. .916, 738 


. . _7 O \J f 




Q1 4 QQQ Q71 1 1 




JO -J * . 11U4/ 


" " D • • 


i nQ£ 

X U .7 D 






Seq. No. 


31159 








Seq. ID 


OJ990519_27 . 9B12.C18 


Gene No. 


64516 








Strand 


+ 


Start 


1058 








End 


2973 


Name 


OJ990519 27 


. 9B12 


.C18.ol 


* qs 


Method 


GENSCAN 


Start 


1058 








End 


2964 


GI 


none 








Score 


.78 


Rxons 


1058. .1236, 


1314 


. . 1380, 


1 4 Q8 

J. *i Z/ O . 


.1611, 1687. .1780, 1872. .1938, 




2018. .2077, 


2180 


. .2789, 


9878 


.2964. 




Sea No 


31159 








Seq. ID 


OJ990519_27 . 9B12 .C18 


Cpnp Ma 


64516 








Strand 


+ 


Start 


1058 








End 


2973 


Name 


OJ990519 27 


. 9B12 


.C18.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1160 








End 


1933 


GI 


' : none " . - 






- 


Score * 


106 - . 


R von <=! 


1160. .1264, 


1162 


. . 1236, 


1 "3 1 o 
1 jIl . 


.1380, 1363.. 1392, 1495. .1605, 




1497. .1625, 


1502 


. .1-606, 


1689. 


.1781, 1690. .1782, 1691. .1798, 




1870. .1932, 


1873 


. .1932, 


18 7 4 

± O f H * 


.1933 




Seq. No. 


31159 








Seq. ID 


OJ990519_27.9B12.C18 


Gene No. 


64516 








Strand 


+ 


Start 


1058 








End 


2973 


Name 


OJ990519 27 


9B12 


C18.ol. 




Method 


AAT/GAP 


Start 


1722 






End 


2328 


GI 


none 








Score 


606 


Exons 


1722. .1780, 


1872 


.1938, 


2018. 


.2077, 2180.. 2328 


Seq. No. 


31159 








Seq. ID 


OJ990519__27.9B12.C18 


Gene No. 


64516 








Strand 


+ 


Start 


1058 








End 


2973 



31150 



Name 


OJ990519 27. 


9B12 


.C18.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


2337 








End 


2973 




GI 


none 








Score 


240 




Exons 


2337 . . 2546, 


2337 


.2471, 


2339. 


.2548, 2477. .2548, 


?S47 9f>i^ 




2549. .2773, 


2584 


.2772, 


2759. 


.2791, 2761. .2796, 


2871. .2939, 




2877 . .2927, 


2950 


.2973 








Seq. No. 


31159 








Seq. ID- 


OJ990519 


_27.9B12.C18 


Gene No. 


64516 








Strand 


+ 




Start 


1058 








End 


2973 




Name 


OJ990519 27. 


9B12 


C18 . ol . 


ts 


Method 


TBLASTX: 


y ~ d 1 1 


Start 


2561 ~~ 








End 


2788 


GI 


none 








Score 


120 




Exons 


2561 . .2680, 


2593. 


.2688, 


2699. 


.2788, 2732.. 2788 




Seq. No. 


31159 








Seq. ID 


OJ990519 


_27 . 9B12.C18 


Gene No. 


64516 








Strand 


+ 




Start 


1058 








End 


2973 




Name 


OJ990519 27. 


9B12 . 


C18 . o2 . 


an 


Method 


AAT/GAP 




Start 


2633 ~ 








End 


2973 




GI 


none 








Score 


403 




Exons 


2633. .2789, 


2878 . 


.2973 










Seq. No. 


31160 








Seq. ID 


OJ990519 


91 QR1 9 PI Q 


Gene No. 


'64517 - 








Strand 


+ 




Start 


1 








End 


1731 




Name 


OJ990519 27. 


9B12. 


C19.ol. 


gp 


Method 


AAT/GAP 




Start 


1 








End 


1438 




GI 


61577 1.R108 


4 






Score 


1262 




Exons 


1 . . 274", 835 . 


.916, 


1052. . 


1438 








GI Descrip. 


f 4126471/dbj 


|BAA36584| 6 


.Oe-18 (AB014722) rSALT 


■J- \ U U U / |_ L\G L. v_ Li. O 




norvegicus] 1 














Seq. No. 


31160 








Seq. ID 


OJ990519 


_27.9B12.C19 


Gene No. 


64517 








Strand 


+ 




Start 


1 








End 


1731 




Name 


OJ990519 27. 


9B12. 


C19.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


296 




GI 


4126471 








Score 


194 





Exons 

GI Descrip. 

Seq. No. 

Gene No. - . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1. .296 

(AB014722) rSALT-1 (806) [Rattus norvegicus] 



31160 
64517 
1 

OJ990519_27. 9B12 . C19 . ol . gs 
54 

none 



Seq. ID OJ990519_27.9B12.C19 

Strand +■■ 

End 1731 

Method GENSCAN 

End 1731 

Score . 57 



54. .274, 835. .916, 1024. .1267, 1622. .1731 



31160 
64518 
2630 

OJ990519_27. 9B12 . C19 . o2 . tm 
35 

none 



Seq. ID OJ990519_27.9B12.C19 
Strand 

End 7306 

Method TBLASTX : Maize 

End 282 

Score 114 



35. .166, 53. .166, 54. .176, 167. .262, 183. .260, 184. .270, 



31151 



235. .282 



Seq. No. 


31160 




Seq. ID 


OJ990519 


Qpnp Mo 


64518 




Strand 




u Lai t 


?630 




End 


7306 


Name 




■ gs 


Method 


GENSCAN 


Start 


2630 "~ 


End 


7306 


O X 






Score' 


.8 




2630 2969 3374 3S77 


3677 


.3810, 5109. .5273, 




64 23. . 65 08, 6638.. 6830, 


7229. 


.7306 




Seq. No. 


31160 




Seq. ID 


OJ990519 


Gene No. 


64518 




Strand 




Start 


2630 




End 


7306 


Name 


OJ990519 27.9B12.C19.o2 


gp 


Method 


AAT/GAP 


Start 


3536 




End 


5507 


GI 


uC-osflcypll0f03bl 




Score 


943 


Exons 


3536. .3756, 5109. .5273, 


5372. 


.5507 





GI Descrip. ' 4539005/emb | CAB39626 . 1 | 5.0e-20 (AL049481) putative 
oxidoreductase [Arabidopsis thaliana] ' 



o e q . no. 


31160 










Seq. ID 


OJ990519_27.9B12 


.C19 




64518 










Strand 








2630 










End 


7306 




Name 


OJ990519 


_27 


. 9B12 


.C19.o2 


.np 


Method 


AAT/NAP 




Start 


3555 










End 


7026 




GI 


5541702 










Score 


318 




CjAUIIo 


3555. .3726, 


5115 


. .5273, 


5372 


..5503, 6423. .6508, 6638. .7026 


vji uescrip. 


(AL096860) 


putative protein 


[Arabidopsis thaliana] 




Seq. No. 


31160 










Seq. ID 


OJ990519_27.9B12 


.C19 


Gene No. 


64518 










Strand 






Start 


2630 










End 


7306 




Name 


OJ990519 


_27 


.9B12 


C19.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


5106 










End 


5503 




GI 


none 




• 






Score 


66 




Exons 


5106. .52£ 




5152 


.5274, 


5372 


. .5503 






Seq. No. 


31160 










Seq. ID 


OJ990519_27.. 9B12 


.C19 


Gene No. 


64518 










Strand 






Start 


2630 










End 


7306 




Name* ; 


OJ.990519. 


27 


..9B12 


.C19..ol 


. tm . . . 


Method . 


. TBLASTX : Mai ze 




Start 


5109 










End 


■5504 




GI 


none 










Score 


95 




Exons 


5109. .5279, 


5161. 


.5274, 


5372 


..5503, 5373. .5504 




Seq. No. 


31160 










Seq. ID 


OJ990519_27.9B12 


C19 


Gene No. 


64518 










Strand 






Start 


2630 ■■ 










End 


7306 




Name 


OJ990519 


27 


.9B12. 


C19.o2 


. tc 


Method 


TBLASTX: Cress 




Start 


6594 










End 


6839 




GI 


none 










Score 


112 




Exons 


6594. .6839, 


6637. 


.6816 










Seq. No. 


31161 










Seq. ID 


OJ990519_27.9B12. 


C20 


Gene No. 


64519 










Strand 


+ 




Start 


755 










End 


1618 





31152 



Name 


OJ990519 27.9B12.C20.ol.gs 


Method 


GENSCAN 

J-J i. 1 ! ' Willi 


Start 


755 


End 


1618 


GI 


none 


Score 


. 92 


Exons 


755. .799, 1478. . 1618 






Seq. No. 


31162 


Seq. ID 


OJ990519 27 9B12 C2 


Gene No. 


64520 


Strand 


+ _ 


Start 


476 


End 


539 


Name 


OJ990519 27.9B12.C21.ol.np 


Method 


AAT/NAP 


Start 


476 


End 


539 


GI 


2498930 


Score 


61 


Exons 


476. .539 






GI Descrip. 


DORSAL- VENTRAL PATTERNING PROTEIN SOG 


(SHORT GASTRULATION 




PROTEIN) gi 11203794 (U18774) 


Sog [Drosophila melanogaster ] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31163 Seq. ID 

64522 Strand 
1 End 
OJ990519_27 . 9B12 . C22 . ol . np Method 
1 End 
5103193 Score 
1. .1003 

(AP000342) transposase of TnlO [Plasmid R100] 
gi | 5738084 | gb| AAD50242 . 1 | AF162223_1 (AF162223) 
transposase [Shigella flexneri] 



OJ990519 27.9B12.C22 



1003 
AAT/NAP 
1003 
1724 



ISlO-left 



31163 Seq. ID 

64522 Strand 

1 End 
OJ990519_27. 9B12 . C22 . ol . gs Method 

13 End 

none Score 
13. .736 



OJ990519_27 . 9B12 . C22 

1003 
GENSCAN 
736 
.52 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



31164 Seq. ID 

64523 Strand 

812 End 

OJ990519_27 . 9B12 . C23 . ol .gs Method 

812 End 

none Score 



OJ990519_27.9B12.C23 
+ 

7019 
GENSCAN 
7019 
.51 



812. .849, 1330. .1357, 2417. .2596, 2691. .2743, 3865. .4015, 
.4082 ... 4 230, 514 6. . 5259, 64 64... . 6.564 , ....660.7 . 6.730,. . 6.8:34 . .J? 0.1 9 . 



31164 . Seq.. ID 
64524 Strand 
7535 End 
OJ990519_27 . 9B12 . C23 . o2 . gp Method 
7535 End 
16026_1.R1084 Score 
7535.. 8119 

•1420932/gb|U61383|ORU61383 7.0e-21 Oryza rufipogon 
4-coumarate-CoA ligase gene, intron 1, partial sequence' 



OJ990519_27 . 9B12 .C23 
+ 

8119 
AAT/GAP 
8119 
1080 - 



31164 * Seq. ID 

64s2s Strand 

4 94 End 

OJ990519_27. 9B12 . C23 . ol . gp Method 



OJ990519_27.9B12.C23 

2396 
AAT/GAP 



31153 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



494 End 2396 

3106798 Score 573 

494. .548, 998. .1098, 1429. .1506, 2143. .2186, 2318. .2396 

1175381/sp|Q09709| YA32_SCHPO 2.0e-15 HYPOTHETICAL 44.9 KD 

PROTEIN C18B11.02C IN CHROMOSOME I >gi_2130286_pir S58301 

hypothetical protein SPAC18B11 . 02c - fission yeast 
(Schizosaccharomyces pombe) >gi_929888_emb_CAA90587_ (250728) 
hypothetical protein [Schizosaccharomyces pombe] • 



31164 Seq. ID 

64526 Strand 

7829 End 
OJ990519_27. 9B12 .C23.o2.gs Method 

7829 End 

none Score 
7829. .8074 



OJ990519_27 . 9B12.C23 

8074 
GENSCAN 
8074 
.97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start- 
Name 
Start 
GI 

Exons 

GI Descrip. 



31165 Seq. ID 

64527 Strand 

516 * End 
OJ990519_27.9B12.C24 .ol.np Method 

516 End 

5852084 Score 
516. .555, 1796. .1941 

(AL117264) zwh0007.1 [Oryza sativa] 



OJ990519_27.9B12.C24 
+ 

1941 
AAT/NAP 
1941 
80 



OJ990519_27. 
+ 

5799 
AAT/GAP 
5258 
1030 



31166 Seq. ID OJ990519_27.9B12.C25 

64528 Strand 
4771 End 
OJ990519_27 . 9B12 . C25 . ol . gp Method 
4719 End 
16758_1.R1084 Score 
4719. .5258 

1 1175381/sp|Q09709| YA32_SCHPO 2.0e-15 HYPOTHETICAL 44.9 KD 

PROTEIN C18B11.02C IN CHROMOSOME I >gi__2 13028 6_pir S58301 

hypothetical protein SPAC18B11 . 02c - fission yeast 
(Schizosaccharomyces pombe) >gi_929888_emb_CAA90587_ (Z50728) 
hypothetical protein [Schizosaccharomyces pombe] 1 



31166 Seq. ID 

64528 Strand 

4771 ■ • 1 .... -End .;. 

OJ990519_27.9B12.C25. ol.np Method 

4 7 60 End 

4966371 Score 
4760. .5116, 5720. .5799 

(AC006341) Similar to gb|D14414 Indole-3-acetic acid induced 

protein from Vigna radiata. ESTs gb|AA712892 and gb | 217613 come 

from this gene. [Arabidopsis thaliana], 



OJ990519_27.9B12.C25 
+ 

5799 . . . .. .. . ;.- 

AAT/NAP 

5799 

113 



Seq. No. 


31166 


Seq. ID 


OJ990519_27 . 9B12 . C25 


Gene No. 


64528 


Strand 


+ 


Start 


4771 


End 


5799 


Name 


OJ990519_27 . 9B12 . C25 . o2 . gs 


Method 


GENSCAN 


Star L 


4 771 


End 


5271 


GI 


none 


Score 


.67 


Exons 


4771. .5271 







31154 



Seq. No. 


31166 








Seq. ID 


OJ990519_27. 9B12.C25 


Gene No. 


64529 








Strand 




Start 


6928 








End 


8351 


Name 


OJ990519 27 


. 9B12 


.C25.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


6924 








End 


7255 


GI 


none 








Score 


125 


Exons 


6924 . .7235, 


6926 


. . 7126, 


6928. 


.7248, 6931.. 7236, /7001.. 7255, 




7164 . .7253 












Seq. No. 


31166 








Seq. ID 


OJ990519_27.9B12.C25 


Gene No. 


64529 








Strand 




Start 


6928 








End 


8351 


Name 


OJ990519 27 


9B12 


.C25.o2 


..np 


Method 


AAT/NAP 


Start 


6925 








End 


8346 


GI 


6579197 








Score 


496 


Exons 


6925. .7288, 


7731 


. .7835, 


8017. 


.8346 




GI Descrip. 


(AC011438) T23G18.11 [Arabidopsis thaliana] 


Seq. No. 


31166 








Seq. ID 


OJ990519_27 . 9B12 .C25 


Gene No. 


64529 








Strand 




Start 


6928 








End 


8351 


Name 


OJ990519 27. 


9B12 


,C25.o3 


gs 


Method 


GENSCAN 


Start 


6928 








End 


8330 


GI 


none 








Score 


.48 


Exons 


6928. .7288, 


7731 


.7837, 


8094 . 


.8330 




Seq. No. 


31166 








Seq. ID 


OJ990519_27.9B12.C25 


Gene No . 


64529 








Strand 




Start 


6928 








End 


8351 


Name 


OJ990519 27. 


9B12 


C25.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


6940 








End 


7161 


GI 


none 








Score 


91 


Exons 


6940. .7161, 


6974 


.7126 








Seq. No. 


31166 








Seq. ID 


OJ990519_27.9B12.C25 


Gene No. 


64529 








Strand 




Start 


6928 








End 


8351 


Name 


OJ990519 27. 


9B12. 


C25.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


7221 








End 


8351 


GI 


none 








Score 


73 


Exons 


7221. ..7295., . 


7221, 


'.72 95, 


7222. . 


72 96, 7222. .72 96,. .7720 ... 7821, 




7720. .7827, 


7727. 


.7837, 


7727. . 


7837, 7731. .7838, 8118. .8351, 




-8119. .8.334, 


8127. 


.8351 








Seq. No. 


31167 








Seq. ID 


OJ990519_27. 9B12.C26 


Gene No. 


64530 








Strand 




Start 


1 








End 


1265 


Name 


OJ990519 27. 


9B12. 


C26.ol. 




Method 


AAT/NAP 


Start 


1 








End 


1265 


GI 


3885342 








Score 


440 


Exons 


1..75, 147.. 


307, 


480. .52 


8, 865 


. . 1121, 


1211. .1265 


GI Descrip. 


(AC005623) putative DNA 


polymerase epsilon catalytic subunit 




[Arabidopsis 


thaliana] 








Seq. No. 


31167 








Seq. ID 


OJ990519_27. 9B12.C2 6 


Gene No. 


64530 








Strand 





31155 




Start 


1 


End 


1265 


Name 


OJ990519 27 9B12 C26 ol tm 


I JC L11UU 


x o Lino i /\ . naX6C 


Start 


9 ~~ 


FnH 

Hi I 1U 


S^l 
O X 


GI 


none 


OLUI c 


7ff 


Exons 


9 77. 13 78 138 308 142 


282 14 6 


^lfi 4 67 S9 Q 477 

. . J X U , ID / . . 1//. 




496 . . 531 






Seq. No.. 


31167 


Seq. ID 


OJ990519_27.9B12.C26 


Gene No. 


64530 


Strand 




Start 


1 


End 


1265 


Name 


OJ990519 27 9B12 C26 ol ts 




TRT.A^TY* ^m/bicuan 
l OJjnO 1 /\ • ouyucaii 


Start 


9 — 


FnH 

D11U 


97ft 


GI 


none 


Score 




Exons 


9 92. 13 93. 146 277. 147 


. 278 




Seq. No. 


31167 


Seq. ID 


OJ990519_27.9B12.C26 


Gene No. 


64530 


Strand 




Start 


1 


End 


1265 


Name 


OJ990S19 27 9R1 2 P2fi nl rr^ 




O J_j LN O V_//-i.LN 


Start 


14 7 ~~ 


FnH 


1191 
X X ^ X 


GI 


none 


JLULc 


Ql 


Fx on 9 


147 307 480 528 865 1121 






Seq. No. 


31168 


Seq. ID 


OJ990519_27.9B12.C27 


Gene No. 


64531- 


Strand 




Start 


123 


End 


9 SS 
z. o j 


Name 


OJ990S1 9 27 9R1 2 P27 nl tm 


Mot" Vi r^H 

l ie L. 11 (J LI 


TRT nCTY • M=s i 70 


Start 


123 — 


FnH 


O R c 
^ JJ 


GI 


none 


o *w <w> J_ c 


1 RO 

-LOU 


Exons 


123.. 251. 127 255. 134 250 


138 . .251 




Seq. No. 


31169 


Seq. ID 


OJ990729_12.9B19.C1 


Gene No. 


64532 


Strand 


+ 


Start 


443 


End 


9flm 

O U -L 


Name 


OJ990729 12.9B19.Cl.ol.gs 


Method 




Start 


443 


End 


9ft m 

Z, O U X 


GI 


none 


Score 


SI 

■ J X 




443. .550, 2385. .2462, 2679. .2801 




Seq. No. 


31169 


Seq. ID 


OJ990729_12-. 9B19.C1 


Gene No . 


64533 


Strand 




Start . . 


2372. ' 


End - . 


6228.;; :; . 


Name 


OJ990729 12.9B19.Cl.ol.gp 


Method 


AAT/GAP 


Start 


2372 


End 


4328 


GI 


12972 1.R1084 


Score 


1705 


F.xon *z 

1—1 £\ Vy* 1 1 O 


2372. .2840, 2929. .3207, 3429. 


.3474, 3884. .3989, 4243. .4328 


GI Descrip. 


•4335771/gbl AAD17448 | 3.0e-40 


(AC006284) unknown protein 




[Arabidopsis thaliana] 1 






Qprj Mrs 


31169 


Seq. ID 


OJ990729_12. 9B19.C1 


Gene No . 


64533 


Strand 




Start 


2372 


End 


6228 


Name 


OJ990729 12.9B19.Cl.o2.gs 


Method 


GENSCAN 


Start 


2932 


End 


6228 


GI 


none 


Score 


. 62 


Exons 


2932. .3087, 3167. .3207, 4243.. 


4336, 4412. .4490, 4592. .4683, 




4757. .4816, 5047. .5467, 6060.. 


6228 





31156 






J X X U ^ 








OTQQH79Q 19 Qdi q oi 


Gene No. 


64533 






Strand 




Start 


2372 






End 


6228 


Name 


OJ990729 12 


• 9B19 


.CI .ol .np 


Method 


AAT/NAP 


Start 


2950 ~~ 






End 


4810 


GI 


4 335771 






Score 


589 


F von ^ 


9QS0 3087 


3167 


..3207, 3429. 


.3474, 38 


84. -.3996, 4243. .4336 




4412 4490 


4592 


..4683, 4757. 


.4810 


CI T Hp^pr i o 


f Ar006?84 ) 

\ ix\-y \j \j \j u i y 


unknown protein [Arabidopsis thaliana] 


Seq. No. 


31169 






Seq. ID 


OJ990729_12. 9B19.C1 


Gene No. 


64533 






Strand 




Start 


2372 






End 


6228 






.9B19 


.Cl.ol.tc 


Method 


TBLASTX : Cress 


O Ldl L 


9977 ~~ 






End 


4492 


O J. 


nnnp 






Score 


97 


F von c: 


2977 3084 


2996 


..3085, 3881. 


.3997, 3882. .3998, 3884. .4003 




4241 4333 


4242 


..4334, 4406. 


.4489, 4412. .4492 




J X X U -7 






Seq. ID 


OJ990729_12. 9B19.C1 


Gene No. 


64533 






Strand 




Start 


2372 






End 


6228- 


Name 


O.T990729 19 


.9B19 


.Cl.ol.tm 


Method 


TBLASTX: Maize 


OLdl L 


JO y j 






End 


4800 


\J X 


• none 






Score 


154 


Ej AUl 1 o 


^899 


3900 


.3998, 4241. 


.4333, 4242..4334, 4246. .4338 




4 A Of, 4 d 98 


4406 


.4489, 4411. 


.4500, 4591. .4683, 4592. .4684 




4 68 S 


4745 


.4798, 4746. 


.4799, 4765. .4800 


Seq. No. 


31169 






Seq. ID 


OJ990729_12.9B19.C1 


Gene No. 


64533 






Strand 




Start 


2372 






End 


6228 




n,T99D799 1 9 


.9B19 


Cl.o2.np 


Method 


AAT/NAP 


u LdJ. L 


4 98^ ~~ 






End 


5787 


GI 


4 33S7 59 






Score 


89 


F. von ^ 


4283 4 34 9 


5043, 


.5219, 5631. 


.5787 




ft! T Plo <?r , T"i r\ 

OX L/COUl -LU i 




unknown protein [Arabidopsis thaliana] 


Seq. No. 


31170 






Seq. ID 


OJ990729_12.9B19.C2 


fZt2>T[Ci Mo 
UC11C IN ^ . 


64534 






Strand 


+ 


Cf'2>f 

o.Lai u . 


523-. ' 






End 


1722 . 


Mama 


OJ990729 12 


.9B19. 


C2 .-ol .gs 


• Method 


GEN SCAN - 


Start 


523 






End 


1722 


O X 


none 






Score 


.54 


F von q 


523. .569, 1174. .1264, 1612. .1722 




Seq. No. 


31170 






Seq. ID 


OJ990729_12.9B19.C2 


UCIIC LNU • 


6453.5 






Strand 




Olail- 


3645 






End 


7575 


Name 


OJ990729 12 


.9B19. 


C2.ol.gp 


Method 


AAT/GAP 


Start 


3509 






End 


4 622 


GI 


426827 






Score 


773 


Exons 


3509. .3731, 


3824. 


.3927, 4365. 


.4427, 4569. .4622 


Seq. No. 


31170 






Seq. ID 


OJ990729_12.9B19.C2 


Gene No. 


64535 






Strand 





31157 




Start 


3645 




End 


7575 


Name 


OJ990729 12 




Method 


GENSCAN 


Start 


?64 S _ 




End 


7484 


GI 






Score 


.71 


F. von ^ 


JUT J • • J ' -J J. , 


^894 ^QS>7 4'**6 c i 

JOt,4 • • J7t / ; 4 JDJ . 


.4427, 6150. .6192, 6368. .6465 




7^H4 74R4 








Seq. No. 


31170 




Seq. ID 


OJ990729_JL2. 9B19.C2 




64535 




Strand 




Start 


J V *i J 




End 


7575 


Name 


OJ990729 12 


. 9B19.C2.ol. tm 


Method 


TBLASTX : Maize 


Start 


5053 




End 


7575 


GI 


none 




Score 


69 


TP von Q 


JvJ J • . u ± ± O f 


sn66 m m ssi 6 

JUOO. . JllU/ J JlO • 


.5584, 5519. .5569, 5712. .5777, 




S71 ^ S77ft 


S79Q S77Q 61 M 


.6198, 6152. .6205, 6363. .6467, 




U JU1 . ■ U*iU*J/ 


6^6S 64 6Q 7^9? 


.7472, 7323. .7472, 7324. .7473, 




7 4 61 7 S7 1 


746? 7S7S 






Seq. No. 


31171 




Seq. ID 


OJ990729JL2. 9B19.C3 


Gene No. 


64536 




Strand 


+ 


Start 


122 




End 


769 


in emits 


OJ990729 12 


.9B19.C3.ol.gp 


Method 


AAT/GAP 


Start 


122 




End 


769 


GI 


2442702 




Score 


587 


R von ^ 


122. .334, 653. .769 






O ~ v-^ • LNU . 


31171 




Seq. ID 


OJ990729 12.9B19.C3 


Gene No. 


64537 




Strand 


+ 


Start 


675 




End 


7520 


Name 


OJ990729 12 


9B19.C3.ol.gs 


Method 


GENSCAN 


O Lai U 


675 




End 


7520 


GI 


none 




Score 


.66 


P. von 

jja v_y 1 1 o 


675. .823, 1771. .1828, 2462. .2557, 2701 


..2793, 2957.. 3014, 




3666. .3729, 


4597. .4669, 5400. 


.5534, 6408. .6563, 7194. .7520 


Seq. No. 


31171 




Seq. ID 


OJ990729_12.9B19.C3 


Gene No. 


64537 




Strand 


+ 


Start 


675 




End 


7520 


Name 


OJ990729 12. 


9B19.C3.o2.gp 


Method 


AAT/GAP 


Start 


3248 




End 


3500 


GI 


3762972 




Score 


444 


i-j jtx %✓ 1 1 ^ 


. 324 8. .35*0.0. . 








Seq. No. 


31172 




Seq. ID 


OJ990729_12. 9B19.C5 


f^n^ Mo 

vJ~ 1 i. C. LNi V_/ • 


64538 




Strand 


+ 


Start 


711 




End 


8726 


Name 


OJ990729 12. 


9B19.C5.ol.gs 


Method 


GENSCAN 


Start 


711 




End 


8726 


ox 


none 




Score 


.65 




711. .740, 1635. .1718, 2726. .2797, 2845 


..2914, 3030. .3073, 




3526. .3630, 


3684. .4954, 4960. 


.5024, 5030.. 5506, 5588. .6040, 




6175.. 6.929, 


6984. .8726 






Seq. No. 


31172 




Seq. ID 


OJ990729_12.9B19.C5 


Gene No. 


64b38 




Strand 


+ 


Start 


711 




End 


8726 


Name 


OJ990729 12. 


9B19.C5.ol.np 


Method 


AAT/NAP 



31158 




Start 4207 End 8723 

GI 6498441 Score 5801 

Exons 4207.. 5564, 5748.. 5882, 6057.. 6779, 6951.. 8348, 8442.. 8723 

GI Descrip. (AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotranspqson RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


31172 








Spa TD 


OJ990729_12.9B19 


.C5 


Gene No. 


64539 








Strand 






Start 


9350 








End 
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Sea No 


31177 




Seq. ID 


OJ990729_12.9B19. 


CIO 


Gene No. 


64547 




Strand 






Start 


7143 




End 


8496 




Name 


OJ990729 12.9B19.C10.ol 


tm 


Method 


TBLASTX: Maize 




Start 


2532 




End 


3383 




GI 


none 




Score 


258 




Exons 


2532.. 2732, 2534.. 2737, 


2535 


..2738, 2802.. 3050, 2802.. 3047, 




2810. .3049, 3127. .3378, 


3155 


..3376, 3156. .3383 




Seq. No. 


31177 




Seq. ID 


OJ990729_12.9B19. 


C10 


Gene No. 


64547 




Strand 







31165 



Start 7143 

Name OJ990729_12 . 9B19 . CIO . ol . tc 

Start 2823 

GI none 

Exons 2823.. 3050, 2825.. 3049, 3119. 

Seq. No. 31177 

Gene No. 6454 7 

Start 7143 

Name OJ990729_12 . 9B19 . CIO . ol . ts 

Start 2996 

GI none 

Exons 2996.. 3046, 2997.. 3044, 3127. 

Seq. No. 31177 

Gene No. 64547 

Start 7143 

Name OJ990729_12 . 9B19 . C10 . ol . tw 

Start 3154 

GI none 

Exons 3154.. 3351, 3155.. 3352 



End 

Method 

End 

Score 



8496 

TBLASTX: Cress 

3405 

283 



.3373, 3127. .3372, 3175. .3405 

Seq. ID OJ990729_12. 9B19..C10 
Strand 

End 8496 

Method TBLASTX : Soybean 

End 3373 

Score 56 
.3372, 3128.. 3373 

Seq. ID OJ990729_12. 9B19.C10 
Strand 

End 8496 

Method TBLASTX : Wheat 

End 3352 

Score 277 



Seq. No. 31177 
Gene No. 64547 
Start - 714 3 

Name OJ990729_12 . 9B19 . C10 . o3 . tm 

Start 4940 
GI none 

Exons 4940.. 5266, 4941.. 5267, 5273. 

5276. .5404, 5351. .5539, 5351. 
5654. .5815, 5822. .5908 



Seq. ID OJ990729_12.9B19.C10 
Strand 

End 8496 
Method TBLASTX : Mai ze 
End 5908 
Score 102 

.5404, 5273.. 5476, 5273.. 5689, 
,5596, 5373. .5543, 5525. .5689, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene ■ No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31177 
64547 
7143 

OJ990729_12.9B19.C10.o2 .ts 

5138 

none 

5138. .5266, 5139. .5270, 5282. 
31177 

64 54.7. . ... . . - - 

7143 

OJ990729JL2 . 9B19 . C10 . o3 . tc 

5153 

none 

5153. .5260, 5273. .5371, 5279. 
5432. .5605, 5513. .5800, 5687. 

31177 
64547 
7143 

OJ990729_12. 9B19.C10.o2 . tw 

5234 

none 

5234. .5269, 5273. .5710, 5298. 



Seq. ID OJ990729_12. 9B19.C10 
Strand 

End 8496 

Method TBLASTX : Soybean 

End 5542 

Score 91 

.5479, 5288. .5479, 5477. .5542 

Seq. ID OJ990729_12. 9B19.C10 

Strand r . '. ~. "Z ' 

End 8496 

Method TBLASTX: Cress 

End 5812 

Score 87 
.5491, 5352.. 5606, 5375.. 5812, 
.5797 

Seq. ID OJ990729_12. 9B19.C10 
Strand 

End 8496 

Method TBLASTX : Wheat 

End 5710 

Score 66 
.5387, 5301.. 5690 



31166 




Seq. No. 


31177 






Seq. ID 


. OJ990729_12. 9B19.C10 


Gene No. 


64547 






Strand 




Start 


7143 






End 


8496 


Name 


OJ990729 12 


. 9B19. 


CIO . o3 . gs 


Method 


GENSCAN 


Start 


7143 






End 


8496 


GI 


none 




- 


Score 


.77 


Exons 


7143. . 7241, 


7319. 


.7420, 7720 


. . 7773, 7£ 


i 65.. 7 92 8, 8280.. 8496 


Seq. No. 


31178 






Seq. ID 


OJ990729_12.9B19.C12 


Gene No. 


64548 






Strand 


+ 


Start 


1 






End 


2451 


Name 


OJ990729 12 


. 9B19. 


C12.ol.np 


Method 


AAT/NAP 


Start 


1 






End 


2448 


GI 


1168940 






Score 


789 


Exons 


1..26, 608. 


. 903, 


990. . 1076, 


1543. .1686, 1978. .2070, 2215. .244 


GI Descrip. 


CHORISMATE 


MUTASE 


PRECURSOR 


(CM-1) gi| 629509|pir| IS38958 



chorismate mutase precursor - Arabidopsis thaliana 
gi|429153|emb|CAA81286| (Z26519) chorismate mutase precursor 
[Arabidopsis thaliana] 



Seq. No. 31178 

Gene No. 64548 

Start 1 

Name OJ990729_12 . 9B19 . C12 . ol . gs 

Start . 684 

GI none 
Exons 



Seq. ID OJ990729_12.9B19.C12 

Strand + 

End 2451 

Method GENSCAN 

End 2451 

Score .99 



684. .903, 990. .1076, 1543. .1686, 1978. .2070, 2215. .2451 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
.Gene No, 
Start 
Name 
Start 
GI 

Exons 



31178 
64548 
1 

OJ990729_12 . 9B19 . C12 . ol . gp 
729 

LIB34 32-04 9-P1-K1-C8 
729. .903, 990. .1076, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1543. .1649 

1 1168940/ sp | P42738 | CHMU_ARATH 9.0e-35 CHORISMATE MUTASE 

PRECURSOR (CM-1) >gi_62 9509_pir S38958 chorismate mutase 

precursor - Arabidopsis thaliana >gi_429153_emb_CAA8 128 6_ 
(Z26519) chorismate mutase precursor [Arabidopsis thaliana] 1 



OJ990729_12.9B19.C12 
+ 

2451 
AAT/GAP 
1649 
660 



31178 

64549 . „■ 
3668 

OJ990729_12. 9B19 . C12 . o2 . tc 

622 

none 



Seq. ID OJ990729_12.9B19.C12 

Strand - ; . 

End ■ ' 5744 

Method TBLASTX : Cress 

End 2470 

Score 275 



622. .906, 700. .876, 710. .880, 741. .893, 1541. .1669, 1542. .1679, 
1542. .1682, 1543. .1692, 1933. .2070, 1983. .2069, 2212. .2331, 
2250. .2330, 2287. .2451, 2352. .2468, 2383. .2469, 2393. .2470 



Seq. No. 31178 Seq. ID 

Gene No. 64549. Strand 

Start 3668 End 

Name OJ990729_12 . 9B19 . C12 . o2 . tm Method 

SLart 683 End 

GI none Score 
Exons 



OJ990729_12.9B19.C12 
5744 

TBLASTX: Maize 

2556 

296 



683. .904, 688. .906, 744. .905, 983. .1084, 987. .1073, 988. .1086, 



-51-167 






988 1081 


1 1 


1 687 


1 5 4 2 


1706, 1543. .1692, 1933. .2070, 




1975 2076 


2206 


24 51 


2212 . 


.2454, 2213. .2458, 2232. .2456, 




2442 2501 


2467 


2508 


2515 . 


.2556 




Seq. No. 


31178 








Seq. ID 


OJ990729 12 9B1 9 T12 


Gene No. 


64549 








ij L. X Cli L\Ji 




Start 


3668 








End 


c i74 4 


Name 


OJ990729 12 


.9B19 


.C12.o2 


. ts 


Method 




Start 


691 








End 


848 


GI 


none 








Score 


198 

X Zf o 


Exons 


691. .846, 741. .848, 765 


848 








31178 








Seq. ID 


OJ990729_12.9B19.C12 


Gene No. 


64549 








Strand 




Start 


3668 








End 


5744 


Name 


OJ990729 12 


.9B19 


.C12.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


1579 








End 


2481 


GI 


none 








Score 


48 




1579. .1629, 


1599 


.1685, 


1617 . 


.1691, 1627. .1692, 1637. .1687, 




1 972 2070 


1 977 
x y i 1 


2072 


1977 . 


.2069, 2212. .2481, 2253. .2450 


Seq. No. 


31178 








Seq. ID 


OJ990729_12.9B19.C12 


Gene No. 


64549 








Strand 




Start 


3668 








End 


57'4 4 




OJ990729 12 


. 9B19 


C12.o2 


. gs 


Method 


GENSCAN 


O Lai L 


3668 








End 


5744 


GI 


none 








Score 


.89 




3668. .3805, 


3903 


.4017, 


4 778 


.4929, 5024. .5172, 5585. .5744 












Seq. ID 


OJ990729_12.9B19.C12 


Gene No. 


64549 








Strand 




Start 


3668 








End 


5744 


Name 


OJ990729 12 


. 9B19. 


C12.o3 


t q 


Method 


TBLASTX: Soybean 


Start 


3747 








End 


4891 


GI 


none 








Score 


66 


Fvon 5 ! 

i—i ^i. \J 1 1 o 


3747. .3836, 


3758. 


.3826, 




.4010, 3903. .4037, 4775. .4885, 




4777. .4887, 


4778. 


.4891 








Sea No 


31178 








Seq. ID 


OJ990729_12.9B19.C12 


(^p-np No 


64549 








Strand 




Start 


3668 








End 


5744 


Name 


. ..0 J 9.9.0 7 2.9; 12. 


. 9B.19..C12 .Q1 


.tm ; 


Method. :\. 


TBLASTX : Maize . 


Start 


3945 








End • 


5173- 


GI 


none 








Score 


76 




3945. .4025, 


3946. 


.4026, 


1 94 7 


.4027, 3947. .4033, 4776. .4841, 




4777. .4929, 


4778. 


.4930, 


4 819 

1 O J J # 


.4943, 4995. .5159, 5021. .5149, 




5023. .5172, 


5101. 


.5172, 


R1 02 


.5173, 5102.. 5173 


Seq. No. 


31178 








Seq. ID 


OJ990729_12.9B19.C12 


Gene No. 


64549 








Strand 




Start 


3668 








End 


5744 


Name 


OJ990729 12 


.9B19. 


C12.ol 


tc 


Method 


TBLASTX: Cress 


Start 


4795 








End 


5173 


GI 


none 








Score 


134 


Exons 


4795. .4929, 


4802. 


.4930, 


4839. 


.4943, 4995. .5168, 5021. .5173, 



5024 . .5170 



31168 



Seq. No. 


31178 




Seq. ID 


OJ990729_12.9B19.C12 


Gene No. 


64549 




Strand 




Start 


3668 




End 


5744 


Name 


OJ990729 12.9B19.C12.o4 


ts 


Method 


TBLASTX : Soybean 


Start 


5021 




End 


5712 


GI 


none 




Score 


118 


Exons 


5021. .5173, 5022. .5180, 


5580, 


.5711, 5581. .5712 


Seq. No. 


31179 




Seq. ID 


OJ990729_12.9B19.C13 


Gene No. 


64550 




Strand 


+ 


Start 


1 




End 


10922 


Name 


OJ990729 12.9B19.C13.ol. 


gs 


Method 


GENSCAN 


Start 


1 




End 


10922 


GI 


none 




Score 


.44 


Exons 


1..196, 1451. .1560, 2127. .2636, 6177. .6371, 7473. .7650, 




8068. .8229, 8460. .8594, 


9192. 


.9333, 9530. .9722, 1034 4 .. 104 68 , 




10650. .10922 








Seq. No. 


31180 




Seq. ID 


OJ99072 9_12. 9B19.C14 


Gene No. 


64551 




Strand 


+ 


Start 


1 




End 


1497 


Name 


OJ990729 12.9B19.C14.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


1497 


GI 


6907086 




Score 


398 


Exons 


1..605, 867. .1497 








GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


31181 




Seq. ID 


OJ990729_12.9B19.C16 


Gene No. 


64552 




Strand 


+ 


Start 


283 




End 


'364 3 


Name 


OJ990729 12.9B19.C16.ol. 


gp 


Method 


AAT/GAP 


Start 


283 




End 


3643 


GI 


313 1.R1084 




Score 


982 


Exons 


283. .525, 2453. .2501, 3382. .3643 




GI Descrip. 


'3746581 1.0e-114 (AF062 


403) 


glutathione S-transf erase II [Or 




sativa] f 








Seq. No. 


31181 




Seq. ID 


OJ990729_12.9B19.C16 


Gene No. 


64552 




Strand 


+ 


Start 


283 




End 


3643 


Name 


OJ990729 12. 9B19.C16.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


• 3 25 . .- . . ■;. ; ~.; . . 




.:. End. ■ ' . 


3560.._-._- : \; 


GI 


none 




Score 


40 - 


Exons 


325. .360, 366. .542, 367. 


.525, 


449. .526, 


2451. .2498, 2452. .249 




2453. .2500, 3366. .3560, 


3368. 


.3559 




Seq. No. 


31181 




Seq. ID 


OJ990729_12.9B19.C16 


Gene No. 


64552 




Strand 


+ 


Start 


283 




End 


3643 


Name 


OJ990729 12. 9B19.C16.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


351 




End 


3641 


GI 


none 




Score 


208 


Exons 


351. .515, 352. .525, 442. 


.525, 


452. .526, 


2446. .2499, 2453. .250( 




3366.. 3557, 3366.. 3548, 


3368. 


.3556, 3554. .3580, 3621. .3641 


Seq. No. 


31181 




Seq. ID 


OJ990729_12.9B19.C16 


Gene No. 


64552 




Strand 


4- 



31169 



Start 


283 


End 


3643 






Name 


OJ990729 12.9B19.C16.ol.np 


Method 


AAT /MAP 






Start 


376 


End 








GI 


3746581 


Score 


IRQ 
/ JJ 






Exons 


376. .525, 2453. .2501, 3382.. 


3643 








QT Dp qpri n 


(AF062403) glutathione S-transf erase 


TT r Oi -y \ r 

x ± i vjiry za 


sativa] 




31182 


Seq. ID 




_12 


. 9B19. 


Gene No. 


64553 


Strand 


+ 






Start 


1 


End 


172 






Name 


OJ990729 12.9B19.C17.ol.np 


Method 


AAT/NAP 






Start 


1 


End 








GI 


3746581 


Score 








Fix nn ^ 


1. .172 










GI Descrip. 


(AF062403) glutathione S-transf erase 


TT fOrv7a 


sativa] 


Seq. No. 


31182 


Seq. ID 


OJ990729 




. 9B19. 


Gene No. 


64554 


Strand 


+ 






Start 


1197 


End 


2404 






Name 


OJ990729 12.9B19.C17.ol.gs 


Method 


GENSCAN 






Start 


1197 


End 


2404 






GI 


none 


Score 


.73 






P v on q 

III A \Jl i o 


1197. .1415, 1511. .1645,- 1736 


..2095, 2217. .2404 






Sea No' 


31182 


Seq. ID 


OJ990729 


_12. 


, 9B19. 


Gene No. 


64555 


Strand 


+ 






Start 


3079 


End 


5754 






Name 


OJ990729 12.9B19.C17.o2.np 


Method 


AAT/NAP 






Start 


3074 


End 


5754 






GI 


6693020 


Score 


463 






Exon s 


3074. .3190, 3298. .3585, 3704 


..4044, 4117. .4456, 


5722. .57 


GI Descrip. 


(AC012375) T22C5.14 [Arabidopsis thaliana] 






Seq. No. 


31182 


Seq. ID 


OJ990729_ 


_12. 


9B19. 


Gene No. 


64555 


Strand 


+ 






Start 


3079 


End 


5754 






Name 


OJ990729 12.9B19.C17.o2.gs 


Method 


GENSCAN 






Start 


3079 


End 


4630 






GI 


none 


Score 


.9 






P. von *^ 


3079. .3585, 3704. .4630 










Se;q. No. : 


.-.3.1182 :r;v . . ; v. . . ™ 


Seq ... ID 


■ ..OJ990729.- 




9B.I9-.J 


Gene No. 


64555 


• Strand- 


+ 






Start 


3079 


End 


5754 






Name 


OJ990729 12. 9B19 . C17 . o3 . gp 


Method 


AAT /GAP 






Start 


3141 


End 


3404 






GI 


2427868 


Score 


512 






F! von <=; 

i_J A WHO 


3141. .3404 










Seq. No. 


31182 


Seq. ID 


OJ990729_ 


12. 


9B19.( 


Gene No. 


64555 


Strand 


+ 






Start 


3079 


End 


5754 






Name 


OJ990729 12. 9B19.C17.o4 .gp 


Method 


AAT /GAP 






Start 


3783 


End 


4247 






GI 


uC-osflcypl58a07bl 


Score 


713 






Exons 


3783. .4044, 4117. .4247 











GI Descrip. » 4587550/gb | AAD25781 . 1 1 AC006577 17 4.0e-23 (AC006577) EST 



31170 



gb_R64848 comes from this gene. [Arabidopsis thaliana] r 



Seq. No. 


31182 


Seq. ID 


OJ990729 12.9B19.C17 


Gene No. 


64556 


Strand 


+ 


Start 


17681 


End 


25279 


Name 


OJ990729 12. 9B1 9 . CI 7 . o5 . gs 


Method 


GEN SCAN 


Start . 


17681 " 


End 


21068 


GI 


none 


Score 


.51 


Exons 


17681. . 18290, 18337. .18431, 


19286. . 19374, 20495.. 21068 


Seq. No. 


31182 


Seq. ID 


OJ990729 12.9B19.C17 


Gene No. 


64556 


Strand 


+ 


Start 


17681 


End 


25279 


Name 


OJ990729 12 . 9B19 .CI 7 . o9. gp 


Method 


AAT/GAP 


Start 


20590 ~~ 


End 


25279 


GI 


none 


Score 


1378 


Exons 


20590. .21076, 25033. .25279 






Seq. No. 


31182 


Seq. ID 


OJ990729 12.9B19.C17 


Gene No. 


64556 


Strand 


+ 


Start 


17681 


End 


25279 


Name 


OJ990729 12 9B19 C17 o5 nn 


Method 


AAT/NAP 


Start 


20667 ~ 


End 


21065 


GI 


6562320 
\j ^/ \j <-> *j t- \j 


Score 


354 


Exons 


20667 21065 






GI Desrrin 


(AL1334211 mit at i ve nrntpin 


[Arabidopsis thaliana] 


Seq. No. 


31182 


Seq. ID 


OJ990729_12.9B19.C17 


Gene No. 


64557 


Strand 




Start 


1 


End 


416 


Name 


OJ990729 12 9B19 C17 ol an 


Method 


AAT/GAP 


Start 


1 _ 


End 


416 


GI 


313 1.R1084 


Score 


815 


Exons 


1 . . 4"l6 






GI Descrip. 


'3746581 1 0e-114 (AF062403) 


glutathione S-transf erase II [0: 




o a \— x v a. j 






Seq. No. 


31182 


Seq. ID 


OJ990729_12.9B19.C17 


Gene No. 


64558 


Strand 




Start 


5262 


End 


11187 


Name 


OJ990729 12.9B19.C17.o5.gp 


Method 


AAT/GAP 


Start.," ' ~_. 


--51.42 ..:._;.rv..„ i\:ii „ * r 


: End . 


367 9 „ ;i: :1i.iii;ii 


GI ■ 


2799912 


Score 


954 


Exons 


5142. .5679 






GI Descrip . 


4587550/gb|AAD25781.1|AC006577 17 4.0e- 


-23 (AC006577) EST 




gb_R64848 comes from this gene. [Arabidopsis thaliana] 


Seq. No. 


31182 ■ 


Seq. ID 


OJ99072 9_12. 9B19.C17 


Gene No. 


64558 


Strand 




Start 


5262 


End 


11187 


Name 


OJ990729 12.9B19.C17.o3.np 


Method 


AAT/NAP 


Start 


5253 


End 


7147 


GI 


100226 


Score 


753 


Exons 


5253. .7147 







GI Descrip. hypothetical protein - tomato gi | 1 9275 | emb | CAA78112 | (Z12127) 
protein of unknown function [Lycopersicon esculentum] 
gi I 445619 I prf I | 1909366A Leu zipper protein [Lycopersicon 



31171 



esculentum] 



Seq. No. 31182 

Gene No. 64558 

Start 5262 

Name OJ990729_12 . 9B19 . C17 . o3 . gs 

Start 5262 

GI none 

Exons 5262.. 6908, 8196.. 8308, 8595, 
11112. .11154 



OJ990729_12.9B19.C17 

11187 
GENSCAN 
11154 
. 63 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.8895, 9715. .9974, 10104 .. 10277 , 



Seq. No. 31182 Seq. ID 

Gene No. 64558 Strand 

Start 5262 End 

Name OJ990729_12 . 9B19 . C17 . 06 . gp Method 

Start 9808 End 

GI none Score 

Exons 9808.. 9974, 10104 .. 10234 , 11112.. 11187 



OJ990729_12.9B19.C17 

11187 
AAT/GAP 
11187 
668 



Seq. No. 31182 Seq. ID 

Gene No. 64559 Strand 

Start 11837 End 

Name OJ990729_12 . 9B1 9 . C17 . 06 . tm Method 

Start 1 End 

GI none Score 

Exons 1..171, 2. .196, 3. .182 



OJ990729_12.9B19.C17 
17983 

TBLASTX : Maize 

196 

241 



Seq. No. 


31182 








Seq. ID 


OJ990729_12.9B19.C17 


Gene No. 


64559 








Strand 




Start 


11837 








End 


17983 


Name 


OJ990729 12 


.9B19 


.C17.o5 


. tm 


Method 


TBLASTX : Maize 


Start 


1729 








End 


1981 


GI 


none 








Score 


230 


Exons 


1729. . 1755, 


1730 


. .1912, 


1837. 


.1905, 1851. .1907, 1889. .1981, 




1909. .1977 












Seq. No. 


31182 








Seq. ID 


OJ990729_12.9B19.C17 


Gene No. 


64559 








Strand 




Start 


11837 








End 


17983 


Name 


OJ990729 12 


.9B19 


.C17.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


1730 








End 


1978 


.GX_;- . :. 


. .~ ;none . . 








. Score 


-23.5.„:-; .is:: ... 


Exons 


1730..1927, 


1931 


. ^978 








Seq. No. 


31182 








Seq. ID 


OJ990729_12.9B19.C17 


Gene No. 


64559 








Strand 




Start 


11837 








End 


17983 


Name 


OJ990729 12 


9B19 


.C17.o4 


ts 


Method 


TBLASTX : Soybean 


Start 


1742 








End 


1990 


GI 


none 








Score 


231 


Exons 


1742. .1951, 


1931 


. .1990 








Seq. No. 


31182 








Seq. ID 


OJ990729_12.9B19.C17 


Gene No. 


64559 








Strand 




Start 


11837 








End 


17983 


Name 


OJ990729 12. 


9B19 


C17.o6. 


ts 


Method 


TBLASTX : Soybean 


Start 


3668 








End 


4213 



31172 














Score 


95 


LLi J\ \J l 1 0 


3fififi 3R41 


37 9 1 


3P9 S 


3fi 66 


.4003, 4111. .4134, 4139. .4213 


Seq. No. 


31182 








Seq. ID 


OJ990729 12.9B19.C17 


Gene No. 


64559 








Strand 


- 


Start 


11837 

X X O -J f 








End 


17983 


IN CULIC 


O.TQQf)7 9Q 1 9 


QR1 Q 


P1 7 nl 


• LIU 


Method 


TBLASTX: Maize 


o u d J. l. 


4177 ~" 








End 


4576 


GI 


none 








Score 


578 


DAUllO 


4177 4^7^ 


4 1 7R 

41 / O 


4 ^7 fi 

> i 4 J / D 








Seq. No. 


31182 








Seq. ID 


OJ990729_12.9B19.C17 


Gene No. 


64559 








Strand 




J Lai L 


118 37 

X X O J / 








End 


17983 


Name 


n,TQQH79 Q 1 9 


QR1 Q 


PI 7 o3 
k^x / . Oj 


US 


Method 


TBLASTX: Soybean 




49Sft — 

T t JO 








End 


4600 


O J. 


none 








Score 


114 


W von q 


49 c j8 4 34 4 

It, JO t • 4 J44; 


4 9 S Q 

1 J _/ 


4 36H 


4 373 


.4510, 4384. .4488, 4505. .4600 


Sea No 


31182 








Seq. ID 


OJ990729_12. 9B19.C17 


Gene No. 


64559 








Strand 




Start 


11837 








. End 


17983 


Name 


OJ990729 12. 


9B19. 


C17.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


5277 








End 


5858 


GI 


" none 








Score 


214 


Exons 


5277. .5534, 


5568. 


.5858 









Seq. No. 31182 

Gene No. 64559 

Start' 11837 

Name OJ990729_12 . 9B19 . C17 . ol . tc 

Start 5385 

GI none 
Exons 



Seq. ID OJ990729_12.9B19.C17 
Strand 
End 

Method 
End 
Score 



17983 

TBLASTX: Cress 

6152 

148 



5385. .5513, 5568. .5702, 5706. .5825, 5898. .6152 



Seq. No. 


31182 










Gene No. 


64559 










Start 


11837 










Name 


OJ990729 12 


.9B19 


.C17 


.ol 


Start 


5425 










GI 


none 










Exons ' * . .„ • 


;: .54 25. 


_5'85-6,_ 


.54.25 


;.;58 


53,. 


Seq. No. 


31182 










Gene No. 


64559 










Start 


11837 










Name 


OJ990729 12 


.9B19 


.C17 


.o2 


Start 


5512 










GI 


none 










Exons 


5512. . 


5691, 


5541 


.58 


16, 




6169. . 


6306 








Seq. No. 


31182 










Gene No. 


64559 










Start 


11837 










Name 


OJ990729 12 


.9B19. 


C17 


.o2 


Start 


6135 











Seq. ID OJ990729_12.9B19.C17 
Strand 

End ' 17983 

.tw Method TBLASTX: Wheat 

End 5864 

Score 499 
.5427-. . 5.855," 5772 ... 58 64. ;-;„:„v . ~ / 

Seq. ID OJ990729_12.9B19.C17 
Strand 

End 17983 

.tm Method TBLASTX : Maize 

End 6306 

Score 71 - 
5898.. 6302, 6037.L6084, 6113.. 6193*, 



Seq. ID OJ990729_12.9B19.C17 
Strand 

End 17983 

.ts Method TBLASTX : Soybean 

End 6560 



31173 



W 
w 
O 
hi 

w 

o 

w 

o 



GI 


none 




Score 


64 






Exons 


6135. .6278, 6169. .6303, 6303.. 6560 








Seq. No.' 


31182 




Seq. ID 


OJ990729 


_12.9B19 


.C17 


Gene No. 


64559 




Strand 








Start 


11837 




End 


17983 






Name 


OJ990729 12.9B19.C17 


. o3 . tc 


Method 


TRT.A^TX • 


Prpcc 

\~r J- C O O 




Start 


' 6153 




End ' 


6560 






GI 


none 




Score 


203 






Exons 


6153. .6560 












Seq. No. 


31182 




Seq. ID 


OJ990729 


_12.9B19 


.C17 


Gene No. 


64559 




Strand 








Start 


11837 




End 


17983 






Name 


OJ990729 12.9B19.C17 


.o2 . tw 


Method 








Start 


6819 




End 


707 Q 






GI 


none 




Score 


£. O 






Exons 


6819. .7079, 6820. .7056, 6830. .7078 








Seq. No. 


31182 




Seq. ID 


OJ990729 


_12. 9B19 


.C17 


Gene No. 


64559 




Strand 








Start 


11837 




End 


17 983 






Name 


OJ990729 12.9B19.C17 


. q 7 . gp 


Method 








Start 


117 56 




End 


X £. D O / 






GI 


none 




Score 


R99 

O c* c. 






Exons 


11756. .12073, 12553. 


.12667 










Seq. No. 


31182 




Seq. ID 


OJ990729 


1 9 QR1 Q 


m 7 


Gene No . 


64559 




Strand 








Start 


11837 




End 


17983 






Name 


OJ990729 12.9B19.C17 


. o4 . tm 


Method 


TBLASTX: 


^a i z e 




Start 


11834 




End 


15817 






GI 


none 




Score 


190 






Exons 


11834. .12010, 11834. 


.12061, 


11835. .12062, 12550 


. .12711, 






12551. .12709, 12593. 


.12715, 


12863. . 13108, 12867 


. 13121, 






12868. .13086, 13575. 


13712, 


13606. . 13755, 13636 


1 ?7 A Q 






14018. ..14119, 14032. 


14121, 


14033. .14125, 14040 


1 4 1 9 Q 






14890. .15069, 14890. 


15072, 


15624. .15785, 15626 


1 Rft 1 7 
• . 1 JOl / , 






15632.. 15790 












Seq. No. 


31182 




Seq. ID 


OJ990729 


1 9 QR1 Q 

1Z. i Z> D J_ Zf • 


m 7 


.Gene .No.. 


. 6.4.5.59. : . : 




S.tr and . ; 








Start 


11837 • 




■ End 


• 17983 






Name 


OJ990729- 12.9B19.C17, 


o4 . gs 


Method 


GENSCAN 






Start 


11837 


End 


16428 






GI 


none 




Score 


.84 






Exons 


11837. .12073, 12553.. 


12708, 


12867. .13085, 13644 


1 ^7 






14044. .14118, 14889. . 


15072, 


15624. .15753, 16421 


1 coo 




Sea No 


31182 




Seq. ID 


OJ990729 


1 O QD1 Q 


PI 7 


Gene No. 


64559 




Strand 








Start 


■ 11837 




End 


17983 






Name 


OJ990729 12.9B19.C17. 


o4 . np 


Method 


AAT/NAP 






Start 


11840 




End 


15816 






GI 


6939233 




Score 


1171 






Exons 


11840. .12073, 12553. . 


12708, 


12867. . 13085, 13644 


. .13748, 






14039. .14118, 14889.. 


15072, 


15624. .15816 







31174 



GI Descrip. (AC020579) putative glycerophosphodiester phosphodiesterase 
[Arabidopsis thaliana] 



Sea. No. 


31182 




• XL/ 


\JyJ Zf Zf \J f £. Z* ± £- • / 


fifing Nn 


64559 








Start 


11837 




FnH 


± ( J O J 


Name 


OJ990729 12 9B19 C17 


o5 . ts 


LiC LilUU 




Start 


12047 ~" 




FnH 


X ~J U X D 


GI 


none 








F von ^ 


1P047 1?nfi? 


X £. \j X £~ f 


12550. .127 


11, 12551. .12709, 




12599 12712 12867 


13016, 


12874. .130 


05 


Seq. No. 


31182 




Seq. ID 


OJ990729_12.9B19.C17 




64559 




Strand 




Start 


11837 




End 


17983 


Name 


OJ990729 12 9B19 CI 1 


r\ Q an 


Method 


AAT/GAP 


Start 


14916 _ 




End 


17983 


GI 


31217 1 R1084 




Score 


1043 




14 91fi _ 1 S07? 1^fi?4 


1 SfiO? 

J. JOUt,^ 


17770. .17983 


GI Descrip. 


' 1781115/emb|CAB06224 


I 2.0e 


-10 (Z83864 


) glpQl [Mycobacterium 




tuberculosis] 1 








O C ^ . LN . 






Seq. ID 


OJ9-90729_12.9B19.C17 


uCllC IN ^ • 


64559 




Strand 




OLal L 


1 1 R ?7 

X X O _> / 




End * 


17983 




\J{J Zs Z/ \J 1 Zf 1 L ■ ^Dl ^i^l / ■ 


o7 f <5 


Method 


TBLASTX: Soybean 




1 4 Q?^ ~ 

XT J 




End 


15791 


O J. 


none 




Score 


71 


T7 1 von q 


14Q?? 1 S07? 14QQQ 


1 R07 ^ 


15624. .157 


91, 15640. .15708 


Seq. No. 


31182 




Seq. ID 


OJ990729JL2. 9B1.9.C17 


Gene No. 


64560 




Strand 




Start 


20562 




End 


25166 


Name 


OJ990729 12.9B19.C17. 


o3 . tm 


Method 


TBLASTX :Maize 


Start 


20562 




End 


25166 


GI 


none 




Score 


216 


Exons 


20562. .20600, 20693.. 


20821, 


20694. .20834, 208 37 20887, 




20841. .20891, 20943.. 


21068, 


20960. .21067, 25042 25092, 




25125. .25166 









Seq. No. 31183 Seq. ID 

Gene No.. .;...". 64561;. '■_ . ;. ....„..:... .:: .Strand 

Start 14788 End 

Name OJ990729_12 . 9B1 9 . C18 . ol . np - Method 

Start 14460 End 

GI 6041802 Score 

Exons 14460. .14553, 14828 15187 , 16758. .16798 

GI Descrip. (AC009755) unknown protein [Arabidopsis thaliana] 

gil 6513919|gb|AAF14823.1|AC011664_5. (AC011664) unknown protein 

[Arabidopsis thaliana] 



OJ990729_12.9B19.C18 

+ ■ -.. . . ; 

23980 
AAT/NAP 
16798 
300 



Seq. No. 31183 Seq. ID 

Gene No. 64561 Strand 

Start 14788 End 

Name OJ990729_12.9B19.C18.o4.gs Method 

Start 14788 End 

GI none Score 



OJ990729_12. 9B19.C1E 
+ 

23980 
GENSCAN 
23980 
.73 



31175 




Exons 


14788 15475. 15700 


. 15768, 


20676. .20765, 21149. 


21 ICid 

■ c- ± O \J H f 






23823 23980 












Seq. No. 


31183 




Seq. ID 


OJ990729_ 


12.9B19 


.C18 


Gene No. 


64561 




Strand 


+ 






Start 


14788 




End 


23980 






Name 


OJ990729 12.9B19 C18 


. o3 . gp 


Method 


AAT /GAP 






Start 


22165 ~~ 




End 


22273 






GI 


4879971 




Score 


124 






Exons 


22165 . . 22273 












Seq. No. 


31183 




Seq. ID 


OJ990729 


1 7 QR1 Q 




Gene No. 


64562 




Strand 


+ 






Start 


28218 




End 


31291 






Name 


OJ990729 12 9B19 C18 


.06. gs 










Start 


28218 ~~ 




End 


31101 






GI 


none 




Score 


. 86 






Exons 

1— J AVI X. <J 


28218 28447. 28563 


28648 


28658 287 


64 28769 


2901 2 






29063 29181 29847 


. 29894 , 


30937 311 
~j w ./ *j t . • ^> j- -i- 


01 






Seq. No. 


31183 




Seq. ID 


OJ990729 


1 9 QR1 Q 


PI R 


(TLpnp No 


64562 




Strand 


+ 






Start 


28218 




End 


31291 






Name 


OJ990729 12.9B19.C18 


. o5 . gp 


Method 


AAT /GAP 






Start 


28877 




End 


31291 






GI 


16640 1.R1084 




Score 


1373 






Ex on ^ 


28877~ 29012 29099 


.29181, 


29275. .293 


13, 29420. 


.29472, 






29561 29624 29729 


.29771, 


29847. .298 


94, 30937. 


.31291 




GI Descrip . 


' 604 17 96 /ah 1 AAF02116 


.1 |AC009755_9 5.0e 


-24 (AC009755) unknown 




nrntpi n f A T^h i Hon i <=s 


thaliana] 1 








Seq. No. 


31183 




Seq. ID 


OJ990729_ 


12.9B19. 


C18 




64562 




Strand 


+ 






Start 


28218 




End 


31291 






Name 


OJ990729 12.9B19.C18 


. o2 . np 


Method 


AAT /NAP 






Start 


28933 




End 


31049 






GI 


6041796 




Score 


319 






Exons 


28933. .29012, 29099. 


.29181, 


29275. .29313, 29420. 


.29472, 






29561. .29624, 29729. 


.29771, 


29847. .29894, 30937. 


.31049 




GI Descrip. 


(AC009755) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


31183. . . ;. .. ; ... 




Seq. ID. 


OJ99072.9_ 


1.2.9B19. 


CI 8 . 


Gene No.- 


64563 




Strand 


+ 






Start 


32374 




End 


32994 






Name 


OJ990729 12.9B19.C18 


. o7 . gs 


Method 


GENSCAN 






Start 


32374 




End 


32994 






GI 


none 




Score 


. 97 






Exons 


32374. .32615, 32649. 


.32994 










O C ^ • IN KJ . 


31183 




Seq. ID 


OJ990729_ 


12.9B19. 


C18 


Gene No. 


64564 




Strand 


+ 






Start 


33947 




End 


34395 






Name 


OJ990729 12.9B19.C18 


. 06 . gp 


Method 


AAT /GAP 






Start 


33947 




End 


34395 






GI 


none 




Score 


820 






Exons 


33947. .34395 













31176 



Seq. No. 


31183 


Gene No. 


64565 


Start 


8334 


LNCtllLt; 


D.TQQ079Q 19 QR1 Q PI ft 




ft 334 _ 


P,T 

\J X 


n on ^ 


T7 1 von Q 


ft334 ft469 ftS70 ftfi7 

O JJl . . O ft / O -J / U • .00/ 


Cprr Kfo 
O C . ViKJ t 


J X X U ■_> 




64 566 


Start 


14841 


Name 


OJ990729 12.9B19.C18. 


Start 


14 841 


rir 

KJ X 


1 1 P — o c r~o o \m 0 "3 4 o 0 1 a 1 
OblOoypUJlcUldl 


TT von Q 


1 4 ft 4 1 1 S9 63 

X *S O 4 X • • X yj Cs U »J 


PT Ho Q O T~ 1 o 


1 60 41 ft 09 /rrh 1 A AFO 9 1 9 9 




nrohoi n f Zirahi Hnnc "i c 
^JiULcxii auiuupo X o 


Seq. No. 


31183 


Gene No. 


64567 


Start 


15666 


Name 


O.7QQ079Q 19 QR1 Q PI ft 


OLdi L 


lJDOO 


O X 


94 9ft QQfi 


R von ^ 


X .J U U U * • x u x u 


Seq. No. 


31183 


Gene No. 


64568 


O Lai L 


94 

^ 1 D D J 


Name 


Pj,TQQ079Q 1 9 QR1 Q Pi ft 


OLdXL 


9d ~~ 
^- ft D D O 


ox 


n on d 


F 1 von q 


946fi c i 94fiftft 9S096 




31 1 ft 3 


Gene No. 


64568 


Start 


24665 


Name 


OJ990729 12 9B19 CIS 

*j y \j i £~ y xt..j?DX_7.v - /XO. 


o i_ ai u 


9S999 _ 


ox 


none 


IT von q 


9S999 9S94ft 960Q1 




'27993 28104 


Cp n Mo 


31 1 ft3 


Gene No. 


64569 


Start 


33202 


Name 


OJ990799 19 9R1 9 PI ft 


Start 


33202 ~~ 
j j ^. w 


(IT 
OX 


none t 


Exons 


33909 33319 337^0 




OfioUD. . o y 0 , O / I j J . . 


Seq. No. 


31183 


Gene No. 


64570 


Start 


37363 


Name 


OJ990729 12.9B19.C18. 


Start 


37363 



Seq. ID OJ990729_12.9B19.C18 
Strand 

9240 
GENSCAN 
9240 
.49 



End 

Method 
End 
Score 
.9240 



Seq. ID OJ990729_12.9B19.C18 
Strand 

End 15263 

Method AAT/GAP 

End 15263 

Score 842 



Seq. ID OJ990729_12.9B19.C18 
Strand 

End 16126 

Method AAT/GAP 

End 16126 

Score 872 



Seq. ID OJ990729_12.9B19.C18 
Strand 

End 28104 

Method GENSCAN 

End 26526 

Score .77 



Seq. ID OJ990729_12.9B19.C18 
Strand 

End 28104 

Method. AAT/GAP' 

End 28104 

Score 738 



Seq. ID OJ990729_12.9B19.C18 
Strand 

End 37194 

Method GENSCAN 

End 37194 

Score .66 



Seq. ID OJ990729_12.9B19.C18 
Strand 

End 37795 

Method AAT/GAP 

End 37795 



31177 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. , No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 




LIB3477-003-P1-K1-E9 Score 113 

37363. .37441, 37774.. 37795 

*2498586/sp|Q40638 |MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] f 



31183 Seq. ID OJ990729_12.9B19.C18 

64571 Strand 

38942 End 39657 

OJ990729_12 . 9B19 . C18 . ol . ts Method TBLASTX : Soybean 

14887 End 15138 

5606956 Score 354 

14887. .15138, 14892. .15107 



31183 
64571 
38942 

OJ990729_12 . 9B19 . C18 .o4 . tm 

14904 

none 

14 904. .15053, 14 905. .15051 



Seq. ID OJ990729_12.9B19.C18 
Strand 

End 39657 

Method TBLASTX : Mai ze 

End 15053 

Score 215 



31183 
64571 
38942 

OJ990729_12. 9B19 . C18 . ol . tc 

14913 

none 

14913. .15107, 14920.. 15138 



,,Seq. ID OJ990729_12.9B19.C18 

Strand- - 

End 39657 

Method TBLASTX : Cress 

End 15138 

Score 260 



31183 
64571 
38942 

OJ990729_12. 9B19 . C18 . o2 . tw 
15399 
none 
15399. 
15508. 
15598. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



15440, 15403. .15441, 154 51 15513, 15474 
15618, 15510. .15530, 15555 .. 155 99, 15598 
15735 



OJ990729_12.9B19.C18 
39657 

TBLASTX: Wheat 

15735 

57 

15512,' 
15711, 



31183 






' .Seq..'. ID 


.OJ99072.9_12.9B19 


..CI 


64571 






Strand 






38942 






End 


39657 




OJ990729 12.9B19.C18 


. o3. tm 


Method 


TBLASTX: Maize 




26423 






End 


28150 




none 






Score 


158 




26423. 


.26563, 26423. 


.26548, 


26425. .26553, 277 8 9 .. 27 911 , 




27799. 


.27912, 27987. 


.28070, 


27994 . .28083, 28070 .. 28 150, 




28073. 


.28126 










31183 






Seq. ID 


OJ990729_12. 9B19 


CI 


64571 






Strand 






38942 






End 


39657 




OJ990729 12.9B19.C18 


ol . tm 


Method 


TBLASTX: Maize 




28908 






End 


29888 




none 






Score 


37 





31178 



Exons 



28908. .28952, 28 923 .. 28952 , 28930. 

28947. .29012, 28 955 29014 , 29092. 

29272. .29316, 29273 2 9311 , 29423. 

295S8..29623, 29559 29624 , 29563. 
29844. .29888 



.28953, 28946. 

.29187, 29099. 

.29485, 29433. 

.29625, 29728. 



.29014, 
.29188, 
.29468, 
.29775, 



Seq. No. 31183 

Gene No. 64571 

Start 38942 

Name OJ990729_12 . 9B19 . C18 . o2 . ts 

Start 28929 

GI none 

Exons 28929. .29012, 2894 6 .. 2 9014 , 
29273. .29311, 29433 .. 29474 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 

29092 

29563 



OJ990729 12.9B19.C18 



39657 

TBLASTX : Soybean 
31086 
113 

29175, 29099. .29188, 
29625, 30922.. 31086 



Seq. No. 31183 

Gene No. 64571 

Start 38942 

Name OJ990729_12 . 9B19 . C18 . o2 . tc 

Start 28946 

GI none 
Exons 



Seq. ID OJ990729_12.9B19.C18 
Strand 
End 

Method 
End 
Score 



39657 

TBLASTX: Cress 

31047 

89 



28946. .29014, 28 94 7 .. 29012 , 29092 .. 29187, 29099 .. 29188 , 
29273. .29311, 29433 .. 29474 , 2 9563 2 9625, 30982. .31047 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



31183 
64571 
38942 

OJ990729_12. 9B19.C18.ol. tw 
28959 



none 
28959. 
29099. 
29433. 



•Seq. ID 
Strand 
End 

_ Method 

End 
Score 

29012, 28964 . .29014, 28964 
29188, 29272. .29316, 29273 
29474, 29552.. 29584 



OJ990729 12.9B19.C18 



39657 

TBLASTX : Wheat 
29584 
94 

29014, 29092. .29187, 
29311, 29423. .29488, 



Seq. No. 31183 Seq. ID 

Gene No. 64571 ' Strand 

Start 38942 End 

Name OJ990729_12 . 9B19 . C18 . o2 . tm Method 

Start 34107 End 

GI none Score 

Exons 34107. .34385, 34136.. 34393 



OJ990729_12.9B19.C18 
39657 

TBLASTX: Maize 

34393 

307 



Seq. No. : 31183 ■ Seq. ID 

Gene No. 64571 Strand 

Start 38942 End 

Name OJ990729_12 . 9B19 . C18 . o9 . gs Method 

Start 38942 End 

GI none Score 

Exons 38942. .39528, 39561.. 39657 



OJ990729_12.9B19.C18 

39657 
GENSCAN 
39657 
.81 



Seq. No. 31184 Seq. ID 

Gene No. 64572 Strand 

Start 735 End 

Name OJ990729_12 . 9B19 . CI 9 . ol . gs Method 

Start 735 End 

GI none Score 
Exons 



OJ990729_12.9B19.C19 
+ 

2865 
GENSCAN 
2865 
.85 



735. .1008, 1160. .1248, 1594. .1630, 2343. .2404, 2500. .2613, 



31179 




2842. .2865 



Spct Mo 


31185 


c prr t n 


O.TQQD7 9 Q 
vu y -?u / d. y 


1 9 QR1 Q 
i £ . yD±y 






fid S7 ^ 


C-f- ranr 3 

oLiana 








Start 


348 




SI Q 
D i y 






Name 


W l+J Z* Z/ (J 1 -J X^< ■ ^Dl ^ i • Ul ■ Uo , 


LMc LilUU 


\j Cj ln O OrilN 






Start 


34 8 ~~ 


PnH 


S1 Q 
D i y 






o X 


I ILJIIC 


Score 


. D 








?4 fi SI Q 

J40 • • .J X -7 










Seq. No. 


31186 


Seq. ID 


OJ990709_ 


_14.9B05 


.CI 


Gene No. 


64574 


Strand 


+ 






Start 


570 


End 


638 






LN CUUC 


OJ990709 14. 9B05.Cl.ol.gp 


Method 


AAT/GAP 






O Lai L 


570 


End 


638 






GI 


3761181 


Score 


127 








570. .638 










ox ljcol-iilj. 


4521193/dbj | AB013450 . 1 | AB013450 1.0e-99 Oryza sativa DNA, 




similar sequence to Pib gene 








O C ^ * 1NU • 


31186 


Seq. ID 


OJ990709_ 


_14.9B05 


CI 


Can o Mr~> 

UCllC LN L* • 


64575 


Strand 








OLalL 


339 


End 


c o c 






ln ciLLit: 


OJ990709 14. 9B05.Cl.ol.gs 


Method 


GENSCAN 






O Lai L. 


339 


" End 


c o c 






O X 


none 


Score 


. D O 






IjAUI IS 


339. .525 










Seq. No. 


31187 


Seq. ID 


OJ990709_ 


_14.9B05 


C2 




64576 


Strand 








O Lai L 


1 


End 


823 






Name 


OJ990709 14. 9B05.C2.ol.np 


Method 


AAT/NAP 






O Lai L 


1 


End 


823 






GI 


5852179 


Score 


427 






uAvl 1 o 


1..55, 266. .504, 579. .823 










GI Descrip. 


(AL117265) zhb0009.1 [Oryza 


sativa] 








Sea No 


31187 


Seq.-. ID 


OJ990709_ 


14.9B05. 


C2 


uCllC LN U ■ 


64576 


Strand 








O Lai L 


1 


End 


823 






Name 


OJ990709 14.9B05.C2.ol.gs 


Method 


GENSCAN 








92 .- ;.v .;. ... ... \ " ■■ 


End „ 


698 . 






vj x 


• none 


Score ■ 


.85" 








92.. 235, 266.. 532, 555.. 698 










O C ^ . LN W • 


31188 


Seq. ID 


OJ990709_ 


14.9B05. 


C3 


Clones No 

UCllC LNVJ • 


64577 


Strand 


+ 






Start 


1818 


End 


17833 






Name 


OJ990709 14 . 9B05.C3.ol.gs 


Method 


GENSCAN 






Start 


1818 


End 


14629 






GI 


none 


Score 


.82 






Exons 


1818. .1907, 3025. .3155, 4220 


. .4339, 4417. .4546, 


4811. .46 


64, 




5768.. 5842, 6056. .6124, 8198 


. .8369, 8650. .8804, 


8899. . 9012, 




9601. .9826, 10437. .10537, 10619. .10696, 


10779. . 10871, 






10964. .10993, 11234. .11575, 


11652. . 11733, 11807. 


.11902, 






11978. .12157, 12238. . 12321, 


13099. .13269, 13358. 


.13521, 





14201. .14629 



31180 



OJ990709_14.9B05.C3 
+ 

17833 
AAT/GAP 
6223 
74 



Seq. No. 31188 Seq. ID 

Gene No. 64577 Strand 

Start 1818 End 

Name OJ990709_14 . 9B05 . C3 . ol . gp Method 

Start 6161 End 

GI 4715947 1 Score 

Exons 6161. . 6223 

GI Descrip. 2252840 3.0e-09 (AF013293) contains regions of similarity to 
Haemophilus influenzae permease. (SP:P38767) [Arabidopsis 
thaliana] >gi_604 9882_gb_AAF027 97 . 1_AF195115_17 (AF195115) 
contains regions of similarity to Haemophilus influenzae 
permease (SP:P38767) [Arabidopsis thaliana] 



Seq. No. 


31188 


Seq. ID 


OJ990709 


_14.9B05 


.C3 


Gene No . 


64577 


Strand 


+ 






otart 


1818 


End 


17833 






Name 


OJ990709 14.9B05.C3.ol.np 


Method 


AAT/NAP 








7813 


End 


17833 






P T 


6633835 


Score 


1641 






Exons 


7813. .7945, 8668. .8795, 8902 


. .9012, 9625. . 9729, 




i n *3 c o 




10454 . .10537, 10619 .. 10704 , 


10826. .10897, 11237 


1 1 CTC 

. . 1 1 O / O , 






11652. .11733, 11807. .11902, 


11978. .12344, 12490 


... 12693, 






12766. .12932, 13016 .. 13269, 


13358. .13521, 14201 


. . 14272, 






17748. .17833 










GI Descrip. 


(AC008047) F2K11.1 [Arabidopsis thaliana] 






beq . wo . 


31188 


Seq. ID 


OJ990709 




. LJ 


Gene No . 


64577 


Strand 


+ 






O f -i >~ 4- 


1818 


End 


17833 






Name 


OJ990709 14.9B05.C3.o2.gp 


Method 


AAT/GAP 






OLaiL 


7881 


End 


8153 






GI 


2427384 


Score 


480 






Exons 


7881. .8153 










beq. no. 


31188 


Seq. ID 


OJ990709_ 


_14.9B05 


-C3 


Gene No. 


64577 


Strand 


+ 






Start 


1818 


.End' 


17833 






Name 


OJ990709 14 .9B05.C3.o3,gp 


Method 


AAT/GAP 






Start 


9600 


End 


11015 






GI 


3761361 


Score 


1013 






Exo.ns;. .... * ;:. 


960.0..-. 982:6, 10272 . ...10.369, 10455 .. 10.537 1Q619..V 


10.696," „ . 






10779. .10871, 10964 . .11015 










Seq. No. 


31188 


Seq. ID 


OJ990709_ 


_14. 9B05 


.C3 


Gene No. 


64577 


Strand 


+ 






Start 


1818 


End 


17833 






Name 


OJ990709 14.9B05.C3.o4.gp 


Method 


AAT/GAP 






Start 


11489 


End 


11749 






GI 


LIB347 9-008-Q6-K1-F3 


Score 


292 






Exons 


11489. .11575, 11652. .11749 










GI Descrip. 


' 60154 37/dbj \ AB008112 . 1 | AB008112 6.0e- 


11 Homo sapiens PEX1 mRNA, 




complete cds 1 










Seq. No. 


31188 


Seq. ID 


OJ990709_ 


_14.9B05 


.C3 


Gene No. 


64577 


Strand 


+ 






Start 


1818 


End 


17833 







31181 



Name OJ990709_14 . 9B05 . C3 . o5 . gp Method AAT/GAP 

Start 13444 End 14836 

GI LIB3433-030-P1-K1-C5 Score 991 

Exons 13444. .13521, 14201 .. 14 592, 14763. .14836 

GI Descrip. ' 6016845/dbj | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 31188 Seq. ID 

Gene No. ' 64578 Strand 

Start 24974 End 

Name OJ990709_14 . 9B05 . C3 . 06 . gp Method 

•Start 24974 End 

GI 5816562 Score 

Exons 24974. .25383 

GI Descrip. 601684 5/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 



OJ990709_14 . 9B05.C3 
+ 

25383 
AAT/GAP 
25383 
612 



Seq. No. 31188 

Gene No. 64579 

Start 26431 

Name OJ990709_14 . 9B05 . C3 . o3 . gs 

Start 26431 

GI none 

Exons 26431. .27315, 27402 .. 2764 6, 
28483.. 28590 



Seq. ID OJ990709_14 . 9B05.C3 

Strand + 

End 28656 

Method GENSCAN 

End 28590 

Score .93 
27771. .28129, 28207 . .'28394 , 



Seq. No. 31188 Seq. ID OJ990709 

Gene No. 64579 Strand + 

Start 26431 End 28656 

Name OJ990709_14 . 9B05 . C3 . o5 . np Method AAT/NAP 

Start 26431 End 28656 

GI 6691716 Score 1872 

Exons 26431. .27319, 27517 .. 27 694 , 
28207. .28394, 28469.. 28656 

GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 



14 . 9B05.C3 



27771. .27867, 27944 .. 28129, 



gi| 6691717 | db j | BAA89397.1] 
[Oryza sativa] 



(AP000570) hypothetical protein 



Seq. No. 31188 

Gene No. 64580 

Start 15228 

Name OJ990709_14 . 9B0.5 . C3... o4 . tm _ 

Start • 2519' 

GI - none 

Exons 2519. .2587, 2524. .2592, 2526. 

3022. .3141, 3023. .3154, 3024. 



Seq. ID OJ990709_14 . 9B05.C3 
Strand 

End 25402 

■Method TB LASIX.: Mai zje .... ... ; 

End - -3319 
Score 89 

.2588, 2528. .2590, 3022. .3156, 
.3155, 3248. .3319, 3252.. 3317 



Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 



31188 Seq. ID 

64580 .... Strand 

15228 End 

OJ990709_14 . 9B05 . C3 . ol . tc Method 

8908 End 

none Score 



OJ990709_14.9B05.C3 
25402 

TBLASTX: Cress 

13539 

74 



8 908. . 9012, 11805. .11903, 11806. . 11904, 11970. .1214 3, 
11971. . 12156, 12236. . 12331, 12240 .. 12344 , 12505 .. 12666, 
12516. . 12650, 12795. . 12902, 12796 .. 12912 , 13014 .. 13304 , 
13014 .. 13259, 13022. .13270, 13356 .. 134 60 , 13357 .. 13524 , 



31182 



13369. .13539 



Seq. No. 


31188 








Seq. ID 


OJ990709 


_14.9B05 


Cnnp Mo 


64580 








OLI ell 1U, 








15228 








EjI Id 


9^4 09 
Z D 4 U Z 




In dint. 


OJ990709 14.9B05.C3 


o9 +- o 
• OZ * l_o 


M d +- Vi o/H 




Cres s 


C4- -j r f 


10285 








PnH 


1 DP. 7 7 
X U 0 / / 




\J X 


none 








CI oo r"o 


ft 4 






10285. 


.10398, 


10286 


• t iUJ /J/ 


10447 1 flR 




• • X U D H V f 




10616. 


.10738, 


10634 




10767. .108 


77, 10774 


. . 1UOOO 


Seq. No. 


31188 








Seq. ID 


OJ990709 


__14 . 9B05 


rpnf Mo 


64580 








Strand 






C -I- -3 -v- f 


15228 








End 


25402 




Name 


OJ990709 14.9B05.C3 


J. 

. Oj . LIU 


Method 


TBLASTX: 


LYiai Z6 


C4-3 r f 

olal U 


1 H 4 P. 4 
1 U fl O f± 








End 


10853 






none 








Score 


76 




T7" v n o 


10484. 


.10537, 


10489 




10612. .10647, 10613 


. . 1 u d y D , 




10776. 


.10850, 


10779 


. • 1UO J J/ 


10781. .108 


52 




Seq. No. 


-21 1 Op 








Seq. ID 


OJ990709 


J.4.9B05 


Gene No. 


{T/i con 
JOU 








Strand 






CH- ja y +■ 
uLalL 


15228 








End 


25402 




Naine 


OJ9907 


09 14.9B05.C3 


. OZ . Uul 


Method 


TBLASTX:: 


Mai ze 




11228. 








End 


12168 






none 








Score 


358 






11228. 


.11575, 


11238 


1 1 4 9 Q ' 

. . X X 4 Z. _/ , 


11239. .115 


77, 11275 


1 1 R77 
. . x ID 1 If 




11657. 


.11734, 


11804 


1 1 QD9 

. . X X .7 U Z , 


11805. .118 


46, 11805 


. . iiyuj, 




11806. 


.11904, 


11971 


1 91 £ft 
. . x Z x O O , 


11976. .121 


67 




Seq. No. 


31188 








Seq. ID 


OJ990709 


_14.9B05 


Gene No. 


64580 








Strand 






cn- >-+- 


15228 








End 


25402 




Name 


OJ9907 


09 14.9B05.C3 


o *3 -he 


Method 


TBLASTX : , 


ooyoean 


OLdll. 


11806 








End 


12667 




vjx 


none 








Score 


98 




W von q 


11806. 


.11904, 


11959 


1 90S4 


11970. .120 


47, 12106 


. .12168, 




12236. 


.12331, 


12237 


19^44 

. . X Z J 4 fi , 


12277. .12339, 12505 


. .12666, 




12506. 


.12667, 


12520 












31188 








Seq. ID 


OJ990709 


_14.9B05 


riona Mo 
vats He LN.LJ • 


64580.. 








-. Strand 






cn- a -rr 
O Lai L 


45228 








■ End 


25402 




Name 


OJ990709 14.9B05.C3, 


. o 1 . tm 


Method 


TBLASTX: Maize 


Start 


12231 








End 


14856 




GI 


none 








Score 


87 




IT 1 v y"\ ■n o 


12231. 


.12344, 


12232, 


19^49 

. . ± Z O fi z , 


12237. .123 


44, 12489 


. . 12662, 




12489. 


.12662, 


12490, 


. . X Z O O 0 , 


12730. . 129 


12, 12761 


. . 12928, 




12762. 


.12929, 


12762, 


. . iz y uz , 


12763. . 129 


30, 13012 


. . 13269, 




13013. 


.13270, 


13014, 


.'.13277, 


13017. .132 


77, 13343 


. .13474,' 




13348. 


.13524, 


13356, 


. .13577, 


14196. . 142 


43, 14198 


. . 14287, 




14199. 


.14255, 


14239, 


. .14313, 


14240. . 143 


14, 14715 


. . 14855, 




14766. 


.14855, 


14797, 


. . 14856 








C" ~ T> t - 


o x x o o 








Seq. ID 


OJ990709_ 


JL4 . 9B05. 


Gene No. 


64580 








Strand 






Start 


15228 








End 


25402 





31183 



• 



Name 


OJ990709 14.9B05.C3 


• \J x • u 0 


Method 


TBLASTX: 


ouyxjccin 




C-t- a y~Y 
OldLl 


1 97fl4 






End 


13421 




\3 X 


none 






Score 


138 








12784 . 


.12912, 12798 


1 9909 

. . X C J \J Z. , 


13013. ; 13270, 13014 








13344 . 


.13421, 13357 


1 ^4 1 9 








Qprr Mo 

UCU • LN \J • 


31188 






Seq. ID 


OJ990709 


x 4 . ^t3U J 


CI 


Gene No. 


64580 






Strand 








Start 


15228 






End 


25402 






Name 


OJ990709 14.9B05.C3 


• 0 1 • t w 


Method 


TBLASTX: 


wiled L. 




J Lai L. 


13172 






End 


14275 








none 






Score 


142 






Hi AU1 lo 


13172. 


.13270, 13173 


1 "3977 


13186. . 13281, 13348 


. . X J 4 , 






13352. 


.13474, 13356 


• • X J .J / *i , 


14198. . 14275, 14200 


1 A 9 R ^ 




Q pifT Mr, 
O C ■ V* \J . 


31188 






Seq. ID 


OJ990709 


1 A QRO R 


C "3 


UCilC IN <J » 


64580 






Strand 








Start 


15228 






End 


25402 ' 






Name 


OJ990709 14.9B05.C3 


. o2 . gs 


Method 


GENSCAN 






Start 


15228 






End 


25402 






GI 


none 






Score 


.47 






DAUllO 


15228. 


.15435, 16865 


. . X O -7 «J O , 


18155. . 18337, 18671 


1 QQO7 
. . X 0 yz / , 






19019. 


.19133, 19430 


1 QM 9 
. . x :? D x Z , 


19606. .19680, 19798 


1 QQnn 
. . x y y uu , 






20063. 


.20148, 20222 




20644 . .20860, 22075 


• 9 ^ 1 9 £ 






23341. 


.23414, 23938 


9 A 9 Q4 


24320. .24643, 25355 


O C A A O 

. . Z Oh UZ 




Can Mn 

OC4. IN • 


31188 






Seq. ID 


OJ990709 






Gene No. 


64580 






Strand 








Start 


15228 






End 


25402 






Name 


OJ990709 14.9B05.C3 


. o2 . np 


Method 


AAT/NAP 






u Lai L 


18265 






End 


19386 








3335367 




Score 


208 






U 1 von q 


18265. 


18337, 18594 


. 18832, 


19315. . 19386 






PT Dacpr i n 

vj X UCOUJ — LJL^ • 


(AC003028) unknown protein 


[Arabidopsis thaliana] 




Qprr No 

OC 1 ^ • IN \J . 


31188 






Seq. ID 


OJ990709_ 


_14 . 9B05 




Cpnp No 


64580 






Strand 








Start * 


•15228 






End 


25402 






Name 


OJ990709 14.9B05.C3 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


22343 






End 


24396 






GI 


none 






Score 


59 






Rvnnc ' 

IL1A.VJII0 


....22343. . 


22414, .22344. 


.22406,. 


..22439.. .226.0.9,. 22443. 


. .22553,. 


- 




22936. . 


23100, 23856. 


.23978, 


23893. .23979, " 23994 


. .24047, 






. 23997. . 


2.4101, 24001. 


.24x41, 


24157. .24240, -24167 


. .24235, 






24218. . 


24307, 24241. 


.24342, 


24349. .24396 






O C ^ * LN • 


31188 






Seq. ID 


OJ990709_ 


_14.9B05 


p*3 


(^pnp Mo 
V3C11C LNU • 


64580 






Strand 








Start 


15228 






. End 


25402 






Name 


OJ990709 14.9B05.C3. 


o2. ts 


Method 


TBLASTX: Soybean 




Start 


22343 






End 


24333 






GI 


none 






Score 


63 






Exons 


22343. . 


22429, 22344. 


.22409, 


22455. .22553, 22460 


. .22609, 






23857. . 


23979, 23874. 


.23978, 


24004. .24141, 24005 


. .24130, 






24157 . . 


24240, 24259. 


.24333, 


24260. .24325 






Seq. No. 


31188 






Seq. ID 


OJ990709_ 


_14.9B05. 


C3 



31184 




Gene No. 


64580 




Strand 






O Lai L 


1 S99ft 




End 


25402 




Name 


n.TQQn70Q 1 4 Qnn^ r"5 

:? :? U / U :? 14 . iJDUj.Lj 


r\ *3 f- r~> 
. O J . L.C 


Method 


TBLASTX: Cress 






d. £ 0 4 J 




End 


24240 




CI 


none 




Score 


82 




Exons 


99'34'3 99414 9?ft74 

Z Z J 4 O . . Z Z 4 J. 4 , iJO / 4 


9 ?Q7ft 


24010. .24135, 24157. .24240 




O C Lj . IN U > 


?1 1 ft ft 




Seq. ID 


OJ990709_14 .9B05 


. Lj 


Gene No. 


64580 




Strand 






Start 


15228 




End 


25402 




ln ciiue 




. o3 . tw 


Method 


TBLASTX: Wheat 




OtQlt 


Z Z 4 4 0 




End 


24436 






none 




Score 


115 




Exons 


9944*3 99 c "> c .£ 994R1 
Z Z 4 4 O . ,^,£jjD/ Jl 


99709 
. • Z Z I U Z , 


22463. .22606, 24271 24 34 2, 






94979 94^9"^ 94401 
Z4Z/Z..Z40Z0, Z 4 4 U 1 


9 4 4^6 
. . Z 4 4 j 0 








Q d rr Mn 

oeq . in o . 


?1 1 ft ft 
JllOO 




Seq. ID 


OJ990709_14 . 9B05, 


. LO 


Gene No. 


64580 




Strand 






Start 


15228 




End 


25402 




LN cUUfc: 


OJ990709 14.9B05.C3, 


. o3 . np 


Method 


AAT/NAP 






23859 




End 


24461 






4680501 




Score 


362 




Exons 


23859. .24461 










bi uescrip . 


(AF119222) hypothetical protein [Oryza 


sativa] • 




oeq. in o . 


31188 




Seq. ID 


OJ990709_14 .9B05, 


. LJ 


Gene No. 


64580 




Strand 






Start 


15228 




End 


25402 




Name 


OJ990709 14.9B05.C3. 


, o4 . np 


Method 


AAT/NAP 




O Lai L 


23859 




End 


24658 




fZT 


4680338 




Score 


355 




Exons 


23859. .24658 












(AF128457) hypothetical protein [Oryza 


sativa subsp. indict 


Seq. No. 


31188 




Seq. ID 


OJ990709_14 . 9B05, 


,C3 


Gene No. 


64580 




Strand 








15228 




End 


25402 




Narue 


OJ990709 14.9B05.C3. 


, o4 . tw 


Method 


TBLASTX: Wheat 




oLaiL 


23874 




End 


24234 




PT 


none 




Score 


72 




Hi ALJllO 


23874 . .23954, 24007. 


, .24147, 


24172. .24234 




Seq. -No. 


31188 




Seq. ID 


OJ990709_14 . 9B05. 


,C3 


Gene No. 


64581 




Strand 






o Lai L 


26551 




End 


26841 




Name 


OJ990709 14.9B05.C3. 


o2.tw 


Method 


TBLASTX: Wheat 




Of a Y"t 


26551 




End 


26841 




rir 
\j i 


none 




Score 


200 




Exons 


26551. .26841 










Seq. No. 


31189 




Seq. ID 


OJ990709_14.9B05. 


C4 


Gene No. 


64582 




Strand 


+ 




Start 


1 




End 


386 




Name 


OJ990709 14.9B05.C4. 


ol . np 


Method 


AAT/NAP 




Start 


1 




End 


386 




GI 


6691716 




Score 


458 





Exons 1..386 



31185 




GI Descrip. 


(AP0004 92) hypothetical protein [Oryza sativa] 






gi | 6691717 | dbj | BAA89397 . 1 | (AP000570) 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


"31 1 OQ 


Cqa T Pi 

oeq . i u 


ujyyu/uy l^.yrjuo 


C 1 A 


Gene No. 


£ A c: p o 
D ff D 0 Z 


Strand 


+ 




Start 


1 
J. 


•bna 






Name 


n.TQQmOQ 14 QROR CA r\X rta 


iYie unoa 






Start 


_ 




z yu 




GI 


none 


Score 


. o 




Exons 


54. .290 








Seq. No. 


"31 1 OQ 


oeq . i u 


ujyyu/uy i^.ytsuo 


A 


Gene No. 


0 4 0 O J 


btrana 






Start 


/ Z o 




O A A Q 

z 4i 4 y 




Name 


nTQQmno i /i qgor ca aO /to 
ujyyu / uy 1 4 . ytjuo . . oz . y s 


Method 






Start 


79P ~~ 

/ z o 


bna 


z i y o 




GI 


none 


Score 


n 
. / 




Exons 


/^o . . IIjj, JLZU1..1041U/ ± o J ft . . 


z i y o 






Cpn Mo 

fcj VJ • ii \J . 


31189 


Seq. ID 


OJ990709_14 . 9B05. 


C4 


Gene No. 


D fl O 0 J 


Strand 






Start 


TOO 

/ Z o 


End 


2449 




Name 


ujyyu/uy 1 4 . y ou o . L.4t . oz . np 


Method 


AAT/NAP 




Start 


/ox 


End 


2321 




GI 


on 0 A A ^ 
3 y UZ 4 ^1 o 


Score 


2279 




Kxnn*3 

J—J *\ 1 1 O 


/ jl . . Z oZ 1 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Sea No 


31189 


Seq. ID 


OJ990709_14.9B05. 


C4 


Gene No. 


64583 


Strand 






Start 


728 


End 


2449 




Name 


OJ990709 14.9B05.C4.ol.tw 


Method 


TBLASTX: Wheat 




Start 


740 


End 


1353 




GI 


none 


Score 


56 




Exons 


740. .877, 863. .1147, 1065. .1136, 1153. 


.1353, 1174. .1203, 






1244 . . 1333 








Seq. No. 


31189 


Seq. ID 


OJ990709_14.9B05. 




Gene No. 


64583 


Strand 






Start 


728 


End 


2449 




Name 


OJ990.7 0 9 14...9B05.C4.Q2. tm 


. Method 


. TBLASTX: Maize ~. ; .. 




Start 


779 


End 


1042 




GI- 


none 


Score 


70 




Exons 


779. .880, 798. .881, 807. .881, 


860. .1042, 861. .920 




Sea No 


31189 


Seq. ID 


OJ990709_14 . 9B05. 


C4 


Gene No. 


64583 


Strand 






Start 


728 


, End 


2449 




Name 


OJ990709 14.9B05.C4.o2.tw 


Method 


TBLASTX: Wheat 




Start 


1466 


End 


1856 




GI 


none 


Score 


54 




Exons 


1466. .1513, 1468. .1608, 1468. 


.1644, 16 


15.. .1731, 1617.. 1853, 




1636. .1845, 1695. .1856 








Seq. No. 


31189 


Seq. ID 


OJ990709_14. 9B05. 


C4 


Gene No. 


64583 


Strand 







31186 



Start 
Name 
Start 
GI 

Exons 



728 . End 

OJ990709_14 . 9B05.C4 .ol.tm Method 

1498 End 

none Score 



2449 

TBLASTX: Maize 

1859 

63 



1498. .1545, 1537. .1608, 1538. .1612, 1608. .1859, 1615.:1839 



C p, Nn 


^1 1 ft Q 


c pn TP) 






flpnp Kfo 

OCllC LNU. 


\J *i *J O -J 


C +- y~-i n H 
OLI dllLi 






O Lul U 


79ft 




9 d A Q 




Name 


OJ990709 14.9B05.C4.o3.tw 


Method 






Start 


1857 


End 


2156 




GI 


none 


Score 


52 




Pvnn q 


1857. .1955, 1900.. 1983, 2022. 


.2156 








31189 


Seq. ID 




C A 




64583 


Strand 






Of- 

Otdl L 


728 


End 


9 A A Q 

£ *i *± Z? 




Name 


OJ990709 14.9B05.C4.ol.gp 


Method 






O Lai L 


2212 


End 


9 4 4 Q 




GI 


61605 1.R1084 


Score 


414 




Exons 


2212. .2449 








GI Descrip. 


1 5852170/emb|AL117265. 1 IOST17804 1 . Oe- 


137 Oryza sativa 






indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone:tl7804 


i 


Seq. No. 


31190 


Seq. ID 


OJ990709_14 . 9B05. 


C5 


Gene No . 


64584 


Strand 






Start 


1 


End 


4667 




Name 


OJ990709 14.9B05.C5.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2369 




GI 


4680179 


Score 


784 




Exons 


1..37, 456. .1489, 2289.-2369 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 





Seq. No. 31190 Seq. ID 

Gene No. 64584 Strand 

Start 1 End 

Name OJ990709_14-.'9B05 .C5.ol.gs Method 

Start 390 - End 

GI none Score 

Exons 390.. 1505, 4056.. 4157, 4211.. 4431 



OJ990709_14..9B05.C5 

4 667.. 
GENSCAN 
4431 
.76 



Seq. No. 31190 - ; - .- ..Seq. ID' 

Gene No. 64584 ■ ■ Strand 

Start 1 End 

Name OJ990709JL4 . 9B05 .C5.ol.tm Method 

Start 792 End 

GI none Score 

Exons 792.. 878, 843.. 1106, 919.. 1083 



0 J 9 9 07 0 9^-1 4-. 9 B0 5;. C 5. . 
4667 

TBLASTX: Maize 

1106 

44 



Seq. No. 31190 Seq. ID 

Gene No. 64584 Strand 

Start 1 . End 

Name OJ990709_JL4 . 9B05 . C5 . ol . tw Method 

Start 987 End 

GI none Score 
Exons 



OJ990709__14.9B05.C5 
4667 

TBLASTX: Wheat 

1343 

81 



987. .1343, 988. .1128, 996. .1136, 1165. .1341 



31187 



beq. no. 


o 1 1 y u 




Seq. ID 


ojyyu/uy 14.9B05 


. Co 


uene no . 


D fi 0 O ^ 




Strand 






Start 


1 




End 


4667 




Name 


OJ990709 14.9B05.C5.ol 


• gp 


Method 


AAT/GAP 






2063 




End 


4337 




C T 


61605 1.R1084 




Score 


635 




Exons 


2063. .2332, 3464. .3544 


, 4184. 


.4337 






Ucscrip . 


»5852170/emb|AL117265. 


1IOST17804 l.Oe 


-137 Oryza sativa 






indica (GLA4 ) genomic DNA, chromosome 


4, BAC clone: tl7804 f 


beq . JNO . 


31190 




Seq. ID 


OJ990709_14.9B05 


.C5 


bene ino . 


64584 




Strand 






C-j- a ^-}- 
OLdl L 


1 




End 


4667 




Name 


OJ990709 14.9B05.C5.o2 


.np 


Method 


AAT/NAP 




Start 


2705 




End 


4667 




C T 


6063554 




Score 


313 




Exons 


2705. .2878, 3516. .3547 


, 4224. 


.4378, 4626.-4667 




kjL uescrip . 


(AP000615) ESTs AU075609 (C6334 4 ) , C7 1850 (E04 64 ) , C98 611 (E04 64 




correspond to a region 


of the 


predicted gene.; hypothetical 




protein [Oryza sativa] 










Seq. No. 


31191 




Seq. ID 


OJ990709__14 .9B05 


C6 


Gene No. 


64585 




Strand 






o car l 


680 




End 


8189 




Name 


OJ990709 14.9B05.C6.o7 


. tm 


Method 


TBLASTX: Maize 




btart 


675 




End 


919 




bi. 


none 




Score 


41 




Exons 


675. .737,. 707. .919, 798. .887 








Seq. No. 


31191 




Seq. ID 


OJ990709_14 .9B05 


C6 


Gene No. 


64585 




Strand 






Of v-4- 

otar r. 


680 




End 


8189 




Name 


OJ990709 14.9B05.C6.ol 


.gs 


Method 


GENSCAN 




O -1 i -v- +- 

orarr. 


680 




End 


8189 






none 




Score 


.96 




Exons 


680. .5254, 5399..5444, 


7400. . 


7451, 8124. .8189 




beq . ino . 


31191 




Seq. ID 


OJ990709_14 . 9B05, 


C6 


Gene No. 


64585 




Strand 






Start 


680 




End 


8189 




Name 


OJ990709 14 . 9B05.C6.ol 


.np 


Method 


AAT/NAP 




Cf 1 vf 

otaxt ... 


.6.83 • - 




End 


.52.57 ■ ; 






4680179 




Score 


6662 




Exons 


683.. 5257 










vai uescrip . 


(AF111709) polyprotein 


[Oryza 


sativa subsp . indica] 




Seq. No. 


31191 




Seq. ID 


OJ990709_14 .9B05. 


C6 


Gene No. 


64585 




Strand 






Of -ivf 

o tart 


680 




End 


8189 




Name 


OJ990709 14 .9B05.C6.o6 


.tw 


Method 


TBLASTX: Wheat 




Start 


728 




End 


1061 




GI 


none 




Score 


104 




Exons 


728. .1060, 792. .1061 










Seq. No. 


31191 




Seq. ID 


OJ990709_14 . 9B05. 


C6 


Gene No. 


64585 




Strand 






Start 


680 




End 


8189 





31188 



Name 

Start 

GI 

Exons 



OJ990709_14 . 9B05.C6.ol.tm Method TBLASTX : Maize 

920 End 1507 

none Score 146 

920. .1189, 921. .1181, 936. .1232, 1250. .1348, 1251. .1346, 

1280. .1348, 1346. .1507, 1353. .1499, 1355. .1501. 



Seq. No. 31191 

Gene No. 64585 

Start 680 

Name OJ990709_14 . 9B05 . C6 . ol . tw 

Start 1061 

GI none 

Exons 1061.. 1687, 1062.. 1631 



Seq. ID OJ990709_14.9B05.C6 
Strand 

End 8189 

Method TBLASTX : Wheat 

End 1687 

Score 351 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31191 
64585 
680 

OJ990709_14 . 9B05.C6.o3.tm 

1556 

none 



Seq. ID OJ990709_14 . 9B05.C6 
Strand 

End . 8189 

Method TBLASTX : Maize 

End 1848 

Score 150 



1556. .1846, 1560. .1745, 1565. .1777, 1657. .1848 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31191 
64585 
680 

OJ990709__14.9B05.C6.o2.ts 

1646 

none 



Seq. ID OJ990709_14 . 9B05.C6 
Strand 

End 8189 

Method TBLASTX : Soybean 

End 1906 

Score 52 



1646. .1714, 1646. .1906, 1800. .1901 



Seq. No. 31191 

Gene No. 64585 

Start 680 

Name OJ990709_14 . 9B05 . C6 . ol . tc 

Start 1670 

GI none 

Exons 1670.. 1813, 1814. .1996 



Seq. ID OJ990709_14.9B05.C6 
Strand 

End 8189 

Method TBLASTX : Cress 

End 1996 

Score 90 



Seq. No.' 31191 

Gene No. 64585 

Start 680 

Name OJ990709__1.4 . 9B05 . C6.. o3 . tw 

Start 1694 
GI . none 
Exons 



Seq. ID OJ990709_14.9B05.C6 
Strand 

End 8189 
.Method ■ TBLASTX: Wheat . 
End 2173 
Score 219 



1694. .2173, 1695. .2078, 1700. .2155 



Seq. No. 31191 

Gene No. 64585 

Start 680 

Name OJ990709_14 . 9B05 . C6 . o2 . tw 

Start 2177 

GI none 

Exons 2177.. 2686, 2268.. 2654 



Seq. ID OJ990709_14 . 9B05.C6 
Strand 

End 8189 

Method TBLASTX : Wheat 

End 2686 

Score 305 



Seq. No. 
Gene No. 
Start 



,31191 
64585 
680 



Seq. ID 

Strand 

End 



OJ990709_14.9B05.C6 
8189 



31189 



Name OJ990709_14 . 9B05 . C6 . o2 . tm 

Start 2261 

GI none 

Exons 2261.. 2614, 2276.. 2572, 2346, 

Seq. No. 31191 

Gene No. 64585 

Start 680' 

Name OJ990709_14 . 9B05 . C6 . o3 . ts 

Start 2435 

GI none 

Exons 2435.-2677 



Method 
End 
Score 
.2612 



TBLASTX: Maize 

2614 

137 



Seq. ID OJ990709_14 . 9B05.C6 
Strand 

End 8189 

Method TBLASTX : Soybean 

End 2677 

Score 197 



Seq. No. 31191 Seq. ID 

Gene No. 64585 Strand 

Start 680 End 

Name OJ990709_14 . 9B05 . C6 . o5 . tm Method 

Start 2615 End 

GI none Score 

Exons 2615.. 2968, 2697.. 2957 



OJ990709_14.9B05.C6 
8189 

TBLASTX: Maize 

2968 

117 



Seq. No. 31191 Seq. ID 

Gene No. 64585 Strand 

Start 680 End 

Name OJ990709_14 . 9B05 . C6 . o5 . tw Method 

Start 2687 End 

GI none Score 

Exons 2687.. 2989, 2688.. 2951 



OJ990709_14 . 9B05.C6 
8189 

TBLASTX: Wheat 

2989 

201 



Seq. No. 31191 Seq. ID 

Gene No. 64585 Strand 

Start 680 End 

Name OJ990709_14 . 9B05 . C6 . ol . ts Method 

Start 2702 End 

GI none Score 

Exons 2702. .3061, 2703. .2945, 2920. .3054, 2984. .3058, 3065. .3097, 
3065.. 3097 



OJ990709_14 . 9B05.C6 
8189 

TBLASTX: Soybean 

3097 

126 



Seq; No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 



31191 
64585 
680 

OJ990709_ 

2984 

none 



14 . 9B05.C6vo.4.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990709 14.9B05.C6 



8189 

TBLASTX : -Maize. ~- 

3455 

100 



2984. .3451, 3017. .3364, 3210. .3455 



Seq. No. 


31191 




Seq. ID 


OJ990709_14 . 9B05 


.C6 


Gene No. 


64585 




Strand 






Start 


680 




End 


8189 




Name 


OJ990709 14. 


. 9B05.C6.o4.tw 


Method 


TBLASTX: Wheat 




Start . 


3038 




End 


3524 




GI 


none 




Score 


313. 




Exons 


3038. .3520, 


3081. .3524 








Seq. No. 


31191 




Seq. ID 


OJ990709_14 . 9B05 


.C6 


Gene No. 


64585 




Strand 






Start 


680 




End 


8189 





31190 




Name 


PiTQGmflQ 1/1 CmfiR P£ r\A 4-o 




1 D1jM.O 1 A . oOyDcan 






*}i in ~~ 




J4 Jl 




P T 


none 


Score 


D D 




IT" V /"^ T™l o 


in ^4^1 ^171 ^£ft 








Seq. No. 


31191 


Seq. ID 


OJ990709_14 . 9B05 


.C6 


Gene No. 


64585 


Strand 






Of 


DO U 




ft 1 ft Q 
OlO j 




Name 


nTQQmnQ 1/1 Oon^ P£ r\R -Hut 




TOT Z\ QTY - WVioaf 

1 dlho 1 a . wnea. L 




OL ait 


TCQC ~* 
0 0:73 


LIIU 


A OA Q 
4 U 4 




PT 


none 


Score 


7 Q 




Exons 


o/rqc ^7^1 Tftf^ • ^QSd 
jD^j . . 4U40, J / Jl . . joDj, o;704 


. . 4U43 






Seq. No. 


31191 


Seq. ID 


OJ990709_14 . 9B05 


.C6 


Gene No. 


64585 


Strand 








DO U 


£jI1Q 


ft 1 ft Q 
0 1 0 _? 




Name 


HTQQmnQ 1/1 dnnc. p£ ^£ -t-m 
ujyyu/uy 14 . ytsu 0 . lo . 00 . tm 


IWT A f /"~\ 

L v ie tnoa 


1 £3 L1H.0 1 A . lYla 1 Z e 




Of -> -K-4- 


J / Ot 


tjna 


41 no 
4 1 u z 




P T 
Ijl 


none 


Score 


9HQ 






0709 4109 
O 1 0 £ . . 4 IL/ii 








Seq. No. 


31192 


Seq. ID 


OJ990709_14.9B05 


.C7 


Gene No. 


64586 


Strand 


+ 




Qf a v-4- 


1/19 
14Z 


it 

t^no 


4 j J 




Name ' 


PTQQfl7r\Q 1/1 QOAt; P7 ^ 1 rra 

ujyyu / uy 14 . ynuo . u / . 01 . gs- 


Method 


oHilNov^AlN 




Of -,y-f 


1/19 
1 4 Z 


cjna 


/ICC 

4 0 3 




P T 
Ol 


none 


Score 


. 4 0 




Exons 


1/19 ^nt; 0 0 /; /ice 
14 Z . . OUo , JJD . .403 








beq . iNO . 


^1 1 Q9 

0 1 1 yz 


beq. ijj 


PiTGGn7nci i/i GnOR 


P7 


bene ino . 


64587 


Strand 


+ ~~ 




Start 


5627 


End 


6385 




Name 


OJ990709 14.9B05.C7.ol.gp 


Method 


AAT/GAP 




Of a y-f 


5627 


End 


6385 




P T 


5816562 


Score 


618 




Exons 


5627. .5651, 5973. .6385 








GI Descrip. 


6016845/dbj | AP000570. 1 | AP000570 3.0e-59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 






beq . wo . 


31192 


Seq. ID 


OJ990709_14.9B05 


C7 




64588 


Strand 


+ 




Start 1 


•11041 . . 


* End 


11288 / ..." 




Name 


OJ-990709 14 . 9B05.C7 .62 . gp 


. Method 


AAT/GAP 




Of a y-f 


11041 


End 


11288 




PT 


3761181 


Score 


443 




IT 1 V Vi C 


11041. . 11288 








ui uescrip. 


4521193/dbj I AB013450. 1 IAB013450 1.0e-99 Oryza sativa DNA, 




similar sequence to Pib gene 








o c q • LN (J . 


31192 


Seq. ID- 


OJ990709_14. 9B05. 


C7 


Gene No. 


64589 


Strand 


+ 




Start 


14314 


End 


18296 




Name 


OJ990709 14.9B05.C7.o5.gs 


Method 


GENSCAN 




Start 


14314 


End 


18296 




GI 


none 


Score 


.52 




Exons 


14314. .14367, 14 4 93 .. 14 674 , 


148 96. .15020, 15708 16516, 





17885. .17948, 18169. .18296 



31191 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31192 
64590 
1 

OJ9907 
1 

592263 
1. .26, 
4841 . . 
(AP000 
region 
retrot 
gil 601 
C26347 
predic 
Cinful 



09_14.9B05.C7.ol.np 



1287. .2371, 2978. .3 
5040, 5299. .5543, 58 
492) ESTs C26347 (C12 
of the predicted ge 
ransposon Cinful-1. 
6864 |dbj IBAA85207.il 
(C12145) , AU078074 (CI 
ted gene.; Similar t 
1. (AF049110) [Oryz 



Seq. ID OJ990709_14. 9B05.C7 
Strand - ; 
End 5926 
Method AAT/NAP 
End 5926 
Score 4538 
903, 4030.. 4180, 4223, 
02. .5926 

145) ,AU078074 (C12145) 
ne. ; similar to prpol; Zea mays 
(AF049110) [Oryza sativa] 

(AP000570) ESTs 
2145) correspond to a region of the 
o prpol; Zea mays retrotransposon 
a sativ 



.47 95, 

correspond to a 



Seq. No. 31192 

Gene No. 64590 

Start 1 

Name OJ990709_14 . 9B05 . C7 . o2 . gs 

Start 1275 

GI none 

Exons 1275.. 1808, 1923.. 2644, 2993. 



Seq. ID OJ990709_14. 9B05.C7 
Strand 

End 5926 

Method GENSCAN 

End 5926 

Score .64 
.3388, 3457. .5926 



Seq. No. 31192 

Gene No. 64591 

Start 7952 

Name O J9 907 0 9_1 4 . 9B0 5 . C7 . o3 . gs 

Start 7 952 

GI none 

Exons 7952.. 8075, 8136.. 8218 



Seq. ID OJ990709_14. 9B05.C7 
Strand 

End 8218 

Method GENSCAN 

End 8218 

Score .48 



Seq. No. 


31192 


Seq. ID 


OJ990709_14. 9B05 


.C7 


Gene No. 


64592 


Strand 






Start 


23514 -. 


End 


24343 




Name 


OJ990709 14. 9B05.C7.o2.np 


Method 


AAT/NAP 




Start 


23514 


End 


24343 




GI 


3643605 


Score 


226 




Exons 


23514. .23877, 24264. .24343 








GI Descrip. 


(AC005395) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


31192 ■ 


Seq., ID 


OJ990709_14. 9B05 


.C7 


Gene No. . 


64593 


Strand 






Start 


36715 


End 


38593 




Name 


OJ990709 14. 9B05.C7.o3. ts 


Method 


TBLASTX: Soybean 




Start 


1297 


End 


1685 




GI 


none 


Score 


114 




Exons 


1297. .1545, 1299. .1541, 1581. 


.1685, . 1591. .1677 





Seq. No. 

Gene No. 

Start 

Name 

start 

GI 

Exons 



31192 Seq. ID 

64593 Strand 

36715 End 

OJ990709_14 . 9B05 . C7 .o4 . tw Method 

1308 End 

none Score 

1308. .1676, 1330. .1671 



OJ990709_14. 9B05.C7 
38593 

TBLASTX: Wheat 

1676 

200 



31192 




Seq. No. 


31192 








Seq. ID 


OJ990709_14.9B05 


.C7 


Gpnp No 


64593 








L. X Cli 1U 








J U f X 








FnH 


O 0 D Z? O 




Name -~ * 


OJ990709 14 


. 9B05 


CI o4 




Mp +" hoH 


TRT.A QTY • i *7o 
1 O J_iin.O 1 A . LYlci 1Z6 




Start 


1350 ~~ 








End 


169^ 
X U o 




GI 


none 








Score 


90 

Zf \J 




R von ^ 


1 ^ S 0 T 4 4 ft 


1 4 S9 
i 1 ] 


1699 


1 4 

It jj« 


169^ 






Seq. No. 


31192 








Seq. ID 


OJ990709_14.9B05, 


,C7 


fipne No 


64593 








St rand 






Start 


^671 s 








End 


"5 o c q-3 

JO J-/J 




Name 


OJ990709 14 


. 9B05 


T7 o^ 


tw 


Mpf* hoH 






Start 


1713 ~~ 








End 


9 1 4 ^ 
Z. X 4 J 




GI 


none 








Score 


91 

Zf X 




P. von 


1713 9141 


1933 


.2145 










Seq. No. 


31192 








Seq. ID 


OJ990709_14.9B05, 


( C7 


fjpnp No 


64 593 








Strand 






Start 


JU ' 1 J 








End 


38593 




Name 


0.7990709 l 4 

WU Z7 Zf \J / \J Z> X *i 


9R0 S 


P7 nl 




Method 


TBLASTX: Maize 




Start 


1800 ~~ 








End 


2244 




GI 


none 








Score 


128 




F von 


1 ft 00 1 ft 96 


1 ft 94 


1 967 

. ■ X Z? \J t , 


1 9ft6 

X .7 O U • 


.2243, 1989. .2243, 1990. .2244 


Seq. No. 


31192 








Seq. ID 


OJ990709JL4 .9B05. 


,C7 




64593 








Strand 






J Lai L 


J \J 1 X J 








End 


38593 




Name 


O.7990709 1 4 

\J *J Z? Z? \J f \J Zs X *i 


9R0 S 


CI o9 


L o 


Method 


TBLASTX: Soybean 




rt* 
o u ax u 


1 91 1 ~ 








End 


2342 




GI 


none 








Score 


41 




F von 


1 91 1 9^49 

1^11 t . <!. J 4 (i. ^ 


1 94 S 


90ft S 


91 ?7 


.2295 






Seq. No. 


31192 








Seq. ID 


OJ990709_14.9B05. 


C7 


Gpnp Kjo 


64593 








Strand 






Start 


36715 








End 


38593 




Name 


Zs Z? \J / \J Zs X *± 


9R0R 


P7 o9 


1" w 

L. W 


Method 


TBLASTX: Wheat 




Start 


2187 ~~ 








End 


2606 




GI 


none 








Score 


228 




F. von ^ 


2187 9606 


2188 . 


9Sft 0 










Seq.. No. .. . 


31192 - 








Seq. ID 


.OJL9.907.0 9_1.4.9B0;5. 


C7 


Opnp No 


64593 








■ Strand 






Start 


36715 








End 


38593 




Name 


0,7990709 1 4 

\J\J Z? Z7\J t \J Z7 X *l < 


9R0 S 


P7 o9 


■l-m 


Method 


TBLASTX : Maize 




Start 


2475 _ 








End 


2831 




GI 


none 








Score 


181 




F von q 


947 S 9ft ^1 


94 ft R 

liO J. 


97 90 

. f ZsU 










Seq. No. 


31192 








Seq. ID 


OJ990709JL4.9B05. 


C7 


Gene No. 


64593 








Strand 






Start 


36715 








End 


38593 




Name 


OJ990709 14, 


. 9B05. 


C7.o4 . 


ts 


Method 


TBLASTX: Soybean 




Start 


2556 








End 


2921 




GI 


none 








Score 


129 




Exons 


2556. .2690, 


2697. 


.2921 











31193 




Seq. No. 


31192 




Seq. ID 


OJ990709_14 . 9B05 


.C7 


Gene No . 


64593 




Strand 






Start 


36715 




End 


38593 




Name 


OJ990709 14. 


9B05.C7.o6. tw 


Method 


TBLASTX: Wheat 




Start 


2606 " ' 




End 


2840 




GI 


none 




Score 


134 




Exons 


2606, .2767, 


2607. .2840, 2608. 


. 2838 






Seq. No. 


31192 




Seq. ID 


OJ990709_14 . 9B05 


.C7 


Gene No. 


64593 




Strand 






Start 


36715 




End 


38593 




Name 


OJ990709 14. 


9B05.C7.ol. tw 


Method 


TBLASTX: Wheat 




Start 


2841 ~~ 




End 


3637 




GI 


none 




Score 


114 




Exons 


2841 . . 3134, 


2845. . 3006, 3181 . 


.3405, 3183. .3404, 3461. .3637 


Seq. No. 


31192 




Seq. ID 


OJ990709_14 . 9B05 


.C7 


Gene No. 


64593 




Strand 






Start 


36715 




End 


38593 




Name 


OJ990709 14. 


9B05.C7.o5. tw 


Method 


TBLASTX: Wheat 




Start 


4217 




End 


4619 




GI 


none 




Score 


108 




Exons 


4217 . .4618, 


4311. .4619 








Seq. No. 


31192 




Seq. ID 


OJ990709__14.9B05 


C7 


Gene No. 


64593 




Strand 






Start 


36715 




End 


38593 




Name 


OJ990709 14. 


9B05.C7.o5.tm 


Method 


TBLASTX: Maize 




Start 


23593 




End 


23855 




GI 


none 




Score 


115 




Exons 


23593. .23838, 23670.. 23855 








Seq. No. 


31192 




Seq. ID 


OJ990709JL4 . 9B05 


C7 


Gene No. 


64593 




Strand 






Start 


36715 




End 


38593 




Name 


OJ990709 14. 


9B05.C7.o2.tc 


Method 


TBLASTX: Cress 




Start 


23653 




End 


23855 




GI * 


none 




Score 


98 




Exons 


23653. .23844 


, 23655.. 23855 








Seq. No. 


31192 




Seq. ID 


OJ990709_14 . 9B05. 


C7 


Gene No. .. 


. _ 6.45 93. . _.. 




Strand 






Start 


36-715 




End 


38593 




Name 


OJ990709 14. 


9B05.C7.o8.gs 


Method 


GENSCAN 




Start 


36715 




End 


38240 




GI 


none 




Score 


. 99 




Exons 


36715. .37554 


, 37920.. 38240 








Seq. No. 


31192 




Seq. ID 


OJ990709_14 . 9B05-. 


C7 


Gene No. 


64593 




Strand 






Start 


36715 




End 


38593 




Name 


OJ990709 14. 


9B05.C7.o3.np 


Method 


AAT/NAP 




Start 


36873 




End 


38593 




GI 


2959736 




Score 


336 





Exons 36873.-37279, 3db68.. 38593 

GI Descrip. (Y13651) homologous to GATA-binding transcription factors 
[Arabidopsis thaliana] 



31194 



Seq. No. 


31192 


Gene No . 


64593 


Start 


36715 


Name 


OJ990709 14.9B05.C7. 


Start 


36910 ~ 


GI 


none 


Exons 


36910 . . 37125, 36911 . 


Seq. No. 


31192 


Gene No. 


64593 


Start 


36715 


Name 


OJ990709 14 . 9B05 . C7 . 


Start 


36910 ~~ 


GI 


none 


Exons 


36910 . . 37119, 36914 . 


Seq. No. 


31192 


Gene No . 


64593 


Start 


36715 


Name 


OJ990709 14 . 9B05 . C7 . 


Start 


36910 ~~ 


GI 


none 


Exons 


36910 . . 37119, 36914 . 


Seq. No. 


31193 


Gene No. 


64594 


Start 


1 


Name 


OJ990709 14 . 9B05 . C8 . 


Start 


1 ~~ 


GI 


5852180 


Exons 


1 . . 44, 3430 . . 3485, 4 


GI Descrip. 


(AL117265) zhbOOOlO . 


Seq. No. 


31193 


Gene No. 


64594 


Start 


1 


Name 


OJ990709 14.9B05.C8. 


Start 


5739 


GI 


5816518 


Exons 


5739 . . 5857 


GI Descrip . 


4521193/dbi IAB013450 




similar sequence to 


Seq. No. 


31193 


Gene No. 


64594 


Start 


1 


Name 


OJ990709 14 . 9B05 .C8 . 


Start 


5865 ~~ 


GI 


3761 181 


Exons 


58,65. . 6099 


GI Descrip. 


4521193/dbj IAB013450 




similar sequence to 


Seq. No. 




Gene No. 


64594 


Start 


1 



Seq. ID OJ990709_14.9B05.C7 
Strand 

End 38593 

Method TBLASTX : Cress 

End 37404 

Score 282 



Seq. ID OJ990709_14 . 9B05.C7 
Strand 

End 38593 

Method TBLASTX: Maize 

End 37119 

Score 277 



Seq. ID OJ990709_14 . 9B05.C7 
Strand 

End 38593 

Method TBLASTX : Soybean 

End 37119 

Score 277 



Seq. ID OJ990709_14.9B05.C8 

Strand + 

End 10160 

Method AAT/NAP 

End 10160 

Score 669 

, 4634. .5054, 10127. .10160 



Seq. ID OJ990709_14.9B05.C8 

Strand + 

End 10160 

Method AAT/GAP 

End 5857 

Score 155 



Seq. ID OJ990709_14.9B05.C8 

Strand + 

End 10160 

Method AAT/GAP 

End 6099 ., 

Score 325 



Seq. ID OJ990709_14.9B05.C8 
Strand + 
End 10160 



31195 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990709_14 . 9B05 . C8 . o2 . np Method AAT/NAP 

6559 End 9813 

5091513 Score 1450 

6559.. 7503, 8257.. 8553, 8694.. 8931, 9381.. 9440, 9584.. 9813 

(AB023482) Hypothetical protein [Oryza sativa] 



31193 
64594 
1 

OJ990709_14. 9B05.C8.o5.gs 

8278 

none 

8278. .8610, "8700. .9059 



Seq. ID OJ990709_14.9B05.C8 

Strand + 

End 10160 

Method GENSCAN 

End 9059 

Score .52 



31193 
64595 
236 

OJ990709_14. 9B05.C8.ol.gp 
236 

3761181 
236. .482 

4 521193/dbj | ABO 134 50 . 1 | ABO 134 50 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 



Seq. ID OJ990709_14.9B05.C8 
Strand 

482 

AAT/GAP 
482 
429 



End 

Method 

End 

Score 



31193 
64596 
- 2179 

OJ990709_14 . 9B05.C8.ol.gs 

2179 

none 

2179.. 2505, 3541.. 3606 



Seq. ID OJ990709_14 . 9B05.C8 
Strand 

End 3711 

Method GENSCAN 

End 3606 

Score .83 



31193 
64596 
2179 

OJ990709_14 . 9B05 . C8 . o2 . gp 
3326 

uC-osf Icyp033a04bl 
3326. .3711 

'6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 1 1E10 1 



Seq. ID OJ990709_14 . 9B05.C8 
Strand 

3711 
AAT/GAP 
3711 
645 



End . 
Method 
End 
Score 



Seq. t No. 


31193 










■ Seq. ID 


OJ990709 


Gene No. 


64597 










Strand 




Start 


9659 










End 


9863 


Name 


OJ990709 14 


. 9B05 


.C8 


.06 


.gs 


Method 


GENSCAN 


Start 


9659 










End 


9863 


GI 


none 










. Score 


.81 


Exons 


9659. .9863 














Seq. No. 


31194 










Seq. ID 


OJ990709 


Gene No. 


64598 










Strand 


+ 


Start 


828 










End 


944 


Name 


OJ990709 14 


9B05 


C9 


ol 


gs 


Method 


GENSCAN 


Start 


828 










End 


944 


GI 


none 










Score 


.68 


Exons 


828. .944 















31196 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31195 
64599 



Seq. ID OJ990709_14 .9B05.C10 
Strand + 



OJ990709_14 . 9B05.C10.ol.np 
1 

4680186 
1..32, 377. .595 

(AF111709) unknown [Oryza sativa subsp. indica] 



End 

Method 
End 
Score 



595 

AAT/NAP 
595 
293 



31195 Seq. ID 

64599 Strand 

1 End 
OJ990709_14 . 9B05.C10.ol.gs Method 

488 End 

none Score 
488. .548 



OJ990709_14.9B05.C10 
+ 

595 

GENSCAN 

548 

.48 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31195 Seq. ID OJ990709_14 . 9B05 . C10 

64600 Strand 

143 End 528 

OJ990709_14. 9B05.C10.ol.gp Method AAT/GAP 

143 End 528 

uC-osflcyp033a04bl Score 645 

143.. 528 

'6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990709 14.9B05.C12 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



31196 Seq. ID 

64 601 Strand 
13 End 
OJ990709_14. 9B05.C12.ol.np Method 
13 End 
2126090 Score 
13. .397 

transposase (insertion sequence IS10) 
gi I 455676 |bbs | 140379 (S67119) transposase [Escherichia coli, 
/LBB84, plasmid pXT107, IS10L/R-1, Peptide 

PlasmidTransposonlnsertionMutant, 402 aa] [Escherichia coli] 
gi | 6634 720 | gb | AAF19728 . 1 | AC0124 63_2 (AC0124 63) T2E6.2 
[Arabidopsis thaliana] 



397 

AAT/NAP 

397 

598 

- Escherichia coli 



31197 . 
64602 
1 

OJ990709_14 . 9B05.C13.ol.np 
1 

6633835 
1. .198, 282. .498 

(AC008047) F2K11.1 [Arabidopsis thaliana] 



Seq. ID OJ990709_14.9B05.C13 

Strand 

End 498 

Method AAT/NAP 

End 4 98 

Score 414 



31197 
64602 
1 

Oj9907 09_I4 . 9B05.C13.ol. tm 
1 

none 



Seq. ID OJ990709_14.9B05.C13. 
Strand 

End 498 

Method TBLASTX: Maize 

End 4 54 

Score 290 



31197 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

9 1 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..201, 3. .200, 284. .451, 285. .452, 286. .453, 302. .454, 312. .452 



31197 
64602 
1 

OJ990709J.4. 9B05.C13.ol.ts 

1 

none 



Seq. ID OJ990709_14.9B05.C13 
Strand 

End 4 98 

Method TBLASTX : Soybean 

End 430 

Score 178 



1..201, 3. .200, 279. .413, 302. .430, 312. .416 



31197 
64602 
1 

OJ990709_14. 9B05.C13.ol.tc 

3 

none 



Seq. ID OJ990709_14.9B05.C13 
Strand 

End 498 

Method TBLASTX : Cress 

End 419 

Score 175 



3. .200, 4. .192, 302. .418, 312. .419 



31198 
64603 
85 

OJ990819_15. 9B09.Cl.ol.gs 
85 

none- 
85. .260 



Seq. ID OJ990819_15. 9B09.C1 

Strand + 

End 260 

Method GENSCAN 

End 2 60 

Score .92 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 

.GI - 

Exons 

GI Descrip. 



31199 
64604 
351 

OJ990819_15. 9B09.C2.ol.gp 
351 

21017_1.R1084 
351. .525 

'6006355/dbj I AP000559 . 1 1 AP000559 2.0e-22 Oryza sativa genomic 
DNA, chromosome 6, clone : P04 93C1 1 f 



Seq. ID OJ990819_15. 9B09.C2 

Strand + 

End 525 

Method AAT/GAP 

End 525 

Score 239 



31199 
64605 
14947 

OJ990819_15. 9B09.C2.o2.gp 
14624 

LIB3434-04 9-P1-K1-F9 



Seq. ID OJ990819_15. 9B09.C2 

Strand + 

End 18169 

Method AAT/GAP 

End 17474 

Score _" .7 52 . . ; \ 



14624. .14757, 148 60, , 14 97 1 , 16831 .. 16867 , 17 141 .. 17210 , 
17380. .17474 

, 5903036/gb|AAD55595.1|AC008016_5 1.0e-36 (AC008016) F6D8.5 
[Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31199 
64605 
14947 

OJ990819_15. 9B09.C2.ol.np 

14829 

5903036 



Seq. ID OJ990819_15.9B09.C2 

Strand +. 

End 18169 

Method AAT/NAP 

End 18115 

Score 567 



14829. .14 971, 1 6831 . . 168 67 , 17141. .17210, 17380. .17484, 
17 616. .17/50, 18021. .18115 



GI Descrip. (AC008016) F6D8.5 [Arabidopsis thaliana] 



31198 



Seq. No. 31199 

Gene No. 64 605 

Start 14947 

Name OJ9908 1 9_15 . 9B09 . C2 . o3 . gs 

Start- 14947 

GI none 

Exbns 14947. .14971, 17308 .. 17484 , 
18021. .18169 



Seq. ID OJ990819_15.9B09.C2 

Strand + 

End 18169 

Method GEN SCAN 

End 18169 

Score .58 
17 607. .17757, 17856. .17938, 



Seq. No. 


31199 




Seq. ID 


OJ990819_15.9B09 


.C2 




64606 




ocianu 


X 
T 




Start 


22511 






O A £L A C 

£ H 0 4 0 




Name 


OJ990819 15.9B09.C2.o5.gs 


fuf r^n 






Start 


22511 




n»na 


0 A £ A c; 




GI 


none 




Score 


ft 9 




F vnn Q 

IjAUIIo 


22511. 


.23011, 24505.. 24645 








Seq. No. 


31199 




Seq. ID 


OJ990819_15.9B09. 


.C2 


Gene No. 


64607 




Strand 


+ 




Start 


25946 




End 


27809 




Name 


OJ9908 


!19_15. 9B09.C2.o6.gs 


Method 


GENSCAN 




Start 


25946 




End 


27809 




GI 


none 




Score 


.76 




Exons 


25946. 


.25992, 27611. .27809 








Seq. No. 


31199 




Seq. ID 


OJ990819_15.9B09. 


,C2 


Gene No. 


64608 




"Strand 






Start 


9956 




End 


13445 




Name 


OJ990819 15.9B09.C2.o2.gs 


Method 


GENSCAN 




Start 


9956 




End 


13445 




GI 


none 




Score 


.52 




Exons 


9956. . 


9998, 10049. . 10191, 


11311. .11448 


, 11853. .11873, 





13329. .13445 



Seq. No. 31199 Seq. ID 

Gene No. 64 609 Strand 

Start. 19214 End 

Name OJ9908 19_15 . 9B09 . C2 . o4 . gs Method 

Start 19214 End 

GI none Score 

Exons 19214 . .19311, 19431 .. 1 94 83, 
.20074. ,20205,.. 20857. .21820 



OJ990819_15. 9B09.C2 

22809 
GENSCAN 
21820 
.58 

19629. . 19707, 19755. .19832, 



Seq. No. 31199 

Gene No. 64609 

Start 19214 

Name OJ990819_15 . 9B09 . C2 . o3 . gp 

Start 20900 

GI .. 8115_1.R1084 

Exons 20900. .21427 

GI Descrip. 1 2827536/emb I CAA16544 . 1 1 2. 

[Arabidopsis thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990819_15. 9B09.C2 

22809 
AAT/GAP 
21427 
1044 



Oe-12 (AL021633) hypothetical protein 



Seq. No. 31199 

Gene No. 64609 

Start 19214 

Name OJ9908 19_15 . 9B09 . C2 . o2 . np 



Seq. ID OJ990819_15. 9B09.C2 
Strand 

End 22809 

Method AAT/NAP 



31199 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21175 End 21823 

6553882 Score 382 

21175.. 21823 

(AC012563) unknown protein [Arabidopsis thaliana] 

31199 Seq. ID OJ99081 9_15 . 9B09 . C2 

64609 Strand 

19214 End 22809 

OJ990819_15.9B09.C2.o4.gp ' Method AAT/GAP 

21670 End 22809 

43613_1.R1084 Score 858 

21670. .21931, 22629.. 22809 

' 4314 37 8 /gb | AAD15588 | 1.0e-20 (AC006232) putative lipase 
[Arabidopsis thaliana] >gi_53062 62_gb_AAD4 1994 . 1_AC006233_5 
(AC006233) putative lipase [Arabidopsis thaliana] 1 



beq . no . 


31199 








Seq. ID 


OJ990819 


15 . 9B09 


Gene No . 


64610 








Strand 






OLaiL 


28248 








End 


30183 




Naine 


OJ990819 15.9B09.C2. 


o2 . tm 


Method 


TBLASTX: 


Maize 


o t ar u 


1 A Q H O 








End 


18291 




GI 


none 








Score 


124 




Exons 


14872. 


.14964, 


14882. 


.14971, 


14895. . 14969, 16829 


. .16876, 




17132. 


.17209, 


17140. 


1 "7 O Q C 
. 1 /ZOO, 


17377. .17481, 17382 


. .174 83, 




17606. 


.177-61, 


17611. 


1 "7 T C 1 

. 17757 , 


17854. .17943, 17999 


. .18124 , 




18193. 


.18291, 


18195. 


. loVoo 








C a rr Ma 

o e q . IN o . 


31199 








Seq. ID 


OJ990819 


_15. 9B09 


Gene No . 


64610 








Strand 








28248 








End 


30183 




Name 


OJ9908 


19 15.9B09.C2. 


oz . ts 


Method 


TBLASTX: 


Soybean 


Of 3r .f 

o car l 


17606 








End 


18296 


GI 


none 








Score 


143 




Exons 


17606. 


.17761, 


17611. 


.17754, 


17854 . .17937, 18022 


. . 18123, 




18023. 


.18124, 


18193. 


i ft 91 n 


18201. .18296 




Seq. No. 


31199 








Seq. ID 


OJ990819 


_15. 9B09 


Gene No. 


64610 








Strand *■ 






Start 


28248 








End 


30183 




Name 


OJ9908 


19 15.9B09.C2. 


o2.tc 


Method 


TBLASTX: 


Cress 


Start 


17699 








End 


18264 




GI/ 


none 








Score 


68 




Exons 


17 699. 


.■17761, 


17851. 


.17943,. 


17853-. ,17942, 17999 


. .18124, 




18022. 


.18114, 


18199. 


. 18264, 


18205. . 18264 




Seq. No. 


31199 








Seq. ID 


OJ990819_ 


_15. 9B09 


Gene No. 


64610 








Strand 






Start 


28248 








End 


30183 




Name 


OJ990819 15.9B09.C2. 


ol . tm 


Method 


TBLASTX: Maize 


Start 


20843 








End 


21935 




GI 


none 








Score 


70 




Exons 


20843. 


.20935, 


20852. 


.20974, 


21059. .211 


60, 21176 


. .21472, 




21176. 


.21463, 


21180. 


.21476, 


21186. .214 


76, 21513 


. .21737, 




21516. 


.21635, 


21526. 


.21672, 


21530. .217 


30, 21737 


. .21829, 




21750. 


.21923, 


21906. 


.21935 








Seq. No. 


31199 








Seq. ID 


OJ990819_ 


_15. 9B09 



31200 




Gene No. 


64610 




Strand 




C|-a r t- 
JLCII l 


9ft 9 A ft 




n*na 


jUIo J 


Name 


nTQQHfil Q 1 t; QpAQ CO 
\JO y y U o J. _? X j . i?x3U " . \*c. * 


Ol . L.W 


Method. 


i bijAb i a : wneat 


Dial L 


91 1 OA ~ 
^ X J. U 1 




hna 




CJ 
\j ± 


none 




Score 


one. 
z u o 


DAUl 10 


91104 91^?7 9119R 


9 1 "3 "3 "7 






Sea No 


31199 








Gene No. 


64610 




Strand 




Start 


28248 




End 


30183 


Name 


OJ990819 15.9B09.C2. 


ol.tc 


Method 


TBLASTX: Cress 


Start 


21188 




End 


21670 


GI 


none 




Score 


107 


Exons 


21188. .21457, 21258. 


.21455, 


21468. .21* 


562, 21530. .21670 



Seq. No. 31199 

Gene No. 64 610 

Start 28248 

Name OJ990819_15 . 9B09 . C2 . ol . 

Start 21209 

GI none 

Exons 21209. .21448, 21525.. 21 

Seq. No. 31199 

Gene No. 64610 

Start 28248 

Name 0 J9 90 8 1 9_15 . 9B0 9 . C2 . o7 . 

Start 28248 

GI none 

Exons 28248. .28401, 28407.. 28 

Seq. No. 31200 

Gene No. 64611 

Start 385 

Name OJ990819_15 . 9B09 . C3 . ol . 

Start 385 

GI none 

Exons 385.. 3715, 4 826,, ; ..4 933, 



Seq. ID OJ990819_15.9B09.C2 
Strand 

End 30183 

ts Method TBLASTX : Soybean 

End 21673 

Score 115 
650, 21530. .21673, 21533.. 21670 

Seq. ID GJ990819_15. 9B09.C2 
Strand 

End 30183 

gs Method GENSCAN 

End 30183 

Score .7 
569, 29997. .30183 

Seq. ID OJ990819__15.9B09.C3 

Strand + 

End 6631 

gs Method GENSCAN 

End 6371 

Score .55 
5422. .5531, 6297. .6371 



Seq. No. 31200 

Gene No. 64611 

Start .385 ; - 

Name . OJ9908 19_15 . 9B09 . C3 . o2 . np 

Start 2677 

GI 3080405 

Exons 2677.. 2772, 
GI Descrip. (AL022603) 



4753. .4933, 5422. 
Lsdl like protein 



Seq. ID 
Strand 
End . 
Method ' 
End 
Score 
.5531, 



OJ990819_ 
+ 

6631 
AAT/NAP 
6374 
207 
6297. . 6374 



15. 9B09.C3 



gi | 4 455269 | emb | CAB36805 . 1 | 
[Arabidopsis thaliana] 



[Arabidopsis thaliana] 



(AL035527) Lsdl like protein 



Seq. No. 31200 Seq. ID OJ9908 19_15 . 9B09 . C3 

Gene No. 64611 Strand + 

Start 385 End 6631 

Name OJ9908 19_15 . 9B09 . C3 . ol . gp Method AAT/GAP 

Start 2/26 End 3299 

GI none Score 1061 

Exons 2726.. 3299 



31201 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31200 
64611 
385 

OJ990819_15. 9B09.C3.o2.gp 
3477 

86315 1.R1084. 



Seq. ID OJ990819_15. 9B09.C3 
Strand + 
End 6631 
Method AAT/GAP 
End 6631 
Score ■ 1680 
3477.. 3335, 4826.. 4933, 5422.. 5531, 6297.. 6631 
, 3080405/emb|CAA18725.1| 1.0e-18 (AL022603) Lsdl like protein 
[Arabidopsis thaliana] >gi_4 4 552 69_emb_CAB36805 . 1_ (AL035527) 
Lsdl like protein [Arabidopsis thaliana] ' 





*31 200 








Seq. ID 


OJ990819_15. 9B09.C3 


Gene No. 


64612 








Strand 


+ 


Start 


7400 








End 


9827 


Name 


OJ990819 15 


9B09 


. C3 . o2 . 




Method 


GENSCAN 




7 400 ~ 








End 


9827 




none 








Score 


. 65 


F 1 von =5 


7400 7555 


7 663 


• * 'Oil/ 


9300 


.9367, 97J 


31. .9827 


Q p> rr No 


31200 








Seq. ID 


OJ990819_15. 9B09.C3 


Gene No. 


64613 








Strand 




Start 


10718 ' . 








End 


11180 


Name 


OJ990819 15 

J<J U Z? Zf \J O J- Z? J- .J • 


9B09 

Z/LJ\J zj 




LIU 


Method 


TBLASTX: Maize 


o Lai l 


'^1 QR7 ~~ 








End 


3080 


GI 


none 








Score 


122 




1987 2169 

x y \j i ■ • 1. \j z/ i 


1989 


2258 


1 990 

X Zf Z* \J . 


.2124, 2004.. 2219, 2202.. 2306, 




2235 2306 


2239 


2304 , 


2239 . 


.2439, 2242.. 2304, 2243.. 2422, 




2259 2432 


2565 


2 fi'l 2 




.2623, 2621.. 2683, 2621.. 2683, 




2650. .2697, 


2685, 


. .2741, 


2685. 


.2732, 2745. .2804, 2745. .2795, 




2746. .2805, 


2746, 


. .2796, 


2961. 


.3080, 2973. .3074, 2974. .3054, 




2998 3054 












9^rr Kin 










Seq. ID 


OJ990819_15.9B09.C3 


fjpnp Kin 


64 613 








Strand 




Start 


10718 








End 


11180 


Name 


O.T99081 Q 1 5 


QROQ 

Z7SDKJ Zs < 




L.UI 


Method 


TBLASTX: Maize 


Start 


7660 








End 


7 9.86 - 


GI 


none 








Score 


279 


Exons 


7660. .7815, 


7662, 


. .7808, 


7927. 


.7986, 7929. .7973 


Seq*. No/ 


31200 








Seq. ID 


OJ990819_15..9B09rC3 


Gene No. 


64613 








Strand ■ 




Start 


10718 








End 


11180 


Name 


OJ990819 15. 


9B09. 


.C3.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


7660 








End 


7803 


GI 


none 








Score 


191 


Exons 


7660. .7803, 


7665. 


, .7802 








Seq. No. 


31200 








Seq. ID 


OJ990819_15. 9B09.C3 


Gene No. 


64613 








Strand 




Start 


10718 








End 


11180 


Name 


OJ990819 15. 


9B09. 


C3.o3. 


gs 


Method 


GENSCAN 


Start 


10718 








End 


11180 


GI 


none 








Score 


.82 


Exons 


10718. .10788, 11123. .11180 







31202 



Con Ntn 




Seq. ID 


OJ990819_ 


1 R QdAQ 




rz o t> o NT o 


f>A 61 4 


Strand 


+ 






Start 


130 


End 


13490 






Name 


OJ990819 15.9B09.C4.ol.np 


Method 


AAT/NAP 






C j- a 


130 


End 


12196 






vj JL 


5306262 


Score 


717 








130.. 213, 8249.. 8419, 9266.. 


9475, 10321; . 10472, 


10553. . 


lUO JJ; 




11926.. 12196 










ox uc jLJ ^- tr * 


(AC006233) putative lipase [Arabidopsis thaliana] 




Seq. No. 


31201 


Seq. ID 


OJ990819 


15. 9B09 


.C4 


Gene No. 


64614 


Strand 


+ 






qfa rt 


130 


End 


13490 






Name 


OJ990819 15.9B09.C4.ol.gs 


Method 


GENSCAN 






Of- a r 4- 
O Lai L 


1522 


End 


3014 






rir 

\J J- 


none 


Score 


.47 






LjAUI 1 o 


1522.. 1656, 2531.. 2656, 2675 


..2776, 2898.. 3014 






Seq. No. 


31201 


Seq. ID 


OJ990819_ 


15.9B09 


. C4 


Gene No. 


64614 


Strand 


+ 






Start 


130 


End 


13490 






Name 


OJ990819 15.9B09.C4.o3.gs 


Method 


GENSCAN 






Start 


6785 


End 


13490 






GI 


none 


Score 


.65 






Exons 


6785.. 6786, 7228. .7801, 8028 


..8559, 9266. .9475, 


10324. . 


10472, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name.' 

Start 

GI 

Exons 

GI Descrip. 



10538. .10829, 13354. .13490 



31201 
64614 
130 

OJ990819_15 .9B09.C4.ol. gp 
10442 
2797198 
10442. .10472, 10553. .10762 

4 314 37 8 /gb | AAD15588 | 1.0e-20 (AC006232) putative lipase 
[Arabidopsis thaliana] >gi_53062 62_gb_AAD4 1994 . 1_AC006233_5 
(AC006233) putative lipase [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990819_15. 9B09.C4 
+ 

13490 
AAT/GAP 
10762 
438 



31201 Seq. ID 

64614 Strand 
130 End 
OJ990819_1;5. 9B.09:C4-r62..gp Method / 

10771 . . .End 

'3711_1.R1084 ■ Score 

10771. .10829, 11925. .12635 

f 4314378/gb| AAD15588 | 6.0e-20 (AC006232) putative lipase 
[Arabidopsis thaliana] >gi_5306262_gb_AAD41994 . 1__AC006233_5 
(AC006233) putative lipase [Arabidopsis thaliana] 1 



OJ990819_15.9B09.C4 
+ 

13490 

AAT/GAP ./- :~ v 

12635 

1421 



Seq. No. 


31201 


Seq. ID 


OJ990819_15. 9B09.C4 


Gene No. 


64615 


Strand 




Start 


3513 


.. End 


3983 


Name 


OJ990819 15.9B09.C4.o2.gs 


Method 


GENSCAN 


Start 


3513 


End 


3983 


GI 


none 


Score 


. 98 


Exons 


3513. .3983 







31203 



Seq. No. 


31201 






Seq. ID 


OJ990819_15.9B09 


.C4 


Gene No. 


64616 






Strand 






Start 


12955 








X / DO 




LNdlllC 


OJ990819 15.9B09.C4 


.o2.tm 


L V JS LIlvJCl 


1 £3 .brio 1 A . LYla lZc 
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8248 






Hi 11 (J. 
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04UJ 




GI 


none 






JLUI tr 






F, von 


8248. . 


8403, 8248. .8313, 825C 


■ ■ O O \J \J 








31201 






Seq. ID 


OJ990819_15.9B09 


C A 




64616 






Strand 






Start 


12955 






End 


17268 




Name 


OJ990819 15.9B09.C4 


.ol.tc 


Method 


TBLASTX: Cress 




Cf art 


8251 






End 


12156 




\J X 


none 






Score 


68 




P von 


8251. . 


8304, 8344. .8400, 9316 


..9450, 10322. .10474, 10323 


» . X KJH 0 y , 




10541. 


.10831, 10552 


. .10626, 


10660. .10785, 11935. .12156, 






11936. 


.12100 










Qe>rr No 


31201 






Seq. ID 


OJ990819_15. 9B09 


CA 


uCliC IN • 


64616. 






Strand 






O Lai L 


12955 






End 


17268 




Name 


OJ990819 15.9B09.C4 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


9291 






End 


12408 




GI 


none 






Score 


276 




LAUilO 


9291. . 


9452, 9292.. 9450, 9366 


..9452, 10305. .10484, 10322 


i n/ion 

. 1 Vh 0 U , 




10541. 


.10831, 10551 


. .10841, 


10553. . 1082 


8, 10941. .10979, 






11914 . 


.12240, 11924 


.12241, 


11927. .12253, 11928. .12254, 






12252. 


.12320, 12264 


. 12320, 


12379. .1240 


8, 12381. .12404 




Oc^ i In \J . 


31201 






Seq. ID 


OJ990819__15. 9B09. 




Gene No. 


64616 






Strand 






Start 


12955 






End 


17268 




Name 


OJ9908 


19_15. 9B09.C4 


ol.ts 


Method 


TBLASTX: Soybean 




O Lai L 


10329 






End 


10795 




(IT 
\3 X 


none 






Score 


124 




F von c: 


10329. 


.10481, 10331 


.10480, 


10541. .10666, 10552. .10608, 






10663. 


.10794, 10664 


. 10795 








Q^rr Mo 


31201 






Seq. ID 


OJ990819_15.9B09. 


C A 


Gene No . 


64616 






Strand 






Start 


12955 






End 


17268 




Name 


O.J9908 


19._15. 9B09.C4".. 


o2 . np 


. . Method " .. . 


AAT/NAP — " — 




Start' 


12955 






End '■ 


15460- 




GI ' 


728868 






Score 


92 




Exons 


12955. 


.12995, 14144. 


. 14169, 


15144 . . 15460 




GI Descrip. 


ANTER- 


SPECIFIC PROLINE-RICH 


PROTEIN APG 


(PROTEIN CEX) 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



gi I 99824 |pir | | S16748 proline-rich protein - rape (fragment) 



gi I 22597 i 
napus] 



emb|CAA42924 | (X60376) proline-rich protein [Brassica 



31201 Seq. ID 

.64616 .. Strand 
12955 End 
OJ990819__15.9B09.C4.o4.gs Method 
15274 End 
none Score 



OJ990819_15.9B09.C4 

17268 
GENSCAN 
17268 
.65 



15274. .15428, 15803. .158 91, 17225. .17268 
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Seq. No. 


31202 




Seq. ID 


OJ990819_ 


15 


,9B09 




Of± o± / 




Strand 
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b tar t 


Z 1 O 






bob 






Name 






Method 








bt art 








ODD 








none 




Score 


Q Q 






f y^i c"? 


91 Q *3 /I 1 Q "3 /I oqc 
ZlO. .,54 1, 0 j4 . .ODD 












Seq. No. 


31203 




Seq. ID 


OJ990819_ 


15 


9B09 


Lrene lno . 






o t r ana 


+ 






Of -iy*f 

otart 






ijna 


i n n r c 






Name 




gs 


Method 








Of 5 vf 

b tart 






bna 


i fi n el r 








none 




Score 


1 






Exons 


/ / . . 1UUDD 












Seq. No. 


31203 




Seq. ID 


OJ990819_ 


15. 


9B09 


Gene No. 


64618 




Strand 


+ 






Of -> v-+- 






End 


10055 






Name 


ujyyuoiy 10 . ybuy . uo . oi . 


np 


Method 


AAT/NAP 






b tart 


o a y o 




End 


10052 












Score 


1174 






Exons 


QOQQ Q/IQQ QC1 /l qit/t 


9261. 


.9781, 9865.. 10052 






G I ^ r De s cr lp . 


^ALiUzi/iu; nypotnet ica i 


protein [Arabidopsis thaliana] • 


Seq. No. 


31203 




Seq. ID 


OJ990819_ 


15. 


9B09 


Gene No. 


64619 




Strand 


+ 






Start' 


15412 




End 


15999 






Name 


OJ990819 15.9B09.C6.ol. 


gp 


Method 


AAT/GAP 






Start 


15412 




End 


15999 






GI 


uC-osrocyp025e03al 




Score 


888 






Exons 


15412. .15495, 15628.. 15999 











GI Descrip. ? 57 677 1/gb I U16256 | OSU16256 0.0e+00 Oryza sativa cone SRI 
sucrose-regulated mRNA, 3' '-end sequence 1 



Seq. No. 31203 Seq. ID 

Gene No. 64 620 Strand 

Start 11318 End 15478 

Name OJ990819_15 . 9B09-. C6 . o5 . gs Method GENSCAN 

Start 11318 End 15478 

GI . none"-. . \ .: : ' ;_- ;Score.;.„ 61. \: ..:.v 

Exons • 11318. .11324, 11416. . 11517, 11645 .. 11667-, 11802 

11955. .12094, 12182. . 12296, 12481 .. 12 675, 15173 



OJ990819 15.9B09.C6 



11885, 
15478 



Seq. No. 31203 Seq. ID 

Gene No. 64621 Strand 

Start 17703 End 

Name OJ990819_15 . 9B09 . C6 . 06 . gs Method 

Start 17703 End ■ 

GI none Score 

Exons 17703. . 18310, 18564.. 19038 



OJ990819_15.9B09.C6 

19038 
GENSCAN - 
19038 
. 92 



Seq. No. 31203 Seq. ID 

Gene No. 64b^l Strand 

Start 17703 End 

Name OJ9908 19_15 . 9B09 . C6 . o2 . np Method 



OJ990819_15. 9B09.C6 

19038 
AAT/NAP 



31205 






17712 






End 


19020 




(IT 


4314384 




Score 


535 




Exon s 


17712 


..18310, 18564. 


.19020 










(AC006232) putative 


cysteine proteinase [Arabidopsis thali 


Seq. No. 


31203 






Seq. ID 


OJ990819_15.9B09 


.C6 


Gene No. 


64622 






Strand 






OLai L 


20037 






End 


20632 




Name 


OJ990819 15.9B09.C6. 


o2. tm 


Method 


TBLASTX: Maize 




O Lai L- 


15317 






End 


15470 






none 






Score 


76 




DAUllo 


15317 


..15394, 15317. 


. 15469, 


15372.. 15470 






31203 






Seq. ID 


OJ990819_15. 9B09 


.C6 


Gene No. 


64622 






Strand 






Start 


20037 






End 


20632 




Name 


OJ990819 15.9B09.C6. 


o2 . ts 


Method 


TBLASTX: Soybean 




C-|- a v-f- 


15371 






End 


17355 






none 






Score 


184 




E 1 V ATI C 


15371 


..15505, 15372. 


. ID <i 0 0 , 


15626. .15751, 15627. . 15737, 






17226 


..17354, 17227. 


. 17319, 


17227. .17355 




O c q . IN O • 


31203 






Seq. ID 


OJ990819_15.9B09 


.C6 


Gene No. 


64622 






Strand 






Start 


20037 






End 


20632 




Mania 


OJ990819 15. 9B09. C6. 


ol . tm 


Method 


TBLASTX: Maize 






17706 






End 


18810 






none 






Score 


67 




Exons 


17706 


..17834, 17913. 




18126. .18311, 18166. .18276, 






18562 


..18627, 18727. 


.18810 








o e q . in o . 


31203 






Seq. ID 


OJ990819_15. 9B09 


.C6 


Gene No. 


64622 






Strand 






Start 


20037 






End 


20632 






OJ990* 


U9_15.9B09.C6. 


ol. tc 


Method 


TBLASTX: Cress 




Start 


17712 






End 


18924 






none 






Score 


165 




rjAUiio 


17712 


.17753, 17769. 




17913. .18017, 18126. .18311, 






18562 


.18630, 18715. 


. 18924 








O t: (-[ . L\ U • 


31203 






Seq. ID 


OJ990819_15. 9B09 


.C6 


.Gene No .7 ; 


•64622~ 




' * 7 "~ 77 


7; Strand... 




- 


Start 


20037 






End 


20632 






OJ9908 


il9_15. 9B09.C6. 


ol. ts 


Method 


TBLASTX : Soybean 




OLal L 


17718 






End 


18936 




r; t 

O J. 


none 






Score 


126 




HAUilO 


17718. 


.17762, 17769. 


.17837, 


17919. .18014, 18126. .18206, 






18201. 


.18320, 18574. 


.18630, 


18736. .18801, 187 96. .18 936 






31203 






Seq. ID 


OJ990819_15.9B09 


C6 


Gene No . 


64622 






Strand 






Start 


20037 






End 


20632 




Name 


OJ990E 


U9_15.9B09.C6. 


o7 . gs 


Method 


GENSCAN 




Start 


20037 






End 


20632 




GI 


none 






Score 


.86 




Exons 


20037. 


.20071, 20560. 


.20632 









31206 




Seq. No. 


31204 






Seq. ID 


OJ990819 15.9B09.C7 


Gene No. 


64623 






Strand 




Start 


4489 






End 


6220 


Name 


OJ990819 15 


. 9B09 


,C7 .ol .np 


Method 


AAT/NAP 


Start 


4489 






End 


6220 . 


GI 


2342728 






Score 


416 ' 


Exons 


4489. .4845, 


4873 


..5086, 5748. 


.6220 




GI Descrip. 


(AC002341) 


putative cysteine 


proteinase [Arabidopsis thalia 


Seq. No. 


31204 






Seq. ID 


OJ990819_15.9B09.C7 


Gene No. 


64624 






Strand 




Start 


6496 






End 


9919 


Name 


OJ990819 15 


. 9B09 


.C7.ol.tm 


Method 


TBLASTX: Maize 


Start 


4519 






End 


6082 


GI 


none 






Score 


119 


Exons 


4519. .4665, 


4520 


..4666, 4690. 


.4812, 4858. .4902, 4908. .4952, 




4933. .5088, 


4961 


..5089, 4963. 


.5136, 5756. .5809, 5930. .6082 


Seq. No. 


31204 






Seq. ID 


OJ990819_15. 9B09.C7 


Gene No. 


64624 






Strand 




Start 


6496 






End 


9919 


Name 


OJ990819 15 


. 9B09, 


,C7.ol. ts 


Method 


TBLASTX: Soybean 


Start 


4540 






End 


5089 


GI 


none 






Score 


78 


Exons 


4540. .4617, 


4618, 


..4665, 4690. 


.4812, 4873. .5088-;' 4991. .5089 


Seq. No. 


31204 






Seq. ID 


OJ990819_15.9B09.C7 


Gene No. 


64624 






Strand 




Start 


6496 






End 


9919 


Name 


OJ990819 15 


. 9B09, 


.C7.ol.tw 


Method 


TBLASTX: Wheat 


Start 


4541 






End 


6127 


GI 


none 






Score 


66 


Exons 


4541. .4609, 


4546. 


..4617, 4621. 


.4674, 4933. .5097, 4961. .5098, 




"5759. .5809, 


5760. 


..5810, 5924. 


.6127, 5928. .6095 


Seq. No. 


31204 






Seq. ID 


OJ990819_15.9B09.C7 


Gene No. 


64624 






Strand - 




Start 


6496 






End 


9919 


Name 


OJ990819 15 


. 9B09. 


.C7.ol.tc 


Method 


TBLASTX: Cress 


Start 


4990 






End 


6121 


GI 


none 






Score 


90 


.Exons . ..... 


.4 290... 5.0.8-5.,.. 


.4.9:9.1... 


, 5.086, 57A7, 


. 5809.,... 57.72 . , 5 82 2, ...5.3.2 4.. ...612.1/ 




5928. .6098 










Seq. No. 


31204 






Seq. ID 


OJ990819_15.9B09.C7 


Gene No. 


64624 






Strand 




Start 


6496 






End 


9919 


Name 


OJ990819 15 


.9B09. 


C7.o2. ts 


Method 


TBLASTX: Soybean 


Start 


5747 






End 


6124 


GI 


none 






Score 


164 


Exons 


5747 . .5821, 


5930. 


.6124 






Seq. No. 


31204 






Seq. ID 


OJ990819_15.9B09.C7 


Gene No. 


64624 






Strand 




Start 


64 96 






End 


9919 


Name 


OJ990819 15. 


.9B09. 


C7.o3.gs 


Method 


GENSCAN 


Start 


6496 




End 


9497 



31207 



GI none Score .74 

Exons 6496. .6527, 6586. .6750, 6759.-6837, 8330. .8422, 8645. .8770, 

9129. .9208, 9458. .9497 



Seq. No. 31204 

Gene No. 64624 

Start 6496 

Name OJ990819_15 . 9B09 . C7 . o2 . 

Start . 7365 

GI 2342730 

Exons 7365.. 7513, 8318.. 8459, 



GI Descrip. (AC002341) hypothetical 



Seq. ID OJ990819_15.9B09.C7 
" Strand 

End 9919 
np Method AAT/NAP 

End 9919 
Score 308 
8645. .8770, 9345. .9579, 9664. .9919 
protein [Arabidopsis thaliana] 



Seq. No. 31205 Seq. ID 

Gene No. 64 625 Strand 

Start 2467 End 

Name . OJ9908 1 9_1 6 . 9B10 . CI . o2 . gs Method 

Start 24 67 End 

GI none Score 

Exons 2467.. 2585, 2652.. 2679 



OJ990819_16.9B10.C1 
+ 

2679 
GENSCAN 
2679 
.42 



Seq. No. 31205 Seq. ID 

Gene No. 64626 Strand 

Start 311 End 

Name ' 0 J9908 1 9_1 6 . 9B10 . C 1 . o 1 . gs Method 

Start 311 End 

GI none Score 

Exons 311. .430, 612. .666, 1738. .1781 



OJ990819_16. 9B10.C1 

1781 
GENSCAN 
1781 
.88 



Seq. No. 


31206 


Seq. ID 


OJ990819_ 


16. 


9B10 


.C2 


Gene No. 


64627 


Strand 


+ 








Start 


78 


End 


3651 








Name 


OJ990819 16. 9B10.C2.ol.gs 


Method 


GENSCAN 








Start 


78 


End 


3651 








GI 


none 


Score 


.47 








Exons 


78.. 142, 1752.. 1812, 1972. 


.2086, 3524. 


.3651 








Seq. No. 


31206 ' * 


Seq. ID 


OJ990819_ 


16. 


9B10 


C2 


Gene No. 


64628 


Strand 


+ 








Start 


5243 


End 


5363 








Name 


OJ990819 16. 9B10.C2.ol.np 


Method 


AAT/NAP 








Start. . .„. . 


.52.4 3 _ 


. „ End. .. .__ 


.53.63 . 








GI • 


6815099 


Score 


85 








Exons 


5243. .5363 












GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 









Seq. No. 31206 Seq. ID 

Gene No. 64 629 Strand 

Start 11557 End 

Name OJ990819_16 . 9B10 . C2 . o3 . gs Method 

Start 11557 End 

GI none Score 
Exons ■ 11557. .12018 



OJ990819_16.9B10.C2 
+ 

12018 
GENSCAN 
12018 
.99 



Seq. No. 
Gene No. 
Start 



31206 
64630 
14536 



Seq. ID OJ990819_16. 9B10.C2 
Strand + 
End 17571 



31208 




Name 


OJ990819 16.9B10.C2. 


KJH . yo 


Method 


GENSCAN 








14536 






End 


17571 






PT 

O X 


none 






Score 


.52 






IT von q 


14536 


.14586, 14817. 


• X 1 \J X , 


16041. . 16166, 17393 


• • X / J / X 




Seq. No. 


31206 






Seq. ID 


OJ990819 


_16. 9B10 


.C2 


Gene No. 


64631 






Strand 


+ 






Start 


20547 






End 


21845 






Name 


OJ990819 16.9B10.C2. 


u j . y o 


Method 


GENSCAN 






OLqiL 


20547 






PnH 


9 1 fi 4 ^ 
Z X 0 H D 






r: t 
ox 


none 






Score 


. 98 






LjAUIIo 


20547. 


.21105, 21436. 


91 Rd S 










Seq. No. 


31206 






Seq. ID 


OJ990819 


_16. 9B10 


.C2 


Gene No. 


64632 






Strand 


- 








5569 






End 


7443 






Name 


OJ990819 16.9B10.C2. 




Method 


GENSCAN 






oLai L 


5569 






End 


7443 






r:T 

O X 


none 








Q1 
■ y x 






Exons 


5569. . 


6029, 7335. .74 












Q q /t Wa 

oeq . in o . 


31206 






Seq. ID 


OJ990819 


i £ qri n 


. 


Gene No. 


64633 






Strand 








Start 


12781 






End 


12871 






Name 


OJ990819 16.9B10.C2. 


Oj£ . np 


Method 


AAT/NAP 






C+- a v-+- 


12781 






End 


12871 






PT 


5852084 




Score 


81 






TT" T"\ O 


12781. 


.12871 












oX ucotiip • 


(AL117264) zwh0007. 1 


L \Jx. y l, d 


sativa] 








dorr Mr^ 


31206 






Seq. ID 


OJ990819_ 


_16. 9B10 


P9 


Gene No. 


64634 






Strand 








Start 


22994 






End 


23734 






NT a m o 


OJ990S 


19_16. 9B10.C2. 


o 1 • tm 


Method 


TBLASTX: Maize 




q-t- a -rt- 
OLal L 


21590 






End 


21839 






riT 
ox 


none 






Score 


155 








21590. 


.21730, 21594. 


.21731, 


21604. .21750, 21661 


. .21750, 






21725. 


.21832, 21728. 


9 1 9 


21732. .216 


39 






Seq. No. 


31206 






Seq. ID 


OJ990819_ 


_16.9B10 


C2 


Gene No. 


64634 






Strand 








Of ar f 


. 22994 






.End . . 


: 237 3.4 .-. 






Name 


OJ990819 16.9B10.C2. 


ob . gs 


Method 


GENSCAN 






q+- a t+- 

o L d x u 


22994 




End 


23734 • 






O X 


none 






Score 


.67 








22994. 


.23032, 23068. 


Q1 

. <L J 1 1 / 


23251. .23329, 23599 


. .23734 




Seq. No. 


31207 






Seq. ID 


OJ990819_ 


_16. 9B10 


C3 


Gene No. 


64635 






Strand 


+ 






qi-a-ri- 
O U a X u 


49 






End 


4484 






Name 


OJ990819 16.9B10.C3. 


ol . gs 


Method 


GENSCAN 






Start 


49 






End 


4484 






GI 


none 






Score 


. 63 






Exons 


49. .167, 1432. .1471, 


2710. . 


2760, 3101. 


.3313. 4410. .4484 




Seq. No. 


31207 






Seq. ID 


OJ990819_ 


_16. 9B10. 


C3 


Gene No. 


64636 






Strand 


+ 







31209 




Start 


6600 






End 


79?fi 

/ C £~ O 








N3IH6 


OJ990819 16. 




Mot" hnH 


\J Cj IN O V^rtLN 








Start 


6600 








799 R 
f c o 








GI 


none 






Score 










Exons 


6600. 


.6621, 


6927 7228 












Seq. No. 


31207 






Seq. ID 


OJ990819_ 


_16. 


9B10 


.C3 


Gene No. 


64 637 






Strand 


+ 








Start 


7401 






End 


9374 








Name 


OJ990S 


319 16. 


9B10.C3.o4 .gs 


Method 


O Cj IN O \_/rt.LN 








Start 


7401 






End 


Q?7 A 








GI 


none 






Score 


79 








J-J 1 1 w 


7401. , 


.8115, 


8862. .9140, 9352. .9374 










Seq. No. 


31207 






Seq. ID 


OJ990819_ 


_16. 


9B10 


.C3 


Gene No. 


64 638 






Strand 










Start 


6060 






End 


6447 








Name 


OJ990E 


319_16. 


QR1 0 n9 rr q 


Method 


VJJ Hi LN O \_*r^LN 










6060 






End 










GI 


none 






Score 










J — l ^\ UUl3 


6060. . 


.6325, 


6399. .6447 












Seq. No. 


31207 






Seq. ID 


OJ990819_ 


16. 


9B10 


.C3 


Gene No. 


64639 






Strand 










Start 


10376 






End 


J. \J O -J *i 








Mam o 


OJ990819 16. 


9B10.C3.o5.gs 


Method 


OiiiLNo^-r-iLN 








O Lai L 


10376 






End 


1 DR ^4 
X U O ~5 fi 








rij 


none 






Score 


1 
X 








U AUUO 


10376. 


, .10834 














Seq. No. 


31207 






Seq. ID 


OJ990819_ 


16. 


9B10 


.C3 


Gene No. 


64640 






Strand 










Start 


14050 






End 


15703 








Name 


OJ990819 16. 


9B10.C3.o6.gs 


Method 


GENSCAN 








Start 


14050 






End 


15703 








GI 


none 






Score 


.51 








F.xon •=? 


14050. 


.14098 


, 14683. .14853, 


15 4 633. .15703 








Seq. No. 


31207 






Seq. ID 


OJ990819_ 


16. 


9B10 


.C3 


Gene No. 


64641 






Strand 










Start 


16132 






End 


24272 








Name 


.. . OJ9306 


t 19^1 6. 


.9B.1.0..C3,.o4.tm 


_ Method 


XBLASTX:.Mai.ze.:„.-.: 




Start 


12324 






End 


12593 








GI 


none 






Score 


203 










12324 . 


.12593, 12328. .12369, 


12428. .12517 








Seq. No. 


31207 






Seq. ID 


OJ990819_ 


16. 


9B10 


,C3 


Gene No. 


64641 






Strand 










Star, t 


16132 






End 


24272 








Name 


OJ990819 16. 


9B10.C3.o2.tw 


Method 


TBLASTX: Wheat 






12378 






End 


12881 








GI 


none 






Score 


137 








Exons 


12378. 


.12626 


, 12548. . 12643, 


12705. . 12737, 12783. 


. 12 


881 




Seq. No. 


31207 






Seq. ID 


OJ990819_ 


16. 


9B10, 


.C3 


Gene No. 


64641 






Strand 










Start 


16132 






End 


24272 









31210 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990819_16. 9B10.C3.o2.tm Method 
12779 End 
none Score 



TBLASTX: Maize 

13250 

240 



12779. . 12967, 12780 .. 13151, 13173.. 13250 



31207 
64641 
16132 

OJ990819_16.9B10.C3.ol.tw 

12976 
none 



Seq. ID OJ990819_16.9B10.C3 
Strand 

End 24272 

Method TBLASTX : Wheat 

End 13343 

Score 42 



12976. .13017, 13041. .13319, 13056 .. 13226, 13300 .. 13341, 
13314. .13343 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31207 
64641 
16132 

OJ9908 1 9_1 6 . 9B10 . C3 . o5 . tm 
13420 
none 

13420. .13602, 13473 .. 13616, 13612. .13713 



Seq. ID OJ990819__16.9B10.C3 
Strand 
End 

Method 
End 
Score 



24272 

TBLASTX: Maize 
13713 
154 



31207 
64641 
16132 

OJ990819_16.9B10.C3.o7.gs 

16132 

none 

16132. .16341, 16401. .16624, 
18400. .18439, 20329 .. 2078 6, 
22467. .22683, 24 140 .. 24 17 6, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

16721 

21083 



OJ990819 16.9B10.C3 



24272 
GENSCAN 
24272 
.45 

16901, 18192. 
21398, 21826. 



18213, 
22014, 



24187. .24272 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

..Se.q. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



31207 Seq. ID OJ990819_16 . 9B10 .C3 

64641 Strand 

16132 End 24272 

OJ9908 1 9_1 6 . 9B10 . C3 . ol . np Method AAT/NAP 

18582 End 21998 

3445201 Score 307 

18582. .18778, 21216 21398 , 21814.. 21998 

(AC004786) unknown protein [Arabidopsis thaliana] 



31207 .. . ;.. 
64641 
16132 

OJ990819_16.9B10.C3.o3.tm 
20093 
none 

20093. .20161, 20243 
20287. .20427, 20291 
20429. .20581, 20431 
20578. .20613-, 20612 



Seq. ID OJ99081.9_*1.6„.:9B1.0.C3 
Strand - - 

24272 

TBLASTX: Maize 
20731 
39 



End 

Method 
End 
Score 

20275, 20244. .20273, 20286 
20446, 20307. .20453, 20308 
20490, 20434. .20598, 20570 
20731, 20616.. 20708 



.20432, 
.20445, 
.20626, 



Seq. No. 31207 Seq. ID 

Gene No. 64641 Strand 

Start 16132 End 

Name OJ9908 19_16 . 9B10 . C3 . ol . tc Method 

Start 21222 End 



OJ990819_16. 9B10.C3 
24272 

TBLASTX: Cress 
21355 



31211 



GI none Score 102 

Exons 21222. .21329, 21223 .. 21330, 21223 . . 21354 , 21224.. 21355 



Seq. No. 


31207 




Seq. ID 


OJ990819_16. 9B10 


C3 


Gene No. 


64641 




Strand 






Start 


16132 




End 


24272 




Name 


OJ990819 16. 9B10.C3 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


21223 ~~ 




End 


22004 




GI 


none 




Score 


233 




Exons 


21223. .21399, 21224 


. .21400, 


21224. .21400, 21838 .. 21975, 






21838. .21996, 21845 


. .21991, 


21858. .22004, 218 93. .22003 




Seq. No. 


31207 




Seq. ID 


OJ990819_16. 9B10 


. \* «j 


Gene No . 


64641 




Strand 






Start 


16132 




End 


24272 




Name 


OJ990819 16. 9B10.C3 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


21223 ~ 




End 


21971 




GI 


none 




Score 


163 




Exons 


21223. .21354, 21224 


. .21355, 


21899. .21970, 21903. .21971 




Seq. No. 


31207 




Seq. ID 


OJ990819_16. 9B10 


.C3 


Gene No. 


64641 




Strand 






Start 


16132 




End 


24272 




Name 


OJ990819 16.9B10.C3 


.ol.gp 


Method 


AAT/GAP 




Start 


22474 




End 


22779 




GI 


3759785 




Score 


576 




Exons 


22474. .22779 











Seq. No. 31208 Seq. ID 

Gene No. 64642 Strand 

Start 1 End 

Name OJ990819_16 . 9B10 . C5 . ol . np Method 

Start 1 End 

GI 6815062 Score 

Exons 1 . .562 

GI Descrip. (AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 



OJ990819_16.9B10.C5 
+ 

562 

AAT/NAP 

562 

570 



Seq. No. 


31208 


Seq. ID 


OJ990819_16. 9B10.C5 


Gene No. 


64642 


Strand 


+ 


Start 


;..l. /- ■ - \ _ ;; 


End. . 


. 562 • ... ~ ; 


Name 


OJ990819 16. 9B10-.C5-.ol.tm 


. Method 


TBLASTX : Maize 


Start 


47 


End 


551 


GI 


none 


Score 


99 


Exons 


47. .172, 48. .182, 213. .551, 


213. .467, 


257. .547 


Seq. No. 


31209 


Seq. ID 


OJ990819_16.9B10.C6 


Gene No. 


64643 


Strand 




Start 


73 


End 


506 


Name 


OJ990819 16.9B10.C6.ol.np 


Method 


AAT/NAP 


Start 


73 


End 


506 


GI 


6815062 


Score 


179 


Exons 


73. .397, 456. .506 






GI Descrip. 


(APOUloyO) Similar to Arabidopsis thaliana chromosome II BAC 




F16P2 genomic sequence ;mudr A 


like protein (AC004561) [Oryza 




sativa] 







31212 



Seq. No. 31209 Seq. ID 

Gene No. 64643 Strand 

Start 73 End 

Name OJ990819_1 6 . 9B10 . C6 . ol . gs Method 

Start 88 End 

GI none Score 

Exons 88.-229, 290.. 312 



OJ990819_16. 9B10.C6 
506 

GENSCAN 

312 

.68 



Seq. No. 31210 Seq. ID 

Gene No. 64644 Strand 

Start ' 1189 End 

Name OJ990819_16 . 9B10 . C7 . ol . tw Method 

Start 1185 End 

GI none Score 

Exons 1185.. 1298, 1188.. 1322, 1192.. 1341, 1193 

1307. .1387, 1453. .1713, 1464. .1715, 1464 



OJ990819_16. 9B10.C7 
+ 

5221 

TBLASTX: Wheat 
1715 
90 

.1333, 1231. .1341, 
. 1715 



Seq. No. 31210 

Gene No. 64644 

Start 1189 

Name OJ9908 19_1 6 . 9B10 . C7 . o4 . 

Start . 1185 

GI none 

Exons 1185.. 1292, 1188.. 1379, 

Seq. No. 31210 

Gene No. 64644 

Start 1189 

Name OJ990819_16 . 9B10 . C7 . ol . 

Start 1189 

GI none 

Exons 1189.. 1383, 1467.. 1704, 
3891. .4241 

Seq. No. 31210 

Gene No. 64644 

Start 1189 

Name OJ990819_16 . 9B10 . C7 . ol . 

Start 1464 

GI none 

.Exons . ; .; .1464. .170,9, 154.4.. . 1708 , 
2423. .2779, 2828.;3118, 
3742. .3795 



Seq. ID OJ990819_16.9B10.C7 

Strand + 

End 5221 

tm Method TBLASTX :Maize 

End 1385 

Score 103 
1231. .1383, 1341. .1385 

Seq. ID OJ990819_16. 9B10.C7 

Strand + 

End 5221 

gs Method GENSCAN 

End 4241 

Score . 68 
2523. .2 698, 2834 . .3109, 34 58. .3691, 



Seq. ID OJ990819_16. 9B10.C7 

Strand + 

End 5221 
tc Method TBLASTX : Cress 

End 3795 

Score 167 
.17 12 .. .1774, . 1735". .17 67, ; 24 19 ... 2697,. 
2833. .3117, 3434 . .3703, 34 57. .3639, 



Seq. No. 31210 Seq. ID OJ9908 19_1 6 . 9B10 . C7 

Gene No. 64644 Strand + 

Start 1189 End 5221 

Name OJ990819_16 . 9B10 . C7 . ol . np Method AAT/NAP 

Start 1467 End 5221 

GI 6573289 Score 1200 

Exons 1467. .1764, 2422. .2698, 2834. .3109, 3458. .3695, 3895. .3981, 
5058. .5221 

GI Descrip. (AB008023) RXW8 [Arabidopsis thaliana] 



Seq. No. 
Gene No. 



31210 
64644 



Seq. ID 
Strand 



OJ990819_ 
+ 



16.9B10.C7 



31213 




Start 


1189 








End 


5221 




OJ990819 16 




CI 




Mot" h o/H 


TRT.A9TY * Qnuhoan 


Start 


1475 _ 








Fnd 


1 709 


GI 


none 










J. Z> -? 


Exons 


1475 . . 1612, 


1476 . 


. 1709 








Sea. No. 


31210 








Seq. ID 


OJ990819_16.9B10.C7 




64 64 4 








Strand 


+ 


Start 


1189 








End 


5221 


Name 


OJ990819 16 


.9B10. 


C7.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


1563 








End 


1767 


GI 


none 








Score 


225 


Exons 


1563. .1715, 


1565. 


.1744, 


1565. 


.1705, 1566. .1715, 1709. .1765, 




1714. .1767 













Seq. No. 31210 

Gene No. 64644 

Start 1189 

Name OJ990819_16. 9B10 .C7 .ol . 

Start 1676 

GI 2799446 

Exons 1676. .1764, 2422. .2698, 

GI Descrip. 1076334/pir I I S51583 1.0 
Arabidopsis thaliana >g 
[Arabidopsis thaliana] 

Seq. No. 31210 

Gene No. 64644 

Start 1189 

Name OJ990819_16. 9B10 . C7 . o2 . 

Start 2411 

GI none 

Exons 2411.. 2473, 2413.. 2466, 



Seq. ID OJ990819_16.9B10.C7 

Strand + ; 

End 5221 
gp Method AAT/GAP 

End 2864 

Score 658 
2834. .2864 
e-23 hypothetical protein HYP1 - 
i_4 99168_emb_CAA5614 5_ (X79707) HYP1 



Seq. ID OJ990819_16.9B10.C7 

Strand + 

End 5221 

ts Method TBLASTX : Soybean 

End 2764 

Score 75 
2474. .2764, 2476. .2763 



Seq. No. 


31210 






Gene No. 


64644 






Start 


1189 






Name 


OJ990819 16 


.9B10. 


C7.o2. 


Start 


2426 






GI 


none 






Exons 


2426. .2638, 


2648. 


.2719, 


Seq. No. 


31210 






Gene No. 


64 64 4 






Start 


1189 






Name 


OJ990819 16 


9B10. 


C7.ol. 


Start 


2833 






GI 


none 






Exons 


2833.. 2955, 


2834. 


.2959, 




2975. .3118, 


3455. 


.3694, 



Seq. ID OJ990819_16.9B10.C7 

Strand + 

End 5221 

tm Method ' TBLASTX : Maize 

End 3118 

Score 143 
2831. .2941, 2918. .3118 

Seq. ID OJ990819_16. 9B10.C7 

Strand + 

End 5221 
ts Method TBLASTX : Soybean 

End 3974 

Score 138 
2968. .3108, 2971. .3114, 2972. .3118, 
3463. .3711, 3894. .3974 



Seq. No. 31210 Seq. ID OJ9908l9_16.9B10.C7 

Gene No. 64 644 Strand + 

Start 1189 End 5221 

Name OJ990819_16 . 9B10 . C7 . ol . tm Method TBLASTX : Maize 

Start 3502 End 4228 

GI none Score 283 



31214 



Exons 3502.. 3699, 3503.. 3691, 3843.. 4016, 3886.-3987, 3947.. 4000, 

4065. .4208, 4092. .4208, 4093. .4209, 4100. .4228 



Seq. No. 31210 Seq. ID 

Gene No. 64 64 4 Strand 

Start 1189 End 

Name " OJ990819_16 . 9B10 . C7 . o2"/gs Method 

Start 4866 End 

GI none Score 

Exons 4866.. 5053 



OJ990819_16. 9B10.C7 
+ 

5221 
GENSCAN 
5053 
.75 



Seq. No. 31211 Seq. ID OJ990819_16 . 9B10 . C8 

Gene No. 64645 Strand + 

Start 1 End 163 

Name OJ990819_16 . 9B10 . C8 . ol . np Method AAT/NAP 

Start 1 End 163 

GI 6815062 Score 150 

Exons 1 . . 163 

GI Descrip. (AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 





Seq. No. 


31212 






Seq. ID 


OJ990819_16.9B10.C9 


: i : . 

: ; a ; 


Gene No. 


64646 






Strand 




: s; ; 


Start 


1*4 5 






End 


235 




Name 


OJ990819 16 


.9B10.C9.ol. 


gs 


Method 


GENSCAN 


:s ; : 


Start 


145 






End 


235 


! U 


GI 


none 






Score 


.48 


: : : 


Exons 


145. .235 












Seq. No. 


31213 






Seq. ID 


OJ990819_16.9B10.C10 




Gene No. 


64647 






Strand 






Start 


1 






End 


773 




Name 


OJ990819 16 


.9B10.C10.ol 


. np 


Method 


AAT/NAP 


.1 B ; 


Start 


1 






End 


773 




GI 


5690095 






Score 


391 


: 3 : 


Exons 


1. .773 












GI Descrip. 


(AJ238507) 


transposase 


related protein 


[Zea mays] 


V, \ 


Seq. No. 


31214 






Seq. ID 


OJ990819_16.9B10.C11 




Gene No. 


64648 






Strand 


+ 




Start . . 


_ 1476. v 






End . 


„8029 . ... L~r- 




Name 


OJ990819 16 


.9B10.Cll.ol 


.gs 


Method - 


GENSCAN 




Start 


1476 






End 


8029 




GI 


none 






Score 


.48 




Exons 


1476. .1575, 


2370. .2433, 


3119. 


.3610, 5466. .5568, 5678. .5776, 






5972. .6042, 


6177. .6259, 


6298. 


.6439, 6543. .6730, 7962. .8029 



Seq. No. 31214 Seq. ID 

Gene No. 64 64 9 Strand 

Start 1 End 

Name OJ99081 9_16 . 9B10 . Cll . ol . np Method 

Start 1 End 

GI 3540190 Score 

Exons 1..241, 749.. 1029 

GI Descrip. (AC004122) Hypothetical protein [Arabidopsis thaliana] 



OJ990819_16. 9,B10.C11 

1029 
AAT/NAP 
1029 
349 



31215 




Seq. No. 


31214 




Seq. ID 


OJ990819_16 


. 9B10 


.Cll 


Gene No. 


64650 




Strand 








Start 


7413 




End 


7907 






Name 


OJ990819 16 9B10 Cll ol 


. t s 




TBLASTX: Soybean 




Start 


94 ~~ 




End 


1042 






GI 


none 




Score 


79 






Exons 


94. .243, 749. .859, 751. 


.867, 


886 1029 


, 914. .1042 






Seq. No. 


31214 




Seq. ID 


OJ990819_16, 


. 9B10 


.Cll 


Gene No. 


64650 




Strand 








Start 


7413 




End 


7907 






Name 


OJ990819 16 9B10 Cll ol 


.tc 


Method 


TBLASTX: Cress 




Start 


160 _ 




End 


1036 






GI 


none 




Score 


80 






R v o n 


160 243 749 859 754 


..1035, 914. .1036 






Sea No 


31214 




Seq. ID 


OJ990819_16. 


. 9B10 


n i 

. x X 


Gene No . 


64650 




Strand 








Start 


7413 




End 


7907 






Name 


OJ990819 16.9B10.Cll.ol, 


■ gp 


Method 


AAT/GAP 






Start * 


7413 




End 


7907 






GI 


576771 




Score 


789 






J — i w 1 1 o 


7413. .7624, 7651. .7907 














576771/gb|U16256|OSU16256 0. 


Oe+00 Oryza sativa cone SRI 






sucrose reguiatea iukjna, 


3' -end sequence 






Seq. No. 


31215 




Seq. ID 


OJ990819_16. 


9B10 


.C12 


Gene No. 


64651 




Strand 


+ 






Start 


1982 




End 


2931 






Name 


OJ990819 16.9B10.C12.ol. 


.gs 


Method 


GENSCAN 






Start 


1982 




End 


2931 






GI 


none 




Score 


.42 






F.xon ^ 


1982. .2117, 2246. .2364, 


2602 


. .2931 








Sea No 


31215 




Seq. ID 


OJ990819_16. 


9B10 


PI 9 


Gene No . 


64652 




Strand 








Start 


3442 




End 


3800 






Name 


OJ990819 16V9B10.C12.ol. 


np 


Method 


AAT/NAP 






Start 


3442 




End 


3800 






GI 


6721559 




Score 


174 






Exons 


3442. .3574, 3607. .3800 












GI Descrio 


; (AP001.073) hypothetical 


protein [Oryza 


satiya] 








• gi| 6815084 |dbj IBAA90370; 


11 ( 


AP001081) hypothetical 


protein 




[Oryza sativa] 












Seq. No. 


31216 




Seq. ID 


OJ990819 16. 


9B10. 


.C13 


Gene No. 


64653 




Strand 


+ 






Start 


229 




End 


746 






Name 


OJ990819 16.9B10.C13.ol. 


gs 


Method 


GENSCAN 






Start 


229 




End 


746 






GI 


none 




Score 


.79 






Exons 


229. .324, 378. .746 












Seq. No. 


31216 




Seq. ID 


OJ990819 16. 


9B10. 


,C13 


Gene No. 


646^4 




Strand 








Start 


228 




End 


699 






Name 


OJ990819_16. 9B10.C13.ol. 


np 


Method 


AAT/NAP 







31216 



Start 


228 


End 


699 




GI 


6721560 


Score 


295 




R von <3 


228. .533, 586. .699 










(AP001073) hypothetical protein [Oryza sativa] 






gi | 6815085 | dbj (BAA90371.1 | (AP001081) 


hypothetical protein 




[Oryza sativa] 








Spa No 


31216 


Seq. ID 


OJ990819_16.9B10. 




Gene No. 


64655 


Strand 






Start 


2065 


End 


4512 




Nam© 


OJ990819 16.9B10.C13.o2.np 


Method 


AAT/NAP 




Start 


1392 


End 


4512 




GI 


4680183 


Score 


197 




P von q 


1392.. 1481, 2092.. 2162, 4419. 


.4512 






T Hp qrri n 


(AF111709) gag-pol protein. [Oryza sativa subsp. indica] 




Seq. No. 


31216 


Seq. ID 


OJ990819_16. 9B10. 




Gene No. 


64655 


Strand 






Start 


2065 


End 


4512 




Name 


OJ990819 16. 9B10.C13.o2.gs 


Method 


GENSCAN 




Qf art 


2065 


End 


4464 




GI 


none 


Score 


.77 




EjAUI lo 


2065. .2181, 2514. .2619, 3820. 


.3877, 4299. .4464 




Cprt No 


-31217 


Seq. ID 


OJ990819_16. 9B10. 


C14 


Gene No . 


64656 


Strand 






Start 


1417 


End 


1477 




Name 


OJ990819 16. 9B10.C14 .ol.gp 


Method 


AAT/GAP 




Start 


1417 


End 


1477 




GI 


2312838 


Score 


69 






1417. . 1477 










1420932/gb|U61383|ORU61383 7. 


Oe-21 Oryza rufipogon 






4-coumarate-CoA ligase gene, 


intron 1, 


partial sequence 




Spa No 


31218 


Seq. ID 


OJ990819_16. 9B10. 


CIS- 




64657 


Strand 


+ 




Start 


2555 


End 


10133 




Name 


OJ990819 16.9B10.C15.ol.gs 


Method 


GENSCAN 




Start 


2555 


End 


10133 




GI 


none 


Score 


.71 




P, von ^ 


2555.-2788, 2896. .3031, 3074. 


.3276, 3446. .3529, 3957. .4040, 




4127. .4240, .4382. .4468., .5215. 


.5354, 5447. .5534,„ 638.9. : 6462., .. 




6995. .7128, 7243. .7484, 9385. 


.9530, 10001.. 10133 




Q^rr Mo 


31218 


Seq. ID 


OJ990819_16. 9B10. 


CIS 


Gene No 


64657 


Strand 


+ 




Start 


2555 


End 


10133 




Name 


OJ990819 16. 9B10.C15. ol.gp 


Method 


AAT/GAP 




Start 


2629 


End 


3029 




GI 


LIB34 74-002-P1-K1-G11 


Score 


798 




I_i A KJ 1 1 0 


2629. .3029 








GI Descrip. 


' 5852170/embl AL1172 65. 1 IOST17804 1. Oe- 


177 Oryza sativa 






indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone :tl7804 


i 


Seq. No. 


31218 


Seq. ID 


OJ990819_16.9B10. 


C15 


Gene No. 


64657 


Strand 


+ 




Start 


2555 


End 


10133 





31217 



Name 

Start 

GI 

Exons 



OJ990819_16.9B10.C15.ol.np 

2854 

4263821 

2854.. 3031, 3759.. 3859, 3957. 
5447.. 5534, 6389.. 6462, 6995. 



Method AAT/NAP 
End 7517 
Score 1162 

.4040, 4127. .4240, 5185. .5354, 
.7139, 7245. .7517 



GI Descrip. (AC006067) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 31218 

Gene No. 64658 

Start 6787 

Name OJ99081 9_16 . 9B10 . C15 . ol . tm 

Start 2823 

GI none 
Exons 



End 

Method 
End 
Score 

2823. .3026, 2854. .3030, 2971. .3033, 3781. .3858, 3782. .3859, 
3787. .3861, 3955. .4029, 3956. .4036, 3957. .4043, 4126. .4149, 
4127. .4156 



Seq. ID OJ990819_16.9B10.C15 
Strand 

14004 

TBLASTX: Maize 
4156 
203 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name " 
Start 
GI' 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



31218 
64658 
6787 

OJ990819_16.9B10.C15.ol.ts 
2853 
none 

28.53.. 3026, 2854.. 3030, 3781. 
3960.. 4043, 3962.. 4039, 3969. 
4-126.. 4239, 4379.. 4468, 4379. 
5320.. 5355, 5439.. 5534, 5444. 
6388. .6459, 6389. .6463, 7007. .7075, 7008. .7073 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990819 16.9B10.C15 



14004 

TBLASTX: Soybean 
7075 
176 

3864, 3785.. 3859, 3786.. 3866, 
4043, 4106.. 4246, 4113.. 4229, 
4468, 5194.. 5355, 5214.. 5354, 
5539, 5445. .5537, 6208. .6264, 



31218 
64658 
6787 

OJ990819_16.9B10.C15.ol.tc 

4150 

none 

4150. .4239, 4151. .4246, 4379. 
5212.. 5355, 5214. .5354, 5444. 

31218 
64658 
6787 

OJ990819_16. 9B10.C15.o3. tm 

4178 

none 

4178. .4243, 4181. .4240, 4379. 
5213. .5311, 5214. .5312, 5281. 
5310. .5360, 5439. .5540, 5444. 

31218 .. 

64658 

6787 

OJ9908 19_16 . 9B10 . C15 . o2 . tm 
6415 
none 
6415. 
7241. 



Seq. ID OJ990819_16.9B10.C15 
Strand 

End 14004 
Method TBLASTX : Cress 
End 5537 
Score 130 

.4468, 4379. .4468, 4383. .4469, 
.5536, 5445.. 5537 



Seq. ID 
Strand . 
End 

Method 
End 
Score 



OJ990819 16.9B10.C15 



,o<±oz, o4±o..o463, b9y3, 
,7300, 7242.. 7301, 7296. 



7342. .7413, 7362. .7418 



14004 

TBLASTX: Maize / 
5542 
70 

.4468, 4388. .4459, 5194. .5313, 
.5355, 5308.. 5358, 5309.. 5365, 
.5542, 5445. .5540, 5446. .5541 

Seq. ID OJ990819_16.9B10.C15 
Strand 

End 14004 
Method TBLASTX: Maize 
End 7418 
Score 79 

.7070, 6994.. 7089, 6996.. 7121, 
.7325, 7300.. 7335, 7341.. 7418, 



31218 




Seq. No. 


31218 




Seq. ID 


OJ990819_ 


16. 9B10 


.C15 


Gene No. 


64658 




Strand 








Start 


6787 




End 


14004 






Name 


1 9 1 6 


9R1 OTIS n? nn 


Method 


AAT/NAP 






Start 


6787 ~ 




End 


10956 






Gi v . 


* 6063557 




Score 


216 






R von <=; 


6787 6849 


1 0 4Y) ? IDS^S 107 

J. U M VJ . • X \J U J *J , x u / 


83.. 10956 








f AP00061 S } 


cjiTTiil^r t*o r\,l c i'?9,ll 

olltlllul L. \J UU J£,<lU / 


.2 (Z988E 


)5) [Oryza 


s at lva J 




Seq. No. 


31218 




Seq. ID 


OJ990819_ 


JL6. 9B10. 


.C15 




64658 




Strand 








O Ct J. l_ 


6787 




End 


14004 






Name 


OJ990819 16 


.9B10.C15.o2.gs 


Method 


GENSCAN 








10803 




End 


14004 






GI 


none 




Score 


.58 






DAUl 1 O 


10803. .10966, 10997. .11113, 1247 6 .. 12594 , 13925. 


• J. f± U V H 




Seq. No. 


31219 




Seq. ID 


OJ990819_ 


16. 9B10. 


.C16 




64659 




Strand 


+ 






91-^ rt- 

OUal L 


114 




End 


276 








OJ990819 16 


.9B10.C16.ol.gs 


Method 


GENSCAN 






OLai L 


114 




End 


276 . 






GI 


none 




Score 


.4 






P von q 


114. .276 












Seq. No. 


31220 




Seq. ID 


OJ990909_ 


11. 9B2.4 . 


,C2 


Gene No. 


64660 




Strand 








Start 


310 




End 


9848 






Name 


OJ990909 11 


. 9B24 .C2.ol.gs 


Method 


GENSCAN 






u Lai u 


310 




End 


9839 






GI 


none 




Score 


.4 






uAUl 1 O 


310. .507, 71 


32. .968, 1246. .1447, 2442.. 


2527, 5009 


.5093, 






5554. .5998, 


6980. .7600, 7667. 


.7866, 7932. .8044, 


9469. . 9839 


Seq. No. 


31220 




Seq. ID 


OJ990909_ 


11. 9B24 . 


C2 


Gene No. 


64660 




Strand 








Start 


310 




End 


9848 






Name 


OJ990909 11 


.9B24.C2.o2.np 


Method 


AAT/NAP 






Start 


9327 




End 


9848 






GI 


5902445 




Score 


312 






r,vnn9 


. 9327. . 9848 












O-L UCOUI J- £J . 


(AB030283) GAG-POL precursor 


[Oryza sativa]" 






Seq. No. 


31220 




Seq. ID 


OJ990909_ 


11.9B24. 


C2 


fipnp No 

V»J oil \J . 


64660 




Strand 








O Ufll t 


310 




End 


9848 






Name 


OJ990909 11, 


.9B24.C2.ol.tw 


Method 


TBLASTX: Wheat 




Start 


9513 .. 




End ' 


9842 






(IT 


none 




Score 


74 






Exons 


9513. . 9842, 


9712. . 9816 










Seq. No. 


31221 




Seq. ID 


OJ990909_ 


11. 9B24 . 


C3 


Gene No. . 


64661 




Strand 








3 L d r L 


1 




End 


5837 






Name 


OJ990909 11, 


. 9B24 .C3.ol.np 


Method 


AAT/NAP 






Start 


1 




End 


2240 







31219 



GI 


5902445 




Score 


1952 




Exons 


1. .396, 432. .2240 










GI Descrip. 


(AB030283) GAG-POL 


precursor [Oryza sativa] 




Seq. No. 


31221 




Seq. ID 


OJ990909_11.9B24 


.C3 


Gene No. 


64661 




Strand 


- 




Start 


1 




End 


5837^ 




Name 


OJ990909 11.9B24.C3 


.o3. tm 


Method 


TBLASTX: Maize ' 




Start 


1 




End 


254 




GI 


none 




Score 


102 




Exons 


1. .237, 3. .254 










Seq. No. 


31221 




Seq. ID 


OJ990909_11.9B24, 


.C3 


Gene No. 


64661 




Strand 


- 




Start 


1 




End 


5837 




Name 


OJ990909 11.9B24.C3 


,o5. tw 


Method 


TBLASTX: Wheat 




Start 


6 ~ 




End 


254 




GI 


none 




Score 


79 




Exons 


6. .254, 49. .246 










Seq. No. 


31221 




Seq. ID 


OJ990909_11.9B24. 


.C3 


Gene No. 


64661 




Strand 






Start 


1 




End 


5837 




Name 


OJ990909 11.9B24.C3 


.ol.gs 


Method 


GENSCAN 




Start 


285 




End 


5837 




GI 


none 




Score 


.6 




Exons 


285. .765, 916. .959, 


1058. . 


1438, 1462.. 


1955, 2220.. 2266, 





2323. .2623, 2834. .2902, 3141. .4305, 4330. .4607, 4841. .5050, 
5159. .5346, 5369. .5442, 5624. .5837 



Seq. No. 31221 

Gene No. 64661 

Start 1 

Name OJ990909_11 . 9B24 . C3 . o7 . tw 

Start 459 

GI none 

Exons 459. .704, 463. .711 



Seq. ID OJ990909_11.9B24 .C3 
Strand 

End 5837 

Method TBLASTX : Wheat 

End 711 

Score 75 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



31221 
64661 
1 

OJ990909_11 ; 9B24 . C3 . o4 . tw 

1013 

none 



Seq. ID OJ990909_11. 9B24 ,C3 
Strand 

End 5837 

Method TBLASTX: Wheat . ;; 

End -1298 

Score 4 4- 



1013. .1225, 1103. .1171, 1229. .1297, 1230. .1298 



31221 
64661 
1 

OJ990909_11. 9B24.C3.ol.ts 

1247 

none 

1247. .1429, 1417. .1671, 1487. 



Seq. ID OJ990909_11. 9B24 .C3 
Strand 

End 5837 

Method TBLASTX : Soybean 

End 1671 

Score 81 
.1612 



Seq. No. 
Gene No. 
Start 



31221 
64661 
1 



Seq. ID OJ990909_11. 9B24 .C3 
Strand 

End 5837 



31220 



Name OJ990909_11 . 9B24 . C3 . o2 . tw 

Start 1302 

GI none 

Exons 1302.. 1418, 1304.. 1414, 1397, 

Seq. No. 31221 

Gene No. 64661 

Start 1 

Name OJ990909JL1 . 9B24 . C3 . o2 . tm 

Start 1400 

GI none 

Exons 1400.. 1615, 1417.. 1782, 1685. 



Method TBLASTX : Wheat 

End 1725 

Score 55 

.1615, 1417. .1722, 1417. .1725 

Seq. ID OJ990909_11. 9B24 .C3 
Strand 

End 5837 

Method TBLASTX : Mai ze 

End 1782 

Score 117 
.1747 



Seq. No. 31221 

Gene No. 64661 

Start 1 

Name OJ990909_11 . 9B24 . C3 . ol . tm 

Start 1810 

GI none 

Exons 1810.. 2166, 1811.. 2125 



Seq. ID OJ990909_11. 9B24 .C3 
Strand 

End 5837 

Method TBLASTX : Maize 

End 2166 

Score 204 



Seq. No. 31221 

Gene No. 64661 

Start 1 

Name OJ990909__11 . 9B24 . C3 . ol . tw 

Start 1841 

GI none 

Exons 1841. .2200, 1841. .2044, 1852. 



Seq. ID OJ990909_11. 9B24 .C3 
Strand 

End 5837 

Method TBLASTX : Wheat 

End 2294 

Score 270 
.2205, 2208. .2294, 2209. .2286 



Seq. No. 31221 

Gene No. 64661 

Start 1 

Name OJ990909_11 . 9B24 . C3 . o2 . np 

Start 2307 

GI 5902444 

Exons 2307.. 3848 

GI Descrip. (AB030283) GAG-POL precursor 

Seq. No. 31221 

Gene No. 64661 

Start 1 

Name- 1 .OJ990909_11 ..9B24 . C3 . o3 . tw 

Start 2487 

GI none 

Exons 2487.. 2723, 2497.. 2562, 2502. 
2761. .2904 



Seq. ID OJ990909_11. 9B24 .C3 
Strand 

End 5837 

Method AAT/NAP 

End 3848 

Score 832 

[Oryza sativa] 

Seq. ID OJ990909_11. 9B24 .C3 
Strand 

End 5837 

Method TBLASTX: Wheat ;_. 

End 2904 

Score 38 
.2711, 2605.. 2721, 2760.. 2903, 



Seq. No. 31221 

Gene No. ■ 64661 

Start 1 

Name OJ990909_11 . 9B24 . C3 . 06 . tw 

Start 3636 

GI none 

Exons 3636.. 3800, 3652.. 3807, 3854. 

Seq. No. 31222 

Gene No. 64 662 



Seq. ID OJ990909_11.9B24.C3 
Strand 

5837 

TBLASTX: Wheat 
3898 
52 



End 

Method 
End 
Score 
3898 



Seq. ID OJ990909_11.9B24.C4 
Strand + 



31221 






O J J 


Hi! 1U 


A 








IN ClillC 




\A 4— V» 










c+- o >-+- 
o Lai L 


O O J 


EjIKJ. 












1 IVJii t; 


Score 


7 ^ 
. f 0 








TT von ^ 


fi^S R7R 11RQ 1^1^ ^?Q? 


. O / £ J- , o .7 \J x ■ 


. *1 0 ^ / 








Qpn Mo 

C vj . W • 


31222 


Seq. ID 


OJ990909_ 


J- X 


QR9 A 




Gene No. 


64 663 


Strand . 


+ 








Start 


8207 


End 


11474 








Name 


OJ990909 11.9B24.C4.ol.np 


Method 


AAT/NAP 








O U Cl i- l 


8207 


End 


11474 








O J. 


5902445 


Score 


2754 








Cj A 1 1 0 


8207.. 10038, 10080. .11169, 


11326. .11474 








T riocpY"i n 


(AB030283) GAG-POL precursor [Oryza sativa] 








Seq. No. 


31222 


Seq. ID 


OJ990909_ 


11, 


. 9B24 


.C4 


Gene No. 


64664 


Strand 


+ 








Start 


16103 


End 


19685 








Name 


OJ990909 11.9B24.C4.o4.gs 


Method 


GENSCAN 








o Lai L 


16103 


End 


19328 










none 


Score 


.74 










16103. .16163, 16944. .17805, 


18301. .19328 










31222 


Seq. ID 


OJ990909_ 


1 1 

X X . 


QP94 


CA 


npnp Kfo 


64664 


Strand 


+ 








Start 


16103 


End 


19685 








Name 


OJ990909 11.9B24.C4.o3.np 


Method 


AAT/NAP 








Start 


16688 


End 


19685 








GI 


5257279 - 


Score 


2937 








Exons 


16688. .17233, 17582 .. 17815, 


18443. .1968 


5 








GI Descrip. 


(AP000364) Similar to Transposon MAGGY 


gag and pol 


gene 






homologues. (L35053) [Oryza 


sativa] 











Seq. No. 31222 

Gene No. 64 665 

Start 11235 

Name OJ990 909_11 . 9B24 . C4 . o3 . 

Start 7505 

GI none 

Exons 7505.. 7687, 7513.. 7686, 
7885. .7950 

Seq. No. ■ 31222 

Gene No. 64665 

Start 11235 

Name OJ990 909_11 . 9B24 . C4 . ol . 

Start 8152 

GI none 

Exons 8152. .8481, 8153. .8479, 



Seq. ID OJ990909_11. 9B24 .C4 
Strand 

End 13498 

tw Method TBLASTX : Wheat 

End 7960 

Score 143 
7724. .7960, 7726. .7842, 7736. .7945, 

Seq. ID OJ990909_11.9B24.C4- 
Strand 

End 13498 

tw Method TBLASTX : Wheat 

End 8609 

Score 367 
8358. .8480, 8454. .8609, 8462. .8608 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31222 
64665 
11235 

OJ990909JL1.9B24 .C4 .ol.tm 

8323 

none 



Seq. ID OJ990909_11. 9B24 .C4 
Strand 
End 

Method 
End 
Score 



13498 

TBLASTX: Maize 

8639 

217 



8323. .8478, 8324. .8479, 8454. .8639, 8462. .8611 



31222 



Seq. No. 


31222 






Seq. ID 


OJ990909_11.9B24 


.C4 


Gene No . 


64665 






Strand 






Start 


11235 






End 


13498 




Name 


OJ990909 11 


9B24 


. C4 . o2 . tw 


Method 


TBLASTX: Wheat 




Start 


8724 ~ 






End 


9145 




GI 


none 






Score 


72 




Exons 


8724 . .8792, 


8795 


. . 9112, 8819 


.9145, 8829. .9143 




Seq. No. 


31222 






Seq. ID 


OJ990909_11. 9B24 


.C4 


Gene No . 


64665 






Strand 






Start 


11235 






End 


13498 




Name 


OJ990909 11 


9B24 


. C4 . ol . ts 


Method 


TBLASTX: Soybean 




Start 


8832 ~~ 






End 


9200 




GI 


none 






Score 


265 




Exons 


8832 . . 9200, 


8834 


. .8959, 9011 . 


.9043 






Seq. No. 


31222 






Seq. ID 


OJ990909_11.9B24 


.C4 


Gene No. 


64665 






Strand 






Start 


11235 






End 


13498 




Name 


OJ990909 11. 


9B24 


. C4 . o3 . tm 


Method 


TBLASTX: Maize 




Start 


8867 ~~ 






End 


9293 




GI 


none 






Score 


234 




Exons 


8867 . . 9100, 


8868 


. .9122, 9141 . 


.9215, 9220. .9258, 9267.. 9293 


Seq. No. 


31222 






Seq. ID 


OJ990909_11. 9B24 


.C4 


Gene No . 


64665 






Strand 






Start 


11235 






End 


13498 




Name 


OJ990909 11. 


9B24 


C4 o5 tw 


Method 


TBLASTX: Wheat 




Start 


9290 ~~ 






End 


9699 




GI 


none 






Score 


213 




Exons 


9290. . 9517, 


9291 


.9515. 9311 


.9517, 9531. .9698, 9634. .9699 


Seq. No. 


31222 






Seq. ID 


OJ990909_11.9B24 


.C4 


Gene No. 


64665 






Strand 






Start 


11235 






End 


13498 




Name 


OJ990909 11. 


9B24 


C4 . o9 . tw 


. Method 


TBLASTX: Wheat 




Start 


9734 ~~ 






End 


10058 




GI 


none 






Score 


182 




Exons 


9734 . . 9877, 


9735 


. 10058 








Seq.., No. 


;. .-31222- „ 






Seq... ID;.. 


OJ9 90.9.0 9_U....9B2 4 




Gene No . 


64665 ■ 






Strand 






Start 


11235 






End 


13498 




Name 


OJ990909 11. 


9B24. 


C4.o2.tm 


Method 


TBLASTX: Maize 




Start 


10086 ~~ 






End 


10547 




GI 


none 






Score 


335 




Exons 


10086. . 10547 


, 10205. .10405, 10433.. 1054 


6 




Seq. No. 


31222 






Seq. ID 


OJ990909_11.9B24 


.C4 


Gene No. 


64665 






Strand 






Start 


11235 






End 


13498 




Name 


OJ990909 11. 


9B24. 


C4 ,o4 . tw 


Method 


TBLASTX: Wheat 




Start 


10200 






End 


10586 




GI 


none 






Score 






Exons 


10200. .10586, 10208. .10582 









31223 



Seq. No. 31222 Seq. ID 

Gene No. 64 665 Strand 

Start 11235 End 

Name OJ990909_11 . 9B24 . C4 . 06 . tw Method 

Start 10705 End 

GI none Score 

Exons 10705. .10773, 10719 .. 11006, 10722 .. 10895, 10856 .. 10963, 
11021. . 11149 



OJ990909_11.9B24.C4 
13498 

TBLASTX: Wheat 
11149 
259 



Seq. No. 31222 

Gene No. 64665 

Start 11235 

Name OJ990909_11 . 9B24 . C4 . o2 . np 

Start 11235 

GI 6721561 

Exons 11235. . 12000, 12082 .. 1214 0 , 
GI Descrip. 



OJ990909 11.9B24.C4 



Seq. ID _ 
Strand 

End 13498 
Method AAT/NAP 
End 12583 
Score 1243 
12211. .12399,. 12512.. 12583 
(AP001073) EST AU082058 (C1297 6) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi| 6815086|dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 31222 

Gene No. 64665 

Start 11235 

Name OJ990909_11 . 9B24 . C4 . o3 . gs 

Start 11331 

GI none 

Exons 11331. .11907, 12082. .12140, 
12761. .12848, 13373.. 13498 



Seq. ID 

Strand 

End 

Method 

End 

Score 



■OJ990909_11. 9B24 ,C4 

13498 
GENSCAN 
13498 
.75 



12211. .124 02, 124 69. .12593, 



Seq. No. 31222 Seq. ID 

Gene No. 64666 Strand 

Start 18338 End 

Name OJ990909_11 . 9B24 . C4 . 08 . tw Method 

Start 18338 End 

GI none Score 

Exons 18338. .18523, 18363 .. 18473, 18383 .. 18538, 18577 .. 187 14 , 
18578. .18724 



OJ990909_11.9B24.C4 
18724 

TBLASTX: Wheat 
18724 
149 



Seq. No. 31222 

..Gene. No.. . ...64 667. ;;. ■ ... 

Start 19271 

Name OJ990909_11 . 9B2 4 . C4 .o4 . tm 

Start 19271 

GI none 

Exons 19271. .19429, 19318 .. 19395, 19456.. 19593 



Seq. ID OJ990909_11. 9B24 .C4 

. Strands ... .. :. 

End 19653 

Method TBLASTX : Mai ze 

End 19593 

Score 115 



Seq. No. 31222 Seq. ID 

Gene No. 64667 Strand 

Start 19271 End 

Name OJ990909_11 . 9B24 . C4 . o7 . tw Method 

Start 19276 End 

GI none Score 

Exons 19276. . 19398, 19277 .. 19426, 19362 

19531. .19653, 19531 19647 , 19542 



19430, 
19652 



OJ990909_11.'9B24 . C4 
19653 

TBLASTX: Wheat 

19653 

128 

19364 . .19420, 



31224 



Seq. No. 


31223 


Seq. ID 


OJ990909_11.9B24 .C5 


Gene No. 


64668 


Strand 


+ 


Start 


152 


End 


2046 


Name 


OJ990909 11.9B24.C5.ol.gs 


Method 


GENSGAN 


Start 


152 


End 


2046 


GI 


none 


Score 


. 78 


Exons 


152. .212, 712. .931, 1011. .1464, 1620.. 


1765. 1959 2046 


Seq. No. 


31223 


Seq. ID 


OJ990909 11 . 9B24 .C5 


Gene No. 


64669 


Strand 


+ ~~ 


Start 


3478 


End 


7293 


Name 


OJ990909 11. 9B24 . C5.o4 . np 


Method 


AAT/NAP 


Start 


3469 


End 


4917 


GI 


2921304 


Score 


859 


Exons 


3469. .4290, 4624. .4917 






GI Descrip. 


(AF033496) herbicide safener 


binding protein [Zea mays] 


Seq. No. 


31223 


Seq. ID 


OJ990909JL1.9B24.C5 


Gene No. 


64669 


Strand 


+ 


Start 


3478 


End 


7293 


Name 


OJ990909 11.9B24.C5.o2.gs 


Method 


GENSCAN 


Start 


3478 


End 


7293 


GI 


none 


Score 


.57 


Exons 


3478. .4290, 4624. .4908, 5179 


..5486, 5492. .5586, 6629. .6794, 




7101. .7293 






Sea. No. 


31223 


Seq. ID 


OJ990909JL1.9B24.C5 


Gene No. 


64669 


Strand 


+ 


Start 


3478 


End 


7293 


Name 


OJ990909 11.9B24.C5.o5.np 


Method 


AAT/NAP 


Start 


4623 


End 


4917 


GI 


453244 


Score 


255 


Exons 


4623. .4917 






GI Descrip. 


(X77467) flavonoid 7-0-methyltransf erase [Hordeum vulgare] 


Seq. No. 


31223 


Seq. ID 


OJ990909_11. 9B24.C5 


Gene No. 


64670 


Strand 




Start 


1 


End 


1987 


Name 


OJ990909 11.9B24.C5.o2.np 


Method 


AAT/NAP 


Start 


1 


End 


1046 


GI 


6721558 


Score 


142 


Exons ; i 


...1. .:2-7;,,.90.a. ..l-04 6„ -1. \. ; 






GI- Descrip . 


(AP001073) hypothetical protein [Oryza 


sativa] 



gil 6815083 !dbj IBAA9.0369.il (AP001081) hypothetical protein 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



31223 Seq. ID 

64670 Strand 
1 End 1987 

OJ990909_11. 9B24 .C5.o3.np Method AAT/NAP 

280 End 1987 

6721512 Score 75 

280. .310, 1720. .1858, 1900. .1987 
(AP001072) hypothetical protein [Oryza sativa] 



OJ990909 11.9B24.C5 



31223 
64670 



Seq. ID 
Strand 



OJ990909 11.9B24.C5 



31225 




Start 


1 






End-. 


1987 


Name 




.9B24 


.C5.ol.np 


Method 


AAT /MAP 


O L dx L 


Sft A ~ 

J O H 






End 


1107 

11U J 


u J. 


D ./ U / U O .7 






Score 


1 SQ 
x D y 




SR4 i i 07 

JO*i. i ill' J 










ox ucoUi — ^- ir * 


/ AP00 1 1 9 


hypothetical "protein [Oryza 


0 a L X v a J 


C orr No 


71 997 

■J X _ _ J 






Seq. ID 


OJ990909_11.9B24.C5 


Gene No. 


64671 






Strand 




Start 


8651 






End 


8776 


Ma mo 

LN CHUG 


O.TQQ0Q09 1 1 


. 9B24 


.C5.o2.tw 


Method 


TBLASTX: Wheat 


OldiL 


74 71 ~ 
O ft / X 






End 


3918 


P T 


none 






Score 


246 


Cj AUi 1 0 


74 71 77 1 Q 

J4 /X. • J / X .7 , 


3472 


..3720, 3756. 


.3800, 3760. .3798, 3817. .3915, 




7ft 1 7 7Q1 R 

JOl / • • J^lO 










Can Mo 

OC<^ . LNW ■ 


7199 7 






Seq. ID 


OJ990909_JL1.9B24.C5 


OCilC LN^ . 


64 67 1 

U *2 D / X 






Strand 




O Lai U 


8 6 SI 






End 


8776 


Name 


D.TQQ0Q0Q 1 1 


.9B24 


.C5.ol.tm 


Method 


TBLASTX: Maize 


Start 


3489 






End 


6800 


GI 


none 






Score 


242 


IT" v o "Pi c 


740Q 77 1 6 

3 H O y , • J 1 1Q/ 


7 a an 
0 h yU 


779H 7"7 Q 


.3797, 3760. .3798, 3819. .3914, 




7 Pt 90 7 Q1 ff 


3942 


..4133, 3949. 


.4134, 4125. .4196, 4126. .4206, 




4197 4 9 74 


.4219 


..4284, 4225. 


.4299, 4230. .4298, 4624. .4701, 




4 66S 4 7 76 


4747 


..4920, 4788. 


.4919, 6526. .6612, 6624. .6734, 




669 S 67 RQ 


6765 


. .6800 






Seq. No. 


31223 






Seq. ID 


OJ990909_11.9B24.C5 


Gene No. 


64671 






Strand 




O Lai L 


R 6 SI 






End 


8776 


Name 


O.TQQ0Q0Q 1 1 


. 9B24 


C5.ol.ts 


Method 


TBLASTX : Soybean 


q+- o v-f- 
OLai L 


7 S09 _ 






End 


4299 


PT 
O X 


none 






Score 


159 


T7 1 von q 


7S09 7790 


3991 


.4206, 4228'. 


.4299 




Seq. .No. 


31223 






Seq. ID 


OJ990909_11.9B24.C5 


Gene No. 


64671 






Strand 




u tai L 


fl 6S 1 
0 0 0 X 






End 


8776 


Name 


O TQ Q0 Q0 Q 1 1 




L0 . Ol . tW 


Method 


TBLASTX: Wheat 


u Ldl L 


7 Q 7 Q ~ 

j j j j 






End 


4299 


Ol. _ . . ...... 


none . ._, 






.Score.: ...„" 


3.05 .„•; . „;„...• „ ; 




7Q7Q 490S 


3949 


.420.6, 4072. 


.4206, 4221. .4295,' 4222. .4299 


C Mo 


719 9 7 






Seq. ID 


OJ990909_11.9B24 .C5 


Gene No. 


64671 






Strand 




Start 


8651 






End 


8776 


M a m o 

LN CLlllti 


D.TQQOQOQ 1 1 


. 9B24. 


C5.o3.tw 


Method 


TBLASTX: Wheat 


C+- -a y-f- 
O Ldl L 


4 691 ~~ 






.End 


6768 .. 




none 






Score 


122 


Exons 


4621 .. 4989, 


4624 . 


.4701, 4756. 


.4926, 6499. .6711, 6501. .6617, 




6516. ..6734, 


6526. 


.6759, 6739. 


.6768 




Seq. No. 


31223 






Seq. ID 


OJ990909__11.9B24.C5 


Gene No . 


64671 






Strand 




Start 


8651 






End 


8776 


Name 


OJ990909 11 


. 9B24 . 


C5 . o3 . gs 


Method 


GENSCAN 



31226 



Start 


8651 






877 




GI 


none 




S core 






F.xon ^ 

1—1 *\ V/ HkJ 


8651 8776 










Sea. No. 


31224 




Seq. ID 


OJ990909 


11 9R24 P6 


Gene No. 


64672 




Strand 


+ 




Start 


4835 




End 


5631 




Name 


OJ990909 11 


.9B24.C6.o2.np 


Method 


AAT/NAP 




Start 


4835 "~ 




End 


5631 




GI 


4680183 

^ \J U \J X. \J «J 




Score 


122 






4835 4932 


5540.*. 5631 








GI DescriD. 


(AF111709) 


gag-pol protein [Oryza sativa subsp. 


i nH i pa 1 
■Liiuxv^a j 


^f^rr Nn 


31224 




Seq. ID 


OJ990909_ 




vJCllC nU • 


64 673 




Strand 






Start 


2373 




End 


7261 




Name 


OJ990909 11 


. 9B24 .C6.ol.gs 


Method 


GENS CAN 




Start 


2373 




End 


7261 




GI 


none 




Score 


.49 




Exons 


2373. .2491, 


2649. .2716, 2917. 


.3064, 3136. .3307, 


3312. .3441, 




3615. .3673, 


3742.. 3930, 3999. 


.4123, 4289. .4420, 


4990. .5078, 




6330. .6514, 


6593. .6683, 6779. 


.6891, 7046. .7261 





Seq. No. 31224 
Gene No. 64673 
Start 2373 

Name OJ990909_11 . 9B24 . C6 . ol . np 

Start 2789 
GI 6721561 
Exons 2789.. 3534, 

GI Descrip. (AP001073) EST 

predicted gene 

gi| 6815086|dbj 

corresponds to 

protein [Oryza 



3615. .3673, 3742. 



Seq. ID OJ990909_11. 9B24.C6 
Strand 

End 7261 

Method AAT/NAP 

End 5503 

Score 816 
.3908, 5416. .5503 



AU082058 (C12976) corresponds to a region of the 
; hypothetical protein [Oryza sativa] 
BAA90372.il (AP001081) EST AU082058 (C1297 6 ) 
a region of the predicted gene.; hypothetical 
sativa] 



Seq. No. 31225 Seq. ID 

Gene No. 64674 Strand 

Start 974 End 

Name OJ990909_11 . 9B24 . C7 . ol . gp Method 

Start 974 End 

.GI: ... none _ / _ .__v;_'_ s\ . .." ' Score. 

Exons ' 974.. 1318 " 



OJ990909_11.9B24.C7 
+ 

1318 

AAT/GAP 

1318 

. 556 _;r." 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



31225 
64675 
1 

OJ990909_11 .9B24.C7.ol. np 
1 

6721512 
1..95, 1675. .1704 

(AP001072) hypothetical protein [Oryza sativa] 



Seq. ID OJ990909_11. 9B24 ,C7 
Strand 

End 1704 

Method AAT/NAP 

End - 1704 

Score 96 



31225 
64676 
2629 

OJ990909_11 .9B24.C7.o2. gp 



Seq. ID OJ990909_11.9B24.C7 
Strand 

End 3070 

Method AAT/GAP 



31227 






2629 


End 


3070 




r-T 

O X 


uC-osflcyp08 9f09bl 


Score 


838 




Hi A. U I 1 O 


2629. .3070 








f"2 T Do Qpri Pi 

\J X UCSLLI^J . 


1 4 521194/dbj IAB013613.1 IAB013613 6.0e- 


40 Oryza sativa DNA, 




i** o t*i *i~ t* r\m d v a corfiior>Po DPDl 1 ' 
L.tril l_x U>llLt;X t; oc^Uclluc i\^Dli 








Seq. No. 


"Ji 091; 


oeq . x u 


ATQQnQPlG 11 QUO A 




Gene No. 


U4 D / / 


jLI ailQ. 






Start 


4 d P £ 

4400 


CjI l<JL 


*i / D D 




WafflD 
IN CtlLlt. 


nTQQflQflQ 11 QUO A P7 r\0 no 








OLdl I 


4486 ~ 


End 


4766 






none 


Score 


.95 






A AQfc Al 








Seq. No. 


"3 1 OOC 
J1ZZO 


oeq . x u 


ATQQHQnQ 11 QUO A 

uuyyuyuy xx.yn^.4. 


to 


Gene No. 


D'lD / O 


Q -4- >~ « 


T 




Cf art- 


7 4 1 
/ 4 X 




Q *5 Q 

y o y 




KT ^ m o 


A TQQflQnQ 1 1 QUO A PP a1 ^c? 


Method 






O L. Cl X l_ 


7/4 1 
/ fl X 


n»na 


y oy 






none 


Score 


.98 




Exons 


741. .939 








Can VI /-s 
O c q • In vj . 


31226 


Seq. ID 


OJ990909_11.9B24. 


C8 


UCIJC LV(J • 


64679 


Strand 






Start 


1 


End 


283 




Name 


OJ990909 11. 9B24 .C8.ol.gp 


Method 


AAT/GAP 




q+* ^ rt 


1 


End 


283 




\J X 


2428185 


Score 


518 




LAUIlo 


1. .283 










5852170/embl AL117265.1 IOST178 


04 1.0e-177 Oryza sativa 






indica {GLA4 ) genomic DNA, chromosome 4 


, BAC clone:tl7804 


Seq. No. 


31226 


Seq. ID 


OJ990909_11.9B24. 


C8 


Gene No. 


64680 


Strand 






O tfll L 


1175 


End 


2922 




Name 


OJ99090,9 11.9B24.C8.o2.gs 


Method 


GENSCAN 




OLai U 


1175 


End 


2855 




GI 


none 


Score 


.68 




LJ AUilO 


1175. .1424, 1508. .2033, 2054. 


.2855 






o c ^ . Vi u . 


31226 


Seq. ID 


OJ990909_11.9B24 . 


C8 


jG.ene No. . ... . 


64 68.0 _ j 


Strand 






Start 


1175- 


End 


2922" " 




LNdlllC 


OJ990909 11. 9B24.C8.ol.np 


Method 


AAT/NAP 




O L-ClX l_ 


1178 


End 


2922 




O X 


4680179 


Score 


2454 




IjAUUo 


1178. .2922 








fZ T np> cpr i n 
ui. L/CO^J ir * 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


31226 


Seq. ID 


OJ990909_11.9B24 . 


C8 


Gene No. 


64680 


Strand 






Start 


1175 


End 


2922 




Name 


OJ990909 11. 9B24.C8.o3.tw 


Method 


TBLASTX: Wheat 




Start 


1223 


End 


1556 




Gl 


none 


Score 


130 





Exons 1223.. 1555, 1275.. 1556 



31228 



# • 



C p, pf 

O C ^ • LN W » 


31 226 








Seq. ID 


OJ990909_11. 9B24 .C8 


Gene No. 


64680 








Strand 




Start 


1175 








End 


2922 


Name 


OJ990909 11 

\J U Zf Z? \J Z? \J J XX 


. 9B24 


. C8 . ol . 


Lill 


Method 


TBLASTX: Maize 


Start 


1418 ~~ 








End 


1975 


GI 


none 








Score 


86 


l_i A.V_/ 110 


1 4 1 R 1561 


1419 


. 1562 , 


1 Sfil 

X U X ■ 


.1842, 1682,.. 1843, 1840. .1974 




1847 1975 












OC^. LN L/ • 


3199 6 








Seq. ID 


OJ990909_11. 9B24 .C8 


Gene No. 


64680 








Strand 




Start 


1175 








End 


2922 


Name 


OJ990909 11 


. 9B24 


. C8 . o2 . 


tw 


Method 


TBLASTX: Wheat 


O Lai L 


1 J JO 








End 


2180 




n on o 

IlUllC 








Score 


152 


ijAUllO 


155ft 1974 


1561 


2037 , 


1 67 6 


.2011, 2031. .2180, 2032. .2124 




2159 2179 












Seq. No. 


31226 








Seq. ID 


OJ990909_11. 9B24 .C8 


Gene No. 


64680 








Strand 




u Lai L 


1175 








End 


2922 


M -a rri O 


D.TQQOQOQ 1 1 
\jo z? y\j zpkj y xx 


9R24 


Pft n9 


LIU 


Maf n OiH 
L JC LI 1UU 




OLdl. L 


904 Q _ 

^. *i _7 








PnH 

£j 1 1U 


9 341 


\J X 


nunc 








O LUI c 


307 


TT von Q 


2049 2339 


2053 

Z. V J J 


2340 


90 S4 


2341 




Seq. No. 


31226 








Seq. ID 


OJ990909_11. 9B24 ,C8 


Gene No. 


64680 








Strand 




Start 


1175 








End 


9Q99 


Name 


O.T990909 1 1 

UU Zf ZJ \J ZJ \J Zf XX 


. 9B24 


Pft nl 

• LO • Ui i 


L O 


Moi" Vi o/H 

L ie L llvJLl 


TRT ZiQfY . CAwKoan 
I Dbnu 1A ■ OUyjJcail 




91 3Q ~ 








FnH 


9 3QQ 
c. o .7 y 


O J. 


n on 

1 1U11C 








S core 


1 ft 9 

X o c. 


I_i l i o 


2139 2399 


214 0 


93ff ft 

. • Z. J o o 








Seq. No. 


31226 








Seq. ID 


O.TQQOQOQ 1 1 QR94 Pft 

\JyjZ/Zt\JZ*\JZ) XX . jD^4 .V^O 


Gene No. 


64680 








Strand 




Start 


1175 








End 


2922 


Name 


O.T990909 1 1 

WO ZJ Z/KJ Zf\) Z? XX 


9R94 

. _7DZ. *a 


Pft nl 


L L. 


Method 


TBLASTX: Cress 


Start 


2163 _ 

1 U J 








End . 


2489 


GI 


none 








Score 


87 


Pvnn c 

J — 1 A\J HO 


2163 2306 


2164 


2304 


2307 


.2489 




Seq. No. 


Tl22 6 








Seq. ID 


OJ990909_11. 9B24 .C8 


Gene No. 


64680 








Strand 




Start 


117 5 








End 


2922 


Name 


O.TQQ0Q0Q 1 1 
\j\jyy\jy\jy xx 


QR9 4 




L W 


Method 


TBLASTX: Wheat 


O Lai L 


91 ft 7 ~~ 








End 


2726 


GI 


none 








Score 


302 


Fvnn q 


9 1 ft 7 979 6 


91 Q1 

£ X _7 X 


9 R4 4 








Sea No 


31226 








Seq. ID 


OJ990909_11.9B24.C8 


Gene No. 


64680 








Strand 




Start 


1175 








End 


2922 


Name 


OJ990909 11 


9B24 


C8.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


2754 








End 


2909 


GI 


none 








Score 


104 


Exons 


2754. .2909, 


2761 


.2904 









31229 




Seq. No. 


31226 








Seq. ID 


OJ990909_11.9B24 


.C8 


none Kfn 


U " u 0 u 








0L1 ana 






O Lai U 


1 171; 








Hjna 


9 Q99 




N3ITI© 




QR9 A 


PR r\A 


L W 


i v je tnoa 


1 Ljxjrio 1 a . wnea l 




O Lai L. 


97 ^4 ~~ 








iiinci 


0 Q1 R 
^ y 1 0 




pt 

VJ X 


1 iui it; 








Score 


1 76 

1JU 






97 9 Q1 R 


9761 

^ / Ul 


9 QDd 
• . z. y v 1 










Seq. No. 


31227 








Seq. ID 


OJ990909_11. 9B24 


.Cll 


Vj " 1 1 " i\ u . 


fid fifi 1 

U *i U O X 








Oil aflQ. 






q-H a v-+- 


1 9£ 
1 £ O 








tjna 


71 A 




Name 


P TQQnQOQ 1 1 




PI 1 n1 
. Ul 1 . O 1 


.gs 










IOC ~ 
1ZD 








71 A 
Jll 




01 


none 








Score 


Q9 




Exons 


IOC Q1 / 
1 O . . J 1 4 














Seq. No. 


31227 








Seq. ID 


OJ990909_11.9B24 


.Cll 


Gene No. 


64682 








Strand 








1031 








End 


2827 




Name 


OJ990909 11 


. 9B24 


.Cll.ol 


. np 


Method 


AAT/NAP 




Oldl L 


1012 








End 


2827 




r-T 


4680179 








Score 


2223 




ill A Vji 1 O 


1012. .2827 














01 uesenp. 


(AF1 11709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


31227 








Seq. ID 


OJ990909_11.9B24, 


.Cll 


VjJtrl 1 C IN (J. 


64682 








Strand 






OLdlt 


1031 








End 


2827 




Name 


OJ990909 11, 


. 9B24 


.Cll.02 


. gs 


Method 


GENSCAN 




q+- a -r-h 


1031 








End 


2563 




PT 

Ol 


none 








Score 


.56 




Exons 


1031. .2563 














Seq. No. 


31227 








Seq. ID 


OJ990909_11.9B24. 


.Cll 


ocuc In vJ . 


64682 








Strand , 






OLdi L 


1031 








End 


2827 




Name 


OJ990909 11, 


. 9B24 


.Cll.o3 


. LW 


Method 


TBLASTX: Wheat 




O Lol L 


1052 








End 


1385 




\J X 


none 








Score 


104 




i_i Awl 1 0 


1052. . 1384, 


1161 


. . 1385 










Seq. No. 


31227 








Seq. ID 


OJ990909_11.9B24. 


.Cll 


P 0 n Mn 


64682 








Strand 








1031 








End 


2827 




Name 


OJ990909 11. 


, 9B24, 


.Cll.o4 


. LIU 


Method 


TBLASTX: Maize 




q+- 0 >~f- 


1064 








End 


1225 




pT 


none 








Score 


62 




Exons 


-,1064. .1225, 


1070, 


. .1192 










Seq. No. 


31227 








Seq. ID 


OJ990909_11.9B24. 


Cll 


Gene No. 


64682 








Strand 






Start 


1031 








End 


2827 




Name 


OJ990909 11. 


9B24 . 


.Cll.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1244 








End 


1828 




GI 


none 








Score 


109 




Exons 


1244 . . 1672, 


1245, 


, . 1445, 


1385. . 


1732, 1670. .1828, 1674. .IE 


J26 



31230 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

_Seq..._No.. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31227 
64682 
1031 

OJ990909_11. 

1385 

none 

1385. .1918, 

31227 
64682 
1031 

OJ990909JL1. 

1880 

none 

1880. .2170, 

31227 
64682 
1031 

OJ990909_11. 

1973 

none 

1973. .2218, 

31227 ■ 

64682 

1031 

OJ990909_11. 

1994 

none 

1994. .2137, 

31227 
64682 
1031 

OJ990909_11. 
.2018 
none 

2018. .2446, 

..31227 ; 

64682 
1031 

OJ990909_11. 

2564 

none 

2564. .2623, 

31227 
64682 
1031 

OJ990909_11. 

2588 

none 

2588. .2827, 



9B24 .Cll.ol.tw 
1385. .2011, 1497, 

9B24 .Cll.o2.tm 
1884 . .2171 

9B24 .Cll.ol. ts 
1974 . .2219 

9B24.Cll.ol.tc 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2009 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990909_11.9B24.C11 
2827 

TBLASTX: Wheat 

2011 

179 



OJ990909_11.9B24.C11 
2827 

TBLASTX: Maize 

2171 

245 



OJ990909_11.9B24.C11 
2827 

TBLASTX: Soybean 

2219 

152 



OJ990909_11 . 9B24 . Cll 
2827 

TBLASTX: Cress 

2311 

107 



1995. .2135, 2138. .2311, 2194. .2304 



9B24.Cll.o2.tw 



2022. .2585 



9B24.Cll.o3.tm 



2585. .2827, 2670. 



9B24.Cll.o4.tw 



2589. .2822, 2666. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



.Seq. .ID. 
Strand 
End 

Method 
End 
Score 
.2825 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.2827 



OJ990909_11 . 9B24 . Cll 
2827 

TBLASTX: Wheat 

.2585 

330 



0 J 9 90 9 0.9_1.1 9B24 . Cll. .... 
2827 

TBLASTX: Maize 

2827 

45 



OJ990909_11.9B24.C11 
2827 

TBLASTX: Wheat 

2827 

119 



31231 



Seq. No. 31228 Seq. ID 

Gene No. 64683 Strand 

Start 1552 End 

Name OJ990909_11 . 9B24 . C13 . ol . gs Method 

Start 1552 End 

GI none Score 
Exons 



OJ990909_11.9B24.C13 
+ 

6545 
GENSCAN 
6538 
.51 



1552. .1603, 1910. .2213, 2252. .2387, 4749. .4871, 4962. .5312, 
5719.. 5897, 6093.. 6270, 6367.. 6538 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31228 
64683 
1552 

OJ990909_11. 9B24.C13.ol.np 
4641 
4512231 
4641. .5437 

(AB014741) ORF0 protein [Oryza sativa] 



Seq. ID OJ990909_11.9B24.C13 

Strand + 

End 6545 

Method AAT/NAP 

End 5437 

Score 1221 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990909 11.9B24.C13 



31228 
64683 
1552 

OJ990909_11. 9B24 .C13.o2.np 
5675 
4680179 
5675.-6545 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Strand 
End 

Method 

End 

Score 



+ 

6545 
AAT/NAP 
6545 . 
728 



Seq. No. 31228 Seq. ID 

Gene No. 64683 Strand 

Start 1552 End 

Name OJ990909_11 . 9B24 . C13 . o2 . tw Method 

Start 5883 End 

GI none Score 

Exons 5883.. 6080, 5899.. 6081 



OJ990909_11 . 9B24 . C13 
+ 

6545 

TBLASTX: Wheat 

6081 

195 



Seq. No. 


31228 








Seq. ID 


OJ990909_11.9B24 


.C13 


Gene No. 


64683 








Strand 


+ 




Start 


1552 








End 


6545 ■ 




Name 


OJ990909 11 


. 9B24 


.C13.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


6132 








End 


6483 




GI 


none 








Score 


300 




Exons 


. . 6132. ...624 2,_ 


.6133 


...6.483, 


6281. 


.6325 






Seq. No. 


31228 








Seq. ID 


OJ990909_11. 9B24 


.C13 


Gene No. 


64683 








Strand 


+ 




Start 


1552 








End 


6545 




Name 


OJ990909 11 


9B24 


.C13.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


6133 








End 


6471 




GI 


none 








Score 


230 




Exons 


6133. . 6471, 


6133 


. .6342 










Seq. No. 


31229 








Seq. ID 


OJ990909JL1. 9B24 


C14 


Gene No. 


64684 








Strand 






Start 


1 








End 


■ 3527 




Name 


OJ990909 11. 


9B24 


,C14.ol 


• np 


Method 


AAT/NAP 




Start 


1 






End 


3527 




GI 


5922631 








Score 


3902 





31232 



Exons 1..1419, 2026.. 2952, 3079.. 3230, 3273.. 3527 

GI Descrip. (AP000492) ESTs C26347 (C1214 5 ) , AU078074 (C12145 ) correspond to 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi| 6016864 |dbj IBAA85207.1 | (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 31229 

Gene No. 64684 

Start 1 

Name OJ990909_11 . 9B24 . C14 . 06 . tw 

Start 2 

GI none 

Exons 2. .97, 24. .101, 37. .108, 151. .261, 164. .298 



Seq. ID OJ990909_11.9B24.C14 
Strand 

End 3527 

Method TBLASTX : Wheat 

End 2 98 

Score 51 



Seq. No. 31229 Seq. ID 

Gene No. 64684 Strand 

Start 1 End 

Name OJ990909_11 . 9B24 . C14 . o3 . tw Method 

Start 314 End 

GI none Score 

Exons 314.. 736, 390.. 731 



OJ990909_11.9B24.C14 
3527 

TBLASTX: Wheat 

736 

235 



Seq. No. 31229 Seq. ID 

Gene No. 64 684 Strand 

Start 1 End 

Name OJ990909_11 . 9B24 . C14 . o2 . ts Method 

Start 357 End 

GI none Score 

Exons 357.. 605, 359.. 601, 641.. 745, 651.. 737 



OJ990909_11.9B24.C14 
3527 

TBLASTX: Soybean 

745 

122 



Seq. No. 31229 Seq. ID 

Gene No. 64684 Strand 

Start 1 End 

Name OJ990909JL1 . 9B24 . C14 . o3 . tm Method 

Start 410 End 

GI none Score 

Exons 410.. 508, 512.. 682 



OJ990909_11.9B24.C14 
3527 

TBLASTX: Maize 

682 

133 



Seq..; No..... . .31229 Seq.. ID.. 

Gene No. 64684 Strand 

Start 1 ..... End 

Name OJ990909_11 . 9B24 . C14 . o4 . tw Method 

Start 773 End 

GI none Score 

Exons 773.;949, 944. .1189, 945. .1190 



,OJ990909_11, 9B24 .C14. 
3527 

TBLASTX: Wheat 

1190 

94 



Seq. No. 31229 Seq. ID 

Gene No. 64684 ■ Strand 

Start 1 End 

Name OJ990909_11 . 9B24 . C14 . ol . ts Method 

Start 860 End 

GI none Score 

Exons 860.. 1360, 1200.. 1343 



OJ990909_11.9B24.C14 
3527 

TBLASTX: Soybean 

1360 

129 



31233 



Seq. No. 31229 

Gene No. 64684 

Start 1 

Name OJ990909_11 . 9B24 . C14 . o2 . tm 

Start 1112 

GI none 

Exons •. 1112. .1495, 1155. .1391 

Seq. No. 31229 

Gene No. 64 684 

Start 1 

Name OJ990909_11 . 9B24 . C14 . o2 . tw 

Start 1235 

GI none 

Exons 1235.. 1654, 1236.. 1652 



Seq. ID OJ990909_11.9B24.C14 
Strand 

End 3527 

Method TBLASTX : Mai ze 

End 1495 

Score 135 



Seq. ID OJ990909_11.9B24.C14 
Strand 

End 3527 

Method TBLASTX : Wheat 

End 1654 

Score 236 



Seq. No. 31229 

Gene No. 64684- 

Start 1 

Name OJ990909_11 . 9B24 . C14 . ol . tm 

Start 1523 

GI none 

Exons 1523.. 1879, 1533.. 1838 

Seq. ? No. 31229 

Gene No. 64 684 

Start 1 

Name OJ990909_11 . 9B24 . C14 . o3 . ts 

Start 1604 

GI none 

Exons 1604.. 1738, 1745.. 1969 



Seq. ID OJ990909_11.9B24.C14 
Strand 

End 3527 

Method TBLASTX : Mai ze 

End 1879 

Score 196 



Seq. ID OJ990909_11.9B24.C14 
Strand 

End 3527 

Method TBLASTX : Soybean 

End 1969 

Score 126 



Seq. No. 31229 

Gene No. 64684 

Start 1 

Name OJ990909_11 . 9B24.. C14 . o5 . tw 

Start 1654 

GI none 

Exons 1654.. 1818, 1655.. 1888, 1656. 



Seq. ID OJ990909_11.9B24.C14 
Strand 

End 3527 

Method TBLASTX: Wheat 

End 1888 

Score 150 
.1886 



Seq. No. 31229 

. Gene' No.. . . 64 684 v _*.:.. 

Start 1 

Name OJ990909_11 . 9B24 . C14 . ol . tw 

Start 1889 

GI none 

Exons 1889.. 2182, 1893.. 2054, 2229. 

Seq. No. 31229 

Gene No. 64684 

Start 1 

Name OJ990909_1 1 . 9B24 . C14 . o5 . tm 

Start 2201 

GI none 

Exons 2201.. 2377, 2232.. 2378 



Seq. ID OJ990909_11.9B24.C14 

Strand - ; " ; 

End 3527 

Method TBLASTX: Wheat 

End 2686 

Score 116 

.2465, 2231. .2461, 2510.. 2686 

Seq. ID OJ990909_11.9B24.C14 
Strand 

End 3527 

Method TBLASTX: Maize 

End 2378 

Score 106 



Seq. No. 



31229 



Seq. ID OJ990909 11.9B24.C14 



31234 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



64684 Strand 
1 End 
OJ990909_11 . 9B24 . C14 . o4 . tm Method 
3167 End 
none Score 
3167.. 3427, 3191.. 3421, 3222.. 3425 



3527 

TBLASTX: Maize 

3427 

62 



31230 
64685 
573 

OJ990909_11. 9B24 .C15.ol.gp 
573 

5816562 
573. .597, 919. .1332 

6016845/dbj IAP000570.1 IAP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 



Seq. ID OJ990909_11.9B24.C15 

Strand + 

End 1332 

Method AAT/GAP 

End 1332 

Score 671 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31230- 
64686 
13666 

OJ990909_11. 9B24 .C15.o5.np 
13203 " 
6815097 
13203. .13222, 14855.. 14998 

(AP001081) Similar to putative copia polyprotein (AC006248) 
[Oryza sativa] 



Seq. ID OJ990909_11.9B24.C15 

Strand + 

End 19090 

Method AAT/NAP 

End 14998 

Score 43 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons. . 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



31230 
64686 
13666 

OJ990909_11.9B24 .C15.o4 .gs 

13666 

none 



Seq. ID OJ990909_11.9B24.C15 

Strand + 

End 19090 

Method GENSCAN 

End 19090 

Score . 65 



13666. .14118, 15004. .15128, 18316. .19090 



31230 
64687 
1 

OJ990909_11. 9B24 .C15.ol.np 
1. 

4680183 

.l.,.872.„. " . . • • ... ; 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. ID OJ990909_11.9B24.C15 
Strand 

End 872 

Method AAT/NAP ■ 

End 872 

Score 882 



31230 
64688 
3242 

OJ990909_11. 9B24 .C15.o2.np 
3242 . 
2921304 
3242. .3535, 4518. .5333 

(AF033496) herbicide safener binding protein [Z.ea mays] 



Seq. ID OJ990909_11.9B24.C15 
Strand 

End 5333 

Method AAT/NAP 

End 5333 

Score 927 



31230 
64689 
8619 

OJ990909_11. 9B24 .C15.o3.np 



Seq. ID OJ990909 11.9B24.C15 
Strand 

End 11246 

Method AAT/NAP 



31235 




Start 


8619 


End 


10862 


GI 


2213632 


Score 


724 


Exons 


8619.. 8658, 10123.. 10862 






GI Descrip. 


(AC000103) F21J9.24 [Arabidopsis thaliana] 


Seq. No. 


31230 


Seq. ID 


OJ990909_11.9B24.C15 


Gene No. 


64689 


Strand 


- 


Start 


' 8619 


End 


11246 


Name . 


OJ990909 11.9B24.C15.o2.gs 


Method 


GENSCAN 


Start 


9903 


End 


1124 6 


GI 


none 


Score 


.9 


Exons 


9903. .11246 






Seq. No. 


31230 


Seq. ID 


OJ990909_11.9B24.C15 


Gene No. 


64690 


Strand 


- 


Start 


11658 


End 


12554 


Name 


OJ990909 11.9B24.C15.o3.gs 


Method 


GENSCAN 


Start 


11658 


End 


12518 


GI 


none 


Score 


. 57 


Exons 


11658 . .12518 






Seq. No. 


31230 


Seq. ID 


OJ990909_11. 9B24 .CIS 


Gene No. 


64690 


Strand 




Start 


11658 


End 


12554 


Name 


OJ990909 11.9B24.C15.o4.np 


Method 


AAT/NAP 


Start 


12050 


End 


12554 


GI 


4741185 


Score 


177 


Exons 


12050. .12554 






GI Descrip. 


(AL04 974 6) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


31230 


Seq. ID 


OJ990909_11.9B24.C15 


Gene No. 


64691 


Strand 




Start 


15962 


End 


18328 


Name 


OJ990909 11.9B24.C15.o2.gp 


Method 


AAT/GAP 


Start 


15962 


End 


18328 


GI 


3107009 


Score 


669 


Exons 


15962. .16152, 17 100 17-188 , 1 


8237. .18328 


GI Descrip. 


- 45211 94 /dbj | AB013613 . 1 | AB0136 


13 6.0e-40 Oryza sativa DNA, 




centromere sequence RCB11 






Seq. No. 


31230 


Seq. ID 


OJ990909_11.9B24.C15 


Gene; No. . 


64 6.92 • „ . „ ■„„ - 


..Strand.. .. 




Start 


20016 


End 


20239 ' 


Name 


OJ990909 11.9B24.C15.o4.tw 


Method 


TBLASTX: Wheat 


Start 


3225 


End 


3493 


GI 


none 


Score 


252 


Exons 


3225.. 3488, 3227.. 3493 






Seq. No. 


31230 


Seq. ID 


OJ990909__11.9B24.C15 


Gene No . 


64692 


Strand 




Start 


20016 


End 


20239 


Name 


OJ990909 11.9B24.C15.ol.tm 


Method 


TBLASTX: Maize 


Start 


3239 


End 


5313 


GI 


none 


Score 


145 


Exons 


3239. .3412, 3240. .3413, 3423. 


.3488, 3461. .3517, 3630. .3683, 




4512. .4583, 4516. .4578, 4524. 


.4583, 4572. .4664, 4578. .4685, 




4585. .4686, 4660. .4869, 4677. 


.4868, 4887. .4985, 4888. .4980, 



31236 






5007. .5045, 


5082.. 5312, 5086.. 5313 






Seq. No. 


31230 




Seq. ID 


OJ990909_11.9B24 


.C15 


Gene No . 


64 692 




Strand 






Start 


20016 




End 


20239 




Name 


OJ990909 11. 


9B24.C15.ol.ts 


Method 


TBLASTX: Soybean 




Start 


.... 4504 




End- 


5300 




GI 


none 




Score 


135 




Exons 


4504. .4734, 


4512. .4820, 4830. .4868, 5082. .5300 




Seq. No. 


31230 




Seq. ID 


OJ990909_11.9B24 


.C15 


Gene No. 


r a r n o 
64 692 




Strand 






Start 


20016 




End 


20239 




Name 


OJ990909 11. 


9B24.C15.ol.tw 


Method 


TBLASTX: Wheat 




Start 


4512 




End 


4898 




GI 


none 




Score 


265 




Exons 


4512. .4862, 


4512. .4898, 4516. .4884 






Seq. No. 


31230 




Seq. ID 


OJ990909_11.9B24 


.C15 


Gene No . 






Strand 






Start 


20016 




End 


20239 




Name 


OJ990909 11. 


9B24.C15.o3.tw 


Method 


TBLASTX: Wheat 




Start 


4899 




' End 


5331 




GI 


none 




Score 


80 • 




Exons 


4899. .4988, 


4899. .4988, 5007. .5045, 5082. .5330, 5083. .5331 


Seq. No. 


31230 




Seq. ID 


OJ990909_11. 9B24 


.C15 


Gene No . 


64 692 




Strand 






Start 


20016 




End 


20239 




Name 


OJ990909 11. 


9B24 .C15.o3. tm 


Method 


TBLASTX: Maize 




Start 


10140 




End 


10478 




GI 


none 




Score 


95 




Exons 


10140. .10205 


, 10212. .10478, 


10224. .104 


15, 10318. .10476 




Seq. No. 


31230 




Seq. ID 


OJ990909_11.9B24. 


.C15 


Gene No. 


64692 




Strand 






Start 


20016 




. End 


20239 




Name 


OJ990909 11. 


9B24.C15'.o2.tw 


Method 


TBLASTX: Wheat 




Start 


10152 




End 


:i0566 




GI 


none 




Score 


50 




Exons 


10152. .10388 


, 10156. . 10269, 


10158. . 10379, 10306. . 1038 6, 




.l 


..-.„10a87.. ..1052.4 


,.. .103.8/9; . 1.05.53,. 


„;1.038 9. . 105.65,. 10393 .. 1056:6. . 




Seq. No. 


- 31230 




Seq. ID 


OJ990909_1"1. 9B24 


.C15 


Gene No. 


64692 




Strand 






Start 


20016 




End 


20239 




Name 


OJ990909 11. 


9B24.C15.o2.tm 


Method 


TBLASTX: Maize 




Start 


10479 




End 


10910 




GI 


none 




Score 


82 




Exons 


10479. .10577 


, 10480. . 10578, 


10581. .10910, 10582. .10665, 






10583. .10702 


, 10759. .10884 








Seq. No. 


31230 




Seq. ID 


OJ990909_11. 9B24 


C15 


Gene No. 


64692 




Strand 








/~\ r\ r\ -I /- 
^ \J U X U 




End 


2023y 




Name 


OJ990909 11. 


9B24.C15.o5.tw 


Method 


TBLASTX: Wheat 




Start 


10698 




End 


11057 





31237 



GI none Score 96 

Exons 10698. .11057, 10723.. 11025 

Seq. No. 31230 Seq. ID OJ990909_11.9B24.C15 

Gene No. 64 692 Strand 

Start 20016 End 20239 

Name OJ990909_11 . 9B24 . C15 . o5 . gs Method GENSCAN 

Start 20016 End 20239 

GI none Score . 68 

Exons 20016. .20069, 20099.. 20239 

Seq. No. 31231 Seq. ID OJ990909_11.9B24.C17 

Gene No. 64 693 Strand 

Start 1 End 598 

Name OJ990909_11 . 9B24 . C17 . ol . np Method AAT/NAP 

Start 1 End 598 

GI 5257279 Score 985 

Exons 1. . 598 

GI Descrip. (AP000364) Similar to Transposon MAGGY gag and pol gene 
homologues. (L35053) [Oryza sativa] 

Seq. No. 31231 Seq. ID OJ990909_11.9B24.C17 

Gene No. 64 693 Strand 

Start 1 End 598 

Name. OJ990909_11 . 9B24 . C17 . ol . tm Method TBLASTX : Maize 

Start" 163 End 597 

GI none • Score 54 

Exons 163.. 597, 356.. 529 

Seq. No. 31231 Seq. ID OJ990909_11.9B24.C17 

Gene No. 64 693 Strand 

Start 1 End 598 

Name OJ990909_11 . 9B24 . C17 . ol . tw Method TBLASTX : Wheat 

Start 187 End 598 

GI none Score 80 

Exons 187. .597, 191. .334, 220. .546, 362. .598 

Seq. No. 31232 Seq. ID OJ990909_11.9B24.C18 

Gene No. 64 694 Strand + 

Start 1 End 519 

Name OJ990909_11 . 9B24 . C18 . ol . np Method AAT/NAP 

Starts . 1 - ".. . \ . . End. ...519. \ .. ' ;../.„ 

GI 4680179 Score 399 
Exons - 1 . . 519 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 

Seq. No. 31232 Seq. ID OJ990909_11.9B24.C18 

Gene No. 64694 Strand + 

Start 1 . } End 519 

Name OJ990909_11 . 9B24 . C18 . ol . tm Method TBLASTX : Maize 

Start 2 End 251 

GI none Score 163 

Exons 2. .142, 144. .251 

Seq. No. 3i23^ Seq. ID OJ990909_11.9B24.C18 

Gene No. 64694 Strand + 

Start 1 End 519 



31238 



Name 

Start 

GI 

Exons 



OJ990909_11.9B24.C18.ol .tw Method 

62 End 

none Score 
62. .142, 144. .251, 324. .479 



TBLASTX: Wheat 

479 

65 



Seq. No. 31233 Seq. ID 

Gene No. 64695 Strand 

Start 341 End 

Name OJ990909_11 . 9B24 . C19 . ol . gs • Method 

Start 341 End 

GI none Score 

Exons 341.. 557 



OJ990909_11.9B24.C19 
+ 

557 

GENSCAN 

557 

.91 



Seq. No. 31234 Seq. ID 

Gene No. 64 696 Strand 

Start 58 End 

Name ■ OJ990909_11 . 9B24 . C20 . ol . gs Method 

Start 58 End 

GI none Score 

Exons 58.. 116, 161.. 362 



OJ990909_11.9B24.C20 
+ 

362 

GENSCAN 

362 

.82 



Seq. No. 


31234 Seq. ID 


OJ990909_11.9B24.C20 




64697 Strand 


+ 


O Lai L 


279 End 


385 


Name 


OJ990909- 11.9B24.C20.ol.np Method 


AAT/NAP 


O L. Cl J. l_ 


27 9 End 


385 




3252868 Score 


63 


Exons 


279. .385 






(AF033536) putative zinc transporter 


[Arabidopsis thaliana] 


Seq. No. 


31235 Seq. ID 


OJ990909_11.9B24.C21 


Gene No. 


64698 Strand 


+ 


Start 


271 End 


922 


Name 


OJ990909 11.9B24.C21.ol.np Method 


AAT/NAP 


Start 


271 End 


922 


GI. 


5295955 Score 


147 


Exons 


271. .389, 884. .922 




GI Descrip. 


(AB026295) Similar to Epstein-Barr virus (EBV) genome . (V01555 ) 




[Oryza sativa] 




Seq. No. 


31236 Seq. ID 


OJ990909_11. 9B24 .C22 


Gene No. . 


64 699 . ... *. - Strand 




Start 


1 - End 


743 


Name 


OJ990909 11.9B24.C22.ol.np Method 


AAT/NAP 


Start 


1 End 


743 


GI 


6721517 Score 


944 


Exons 


1..209, 258. .743 




GI Descrip. 


(AP001072) Similar to polyprotein. (AF061282) [Oryza sativa] 


Seq. No. 


31236 Seq. ID 


OJ990909_11. 9B24 .'C22 


Gene No. 


64699 Strand 




Start 


1 End 


743 - 


Name 


OJ990909 11.9B24.C22.ol.tw Method 


TBLASTX: Wheat 


Start 


4 8 End 


284 


GI 


none Score 


78 


Exons 


48. .212, 70. .165, 219. .284 





31239 




Seq. No. 


31236 


Seq. ID 


OJ990909_11. 9B24 


.C22 


Gene No. 


64699 


Strand 






Start 


1 


End 


743 




Name 


OJ990909 11 9B24 C22 o2 tw 








Start 


501 _ 


End 


74 ^ 




GI 


none 


Score 


98 




Rxon 

-L-J 1 1 


501 566. 552 743. 640 74l" 








Seq. No. 


31237 


Seq. ID 


OJ990909 11 9B24 


. C24 


Gene No. 


64700 


Strand 






Start 


75 


End 


518 




Name 


OJ990909 11.9B24.C24.ol.np 


Method 


AAT/NAP 




Start 


75 


End 


518 




GI 


602758 


Score 


118 




Exons 


75. .208, 344. .416, 450. .518 








\-J -L O >— ' J- _I_ K> • 


(L38581) clp-like energy-dependent protease [Lycopersicon 




C^CUlcIlL LULL J 








Seq. No. 




Dtr ^ . ± Lf 




CO A 


Gene No. 


64700 


Strand 






Start 


75 


End 


518 




Name 


OJ990909 11.9B24 .C24 .ol.ts 


Method 


TBLASTX : Soybean 




Start 


111 


End 


408 




GI 


none 


Score 


133 




Rxon <=; 

l_j \ m / 1 1 o 


111. .206, 116. .214, 125. .211, 


340. .408, 


344. .400 




Seq. No. 


31237 


Seq. ID 


OJ990909JL1. 9B24 


CO A 


Gene No. 


64700 


Strand 






Start 


75 


End 


518 




Name 


OJ990909 11.9B24.C24.ol.tm 


Method 


TBLASTX: Maize 




Start 


122 


End 


408 




GI 


none 


Score 


133 




R 5f o n s 


122. .214, 126. .221, 335. .403, 


346. .408, 


346. .399, 347.. 


400 


Sea No 


31238 


Seq. ID 


OJ990909_11.9B24 


.C25 


Gene No. 


64701 


Strand 


+ 




Start 


105 


End 


273 




Name 


OJ990909 11.9B24.C25.ol.np 


Method 


AAT/NAP 




Start 


105 


End 


273 




GI 


4680183 


Score 


51 




Exons 


105. .273 








Ci T De s c t "i n 


..(AF1.117.09). .gag-pol jprotein [O.ryza sativa subsp .* " indica]. 




Seq. No. 


31239 


Seq. ID 


OJ990909_11. 9B24 


.C26 


Q@^e No . 


64702 


Strand 


+ 




Start 


1 


End 


688 




Name 


OJ990909 11.9B24.C26.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


688 




GI 


5441880 


Score 


360 




J — 1 ^ 1 O 


1..31, 266. .688 








w -L 1_/ C. o O J LLJ * 


(AP000367) EST C28952 (C62 94 5 ) 


corresponds to a region of the 




predicted gene.; Similar to maize transposon MuDR mudrA 


prot 




(AC003981) [Oryza sativa] 








Seq. No. 


31239 


Seq. ID 


OJ990909_11.9B24 


.C26 


Gene No. 


64702 


Strand 


+ 




Start 


1 


End 


688 





31240 



Name 

Start 

GI 

Exons 



OJ990909_1 1 . 9B24 . C26 . ol . gs Method GEN SCAN 

98 ^ End 589 

none Score . 5 
98. .589 



Seq. No. 31240 

Gene No. 64703 

Start ..702 

Name OJ990909_1 1 . 9B24 . C28 . ol . gs 

Start 702 

GI none 

Exons 702.. 843 



Seq. ID OJ990909_11.9B24.C28 

Strand 

End 843 

Method GEN SCAN 

End 843 

Score .5 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31241 
64704 
1 

OJ990909_11.9B24 .C30.ol.np 
1 

6721517 
1..179, 233. .296 

(AP001072) Similar to polyprotein. (AF061282) [Oryza sativa] 



Seq. ID OJ990909_11.9B24.C30 
Strand 

End 296 

Method AAT/NAP 

End 296 

Score 216 



31241 . 

64704 

1 

OJ990909_11. 9B24 .C30.ol.gs 
84 

none 
84. .293 



Seq. ID OJ990909_11.9B24.C30 

Strand 

End 296 

Method GENSCAN 

End 293 

Score .78 



Seq. No. 31242 

Gene No. 64705 

Start 55 

Name OJ9904 19_05 . 9B05 . C2 . ol . gs 

Start 55 

GI none 

Exons 55.. 172 



Seq. ID OJ990419_05.9B05.C2 

Strand 

End 172 

Method GENSCAN 

End 172 

Score .93 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
'Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 



31243 
6'4706 
1 

.OJ990419_05.9BQ5.C3.ol.np 
1 

4416302 
1. .1070 

(AF105716) copia-type pol polyprotein [Zea mays] 



Seq. ID OJ990419_05.9B05.C3 

Strand + 

End 1070 

Method AAT/NAP _ 

End 1070 

Score ■ 950 



31243 
64706 
1 

OJ990419_05. 9B05.C3.ol. tw 

3 

none 

3. .56, 96. .374, 96. .383 

31243 
64706 



Seq. ID OJ990419_05.9B05.C3 

Strand + 

End 1070 

Method TBLASTX : Wheat 

End 383 

Score 64 



Seq. ID OJ990419_05.9B05.C3 
Strand + 



31241 



Start 
Name 
Start 
GI 

Exons 



OJ990419_05. 9B05.C3.ol.gs 
21 

none - 
21. .701 



End 

Method 

End 

Score 



1070 
GENSCAN 
701 
.95 



Seq. No. 31243 

Gene No. 64706 

Start 1 

Name OJ9904 19_05 . 9B05 . C3 . ol . tm 

Start 45 

GI none 
Exons 



Seq. ID OJ990419_05. 9B05.C3 

Strand + 

End 1070 

Method TBLASTX': Mai ze 

End 833 

Score 109 



45. .116, 52. .117, 71. .118, 116. .733, 117. .734, 741. .833, 
792. .833 



Seq. No. 31243 

Gene No. 64706 

Start 1 

Name OJ9904 1 9_05 . 9B05 . C3 . ol . ts 

Start 225 

GI none 

Exons 225. .686, 296. .415, 482. .634 

Seq. No. 31243 

Gene No. 64706 

Start 1 

Name OJ9904 1 9_05 . 9B05 . C3 . ol . tc 

Start 270 

GI none 

Exons 270 . . 683 



Seq. ID OJ990419__05. 9B05.C3 

Strand + 

End 1070 

Method TBLASTX : Soybean 

End 68 6 

Score 331 



Seq. ID OJ990419_05.9B05.C3 

Strand + 

End 1070 

Method TBLASTX: Cress 

End 683 

Score 196 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31243 
64706 
1 

OJ990419_05.9B05.C3.o2.tw 

468 

none 



Seq. ID OJ990419_05. 9B05.C3 

Strand + 

End 1070 

Method TBLASTX : Wheat 

End 809 

Score 98 



468. .536, 552. .722, 561. .698, 562. .720, 719. .799, 723. .809 



31244 
64707 

1 . 

OJ990419_05. 9B05.C4 .ol.np 

1 

6630685 
1..590, 670. .727 

(AP000969) Similar to copia-type pol polyprotein. (AF105716) 
[Oryza s-ativa] 



Seq. ID OJ990419_05. 9B05.C4 
Strand 

End 727 _ „ ... 

Method AAT/NAP - 

End 727 

Score 784 



31244 
64707 
1 

OJ990419_05. 9B05.C4 .o2.ts 
16 

none 

16. .204, 17. .205 



Seq. ID OJ990419_05. 9B05.C4 

Strand 

End 727 

Method TBLASTX : Soybean 

End 205 

Score 103 



31242 




Seq. No. 


31244 


Seq. ID 


OJ990419_05.9B05 


.C4 


Gene No. 


64707 


Strand 






Start 


1 


End 


727 




Name 


OJ990419 05. 9B05.C4 .ol.tm 


Method 


TBLASTX: Maize 




Start 


59 


End 


539 




GI 


none 


Score 


150 




Exons 


59. .205, 59. .199, 61. .204, 243. .539, 244. .531, 246. .539 




Seq. No. 


31244 


Seq. ID 


OJ990419_05.9B05 


C4 


Gene No. 


64707 


Qf ranH 
u L 1 Ql 1 vJ. 






Start 


1 


End 


727 




Name 


OJ990419 05.9B05.C4.ol.tw 


Method 


TBLASTX: Wheat 




Start 


118 


End 


539 




GI 


none 


Score 


102 




Exons 


118. .171, 225. .365, 378. .539 








Seq. No. 


31244 


Seq. ID 


OJ990419_05.9B05, 


C4 


Gene No. 




C f- v-ari 

OLI cUlU 






Start 


1 


End 


727 




Name 


OJ990419 05.9B05.C4.ol.ts 


Method 


TBLASTX: Soybean 




Start 


225 


End 


569 




GI 


none 


Score 


86 




Exons 


225. .569, 226. .561 








Seq.. No. 


31244 


Seq. ID 


OJ990419_05. 9B05. 


C4 


Gene No. 




OCX clIlLZ 






Start 


1 


End 


-727 




Name 


OJ990419 05.9B05.C4.ol.gs 


Method 


GENSCAN 




Start 


377 


End 


578 




GI 


none 


Score 


.46 




Exons 


377. .578 








Seq. No. 


31245 


Seq. ID 


OJ990419_05. 9B05. 


C5 


Gene No . 


64708 


Strand 


- 




Start 


197 


End 


524 




Name 


OJ990419 05. 9B05.C5.ol.gs 


Method 


GEN SPAN 




Start 


197 


End 


524 




GI 


none 


Score 


.86 




Ex on s 


197. .524 








Sea No 


31246 


Seq. ID 


OJ990419_05.9B05. 


PC 
^ D 




647.09 


Strand. . 


+ 




Start 


1 ■ ....... 


End 


678- • ■ 




Name 


OJ990419 05. 9B05.C6.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


678 




GI 


5734585 


Score 


201 




F, von 9 


1..149, 296. .472, 649. .678 








GI Dp srr in 


(AJ245861) putative internal 


rotenone- 


insensitive NADH 






dehydrogenase [Solanum .tuberosum] 






Sea No 


31246 


Seq. ID 


OJ990419_05. 9B05. 


r6 


Gene No. 


64709 


Strand 


+ 




Start 


1 


End 


678 




Name 


OJ990419_05. 9B05.C6.ol.gs 


Method 


GENSCAN 




Start 


122 


End 


459 




GI 


none 


Score 


.76 




Exons 


122. .149, 296. .459 









31243 




Seq. No. 


31246 


Seq. ID 


OJ990419_05.9B05 


.C6 


Gene No. 


64710 


Strand 






Start ' 


294 


End 


474 




Name 


OJ990419 05.9B05.C6.ol. tc 


Method 


TBLASTX : Cress 




Start 


287 


End 


474 




GI 


- none ^ 


Score 


22 6, 




Exons 


287. .460, 295.-474, 306. .464 








Seq. No. 


31246 


Seq. ID 


OJ990419_05.9B05 


.C6 


Gene No. 


64710 


Strand 






Start 


294 


End 


474 




Name 


OJ990419 05.9B05.C6.ol.gp 


Method 


AAT/GAP 




Start 


294 


End 


460 




GI 


2352 1.R1084 


Score 


297 




Exons 


294 . .460 








GI Descrip. 


'3420052 2.0e-81 (AC004680) putative ubiqinone reductase 




[Arabidopsis thaliana] 1 








Seq. No. 


31246 


Seq. ID 


OJ990419 OS QROS 




Gene No. 


64710 


Strand 






Start 


294 


End 


474 




Name 


OJ990419 05. 9B05.C6.ol.ts 


Method 


TBLASTX • Sovbpan 




Start 


295 


End 


474 




GI 


none 


Score 


117 




Exons 


295.-459, 295. .474, 296. .460, 


318. .464 






Seq. No. 


31247 


Seq. ID 


OJ990419 05 9B05 


CI 


Gene No. 


64711 


Strand 


+ " 




Start 


1 


End 


695 




Name 


OJ990419 05. 9B05.C7.ol.np 


Method 


AAT /NAP 




Start 


1 


End 


U J J 




GI 


3420052 


Score 


104 




Exons 


1..128, 656. .695 








GI Descrip. 


(AC004 680) putative NADH dehydrogenase 


(ubiquinone 






oxidoreductase) [Arabidopsis 


thaliana] 






Seq. No. 


31247 


Seq. ID 


OJ990419_05. 9B05. 


.CI 


Gene No. 


64712 


Strand 






Start 


82 


End 


378 




Name 


OJ990419 05.9B05.C7.ol.gs 


Method 


GENSCAN 




Start 


82 „ j 


End ... 


.378 




GI 


none 


Score 


.44 




Exons 


82. .378 








Seq. No. 


31248 


Seq. ID 


OJ990419_05. 9B05. 


.CIO 


Gene No . 


64713 


Strand 


+ 




Start 


325 • 


End 


692 




Name 


OJ990419 05. 9B05.C10.ol.gs 


Method 


GENSCAN 




Start 


325 


End 


692 




GI 


none 


Score 


.43 




Exons 


325. .423, 494. .692 








Seq. No. 


31249 


Seq. ID 


OJ990419_05. 9B05. 


Cll 


Gene No. 


64714 


Strand 


+ 




Start 


1 


End 


549 




Name 


OJ990419 05. 9B05.Cll.ol.np 


Method 


AAT /NAP 





31244 



Start 


1 


End 


GI 


6630539 


Score 


Exons 


1. .549 




GI Descrip. 


(AC011708) putative RING zinc 


finger ] 




thaliana] 




Seq. No. 


31249 


Seq. ID 


Gene No. 


64715 


Strand 


Start 


154 


End 


Name 


OJ990419 05. 9B05.Cll.ol.gs 


Method 


Start 


154 


End 


GI 


none 


Score 


Exons 


154 . . 314 




Seq. No. 


31250 


Seq. ID 


Gene No. 


64716 


Strand 


Start 


1 


End 


Name 


OJ990419 05.9B05.C12.ol.np 


Method 


Start 


1 


End 


GI 


6598934 


Score 


Exons 


1..104, 211. .443, 605. .724 




GI ' Descrip . 


(AC018721) unknown protein [Arabidops: 


Seq. No. 


31250 


Seq. . ID 


Gene No. 


64716 


Strand 


Start 


1 


End 


Name 


OJ990419 05. 9B05.C12.ol.tm 


Method 


Start 


1 


End 


GI 


none 


Score 


Exons 


1..132, 3. .131, 224. .439, 241, 


. .441 


Seq. No. 


31250 


Seq. ID 


Gene No. 


64716 


Strand 


Start 


1 


End 


Name 


OJ990419 05.9B05.C12.ol.tc 


Method 


Start 


3 


End 


GI 


none 


Score 


Exons 


3. .104, 236. .430, 238. .429 ' 




Seq. No. 


31250 


Seq. ID 


Gene No. 


64716 


Strand 


Start 


1 .. _ 


.End „./. • 


-Name 


OJ990419 05. 9B05.C12.ol.gs - 


Method 


Start 


157 


End 


GI 


none 


Score 


Exons 


157. .438 




Seq. No. 


31250 


Seq. ID 


Gene No. 


64716 


Strand 


Start 


1 


End 


Name 


OJ990419 05. 9B05.C12.ol.ts 


Method 


Start 


241 


End 


GI 


none 


Score 


Exons 


241. .438, 245. .439 




Seq. No. 


31250 


Seq. ID 


Gene No . 


64716 


Strand 



549 
172 



OJ990419_05.9B05.C11 
314 

GENSCAN 

314 

.81 



OJ990419_05.9B05.C12 
724 

AAT/NAP 

724 

298 



OJ990419_05.9B05.C12 
724 

TBLASTX: Maize 

441 

122 



OJ990419_05.9B05.C12 
724 

TBLASTX: Cress 

430 

163 



OJ990419_05.9B05.C12 

.724 . . ; ; 

GENSCAN 

438 

.83 



OJ990419_05.9B05.C12 
724 

TBLASTX : Soybean 

439 

150 



OJ990419 05.9B05.C12 



31245 




Start 


1 






End 


724 








Name 


OJ990419 05 9B05.C12 


. ol 


. tw 


Mp t* h oH 


TRT.A^TX • 

J. DLnO X x\ • 


Wheat 




Start 


242 _ 






Ej I lu 


4 4 4 

*i *i *i 








GI 


none 






Score 


191 

-L, Zt -L 








Exons 


242 . . 439, 244 . .444 
















Seq. No. 


31251 






Seq.- ID 


OJ990419 


05 


. 9B05 


.C14 


Gene No. 


64717 






Strand 










Start 


784 






End 


880 








Name 


OJ990419 05 9B05 C14 


. ol 


• 


L 1 C L11UU, 


VJ J-j LN O \~rt\ LN 








Start 


784 ~ 






End 


880 








GI 


none 






Score 


. 99 










784 880 
















Seq. No. 


31251 






Seq. ID 


OJ990419 


05 


. 9B05 


.C14 


Gene No. 


64718 






Strand 










Start 


796 






End 


1058 








Name 


OJ990419 05 9B05.C14 


. ol 


an 

• yn 




AAT/(^AP 








Start 


796 ~ 






End 


1058 








GI 


2276034 






Score 


230 








P v n n q 


796 880 987 1058 
















i_) \Z . i.N KJ . 


31252 








O.TQQ04 1 Q 

vU _7 _? \J *i ± y 


_05 


9B05 




Gene No. 


64719 






Strand 


+ 








Start 


•1 






- End 


428 








Name 


OJ990419 05.9B05.C16 


.ol 


np 


Method 


AAT /MAP 








Start 


1 






End 


4 ?fi 

*i ^ O 








GI 


6069653 






Score 


4 S4 

1 w> *3 








Exons 


1. .428 
















GI Descrip . 


(AP000616) hypothetical 


protein [Oryza 


O d < L V Q J 








Seq. No. 


31252 






Seq. ID 


OJ990419_ 


05 


9B05 


.C16 


Gene No. 


64719 






Strand 


+ 








Start 


1 






End 


4 28 








Name 


OJ990419 05.9B05.C16 


.01 


gs 


Method 


O Ej LN O V^rtiLN 








Start 


194 






End 


248 








GI 


none 






Score 


. 52 








Exons 


194. .248 
















Seq. No. 


31253 






Seq. ID 


OJ990419_ 


■05 . 


9B05 


.C17 


Gene No. 


64720 






Strand 


+ 








.Start.. 


: 125.9 _ . 






-End 


4 68 








Name - * 


OJ990419 05.9B05.C17 


.ol. 


gs 


Method 


\J Hi Vi O V^iTlLN 








Start 


-359 • 




End 


4 








GI 


none 






Score 


. 65 








Exons 


359. .468 
















Seq. No. 


31254 






Seq. ID 


OJ990419_ 


05 . 


9B05 


.C18 


Gene No. 


64721 






Strand 










Start 


152 






End 


285 








Name 


OJ990419 05.9B05.C18 


ol. 


gs 


Method 


O JCj IN O ^_/rt.LN 








Start 


152 






End 


285 








GI 


none 






Score 


.48 








Exons 


152. .285 
















Seq. No. 


31255 






Seq. ID 


OJ990419_ 


_05. 


9B05 


C19 


Gene No. 


64722 






Strand 











31246 




Start 1 End 809 

Name OJ990419_05 . 9B05 . C19 . ol . np Method * AAT/NAP 

Start 1 End 767 

GI 3068705 Score 167 

Exons 1..94, 270. .421, 517. .767 

GI Descrip. (AF049236) unknown [Arabidopsis thaliana] 



Seq. No. 


31255 






Seq. ID 


OJ990419 05.9B05 


. C19 


Gene No m 


64722 






Strand 






Start 


1 






End 


809 




Name 


OJ990419 


_05.9B05.C19.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


272 






End 


777 




GI 


none 






Score 


57 




Exons 


272 . .424, 


320 . . 376, 514 


. . 615, 


515 622. 


637 777 638 


7 66 


Seq. No. 


31255 






Seq. ID 


OJ990419 05.9B05 


. C19 


Gene No . 


64722 






Strand 






Start 


1 






End 


809 




Name 


OJ990419 


_05.9B05.C19.ol 


.tm 


Method 


TBLASTX : Maize 




Start 


273 






End 


809 




GI 


none 






Score 


92 




Exons 


273 . . 422, 


273 422, 274 


. .423, 


509 778 


513 779 514 


78 0 




514 . . 777, 


515 781, 585 


809 








Sea No 


31255 






Seq. ID 






Gene No. 


64722 






Strand 






Start 


1 






End 


809 




Name 


OJ990419 


05.9B05.C19.ol 


. gs 


Method 


GENSCAN 




Start 


275 






End 


753 




GI 


none 






Score 


. 9 




Exons 


275 . . 421, 


517 . . 753 










Seq. No. 


31256 






Seq. ID 


OJ990419 OS 


. C20 


Gene No. 


64723 






Strand 






Start 


39 






End 


213 




Name 


OJ990419 


05 . 9B05 . C20 . ol 


. gs 


Mp t hod 


GENSCAN 




Start 


39 






End 


213 




GI 


none 






Score 


. 62 




Exons 


39. .213 












Seq. No. 


31257 






Seq. ID 


OJ990419 05 9B05 


. C21 


Gene No. ... 


„ 647.2.4 . . 






Strand.. . 






Start 


-219 . 






End 


665 




Name 


OJ990419 


05. 9B05.C21.ol 


. qs 


Method 


GENSCAN 




Start 


219 






End 


665 




GI 


none 






Score 


.56 




Exons 


219. .246, 


481. .665 










Seq. No. 


31258 






Seq. ID 


OJ99,0419_05. 9B05 


.C23 


Gene No. 


64725 






Strand 


+ 




Start 


112 






End 


593 




Name 


OJ990419 


05.9B05.C23.ol 


.gs 


Method 


GENSCAN 




Start 


112 






End 


593 




GI 


none 






Score 


. 66 




Exons 


112 . .248, 


360. .593 










Seq. No. 


31259 






Seq. ID 


OJ990419_05.9B05 


.C24 



31247 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start . . 

Name 

Start 

GI 

Exons 

GI Descrip. 



64726 Strand 

3237 End 

OJ990419_05. 9B05.C24 .o2.gs Method 

3237 End 

none Score 



+ 

7252 
GENSCAN 
7129 
.91 



3237. .3680, 4388. .4604, 4950. .5110, 5189. .5254, 5401. .5564, 
5841. .5955, 6977. .7129 



31259 
64726 
3237 

OJ990419_05. 9B05.C24 . o2 . np 



3246 
5734585 
3246. .3680, 
5839. .5955, 

(AJ245861) putative internal rotenone-insensitive NADH 
dehydrogenase [Solanum tuberosum] 



4388. .4604, 4950. 
6712.. 6891, 6977. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5110, 5189 
.7126 



OJ990419JD5. 9B05.C24 
+ 

7252 
AAT/NAP 
7126 
1605 

5254, 5401.. 5559, 



31259 Seq. ID 

64726 Strand 

3237 End 

OJ9904 19_05 . 9B05 . C24 . o3 . gp Method 

5380 End 

2352 1.R1084 Score 



OJ990419_05.9B05.C24 
+ 

7252 
AAT/GAP 
7252 
1312 



5380-. .5564, 5841.. 5955, 6712.. 6891, 6977.. 7252 

1 3420052 2.0e-81 (AC004680) putative ubiqinone reductase 

[Arabidopsis thaliana] ' 

31259 Seq. ID OJ990419_05.9B05.C24 

64727 Strand 

1 End 2696 

OJ9904 19_05 . 9B05 . C24 . ol . np Method AAT/NAP 

1 End 2696 

4115931 Score 1829 

1. .214,' 1246. .2696- 

(AF118223) contains similarity to Guillardia theta ABC 
transporter (GB : AF04 14 68 ) [Arabidopsis thaliana] 

31259 Seq. ID OJ990419_05.9B05.C24 

64727 Strand 

1 . . • V End. . . 2 696 ; . 

OJ990419_-05.9B05.C24.ol.gp Method AAT/GAP 
115 • End 1610 

LIB3432-003-P1-K1-B5 Score 885 

115. .214, 1246. .1610 

'4115931/ gb | AAD03441 . 1 | 1.0e-67 (AF118223) contains similarity 
to Guillardia theta ABC transporter (GB : AF04 14 68 ) [Arabidopsis 
thaliana] 1 



Seq. No. 31259 Seq. ID 

Gene No. 64727 Strand 

Start 1 End 

Name OJ9904 19_05 . 9B05 . C24 . ol . gs Method 

Start 1210 End 

GI none Score 

Exons 1210.. 2661 



OJ990419_05.9B05.C24 

2696 
GENSCAN 
2661 
. 67 



31248 



Seq. No. 31259 
Gene No. 64727 
Start 1 

Name OJ9 90 4 1 9_05 . 9B05 . C2 4 . o2 . gp 

Start 1785 
GI uC-osflcyp04 4f01bl 

Exons 1785. .2187 

GI Descrip. 1 4 115931/gb | AAD034 4 1 . 1 1 

to Guillardia theta ABC 

thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990419_05.9B05.C24 

2696 
AAT/GAP 
2187 
702 



6.0e-45 (AF118223) contains similarity 
transporter (GB : AF04 14 68 ) [Arabidopsis 



Seq. No. 31259 

Gene No. 64728 

Start 9769 

Name OJ990419_05 . 9B05 . C24 . ol . 

Start 12 

GI none 

Exons 12.. 194, 14.. 217, 1242.. 

1256. .1684, 1623. .1715 

Seq. No. 31259 

Gene No. 64728 

Start 9769 

Name- OJ9904 19_05 . 9B05 . C24 . ol . 

Start 12 

GI none 

Exons 12. .191, 14. .217, 14. .21 
1244. .1684, 1603. .2031, 



Seq. ID OJ990419_05.9B05.C24 
Strand 

End 11939 

tc Method TBLASTX: Cress 

End 1715 

Score 174 
1577, 1243. .1506, 1243. .1692, 



Seq. ID OJ990419_05.9B05.C24 
Strand 

End 11939 

ts Method TBLASTX : Soybean 

End 2140 

Score 152 - ; . "" 

7, 1235. .1684, 1242. .1916, 1243. .2139, 
1748. .2140 



Seq. No. 31259 

Gene No. 64728 

Start 9769 

Name OJ9904 19_05 . 9B05 . C24 . o4 

Start 12 

GI none 

Exons 12.. 215, 14.. 217, 14.. 2 

Seq. No. 31259 

Gene No. 64728 

Start 9769 

Name OJ990419_05.9B05.C24.ol 

Start 1318 

GI none 

Exons 1318.. 1479, 1319.. 1480, 
2194. .2472, 2243. .2497, 

Seq. No. 31259 
Gene No. . 64728 

Start 9769 

Name OJ9904 19_05 . 9B05 . C24 . o3 

Start 2140 

GI none 

Exons 2140.. 2424, 2210.. 2431 



Seq. ID OJ990419_05.9B05.C24 
Strand 

End 11939 

.tm Method TBLASTX: Maize 

End 1305 

Score 261 

17, 1243.. 1305, 1244.. 1303 

Seq. ID OJ990419_05.9B05.C24 
Strand 

End 11939 
.tm . Method TBLASTX : Maize. 

End 2539 

Score 232 
1476. . 1952, 14 80. .2259, 14 81. .2260, 
2450. .2539, 2455. .2529 

Seq. ID OJ990419_05.9B05.C24 
Strand 

End • 11939 
.ts Method TBLASTX : Soybean 
End 2431 
Score 143 



Seq. No. 31259 Seq. ID OJ990419_05.9B05.C24 

Gene No. 64728 Strand 

31249 




Start 


9769 








End 


11939 


Name 


OJ990419 05 


. 9B05. 


C24.o5 


.tc 


Method 


TBLASTX: Cress 


Start 


2224 








End 


2439 


GI 


none 








Score 


116 


Exons 


2224 . .2439, 


2225. 


.2431 








Seq. No. 


31259 








Seq. ID 


OJ990419_05.9B05.C24 


Gene No. 


64728 








Strand 




Start 


9769 








End 


11939 


Name 


OJ990419 05 


. 9B05. 


C24 ,o3 


.tm 


Method 


TBLASTX: Maize 


Start 


3332 








End 


3607 


GI 


none 








Score 


365 


Exons 


3332. .3607, 


3333. 


.3605 








Seq. No. 


31259 








Seq. ID 


OJ990419_05.9B05.C24 


Gene No. 


64728 








Strand 




Start 


9769 








End 


11939 


Name 


OJ990419 05 


9B05. 


C24 .06 


ts 


Method 


TBLASTX: Soybean 


Start 


3386 








End 


3578 


GI 


none 








Score 


262 


Exons 


3386. .3571, 


3387. 


.3578, 


3489. 


.3578 




Seq. No. 


31259 








Seq. ID 


OJ990419_05.9B05.C24 


Gene No. 


64728 








Strand 




Start 


9769 








End 


11939 


Name 


OJ990419 05. 


9B05. 


C24.o2 


tw 


Method 


TBLASTX: Wheat 


Start 


3506 








End 


3685 


GI 


none 








Score 


278 


Exons 


3506. .3685, 


3507. 


.3683 








Seq. No. 


31259 








Seq. ID 


OJ990419_05.9B05.C24 


Gene No. 


64728 








Strand 




Start 


9769 








End 


11939 


Name 


OJ990419 05. 


9B05. 


C24.o5. 


ts 


Method 


TBLASTX: Soybean 


Start 


4471 








End 


5535 


GI 


none 








Score 


193 


Exons 


4471. .4608, 


4472. 


.4624, 


4478 . 


.4624, .4903. .5058, 4949. .5122, 




4965. .5111, 


5077. 


.5118, 


5165. 


.5254, 51! 


31.. 5246, 5188.. 5265, 




5392. .5535, 


5396. 


.5515, 


5400. 


.5519 





Seq. No. 31259 

Gene' No. 64728 ■ • 
Start .* 9769 

Name 0 J9 90 4 1 9_0 5 . 9B0 5 . C2 4 . o3 

Start 4940 

GI none 

Exons 4940.. 5122, 4948.. 5118, 
5400. .5579 

Seq. No. 31259 

Gene No. 64728 

Start 9769 

Name OJ9904 19_05 . 9B05 . C24 . o7 

Start 5829 

GI none 

Exons 5829.. 5951, 5829.. 5960, 



Seq. ID OJ990419_05.9B05.C24 

Strand - : .. 

End 11939 

.tc • Method TBLASTX : Cress 

End 5579 

Score 261 
5174.. 5254, 5188.. 5265, 5392.. 5565, 



Seq. ID OJ990419_05.9B05.C24 
Strand 

End 11939 

.ts Method TBLASTX : Soybean 

End 6786 

Score 79 
5830.. 5958, 6702.. 6785, 6703.. 6786 



31250 




Seq. No. 


31259 




Seq. ID 


OJ990419_05. 9B05 


.C24 


Gene No. 


64728 




Strand 






Start 


9769 




End 


11939 




Name 


OJ990419 05 


9B05.C24.o2.tc 


Method 


TBLASTX: Cress 




Start 


6656 




End 


7129 




GI 


none 




Score 


101 




Exons 


6656. . 6793, 


6693.. 6809, 6694. 


.6810, 6809.. 6898, 6810.. 6902, 




6811... 6900, 


6955. .7116, 6955. 


.7128, 6965.. 7129, 6974.. 7129 


Seq. No. 


31259 




Seq. ID 


OJ990419_05.9B05 


.C24 


Gene No. 


64728 




Strand 






Start 


9769 




End 


11939 




Name 


OJ990419 05. 


9B05.C24 .o5.tm 


Method 


TBLASTX: Maize 




Start 


6703 




End 


7027 




GI 


none 




Score 


153 




Exons 


6703. . 6810, 


6711. .6809, 6810. 


.6851, 6811.. 6852, 6856.. 6891, 




6857. .6892, 


6974. .7027, 6976. 


.7026 






Seq. No. 


31259 




Seq. ID 


OJ990419_05. 9B05 


.C24 


Gene No. 


64728 




Strand 






Start 


9769 




End 


11939 




Name 


OJ990419 05. 


9B05.C24 .o2 . ts 


Method 


TBLASTX: Soybean 




Start 


6789 




End 


7129 




GI 


none 




Score 


135 




Exons 


•6789. . 6896, 


6796. .6897, 6974. 


.7129, 6976.. 7125 




Seq. No. 


31259 




Seq. ID 


OJ990419JD5. 9B05 


. C24 


Gene No . 


64728 




Strand 






Start 


9769 




End 


11939 




Name 


OJ990419 05. 


9B05.C24 .06. tm 


Method 


TBLASTX: Maize 




Start 


9758 




End 


10073 




GI 


none 




Score 


72 




Exons 


9758. .9826, 


9759.. 9926, 9762. 


.10073, 9877. .10071 




Seq. No. 


31259 




Seq. ID 


OJ990419_05. 9B05 


.C24 


Gene No . 


64728 




Strand 






Start 


9769 




End 


11939 




Name 


OJ990419 05. 


9B05.C24 .o3.gs 


Method 


GENS CAN 




Start 


9769 




End 


11939 




GI 


none 




Score 


.59 




Exons 


9769. .11303, 


11522. . 11671, 11 


893. .11939 




Seq. No. 


31259 




Seq. ID 


OJ990419_05.9B05 


C24 


Gene No. 


64728 




Strand 






Start 


9769 




End 


11939 




Name 


OJ990419 05. 


9B05.C24.o2.tm 


Method 


TBLASTX: Maize 




Start 


10303 




End 


10788 




GI 


none 




Score 


237 




Exons 


; 10303.. 10572 


, 10311. . 10574, 10312,. .105* 


34, 10323. .10574, 






10328. .10585, 10568. .10696, 1057 6. .10695, 10691. .10774, 






10693. .10788, 10693. .1077 9, 10695. .107? 


34 




Seq. No. 


31259 




Seq. ID 


OJ990419_05.9B05. 


C24 


Gene No. 


64728 




Strand 






Start 


9769 




End 


11939 




Name 


OJ990419 05. 


9B05.C24 ,o3.np 


Method 


AAT/NAP 




Start 


10478 




End 


10882 





31251 




GI 


3128183 




Score 


214 




Exons 


10478. .10882 










GI Descrip. 


(AC004521) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


31259 




Seq. ID 


OJ990419_05.9B05 


.C24 


Gene No. 


64728 




Strand 


- 




Start 


9769 




End 


11939 




Name 


OJ990419 05.9B05.C24. 


. o4 . tc 


Method 


TBLASTX: Cress 




Start 


10567 




End 


10758 




GI 


none 




Score 


153 




Exons 


. 10567. .10758, 10583. . 


,10756 








Seq. No. 


31259 




Seq. ID 


OJ990419_05.9B05 


.C24 


Gene No. 


64728 




Strand 






Start 


9769 




End 


11939 




Name 


OJ990419 05.9B05.C24. 


, o4 . ts 


Method 


TBLASTX: Soybean 




Start 


10567 




End 


10806 




GI 


none 




Score 


149 




Exons 


10567. .10767, 10568.. 


,10774, 


10579. .10806 




Seq. No. 


31259 




Seq. ID 


OJ990419_05.9B05 


.C24 


Gene No. 


64728 




Strand 






Start 


9769 




End 


11939 




Name 


OJ990419 05.9B05.C24. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


10571 




End 


10818 




GI 


1 1UHC 




Score 


309 




Exons 


10571. .10777, 10573. . 


10818, 


10573. .10779 




Seq. No. 


31259 




Seq. ID 


OJ990419_05.9B05 


.C24 


Gene No. 


64728 




Strand 






Start 


9769 




End 


11939 




Name 


OJ990419 05.9B05.C24. 


o8.tm 


Method 


TBLASTX : Maize 




Start 


10789 




End 


10992 




GI 


none 




Score 


98 




Exons 


10789. .10992, 10829. . 


10969 








Seq. No. 


31259 




Seq. ID 


OJ990419_05.9B05 


. C24 


Gene No . 


64728 




Strand 






Start 


9769 




End 


11939 




Name 


OJ990419 05.9B05.C24. 


o7 . tm 


Method 


TBLASTX : Maize 




Start 


11044 




End 


11433 




GI 


none 




Score . : 


78 ' . ... 




Exons 


11044 . .11094, 11083. . 


11115, 


11164 .. 11217, 11169. .11255, 






11180 1 1 2 "3 6 11219- 


1 1- ? S 1 


11315. .11341, 11341. .11430, 






11398. .11433 










Seq. No. 


31260 




Seq. ID 


OJ990419JD5.9B05 


.C25 


Gene No. 


64729 




Strand 






Start 


267 




End 


1611 


> 


Name 


OJ990419 05.9B05.C25. 


ol.cjp 


Method 


AAT/GAP 




Start 


212 




End 


474 




GI 


2276034 




Score 


230 




Exons 


212. .296, 403. .474 










Seq. No. 


3i2bu 




Seq. ID 


OJ990419_05.9B05. 


.C25 


Gene No. 


64729 




Strand 






Start 


267 




End 


1611 





31252 




lvalue 


OJ990419 05.9B05.C25.ol 


.gs 


Method 










OLal L 


267 




End 


1 CI 1 

loll 








GI 


none 




Score 


64 








Pyrin <=? 


267. .296, 818. .956, 1490. .1611 










Seq. No. 


31260 




Seq. ID 


OJ990419_ 


_05 


. 9B05 


.C25 


Gene No. 


64730 




Strand 










Start 


2948 




End 


4 64 6 

1 U *i U 








Name 


OJ990419 05.9B05.C25.o2 


.gs 


Method 


O Hi LN o k^-MlN 










2948 




End 


4 64 6 
H O ft D 










none 




Q. r\ Y~ 


4 "3 








i_i A. sJ 1 1 J 


2948. .3067, 3573. .3639, 


4573 


. .4646 












31261 




Seq. ID 


OJ990419_ 


_05 


9B05 


.C26 


Gene No. 


64731 




Strand 










Start 


250 




End 


5822 








Name 


OJ990419 05.9B05.C26.ol 


.gs 


Method 


GENSCAN 








Cfarf 

o u a x L. 


250 




End 


5822 








GI 


none 




Score 


.57 








Pvnn o 


250. .448, 1508. .1809, 2390.. 


3362, 3618 


..3782, 3872. 


.3953, 




4060. .4248, 5459. .5511, 


5691 


. .5822 












^1 961 




Seq. ID 


OJ990419_ 


J)5. 


9B05 


CO £ 


Gene No. 


647^1 




Strand 










Start 


z JU 




End 


5822 








Name 


O.T Q Q fl 4 1 Q OR QRflR r9fi "n1 


-np 


Method 


AAT/NAP 








Of- o >-i~ 

O Ldl L 


1 ~~ 




End 


3422 














Score 


134 








Fvnn q 


1483. .1809, 2390. .2491, 


2567 


. .3069, 3291. .3422 








T npcrri n 

\J -L J-/ ~ O ^ X X • 


(AC009991) hypothetical 


protein [Arabidopsis thaliana] 




iJC^, IN W • 


31262 




Seq. ID 


OJ990419_ 


_05. 


9B05 


C27 


Gene No. 


64732 




Strand 


+ 








Start 


80 




End 


5185 








N^IHe 


OJ990419 05.9B05.C27.ol 


.gs 


Method 


GENSCAN 










80 




End 


5185 - : '- 








GI 


none 




Score 


.46 








IjAvllu 


80. .115, 542. .681, 937. 


.1307 


, 1675. .1770, 1772.. 


1855,- 






3703. .3891, 4998. .5185 














Seq. No. 


31262 




Seq. ID 


OJ990419_ 


05. 


9B05. 


C27 


Gene No. 


64733 




. Strand. 


+ . 








Start ■ 


■ 7918 




• End. 


14766 








Name 


OJ990419 05.9B05.C27.ol 


• gp 


Method 


AAT/GAP 








Start 


7893 




End 


8174 








GI 


568939 




Score 


545 








p von ^ 


7893. .8174 














Seq. No. 


31262 




Seq. ID 


OJ990419_ 


05. 


9B05. 


C27 


Gene No. 


64733 




Strand 


+ 








Start 


7918 




End 


14766 








Name 


OJ990419 05.9B05.C27.o2. 


gs 


Method 


GENSCAN. 








Start 


7918 




End 


14766 








GI 


none 




Score 


.66 









Exons 7918.. 8594, 8743.. 8914, 9236. .9508, 9561. .9700, 12956 .. 13313 , 

13988. .14 074, 14 632. .147 66 



31253 



Seq. No. 


31262 






Seq. ID 


OJ990419_ 


05.9B05 


.C27 


Qeng No. 


64733 






Strand 


+ 






Start 


7918 






End 


14766 






Name 


OJ990419 05.9B05.C27 


.ol.np 


Method 


AAT/NAP 






Start 


8002 




End 


13307 






GI 


6598934 




Score 


1041 






Exons 


8002. . 


8154, 8419. .8594, 8743. .8906, 9228. .9463, 


9570. .9700, 




12956. 


. 13307 












GI Descrip. 


(AC018721) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


31262 






Seq. ID 


OJ990419_ 


05. 9B05 


C27 


Gene i^q m 


64734 






Strand 


+ 






Start 


35445 






End 


45849 






Name 


OJ990419 05.9B05.C27 


. 06 . gs 


Method 


GENSCAN 






Start 


35445 






End 


45849 






GI 


none 






Score 


.46 






Exons 


35445. 


.35491, 37433. 


.37534, 


37981. .38 


662, 38867. 


.39778, 






39999. 


.40158, 40330. 


.41794, 


41867. .42057, 42249. 


.42689, 






43292. 


.43320, 43746! 


.43802, 


44112. .44172, 44385. 


.45494, 






45707. 


.45849 












Seq. No. 


31262 






Seq. ID 


OJ990419_ 


05.9B05. 


C27 


Gene No. 


64734 






Strand 


+ 






Start 


35445 






End 


45849 






Name 


OJ990419 05.9B05.C27 


. o5 . np 


Method 


AAT/NAP 






Start 


40056 






End 


42739 






GI 


4416302 




Score 


2430 






Exons 


40056. 


.42739 












GI Descrip. 


(AF105716) copia-type pol polyprotein 


[Zea mays] 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31262 Seq. ID OJ990419_05.9B05.C27 

64735 Strand 

17238 End 17816 

OJ990419_05 . 9B05 . C27 . o2 . np Method AAT/NAP 

17230 End 17816 

6630539 Score 185 

17230.. 17816 

(AC011708) putative RING zinc finger protein [Arabidopsis 
thaliana] 



31262 Seq. ID 

647.35 - Strand 

17238 ■ ' End 
OJ990419_05. 9B05.C27.o3.gs Method 

17238 End 

none Score 
17238. .17807 



OJ990419_05.9B05.C27 

17816 
GENSCAN 
17807 
.98 



Seq. No. 

Gene "No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



31262 Seq. ID 

64736 Strand 

33454 End 

OJ990419_05. 9B05.C27.o5.gs Method 

33454 End 

none Score 



OJ990419_05.9B05.C27 

34718 
GENSCAN 
34718 
.71 



334^4. .33bba, 3374 4. .34492, 34599. .34718 

31262 Seq. ID OJ990419_05.9B05.C27 



3125,4 




Gene No. 


64737 






Strand 






Start 


35363 






End 


39536 




Name 


OJ990419 05 


.9B05 


.C27.o3.np 


Method 


AAT/NAP 




Start 


35363 






End 


39536 




GI 


6721516 






Score 


610 




Exons 


35363. .35383, 36784 .. 371 12, 


37523. .37764, 39508. .39536 




GI Descrip. 


(AP001072) 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


31262 






Seq. ID 


OJ990419_05.9B05 


.C27 


Gene No. 


64738 






Strand 






Start 


43465 






End 


47604 




Name 


OJ990419 05 


. 9B05. 


.C27.o7.tm 


Method 


TBLASTX: Maize 




Start 


8391 






End 


8718 




GI 


none 






Score 


280 




Exons 


8391 . .8600, 


8404. 


..8598, 8478 


..8600, 8623. .8718 




Seq. No. 


31262 






Seq. ID 


OJ990419_05.9B05 


.C27 


Gene No. 


64738 






Strand 






Start 


43465 






End 


47604 




Name 


OJ990419 05 


.9B05. 


,C27.o6. ts 


Method 


TBLASTX : Soybean 




Start 


8418 






End 


8576 




GI 


none 






Score 


218 




Exons 


8418 . . 8576, 


8419. 


. .8574 








Seq. No. 


31262 






Seq. ID 


OJ990419_05.9B05 


.C27 


Gene No. 


64738 






Strand 






Start 


43465 






End 


47604 




Name 


OJ990419 05 


. 9B05. 


,C27.o2. tw 


Method 


TBLASTX: Wheat 




Start 


8551 ~ 






End 


9432 




GI 


none 






Score 


79 




Exons 


8551. .8598, 


8553. 


.8594, 8734 


..8877, 8741. .8872, 9230. .9430, 




9235. .9432 












Seq. No. 


31262 






Seq. ID 


OJ990419_05.9B05. 


.C27 


Gene No. 


64738 






Strand 






Start 


43465 






End 


47604 




Name 


OJ990419 05 


.'9BQ5. 


C27.o3. tm 


Method 


TBLASTX: Maize 




Start 


8771 






End 


13304 




GI 


none 






Score 


148 




Exons 


8771. .8911, 


8773. 


.8904, 9233 


..9433, 9235. .9450, 9542. .9757, 




9543. . 9698, 


1295C 


).. 13009, 12954. .13082, 


13098. .13304, 






131.00.-. 13294 










Seq. No. 


31262 






Seq. ID 


OJ990419_05. 9B05. 


,C27 


Gene No. 


64738 






Strand 






Start 


43465 






End 


47604 




Name 


OJ990419 05 


.9B05. 


C27.ol.tc 


Method 


TBLASTX: Cress 




Start 


924-4 






End 


9701 




GI 


none 






Score 


253 




Exons 


9244 . . 9438, 


..9245. 


.9436, 9570 


. .9701 






Seq. No. 


31262 






Seq. ID 


OJ990419_05.9B05. 


C27 


Gene No. 


64738 






Strand 






Start 


43465 






End 


47604 




Name 


OJ990419 0b, 


. 9BU5. 


C27.o2. ts 


Method 


TBLASTX : Soybean 




Start 


9386 






End 


13304 




GI 


none 






Score 


89 





31255 




Exons 9386.. 9448, 9569.. 9700, 9570.. 9701, 12959 .. 13078 , 12960 .. 13088, 

13086. . 13304, 13100. .13300 



Seq. No. 


31262 




Seq. ID 


OJ990419_05.9B05 


. C27 


Gene No . 


64738 




Strand 






Start 


43465 




End 


47604 




Name 


OJ990419 05.9B05.C27 


. o2 . tc 


Method 


TBLASTX: Cress 




Start 


13092 




End 


13283 




GI 


none 




Score 


233 




Exons 


13092. .13283, 13100. 


.13273, 


13113. . 13283 




Seq. No. 


31262 




Seq. ID 


OJ990419_05.9B05 


.C27 


Gene No. 


64738 




Strand 






Start 


43465 




End 


47604 




Name 


OJ990419 05.9B05.C27 


. o7 . t s 


Method 


TBLASTX : Soybean 




Start 


27714 




End 


27866 




GI 


none 




Score 


199 




Exons 


27714. .27866, .27726. 


.27764, 


27791. .27865 




Seq. No. 


31262 




Seq. ID 


OJ990419_05.9B05 


. C27 


Gene No . 


64738 




Strand 






Start 


43465 




End 


47604 




Name 


OJ990419 05.9B05.C27 


. o5 . ts 


Method 


TBLASTX: Soybean 




Start 


37988 ~ 




End 


40169 




GI 


none 




Score 


75 




Exons 


37988 38110, 38174 


38506 


39914. .39976, 40026 4 0091 , 






40116. .40169 










Seq. No. 


31262 




Seq. ID 


OJ990419_05. 9B05 


. C27 


Gene No . 


64738 




Strand 






Start 


43465 




End 


47604 




Name 


OJ990419 05.9B05.C27 


.06. tm 


Method 


TBLASTX: Maize 




Start 


39884 ~ 




End 


40244 




GI 


none 




Score 


105 




Exons 


. 39884. .39976, 39886. 


.39978, 


40005. .4024 4, 4 0013. .40081, 






40109. .40237 










Seq. No. 


31262 




Seq. ID 


OJ990419_05. 9B05 


. C27 


Gene No . 


64738 




Strand 






Start 


43465 




End 


47604 




Name 


OJ990419 05.9B05.C27 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


40020 




- . End 


40337 




GI 


none • 




Score 


215 




Exons 


40020. .40337, 40034. 


.40255 








Seq. No. 


31262 




Seq. ID 


OJ990419_05. 9B05 


C27 


Gene No . 


64738 




Strand 






Start 


43465 




End 


47604 




Name' 


OJ990419 05.9B05.C27 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


40247 




End 


40639 




GI 


none 




Score 


92 




Exons 


402.47. .40378, 40248. 


.40376, 


4 0366. .4 0560, 4 0367. .4 0558, 






40367. .40639, 40371. 


.40637 








Seq. No. 


31262 




Seq. ID 


OJ990419JD5.9B05. 


C27 


Gene No. 


64738 




Strand 






Start 


43465 




End 


47604 





31256 



Name 

Start 

GI 

Exons 



OJ990419_05. 9B05.C27.ol.tw 

40407 

none 

40407. .40664, 404 10 .. 40655, 



Seq. No. 31262 

Gene No. 64738 

Start 43465 

Name OJ9904 1 9_05 . 9B05 . C27 . o2 . tm 

Start 40644 

GI none 

Exons 40644 . .407:15, 4 0670 4 07 17 , 
41316. .41504, 41394. .41432 



Method TBLASTX : Wheat 
End 40982 
Score 251 
40695. .40973, 40695. .40982 

Seq. ID OJ990419_05.9B05.C27 
Strand 

End 47604 

Method TBLASTX: Maize 

End 41504 

Score 109 
40715. .41332, 407 16 .. 4 1333, 



Seq. No. 31262 

Gene No. 64738 

Start 43465 

Name OJ9904 19_05 . 9B05 . C27 . o4 . ts 

Start 40824 

GI none 

Exons 40824. .41285, 4 08 95 .. 4 1014 , 

Seq. No. 31262 

Gene No. v . 647 38 

Start *" 43465 

Name OJ9904 19_05 . 9B05 . C27 . o4 . tc 

Start 40869 

GI none 

Exons 40869. .41282 



Seq. ID OJ990419_05.9B05.C27 
Strand 

End 47604 

Method TBLASTX : Soybean 

End 41285 

Score 331 
41081. .41233 

Seq. ID OJ990419_05.9B05.C27. 
Strand 

"End 47 604 

Method TBLASTX: Cress 

End 41282 

Score 196 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



31262 
64738 
43465 

OJ990419_05.9B05.C27.o5.tw 
41067 
none 

41067. .41135, 41151. .41321, 41160 .. 4 1297, 41161. .41319 



Seq. ID OJ990419_05.9B05.C27 
Strand 

47604 

TBLASTX: Wheat 
41321 
98 



End 

Method 

End 

Score 



31262 
64738 
43465 

OJ9904 1 9_05 ..9B05 . C27 . o5 . tm * 

41505 

none 

41505. .41753, 4 1525 .. 4 1806, 



Seq. ID OJ990419_05.9B05.C27 
Strand 

End 47604 
Method . TBLASTX : Maize 
End -41806 
Score 291 
41742. .41789 



31262 
64738 
43465 

OJ990419_05.9B05.C27. 

41520 

5509260 

41520. .41789, 41615.. 



31262 
64738 



Seq. ID OJ990419_05.9B05.C27 
Strand 

End 47604 

o3.ts Method TBLASTX : Soybean 

End 41848 

Score 303 
41788, 41776. .41847, 41777. .41848 



Seq. ID 
Strand 



OJ990419 05.9B05.C27 



31257 




Start 


43465 




End 


47604 




Name 


OJ990419 05.9B05.C27 


. 08 . tm 


Method 


TBLASTX : Maize 




Start 


41888 ~ 




End 


42080 




GI 


none 




Score 


256 




Exons 


41888 . .42079, 41889. 


. 42080 








Seq. No. 


31262 




Seq. ID 


OJ990419_05. 9B05 


.C27 


Gene No. 


64738 




Strand 






Start 


43465 




End 


47604 




Name 


OJ990419 05.9B05.C27 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


42081 




End 


42819 




GI 


none 




Score 


202 




Exons 


42081 . . 42209, 42083. 


.42208, 


42088. .42210, 42229 .. 42747 , 






42230 . . 42733, 42636. 


.42749, 


42636. .42758, 42790. .42819 




Seq. No. 


31262 




Seq. ID 


OJ990419_05. 9B05 


. C27 


Gene No.' 


64738 




Strand 






Start ' 


43465 




End 


47604 




Name 


OJ990419 05.9B05.C27 


.ol .ts 


Method 


TBLASTX: Soybean 




Start 


42090 




End 


42721 




GI 


none 




Score 


86 




Exons 


42090. . 42209, 42229. 


.42456, 


42230. .42463, 42233.-4 24 63, 






42497. .42721, 42505. , 


.42672 








Seq. No. " 


31262 




Seq. ID 


OJ990419_05.9B05 


-C27 


Gene No. 


64738 




Strand 






Start 


43465 




End 


47604 




Name 


OJ990419 05.9B05.C27, 


. o3 . tc 


Method 


TBLASTX : Cress 




Start 


42260 ~ 




End 


42718 




GI 


none 




Score 


69 




Exons 


42260. . 42349, 42353. . 


.42487, 


42473. .42718, 42499. .42666 




Seq. No. 


31262 




Seq. ID 


OJ990419_05.9B05 


-C27 


Gene No. 


64738 




Strand 






Start 


43465 




End 


47604 




Name 


OJ990419 05.9B05.C27. 


> o4 . tw 


Method 


TBLASTX: Wheat 




Start 


42269 ~ 




End 


42685 




GI • 


none 




Score 


121 




Exons 


42269. . 42478, 42373. , 


. 42474, 


42497. .42685, 42553.-42672 




Seq. No. 


31262 




Seq. ID 


OJ990419_05. 9B05 


.C27 


Gene No. 


64738 . ■ ■ - - 




■ Strand' 






Start 


43465 




End 


47604 ' 




Name 


OJ990419 05.9B05.C27. 


, o6". np 


Method 


AAT/NAP 




Start 


43465 




End 


47604 




GI 


6721516 




Score 


411 




Exons 


43465. .43634, 46740.. 


,47068, 


47479. .47604 




GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


31262 




Seq. ID 


OJ990419_05.9B05. 


.C27 


Gene No . 


64738 




Strand 






Start 


43465 




. End - 


47604 




Name 


OJ990419 05.9B05.C27. 


o7 . gs 


Method 


GENSCAN • 




Start 


46672 




End 


46986 




GI 


none 




Score 


.77 




Exons 


46672. .46986 














31258 







Seq. No. 31263 Seq. ID 

Gene No. 64739 Strand 

Start 1884 End 

Name OJ9904 1 9_05 . 9B05 . C29 . ol . np Method 

Start 1884 End 

GI 140291 Score 

Exons 1884.. 2031, 3364.. 3403 

GI Descrip. HYPOTHETICAL 21^5 KD PROTEIN (ORF 185) gi I 82541 1 pir || S05116 
hypothetical protein 185 - rice chloroplast 
gi| 11997 |emb|CAA33958| (X15901) ORF185 [Oryza sativa] 
gi I 226618 Iprf | | 1603356AQ ORF 185 [Oryza sativa] 



OJ990419_05.9B05.C29 
+ 

3438 
AAT/NAP 
3403 
152 



Seq. No. 31263 Seq. ID 

Gene No. 64739 Strand 

Start 1884 End 

Name OJ9904 19_05 . 9B05 . C29 . o2 . np Method 

Start 1884 End 

GI 140291 Score 

Exons 1884.. 2028, 3378.. 3438 

GI Descrip. HYPOTHETICAL 21.5 KD PROTEIN (ORF 185) gi | 8254 1 | pir | | S05116 
hypothetical protein 185 - rice chloroplast 
gi|11997|emb|CAA33958| (X15901) ORF185 [Oryza sativa] 
gi I 226618 Iprf | I1603356AQ ORF 185 [Oryza sativa] 



OJ990419_05.9B05.C29 
+ 

3438 
AAT/NAP 
3438 
151 



Seq.. No. 31263 

Gene No. 64740 

Start 3616 

Name OJ9904 1 9_05 . 9B05 . C29 . ol . gs 

Start 3616 

GI none 
Exons 



Seq. ID 'OJ990419 05.9B05.C29 



Strand 
End 

Method 

End 

Score 



+ 

6539 
GENSCAN 
6539 
.78 



3616. .3850, 4656. .4918, 5014. .5160, 6342. .6539 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31263 
64740 
3616 

OJ990419_05. 9B05.C29.o3.np 

3637 

3068705 



Seq. ID OJ990419 05.9B05.C29 



Strand 
End 

Method 

End 

Score 



+ 

6539 
AAT/NAP 
6536 
4 84 



3637. .3793, 4656. .4918, 5014. .5160, 6342. .6536 
(AF04 9236) unknown [Arabidopsis thaliana] 



Seq. No. 


31263 . -.. - 






Seq. ID. 


0 J9 90 4 1 9_0 5 . 9B0 5. ..C2 9 


Gene No. 


64741 - ■ 






Strand 




Start 


6349 






End 


6704 ■ 


Name 


OJ990419 05 


.9B05. 


C29.o2.gp 


Method 


AAT/GAP 


Start 


6349 






End 


6704 


GI 


LIB3431-055 


-Pl-Nl 


-B2 


Score 


672 


Exons 


6349. . 6704 










GI Descrip. 


'3068705 6. 


Oe-16 


(AF049236) 


unknown [Arabidopsis thaliana] 1 


Seq. No. 


31263 






Seq. ID 


OJ990419_05.9B05.C29 


Gene No. 


64742 






Strand 




Start 


7182 






End 


9452 


Name 


OJ990419_05 


.9B05. 


C29.ol.tm 


Method 


TBLASTX: Maize 


Start 


3288 






End 


6548 


GI 


none 






Score 


44 


Exons 


3288. .3320, 


3297. 


.3323, 3339 


..3431, 3340. .3429, 3343. .3441, 



31259 




3424 . .3492, 
3667. .3729, 
4654 . .4926, 
5013. .5162, 



3438. .3491, 
3682. .3795, 
4655. .4921, 
6339. .6548, 



3452. .3493, 
3711. .3794, 
5011. .5118, 
6341. .6538 




3652. .3729, 
4626. .4850, 
5012. .5161, 



3666. .3731, 
4654. .4920, 
5013. .5162, 



Seq. No. 31263 

Gene No. • 64742 

Start 7182 

Name OJ990419_05 . 9B05 . C29 . o2 

Start 3670 

GI none 

Exons 3670.. 3795, 4654.. 4797, 
5011. .5163, 6339. .6539, 



Seq. ID OJ990419_05.9B05.C29 
Strand 

End 9452 
.ts Method TBLASTX: Soybean 
End 6541 
Score 81 
4 655. .4798, 4 813. .4920, 4820. .4921, 
6341. .6541, 6341. .6538 



Seq. No. 31263 
Gene No. 64742 
Start 7182 

Name OJ9904 19_05 . 9B05 . C29 . o2 . tw 

Start 5100 
GI none 

Exons 5100.. 5162, 5116.. 5166, 6339, 

6404. .6502, 6406. .6501, 6408. 
6508.. 6564 



Seq. ID 
Strand 
End 

Method 
End 
Score 

,6404, 6339 
.6503, 6503 



OJ990419 05.9B05.C29 



9452 

TBLASTX: Wheat 
6569 
76 

6401, 6341. 
6538, 6504. 



6406, 
6569, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31263 
64742 
7182 

OJ990419 

7182 

none 



05. 9B05.C29.o2.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990419_05.9B05.C29 

9452 
GENSCAN 
9409 
1 



7182. .7738, 7920. .8205, 8759. .9409 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31263 
64742 
7182 

OJ990419_05. 9B05.C29.o4 .np 
7185 
6598436 



Seq. ID OJ990419_05.9B05.C29 
Strand 
End 

Method 
End 
Score 



9452 
AAT/NAP 
9394 
1652 

7185. .7738, 7920. .8205, 8759. .9040, 9074. .9394 

(AC004683) putative ammonium transporter [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31263 
64742 

7182 

OJ990419_05. 9B05.C29.o3. tm 

7399 

none 



Seq. ID OJ990419_05.9B05.C29 
Strand 

End 9452 • 

Method TBLASTX : Mai ze 

End 7743 

Score 72 



7399. .7485, 7452. .7742, 7549. .7743, 7633. .7743 

31263 ■ ' Seq. ID OJ990419_05.9B05.C29 

64742 Strand 

7182 End 9452 

OJ9904 19_05 . 9B05 . C29 . o3 . ts Method TBLASTX : Soybean 

7503 End 7743 

none Score 200 

7503. .7742, 7546. .7743 



31260 




<J C VJ • W • 


31263 






Seq. ID 


OJ990419_05.9B05 


.C29 


Gene No. 


64742 






Strand 






Start 


7182 






End 


9452 




Name 


OJ990419 05 9B05 


. C29 . ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


7894 _ 






End 


9352 




GI 


none 






Score 


187 




Pvnn c; 
i_i *\ \j 1 1 o 


7894 7962 7954 


8091, 


7955 . 


.8206, 8164. .8205, 8756. .9352, 




8757 9350 












Seq. No. 


31263 






Seq. ID 


OJ990419 05 9B05 


. C29 


Gene No. 


64742 






Strand 






Start 


7182 






End 


9452 




Name 


OJ990419 05 9B05 


. C29 . ol 


. tc 


Method 


TBLASTX : Cress 




Start 


7903 _ 






End 


8179 




GI 


none 






Score 


170 




F.xnns 

J_l N^/ 1 1 O 


7903 8091 7904 


8179 










Seq. No. 


31263 






Seq. ID 


OJ990419 05 9B05 


. C29 


Gene No. 


64742 






Strand 






Start 


7182 






End 


9452 




Name 


Ol7990419 05 9B05 


. C29 . o4 


. tm 


Mpt hod 


TBLASTX 'Maizp 




Start 


7918 ~~ 






End 


8190 




GI 


none 






Score 


193 






7918 8091 7919 


. . 8185 , 


8014 . 


8190 81 

. KJ A- -J \J f KJ -L 


47 8188 

T / ■ * KJ J- KJ KJ 




Seq. No. 


31263, 






Seq. ID 


OJ990419 05 9R05 


. C29 


Gene No. 


64742' 






Strand 






Start 


7182 






End 


9452 




Name 


OJQ90419 05 9R05 


C29 . ol 


. tw 


Mp t hod 


TBLASTX ' Wheat 

X JJXilJ X / x * till CI 




Start 


7987 ~ 






End 


8813 




GI 


none 






Score 


193 




P, von <=; 


7987 8091 7988 


. 8206, 


8144 . 


8206 87 

• KJ \J KJ f KJ 1 


56 8812 8757 8£ 


313 


Seq. No. 


31263 






Seq. ID 


OJ990419 05 9R05 


C29 


Gene No. 


64742 






Strand 






Start 


7182 






End 


9452 




Name 


OJ990419 05 9B05 


C29 . o2 


tm 


Method * 


TBLASTX: Maize 




Start 


8925 ~~ 






End' 


9356 




GI 


none 






Score 


297 




Fy on *3 

L-i /i w llu 


8925 9356 8927 


.9355 










Qprr No 


. 31263 






Seq. . ID 


OJ99041'9_05. 9B05. 


C29 


Qgn^e No . 


64742 






Strand 






Start 


7182 






End 


9452 




Name 


OJ990419 05.9B05. 


C29.o3. 


gp 


Method 


AAT/GAP 




Start 


9026 






End 


9452 




GI 


uC-osflm202108a05bl 




Score 


814 




F 1 von q 


9026. .9452 












OX L/ " O O J_ JL L> * 


'3395443 1.0e-34 


(AC004( 


583) putative ammonium transporter, 3 




partial [Arabidopsis thaliana^ 








Seq. No. 


31264 






Seq. ID 


OJ990419_05. 9B05. 


C30 


Gene No. 


64743 






Strand 


+ 




Start 


81 






End 


269 




Name 


OJ990419 05.9B05. 


C30.ol. 


gs 


Method 


GENSCAN 




Start 


81 






End 


269 




GI 


none 






Score 


.74 





31261 




Exons 


81. .156, 158. .269 










Seq. No. 


31264 






Seq. ID 


OJ990419_05.9B05 


.C30 


Gene No. 


64744 






Strand - 


+ 




Start 


3543 






End 


4373 




Name 


OJ990419 05 


. 9B05..C30.o3 


gs 


Method 


GENSCAN 




Start 


3543 






End 


4373 




GI 


none 






Score 


. 89 , 




Exons 


3543. .4373 












Seq. No. 


31264 






Seq. ID 


OJ990419_05.9B05 


C30 


Gene No. 


64745 






Strand 






Start 


1044 






End 


3415 




Name 


OJ990419 05 


. 9B05.C30.o2. 


as 


Method 


GENSCAN 




Start 


1044 






End 


3415 




GI 


none 






Score 


.84 




Exons 


1044. .1187, 


1447 . . 1714, 


1728 


..2008, 2130. .2309, 3311. .3415 


Seq. No. 


31264 






Seq. ID 


OJ990419_05.9B05. 


C30 


Gene No. 


64745 






Strand 






Start 


1044 






End 


3415 




Name 


OJ990419 05 


. 9B05.C30.ol. 


np 


Method 


AAT/NAP 




Start 


2108 






End 


3145 




GI 


6539588 






Score 


241 ' 




Exons 


2108. .2403, 


3119. .3145 










GI Descrip. 


(AP000837) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


31264 






Seq. ID 


OJ990419_05.9B05. 


C30 


Gene No. 


64746 






Strand 






Start 


5886 






End 


7558 




Name 


OJ990419 05 


. 9B05.C30.o4 . 


gs 


Method 


GENSCAN 




Start 


5886 






End 


7558 




GI 


none 






Score 


.71 




Exons 


5886. .6442, 


6528. . 6813, 


6907 


..7071, 7100. .7558 




Seq. No. 


31264 






Seq. ID 


OJ990419_05.9B05. 


C30 


Gene No. 


64746 






Strand . 






Start 


5886 






End 


7558 




Name 


OJ990419 05 


. 9B05.C30.o2. 


np 


Method 


AAT/NAP 




Start 


5889 






End 


7543 




GI 


6598436 






Score 


1618 




Exons 


5889., 6442, 


.65.2.8. . 6813, 


6907 


...7189, 7223.-7543; 




GI Descrip. 


(AC004683) putative ammonium 


transporter [Arabidopsis thaliana] 


Seq. No. 


31264 






Seq. ID 


OJ990419_05.9B05. 


C30 


Gene No. 


64747 






Strand 






Start 


9761 






End 


10452 




Name 


"OJ990419 05 


. 9B05.C30.o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


5838 






End 


6203 




GI 


none 






Score 


244 




Exons 


5838. .5915, 


5991. . 6203 










Seq. No. 


31264 






Seq. ID 


OJ990419_05.9B05. 


C30 


Gene No. 


64747 






Strand 






Start 


9761 






End 


10452 




Name 


OJ990419 05 


.9B05.C30.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


6103 






End 


6468 





31262 




GI 


none 








Score 


345 


Exons 


6103 . .6468, 


6105 


. . 6446 








Seq. No. 


31264 








Seq. ID 


OJ990419_05.9B05.C30 


Gene No. 


64747 








Strand 




Start 


97 61 








End 


10452 


Name 


OJ990419 05 


. 9B05 


. C30 .o2 


. ts 


Method 


TBLASTX * Sovbpan 


Start 


6205 "' ~ 








End 


6447 


GI 


none 








Score 


229 


Exons 


6205 . .6447, 


6207 


. . 6446 








Seq. No. 


31264 








Seq. ID 


OJ990419_05.9B05.C30 


Gene No. 


64747 








Strand 




Start 


9761 








End 


10452 


Name 


OJ990419 05 


9B05 


. C30 . o4 


. tm 


Method 


TBLASTX: Maize 


Start 


6511 _ 








End 


6798 


GI 


none 








Score 


60 


Exons 


6511 . . 6648, 


6511 


. . 6699, 


6527 . 


.6793, 6748.. 6798, 6755.. 6796 


Seq. No. 


31264 








Seq. ID 


OJ990419_05.9B05.C30 


Gene No. 


64747 








Strand 




Start 


9761 








End 


10452 


Name 


OJ990419 05. 


9B05 


. C30 . ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


6514 ~~ 








End 


7540 


GI 


none 








Score 


220 


Exons 


6514 . . 6570, 


6562 


6699, 


6563 . 


.6814, 6772. .6813, 6895. .7107, 




6905 . . 7111. 


7 10 9 


7540, 


7185 . 


.7520 




Seq. No. 


31264 








Seq. ID 


OJ990419_05.9B05.C30 


Gene No. 


64747 








Strand 




Start 


9761 








End 


10452 


Name 


OJ990419 05 


9B05 


C30 o2 


. tc 


Method 


TBLASTX: Cress 


Start 


6521 ~~ 








End 


6787 


GI 


none 








Score 


195 


Exons 


6521 . . 6787, 


6526 


. 6699 








.Seq. No. 


31264 








Seq. ID 


OJ990419_05.9B05.C30 


Gene No. 


64747 








Strand 




Start 


9761 








End 


10452 


Name 


OJ990419 05. 


9B05 . 


C30.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


6595 ~~ 








End 


6961 


GI; 


none 








..Score. 


228 .. 


Exons 


6595 . . 6699, 


6596 . 


. 6814 , 


6752 . 


-.6820, 6895.. 6960, 6905.-. 6961 


Seq. No. 


31264 








Seq. ID 


OJ990419_05.9B05.C30 


Gene No. 


64747 








Strand 




Start 


9761 








End 


10452 


Name 


OJ990419 05. 


9B05 . 


C30 .o3 


. tm 


Method 


TBLASTX: Maize 


Start 


7075 _ 








End 


7513 


GI 


none 








Score 


261 


Exons 


7075 7107. 


7109 . 


.7513, 


7244 . 


.7495 




Seq. No. 


31264 








Seq. ID 


OJ990419_05.9B05.C30 


Gene No. 


64747 








Strand 




Start 


9/61 








End 


10452 


Name 


OJ990419 05. 


9B05. 


C30.ol 


gp 


Method 


AAT/GAP 


Start 


9761 








End 


10177 



31263 



GI 3760700 

Exons 9761.. 10030, 10108.. 10177 

Seq. No. 31264 

Gene No. 64747 

Start 9761 

Name OJ9904 19_05 . 9B05 . C30 . o3 . tc 

Start 9820 

GI none 

Exons 9820.. 10029, 9842.. 10045 



Score 



595 



Seq. ID OJ990419_05.9B05.C30 
Strand 

End 10452 

Method TBLASTX : Cress 

End 10045 

Score 122 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31264 
64747 
9761 

OJ9904 19_05 . 9B05 .C30 . o2 . tm 

9855 

none 



Seq. ID OJ990419_05.9B05.C30 
Strand 

End 10452 

Method TBLASTX : Maize 

End 10452 

Score 60 



9855. .9923, 9856. .10026, 9856. .10029, 10105 10212, 
10110. .10223, 10114. .10224, 10320. .104 42, 10323. .104 51, 
10327. .10452 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
. Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 



31264 
64747 
9761 • 

OJ990419_05.9B05.C30.ol.tc 

10098 

none 



Seq. ID OJ990419_05.9B05.C30 
Strand 

End 10452 

Method TBLASTX: Cress ' 

End 10385 

Score 113 



10098. .10223, 10105. .10224, 10323 .. 10385, 10324. .10383 



31265 
64748 
1 

OJ990419_05. 9B05.C31.ol.np 

1 

6598436 
1..372 

(AC004683) putative ammonium transporter [Arabidopsis thaliana] 



Seq. ID OJ990419_05.9B05.C31 
Strand 

End 387 

Method AAT/NAP 

End 372 

Score 365 



31265 
64748 
1 

OJ990419_05. 9B05.C31.ol. ts 
1 

none 

1..369, 2. .349 

31265 
64748 
1 

OJ990419_05 . 9B05 . C31 . ol . tm 
1 

none 

1..342, 20. .343 



Seq. ID OJ990419_05.9B05.C31 
Strand 

End 387 

Method TBLASTX: Soybean 
End . 369 

Score 252 



Seq. ID OJ990419_05.9B05.C31 
Strand 

End 387 

Method TBLASTX: Maize 

End 34 3 

Score 253 



seq. No. 
Gene No. 
Start 



64748 
1 



Seq. ID OJ990419_05.9B05.C31 

Strand 

End 387 



31264 




Name 


OJ990419 05.9B05.C31 


.ol 


. gs 


Method 


GEN SCAN 








Start 


76 






End 


387 • 








GI 


none 






Score 


.67 








Exons 


76. .387 
















Seq. No. • . 


31266 






Seq. ID 


OJ990419_ 


_05. 


9B05 


.C35 


Gene No. 


64749 






Strand 










Start 


494 






End 


639 








Name 


OJ990419 05.9B05.C35 


.ol 


. gs 


Method 


GENSCAN 








Start 


494 






End 


639 








GI 


none 






Score 


.89 








Exons 


494 . . 639 
















Seq. No. 


31267 






Seq. ID 


OJ990419_ 


_05. 


9B05 


.C36 


Gene No. 


64750 






Strand 










Start 


308 






End 


518 








Name 


OJ990419 05.9B05.C36 


.ol 


. gs 


Method 


GENSCAN 








Start 


308 






End 


518 








GI 


none 






Score 


.41 








Exons 


308. .375, 426. .518 
















Seq. No. 


31268 






Seq. ID 


OJ990419_ 


_05. 


9B05 


.C38 


Gene No. 


64751 






Strand 


+ 








Start 


108 






End 


395 








Name 


OJ990419 05.9B05.C38 


.ol, 


. gs 


Method 


GENSCAN 








Start 


108 






End 


395 








GI 


none 






Score 


.41 








Exons 


108. .140, 251. .395 
















Seq. No. 


31269 






Seq. ID 


OJ990419_ 


_05. 


9B05, 


.C40 


Gene No. 


64752 






Strand 










Start 


69 






End 


324 








Name 


OJ990419 05.9B05.C40, 


.ol. 


, gs 


Method 


GENSCAN 








Start 


69 






End 


324 








GI 


none 






Score 


.49 








Exons 


69. .242, 297. .324 
















Seq. No. 


31270 






Seq. ID 


OJ990419_ 


05. 


9B05, 


.C41 


Gene No. 


64753 






Strand 










Start 


1 






End 


599 








Name 


OJ990419 05.9B05.C41. 


.ol. 


,np 


Method 


AAT/NAP 








Start 


1 " 






. End 


599 








GI 


3068705 






- Score 


70 








Exons 


1..89, 419. .599 
















GI Descrip. 


(AF04 9236) unknown [Arabidopsis thaliana] 








Seq. No. 


31270 






Seq. ID 


OJ990419_ 


05. 


9B05. 


C41 


Gene No. 


64753 






Strand 










Start 


1 






End 


599 








Name 


OJ990419 05.9B05.C41. 


.ol. 


gs 


Method 


GENSCAN 








Start 


453 






End 


599 








GI 


none 






Score 


. 98 








Exons 


453. .599 
















U C <4 . LM U . 


31271 






Seq. ID 


OJ99U419_ 


05. 


9B05. 


C43 


Gene No. 


64754 






Strand 










Start 


599 






End 


920 









31265 




Name 


OJ990419 05. 9B05.C43.ol . gs 


Method 


GENSCAN 






Start 


599 


End 


920 






GI 


none 


Score 


. 91 






Exons 


599. .712, 820. .920 










Seq. No. 


31272 


Seq. ID 


OJ990419_05 


. 9B05 


.C44 


Gene No. 


64755 


Strand 








Start 


478 


End 


577 






Name 


OJ990419 05. 9B05.C44 .ol.gs 


Method 


GENSCAN 






Start 


478 


End 


577 






GI 


none 


Score 


. 4 






Exons 


478. .577 










Seq. No. 


31273 


Seq. ID 


OJ990419_05 


9B05 


.C46 


Gene No. 


64756 


Strand 


+ 






Start 


156 


End 


192 






Name 


OJ990419 05. 9B05.C46. ol.gs 


Method 


GENSCAN 






Start 


156 


End 


192 






GI 


none 


Score 


.51 






Exons 


156. .192 










Seq. No. 


31274 


Seq. ID 


OJ990419_05. 


9B05 


C47 


Gene No. 


64757 


Strand 


+ 






Start 


343 


End 


468 






Name 


OJ990419 05 . 9B05. C47 .ol . gs 


Method 


GENSCAN 






Start 


343 


End 


468 






GI 


none 


Score 


.52 






Exons 


343. .468 










Seq. No. 


31275 


Seq. ID 


OJ990429 06 


9B03 . 


C2 


Gene No. 


64758 


Strand 


+ ~~ 






Start 


1 


End 


220 






Name 


OJ990429 06. 9B03 . C2 . ol . gp 


Method 


AAT/GAP 






Start 


1 


End 


220 






GI 


30050 1.R1084 


Score 


386 






Exons 


1. .220 










GI Descrip. 


'4454483/gb|AAD20930| 5.0e- 


11 (AC006234) putative kinase, 5 




partial [Arabidopsis thaliana] 1 








Seq. No. 


31275 


Seq. ID 


OJ990429JD6. 


9B03. 


C2 


Gene No. 


64759 


Strand 








Start 


115 - ■ 


End 


.279 






Name 


■ OJ990429 06.9B03.C2.ol.tm 


Method 


TBLASTX: Maize 




Start 


39 


End 


192 






GI 


none 


Score 


113 






Exons 


39. .119, 40. .126, 110. .142, 


136. .192 








Seq. No. 


31275 


Seq. ID 


OJ990429_06. 


9B03. 


C2 


Gene No. 


64759 


Strand 








Start 


115 


End 


279 






Name 


OJ990429 06. 9B03.C2. ol.gs 


Method 


GENSCAN 






Start 


115 


' End 


279 






GI 


none 


Score 


.67 






Exons 


115. .279 










Seq. No. 


31276 


Seq. ID 


OJ990429_06. 


9B03. 


C3 


Gene No. 


64760 


Strand 









31266 



Start 


505 


End 


1404 


Name 


OJ990429 06.9B03.C3.ol.np 


Method 


AAT /NAP 


Start 


367 


End 


14 04 


GI 


5091513 


Score 


1187 


Exons 


367. .1404 






GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sat i va ] 


Seq. No. 


31276 


Seq. ID 


OJ990429_ 


Gene No. 


64 7 60 


Strand 




Start 


505 


End 


1404 


Name 


OJ990429 06.9B03.C3.ol.gs 


Method 


\J i-J IN kj ^aaL\ 


Start 


505 


End 


1326 


GI 


none 


Score 


. 99 


Exons 


505. .1326 






Seq. No. 


31277 


Seq. ID 


OJ990429 


Gene No. 


64761 


Strand 




Start 


1 


End 


1292 


Name 


OJ990429 06.9B03.C4.ol.np 


Method 


AAT /NAP 


Start 


1 


End 


1292 


GI 


5091513 


Score 


325 


1—1 W lliJ 


1..314, 1235. .1292 






GI Descrip.' 


(AB023482) Hypothetical protein [Oryza 


O Q 1 L V d J 


Seq. No. 


31277 


Seq. ID 


OJ990429__ 


Gene No. 


64761 


Strand 




Start 


1 


End 


1292 


Name 


OJ990429 06. 9B03.C4 .ol.gs 


Method 




Start 


27 


End 


1 ?R Q 

-L £~ KJ Zs 


GI 


none 


Score 


. 73 


Exons 


27. .314, 612. .672, 1093. .1289 






Sea No 


31277 


Seq. ID 


O.TQQD A 9 Q 


Gene No. 


64761 


Strand 




Start 


1 


End 


1292 


Name 


OJ990429 06.9B03.C4.o2.gp 


Method 


AAT /GAP 


Start 


956 


End 


1063 


GI 


5816518 


Score 


153 


Exons 


956. .1063 






GI Descrip. 


4521193/dbj |AB013450.1|AB013450 3.0e-40 Oryza sal 


-. 


similar sequence to Pib gene 






Seq. No. 


31277 . 


Seq. ID 


OJ990429J 


Gene No . 


64761 


Strand 




Start 


1 


End 


1292 


Name 


OJ990429 06.9B03.C4.o2.np 


Method 


AAT /NAP 


Start 


1049 


End 


1292 


GI 


3492806 


Score 


171 



Exons . 1049.. 1292 

GI Descrip. (AJ225045) adventitious rooting related oxygenase [Malus 
domestica] 



Seq. No. 31277 

Gene No. 64 7 61 

Start I 

Name OJ9904 2 9_06 . 9B03 . C4 . ol . ts 

Start 1083 



Seq. ID OJ990429_06. 9B03.C4 
Strand 

End 1292 

Method TBLASTX : Soybean 

End 1290 



31267 




GI 


5753428 


Score 


124 




Exons 


1083. .1289, 1108. .1290 








GI Descrip. 


3492806/emb CAA12386 2.0e-54 


(AJ225045) adventitious root 




related oxygenase [Malus domestica] 






Seq. No. 


31277 


Seq. ID 


OJ990429 06 9B03 


. C4 


Gene No. 


64761 


Strand 






Start 


1 


End 


1292 




Name 


OJ990429 06. 9B03.C4 .ol . tm 


Method 


TBLASTX: Maize 




Start 


1092 


End 


1290 




GI 


none 


Score 


202 




Exons 


1092. . 1289, 1093. .1290 








Seq. No. 


31278 


Seq. ID 


OJ990429 06 9B03 


. C5 


Gene No. 


64762 


Strand 






Start 


4 


End 


735 




Name 


OJ990429 06.9B03.C5.ol.gs 


Method 


GENSCAN 




Start 


4 


End 


720 




GI 


none 


Score 


.83 




Exons 


4. .20, 87. .335, 492. .720 








Seq. No. 


31278 


Seq. ID 


OJ990429 06 9R03 




Gene No. 


64762 


Strand 






Start 


4 


End 


735 




; Name 


OJ990429 06. 9B03 . C5 . ol . tm 


Method 


TBLASTX • Maize 




Start 


88 


End 


315 




: GI 


none 


Score 


218 




Exons 


88. .315, 89. .313, 100. .315 








Seq. No. 


31278 


Seq. ID 


OJ990429 0 6 9B0 3 




Gene No. 


64762 


Strand 






Start 


4 


End 


735 




Name 


OJ990429 06. 9B03 . C5 . ol . tw 


Method 


TBLASTX * Wheat 




Start 


486 


End 


735 




GI 


none 


Score 


24 4 




Exons 


486. .722, 487. .735, 49-1. .721 








Seq. No. 


31279 


Seq. ID 


'OJ990429 06 9B03 




Gene No. 


64763 


Strand 


_|_ " 




Start 


264 


End 


420 




Name 


OJ990429 06.9B03.C6.ol.gs 


Method 


GENSCAN 

V*J J— I 1 » Will N 




■ Start-; . * 


'264 - - 


End 


420 *; 




GI 


none ' 


Score 


.83 




Exons 


264. .420 








Seq. No. 


31280 


Seq. ID 


OJ990429 06 9B03 


CI 


Gene No. 


64764 


Strand 






Start 


532 


End 


1388 




Name 


OJ990429 06. 9B03 . C7 . ol . gs 


Method 


GENSCAN 




Start 


532 


End 


1388 




GI 


none 


Score 


.49 




Exons 


532. .626, 913. .1040, 1303. .1388 






Seq. No. 


31280 


Seq. ID 


OJ990429_06.9B03. 


CI 


Gene No. 


647bb 


Strand 






Start 


2381 


End 


3658 




Name 


OJ990429 06.9B03.C7.o2.gs 


Method 


GENSCAN 





31268 



Start 


2381 






End 


3658 


GI 


none 






Score 


. 55 


Exons 


2381. .2654, 


3466 


..3589, 3625. 


.3658 




Seq. No. 


31280 






Seq. ID 


OJ990429 


Gene No. 


64766 






Strand 




Start 


6873 






End 


7139 


Name 


OJ990429 06 


9B03 


C7.o3.gs 


Method 


GENSCAN 


Start 


6873 






End 


7139 


GI 


none 






Score 


.97 


Exons 


6873. .7139 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31281 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990429 06.9B03.C8 



991 

AAT/NAP 
991 ■ 
315 



64767 
1 

OJ99042 9_06. 9B03 . C8 . ol . np 
1 

6069646 
1..785, 942. .991 

(AP000616) similar to putative reverse transcriptase 
[Oryza sativa] -gil6907112ldbjlBAA9063-9.il (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



31281 Seq. ID 

64767 Strand 

1 End 

OJ99042 9_06 . 9B03 . C8 . ol . tm Method 

16 End 

none Score 

16. .225, 17. .217, 225. .431 



OJ990429_06. 9B03.C8 
991 

TBLASTX: Maize 

431 

56 



Seq. No. 31281 Seq. ID 

Gene No. 64767 Strand 

Start 1 End 

Name OJ990429_06 . 9B03 . C8 . o2 . tm Method 

Start 501 \ End 

GI none • Score 

Exons 501.. 608, 615.. 755 



OJ990429_06.9B03.C8 
991 

TBLASTX: Maize 

755 

137 



"Seq . Nov -~ 31281 ' /: ~ - - .; \ Seq. ID 

Gene No. 64767 Strand 

Start 1 End 

Name OJ99042 9_06 . 9B03 . C8 . ol . gs Method 

Start 540 End 

GI none Score 

Exons 540.. 926 



OJ.9904-2 9_06...9B03.C8\- 
991 

GENSCAN 

926 

.46 



Seq. No. 31282 Seq. ID 

Gene No. 64768 Strand 

Start 444 End 

Name OJ990429_06 . 9B03 . C9 . o2 . tw Method 

Start 370 End 

GI none Score 

Exons 370.. 633, 437.. 688, 695.. 772 



OJ990429_06. 9B03.C9 
+ 

2036 

TBLASTX: Wheat 

772 

150 



31269 




Seq. No. 


31282 


Seq. ID 


OJ990429_06.9B03.C9 


Gene No. 


64768 


Strand 


+ 


Start 


444 


End 


2036 


Name 


OJ990429 06. 9B03.C9.o2.tm 


Method 


TBLASTX: Maize 


Start . 


437 ~ 


End 


757 


GI 


none 


Score 


315 


Exons 


437. .757, 445. .657, 461. .745 






Seq. No. 


31282 


Seq. ID 


OJ990429 06. 9B03.C9 


Gene No. 


64768 


Strand 


+ 


Start 


444 


End 


2036 


Name 


OJ990429 06. 9B03 . C9 . ol . np 


Method 


AAT/NAP 


Start 


444 


End ' 


2036 


GI 


6069646 


Score 


707 


Exons 


444. .123.6, 1525. .2036 






GI Descrip. 


(AP000616) similar to putative 


i reverse 


transcriptase (AC005315) 



[Oryza sativa] gi | 6907 112 | dbj I-BAA90639 . 1 | (AP001129) Similar to 

Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 

putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 


31282 






Seq. ID 


OJ990429 06 9B03 


C9 


Gene No. 


64768 






Strand 


+ 




Start 


444 






End 


2036 




Name 


* OJ990429 06 


9B03.C9.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


758 






End 


1456 




GI 


none 






S core 


4 87 




F.xon s 


. 758. .925, 769. .960, 770 


. . 145( 


5 1006 

J, 1 vU U • * 


IIS? Ilfifi 




Seq. No. 


31282 






Seq. ID 


OJ990429 06. 9B03. 


C9 


Gene No. 


64768 






Strand 


+ 




Start 


444 






End 


2036 




Name 


OJ990429 06 


9B03.C9.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


1076 






End 


1621 




GI 


none 






Score 


138 




Exons 


1076. . 1426, 


1493. .1621 










Seq. No.' 


31282 






Seq. ID 


OJ990429_06. 9B03. 


C9 


Gene No. 


64768 






Strand 


+ 




Start 


444 






End 


2036 




Name 


OJ990429 06. 


9B03.C9.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1100 ;. . . 






End 


- 1543 . ' ' ' 




GI 


none 






Score 


207 




Exons 


1100. . 1393, 


1493... 1543 










Seq. No. 


31282 






Seq. ID 


OJ990429_06.9B03. 


C9 


Gene No. 


64768 






Strand 


+ 




Start 


444 






End 


2036 




Name 


OJ990429 06. 


9B03.C9.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


1519 




End 


1801 




GI 


none 






Score 


201 




Exons 


1519. .1698, 


1520. .1699, 


1712. 


. 1801 






Seq. No. 


31283 






Seq. ID 


OJ990429_06. 9B03. 


C12 




/- a ~> /~ r\ 






Strand 


+ 




Start 


1506 






End 


2103 ' 




Name 


OJ990429_06. 


9B03.C12.ol 


.np 


Method 


AAT/NAP 





31270 



Start 1506 End 2103 

GI 3492806 Score 272 

Exons 1506.. 1845, 2021.. 2103 

GI Descrip. (AJ225045) adventitious rooting related oxygenase [Malus 
domestica] 



Seq. No.' 31283 Seq. ID 

Gene No. 64769 Strand 

Start 1506 End 

Name OJ990429_06 . 9B03 . C12 . ol . gs Method 

Start 1525 End 

GI none Score 

Exons 1525.. 1840 



OJ990429_06.9B03.C12 
+ 

2103 
GENSCAN 
1840 
.87 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31283 Seq. ID 

64770 Strand 

1029 End 

OJ99042 9_06. 9B03 . C12 . ol . gp Method 

1029 End 

5816518 Score 
1029. .1134 

4521193/dbj IAB013450.1 IAB013450 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene 



OJ99042 9_06.9B03.C12 

1340 
AAT/GAP 
1134 
152 



Seq. No. 31283 Seq. ID OJ990429_0 6 . 9B03 . C12 

Gene No. 64770 Strand 

Start 1029 End 1340 

Name OJ9904 29_06 . 9B03 . C12 . o2 . gp Method AAT/GAP 

Start 1029 End 1340 

GI 72524_1.R1084 Score 417 

Exons 1029.. 1340 

GI Descrip. 1 50 914 96/dbj | AB0234 82 . 2 | AB023482 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 



Seq. No. • 31283 

Gene No. 64771 

Start 1502 

Name OJ990429_0 6 . 9B03 . C12 . ol 

Start 1502 

GI none 

Exons 1502.. 1606, 1523.. 1606, 
- ' : -1613./. 1738, 1626. .1742 

Seq. No.' 31283 ■ • 

Gene No. 64771 

Start 1502 

Name OJ9904 2 9_06 . 9B03 . C12 . ol 

Start 1523 

GI none . } 

Exons 1523.. 1606, 1604.. 1765, 



Seq. ID OJ990429_06.9B03.C12 
Strand 

End 1851 

.tm Method TBLASTX : Maize 

End 1742 

Score 93 
1606. .1704, 1607. .17 41, 1612. . 1713, 



Seq. ID OJ990429_06.9B03.C12 
Strand 

End 1851 

.ts Method TBLASTX : Soybean 

End 1851 

Score 59 
1621. .1710, 1769. .1843, 1774. .1851 



Seq. No. 
Gene No. 
Start 

NT =i m o. 

Start 
GI 



31284 
64772 



CJ9304 29_0 0. 9B03 . C13 . ol . np 



3492806 



Seq. ID OJ990429_06.9B03.C13 

Strand + 

End 270 

Method AAT/NAP 

End 270 

Score 199 



31271 




Exons 1. .270 

GI Descrip. (AJ225045) adventitious rooting related oxygenase [Malus 
domestica] 



Seq. No. 


31284 


Seq. ID 


OJ990429_06.9B03.C13 


Gene No. 


64772 


Strand 


+ 


Start 


1 


End 


270 


Name 


OJ990429 06.9B03.C13.ol.gs 


Method 


GENSCAN 


Start 


88 


End 


267 


GI 


none 


Score 


1 


Exons 


88. .267 






Seq. No. 


31284 


Seq. ID 


OJ990429_06.9B03.C13 


Gene No. 


64773 


Strand 




Start 


2338 


End 


2686 


Name 


OJ990429 06.9B03.C13.ol.tm 


Method 


TBLASTX: Maize 


Start 


9 


End 


267 


GI 


none 


Score 


76 


Exons 


9. .170, 24.'. 98, 25. .162, 177. 


.254, 220 


..267 


Seq. No. 


31284 


Seq. ID 


OJ990429_06.9B03.C13 


Gene No. 


64773 


Strand 




Start 


2338 


End 


2686 


Name 


OJ990429 06.9B03.C13.ol.gp 


Method 


AAT/GAP 


Start 


2338 


End 


2686 


GI 


366 4.R1084 


Score 


635 


Exons 


2338. .2686- 






GI Descrip. 


'4521193/dbj | AB0134 50 . 1 | AB013450 3.0e- 


4 0 Oryza sativa DNA, 




similar sequence to Pib gene 1 






Seq. No. 


31285 


Seq. ID 


OJ990429_06.9B03.C14 


Gene No. 


64774 


Strand 


+ 


Start 


744 


End 


1192 


Name 


OJ990429 06.9B03.C14.ol.gp 


Method 


AAT/GAP 


Start 


744 


End 


1192 


GI 


none 


Score 


889 


Exons 


744. .1192 






Seq. No. 


31285 


Seq. ID 


OJ990429_06.9B03.C14 


Gene No. 


64 775" 


Strand 




Start 


742 


End 


4479 


Name 


OJ990429 06.9B03.-C14.ol."gsv- 


Method 


GENSCAN . -. - 


Start 


742- 


End 


4425 


GI 


none 


Score 


.71 


Exons 


742. .1131, 1239. .1361, 1453.. 


2141, 2838. .3024, 3270. .3320, 




3404. .3569, 3962. .4425 






Seq. No. 


31285 


Seq. ID 


OJ990429_06.9B03.C14 


Gene No.- 


64775 


Strand 




Start 


742 


End 


4479 


Name 


OJ990429 06.9B03.C14 .ol.tm 


Method 


TBLASTX: Maize 


Start 


982 


End 


2047 


GI 


none 


Score 


124 


Exons 


982. .1077, 990. .1088, 1065. .1241, 1126 


. . 1233, 1248. .1304, 




1261. .1305, 12G4..1361, 1309. 


.1362, I4s3..16b9, 1461. .1667, 




1463. .1663, 1531. .1905, 1748. 


.1810, 1852. .2034, 1861. .2031, 



1865. .2047 



31272 



• 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31285 
64775 
742 

OJ990429_06.9B03.C14 .ol.np 

1011 

2702277 



Seq.. ID OJ990429_06.9B03.C14 
Strand 

End 4479 

Method AAT/NAP 

End 4425 

Score 1378 



1011. .1757, 1800. .2213, 2877. .3063, 3270. .3320, 3404. .3569, 
3962. .4425 

(AC003033) putative serine/threonine protein kinase [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31285 
64775 
742 

OJ990429_06. 9B03.C14 .o3.ts 

1484 

none 



Seq. ID OJ990429_06.9B03.C14 
Strand 

End 4479 

Method TBLASTX : Soybean 

End 2031 

Score 68 



1484. .1627, 14 8 6. .1677, 1675 .. 1758 , 1954 . .2031 



Seq. No. 31285 

Gene No. 64775 

Start 742 

Name OJ990429JD6 . 9B03 . C14 . o3 . tm 

Start 2048 

GI none 
Exons 



Seq. ID OJ990429_06.9B03.C14 
Strand 

End 4479 

Method TBLASTX: Maize 

End 4081 

Score 83 



2048. .2143, 2048. .2143, 2049. .2165, 2644. .2754, 2654. .2761, 

2673. .2762, 2856. .3059, 2863. .3060, 2881. .3063, 2882. .3064, 

3268. .3321, 3270.'. 3323, 3270. .3323, 3401. .3571, 3401. .3571, 

3403. .3573, 3943. .4080, 3962. .4081 



Seq. No. 31285 

Gene No. 64775 

Start 742 

Name OJ990429_06 . 9B03 . CI 4 . o2 . ts 

Start 2695 

GI none 
Exons 



Seq. ID OJ990429_06.9B03.C14 
Strand 

End . 4479 

Method TBLASTX : Soybean 

End . 3065 

Score-. 56 



2695. .2751, 2696. .2752, 2823. .3056, 2836. .3063, 2837. .3064, 
2847. .3065 



Seq. No. 31285 

Gene" No. 64775 ' ~ * - • 

Start 742 

Name ' OJ990429_06 . 9B03 .C14 . o2 . tm 

Start 4081 

GI none 

Exons 4081. .4479, 4084. .4428 



Seq. ID OJ990429_06.9B03.C14 

Strand ■ - y : ~ -■ 

End 44-79 • - 

Method . TBLASTX : Maize 

End 4479 

Score 409 



Seq. No. 31285 

Gene No. 64775 

Start 742 

Name OJ99042 9_06 . 9B03 . CI 4 . ol . ts 

Start 4098 

GI none 

Exons 4098.. 4274, 4099.. 4425, 4100. 



Seq. ID OJ990429_06.9B03.C14 
Strand 

End 4479 

Method TBLASTX : Soybean 

End ' 4426 

Score 71 
.44^6 



Seq. No. 



31286 



Seq. ID OJ990429_06.9B03.C15 



31273 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons .;; 



64776 Strand + 

395 End 5348 

OJ990429_06 . 9B03 . CIS . ol . np Method AAT/NAP 

395 End 5348 

6523547 Score 109 
395. .548, 4972. .5348 

(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carteri f . nagariensis] 



31286 
64776 
395 

OJ990429_06.9B03.C15.ol.gs 

493 

none 



Seq. ID OJ990429_06.9B03.C15 

Strand + 

End 5348 

Method GENSCAN 

End 5334 

Score .7 



493. .742, 3045. .3212, 3506. .3577, 4579. .4607, 5012. .5334 



Seq. ID OJ990429_06.9B03.C16 
Strand + 
End 2172 
Method AAT/NAP 
End 2169 
Score 787 

1..29, 373. .451, 545. .669, 1279. .1380, 1490. .1558, 1644. .1742, 
2035. .2169 

(AC019018) unknown protein [Arabidopsis thaliana] 



31287 
64777 
1 

OJ990429_06.9B03.C16.ol.np 
1 

6862953 



31287 
64777 
1 

OJ990429_06.9B03.C16.ol.gs 

373 

none 



Seq. ID OJ990429_06.9B03.C16 

Strand + 

End 2172 

Method GENSCAN 

End 2172 

Score .68 



373. .451, 545. .669, 1279. .1380, 1490. .1558, 2035. .2172 



31287 
64778 
2167 

OJ990429_06.9B03.C16.ol.gp 

2167 

none 

2167. .2325:_ . 



Seq. ID OJ990429_06.9B03.C16 

Strand . + 

End 2325 

Method AAT/GAP 

End 2325 

Score 265 



Seq. No. ' 31287 

Gene No. 64779 

Start 3482 

Name OJ990429_06 . 9B03 . C16 . ol . tm 

Start 352 

GI none 
Exons 



Seq. ID OJ990429_06.9B03.C16 
Strand + 
End 4016 
Method TBLASTX : Mai ze 
End 2250 
Score 150 

352. .450, 372. .449, 520. .672, 522. .665, 544. .684, 1272. .1376, 
1276. .1383, 1278. .1376, 1487. .1561, 1487. .1558, 1489. .1560, 
1743, 1643. .1741, 1644. .1745, 2030. .2182, 2030. .2164, 



1636 
2191 



.2250 



seq. No. 
Gene No. 
Start 



31287 
64779 
3482 



Seq. ID OJ990429_06.9B03.C16 
Strand + 
End 4016 



31274 



Name 

Start 

GI 

Exons 



0 J9904 29_0 6 . 9B03 . CI 6 . ol . ts Method TBLASTX : Soybean 

564 End 1739 

none Score 142 

564. .659, 565. .678, 1273. .1383, 1275. .1379, 1276. .1380, 

1486. .1560, 1487. .1561, 1608. .1730, 1642. .1731, 1643. .1735, 

1644. .1739 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 

■K1 

Start 
GI 



31287 
64779 
3482 

OJ990429_06. 9B03 . CI 6 . ol . tc 

1267 

none 

1267. .1383, 1267. .1383, 1272. 
1489. .1560, 1622. .1687, 1629. 



31287 
64779 
3482 

OJ99042 9_06. 9B03 . C16 . o2 . gp 
3429 

18112_1.R1084 
3429. .3696, 3794. .3900 
' 4 64 621/sp | P34 091 | RL6_MESCR 
(YL16-LIKE) >gi_280374_pir_ 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1385, 1487 
.1697, 1643 



OJ990429_06.9B03.C16 
+ 

4016 

TBLASTX: Cress 
1712 
186 

1564, 1487. 



, 1558, 
1708, 1644. .1712 



Seq. ID OJ990429_06.9B03.C16 

Strand + 

End 4016 

Method AAT/GAP 

End 3900 

Score 619 



6.0e-65 60S RIBOSOMAL PROTEIN L6 
_S28586 ribosomal protein ML16 - 
common ice plant >gi_19539_emb_CAA4 9175_ (X69378) ribosomal 
protein YL16 [Mesembryanthemum crystallinum] 1 



31287 Seq. ID 

64779 Strand 
3482 End 
OJ990429_06. 9B03 . C16 . o2 . np Method 
3450 End 
464621 Score 
3450. .3696, 3794. .4016 

60S RIBOSOMAL PROTEIN L6 (YL16-LIKE) gi | 280374 | pir | | S2858 6 
ribosomal protein ML16 - common ice plant gi | 19539 | emb | CAA4 9175 | 
(X69378) ribosomal protein YL16 [Mesembryanthemum crystallinum] 



OJ99042 9_06.9B03.C16 
+ 

4016 
AAT/NAP 
4016 
269 



31287 Seq. ID 

64779 Strand 
3482 . .' End 

OJ990429_06. 9B03 . CI 6 . o3 . gp - Method 
34 66 End 
18112_1.R1084 Score 
3466. .3696, 3794. .3900 

1 464621/sp | P34091 | RL6_MESCR 6.0e-65 60S RIBOSOMAL PROTEIN L6 

(YL16-LIKE) >gi_280374_pir S28586 ribosomal protein ML16 - 

common ice plant >gi_19539_emb_CAA4 917 5_ (X69378) ribosomal 
protein YL16 [Mesembryanthemum crystallinum] ' 



OJ990429_0 6. 9B03.C16 
+ 

4016 - • ~- : ■ 

AAT/GAP 

3900 

578 



31287 Seq. ID 

64779 Strand 

3482 End 

GJ 93G423_G6 . 9BG3.CI6.o2. tm Method 

3475 End 

none Score 



OJ990429_06.9B03.C16 
+ 

4016 

TBLASTX: Maize 

3902 

136 



31275 



Exons 


3475.. 3576, 3481 


. .3588, 


3482. 


.3700, 3791.. 3895, 3792.. 3902, 




3792. .3896 










Seq. No. 


31287 






Seq. ID 


OJ9904 29JD6. 9B03.C16 


Gene No. 


64779 






Strand 


+ 


Start 


3482 






End 


4016 


Name 


OJ990429 06.9B03 


,C16.o2 


. as 


Method 


GENSCAN 


Start 


''34 82 






End 


3757 


GI 


none 






Score 


63 


Exons 


3482. .3757 










Seq. No. 


31287 






Seq. ID 


OJ990429_06.9B03.C16 


Gene No. 


64779 






Strand 


+ 


Start 


3482 






End 


4016 


Name 


OJ990429 06.9B03 


C16.o2 


. tc' 


Method 


TBLASTX: Cress 


Start 


3500 






End 


3902 


GI 


none 






Score 


111 


Exons 


3500.. 3589, 3529 


. 3588, 


3629. 


.3700, 3791. .3901, 3792. .3902 


Seq. No. 


31287 






Seq. ID 


OJ990429_06.9B03.C16 


Gene No. 


64779 






Strand 


+ 


Start 


3482 






End 


4016 


Name 


OJ990429 06.9B03, 


C16.o2 


. ts 


Method 


TBLASTX : Soybean 


Start 


3500 "~ 






End 


3902 


GI 


none 






Score 


104 


Exons 


3500.. 3583, 3508. 


. 3588, 


3629. 


.3700, 3782.. 3901, 3792.. 3902 


Seq. No. 


31288 






Seq. ID 


OJ990429_06.9B03.C17 


Gene No. 


64780 






Strand 


+ 


Start 


1 






End 


648 


Name 


OJ990429 06.9B03. 


C17.ol 


.gp 


Method 


AAT/GAP 


Start 


1 






End 


648 


GI 


18112 1.R1084 






Score 


1064 


Exons 


1..168, 263. .648 










GI Descrip. 


' 464621/sp|P34091|RL6_MESCR 6 


.Oe-65 60S 


RIBOSOMAL PROTEIN L6 



(YL16-LIKE) >gi_280374_pir S28586 ribosomal protein ML16 - 

common ice plant >gi_l 9539_emb_CAA4 9175_ (X69378) ribosomal 
protein, YL16 [Mesembryanthemum crystallinum] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



06.9B03.C17 



31288 Seq. ID OJ990429 

64780 Strand + 

1 ; End 64 8 

OJ990429_06. 9B03 . C17 . ol . np Method AAT/NAP 
1 - End '415 

464621 Score 355 

1..168, 263. .415 

60S RIBOSOMAL PROTEIN L6 (YL16-LIKE) gi | 2 8 037 4 | pir | | S28 58 6 
ribosomal protein ML16 - common ice plant gi | 1 9539 | emb | CAA4 9175 | 
(X69378) ribosomal protein YL16 [Mesembryanthemum crystallinum] 



Seq. No. 
Gene No. 
Start 
Name 

C4- - -4- 

>j i-ai. l 

GI 

Exons 



31288 
64780 
1 

OJ990429_06. 9B03 . C17 . ol . tc 
i 

none 



Seq. ID OJ990429_06.9B03.C17 

Strand + 

End 64 8 

Method TBLASTX : Cress 

End 4 7 2 

Score 216 



1..168, 1..93, 3. . 104, 20. .112, 269. .472, 277. .405, 288. .470 



31276 



Seq. No. 31288 

Gene No. 64780 

Start 1 

Name OJ9904 29_06 . 9B03 . CI 7 . ol . tm 

Start 1 

GI none 
Exons 



Seq. ID OJ990429_06.9B03.C17 

Strand + 

End 648 

Method TBLASTX ; Mai ze 

End 547 

Score 251 



1..168, 1..93, 2. .172, 260. .421, 262. .417, 263 . . 418 , . 345 . . 4 37 , 
443. .493, 458..547, 466. .492, 498. .545 



Seq. No. 31288 

Gene No. 64780 

Start 1 

Name OJ990429_06 . 9B03.C17 . ol . ts 

Start 1 

GI none 

Exons 1..168, 1..93, 3. .125, 262, 



Seq. ID OJ990429_06.9B03.C17 ' 

Strand + 

End 64 8 

Method TBLASTX : Soybean 

End 418 

Score 216 
,417, 268. .399, 275. .418, 275. .418 



Seq. No. 


31288 




Seq. ID 


OJ990429_06. 9B03 


n 7 


Gene No m 


64780 




Strand 


+ 




Start 


1 




End 


648 




Name 


OJ990429 06. 9B03.C17.ol. 


gs 


Method 


GENSCAN 




Start 


58 




End 


418 




GI 


none 




Score 


.93 




Fxon 

-L-J *\ V_/ 1 1 1_) 


58 168 263 418 










Seq. No. 


31288 




Seq. ID 


OJ990429_06. 9B03 




Gene No . 


64780 




Strand 


+ 




Start 


1 




End 


648 




Name 


OJ990429 06. 9B03.C17.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


64 




End 


548 




GI 


none 




Score 


141 




Exons 


64. .168, 64. .93, 72. .128 


, 86. 


.181, 260 


..487, 261. .281, 


262. 




262. .492, 263. .457, 345. 


.488, 


467. .547 


, 489. .548 




Seq. No. 


31289 




Seq. ID 


OJ990429J36. 9B03 


.C20 


Gene No. 


64781 




Strand 


.+ ■ 




Start 


2196 




End 


4944 




Name 


OJ990429 06. 9B03.C20.ol. 


np 


Method 


AAT/NAP 




Start 


2196 




End 


4944 




GI 


2130154 




Score 


101 




Exons 


2196. .2248, 3411. .3585, 


4857. 


.4944 






GI Descrip. 


hypothetical protein- 241 


- maize chloroplast 






gil 902268 | emb | CAA60333 | 


(X86563) ORF24 


1 [Zea mays] 






gi | 902303 | emb | CAA60367 | 


(X86563) ORF241 [Zea mays] 




Seq. No. 


. 31289 




Seq. ID 


OJ990429_06.9B03 


.C20 


Gene No. 


64782 




Strand 






Start 


3927 - 




End 


5395 




Name 


OJ990429 06.9B03.C20.o2. 


gs 


Method 


GENSCAN 




Start 


3927 




End 


5395 




GI 


none 




Score 


.89 





Exons 3927.. 4222, 5084.. 5193, 5280.. 5395 



seq. No. 31290 Seq. ID OJ990429_06.9B03.C21 

Gene No. 64783 Strand + 

Start 2148 End 5971 



31277 



Name 

Start 

GI 

Exons 



OJ990429_06. 9B03.C21 .ol . gs Method GENSCAN 
2148 End 5971 

none Score .44 

2148.. 2235, 2931.. 2996, 3665.. 3747, 4304.. 4433, 4816.. 5032, 
5601.. 5699, 5762.. 5971 



Seq. No. 31291 Seq. ID 

Gene No. 64784 Strand 

Start 1536 End 

Name OJ990429_06 . 9B03 . C22 . ol . gs Method 

Start 1536 End 

GI none- Score 

Exons 1536.. 1979 



OJ990429_06.9B03.C22 
+ 

1979 
GENSCAN 
1979 
.63 



Seq. No. 31291 

Gene No. 64785 

Start 3485 

Name OJ9904 29_06 . 9B03 . C22 . ol . tm 

Start 1808 

GI none 

Exons 1808.. 1984, 1813.. 1986, 
2184. .2213, 2185. .2211 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
.Start 
Name 
Start 
GI 

Exons 



31291 
64785 
3485 

OJ990429_06.9B03.C22.o2.gs 

3485 

none 



31292 
64786 
60 

OJ990429_06. 9B03 . C23 . ol . gs 
60 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990429_06.9B03.C22 
4542 

TBLASTX: Maize 

2213 

207 



1818.. 1985, 2060.. 2080, 2060.. 2092, 



Seq. ID OJ990429_06.9B03.C22 
Strand 

End 4542 

Method GENSCAN 

End 4542 

Score .48 



3485. .3604, 4106. .4257, 4359. .4542 



Seq. ID OJ990429_06.9B03.C23 
Strand 

End 3066 

Method GENSCAN 

End 3066 

Score .85 



60. .221, 446. .566, 1120. .1239, 1367. .1458, 2255. .2314, 
2748.-2877, 3062. .3066 



31292 
64786 
60' 

OJ99042 9_06. 9B03.C23.ol. tm 
251 



OJ990429 06.9B03.C23 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
251. .313, 259. .315, 434. .571, 446. .565, 450. .569, 469. .582, 
669. .743, 670. .741, 739. .762, 741. .761, 954 .. 1019,, 955 .. 1020 , 
956. .1021, 1104. .1187, 1119. .1184, 1121. .1192, 1121. .1198, 
1299. .1460, 1358. .1450, 1366. .1461, 1366. .1464, 2251. .2298, 
2253. .2306 



3066 

TBLASTX: Maize 

2306 

61 



Seq. No. 31293 Seq. ID 

Gene No. 64787 Strand 

Slart 2561 £nd 

Name OJ990429_06. 9B03 . C26 . ol . gp Method 

Start 2561 End 



OJ990429_06.9B03.C26 
+ 

b24b 

AAT/GAP 

4985 



31278 



GI 60358_1.R1084 Score 1242 

Exons 2561. .2761, 2859. .2925, 3181. .3246, 3352.-3398, 3497. .3542, 

3656.-3736, 3824. .3866, 3968. .4014, 4788. .4869, 4953.-4985 

GI Descrip. ' 5932553/gb | AAD57008 . 1 | AC0094 65_22 2.0e-76 (AC009465) putative 
kinase [Arabidopsis thaliana} 1 



Seq. No. 


31293 








Seq. ID 


OJ990429_06.9B03.C26 


Gene No. 


64787 








Strand 


+ 


Start 


2561 








End 


6246 


Name 


OJ990429 06 


. 9B03 


C26 . ol 


. OS 


Method 


GENSCAN 


Start 


2676 ~ 








End 


6246 


GI 


none 








Score 


.63 


Exons 


2676. .2761, 


2859 


.2925, 


3181 


-3279, 3824.-3866, 3968. .4014, 




4788. .4869, 


4953 


.5002, 


5086 


.5159, 5212. .5296, 5440. .6246 


Seq. No. 


31293 








Seq. ID 


OJ990429_06.9B03.C26 


Gene No. 


64787 








Strand 


+ 


Start 


2561 








End 


6246 


Name 


OJ990429 06 


.9B03. 


C26.ol 


np 


Method 


AAT/NAP 


Start 


2676 








End 


5529 


GI 


5932553 








Score 


542 


Exons 


2676. .2761, 


2859. 


.2925, 


3181 


.3246, 3352. .3398, 3497. .3542, 




3656. .3736, 


3824. 


.3866, 


3968, 


.4014., 4788.. 4869, 4953.. 5002, 




5086. .5159, 


5245. 


.5296, 


5384. 


.5529 




GI Descrip. 


(AC0094 65) putative kinase [Arabidopsis thaliana] 


Seq. No. 


31293 








Seq. ID 


OJ990429_06.9B03.C26 


Gene No. 


64787 








Strand 


+ 


Start 


2561 








End 


6246 


Name 


OJ990429 06 


. 9B03. 


C26.o2. 


np 


Method 


AAT/NAP 


Start 


3497 








End 


5529 


GI 


5932553 








Score 


333 


Exons 


3497. .3542, 


3656. 


.3736, 


3824. 


-3866, 3968. .4014, 4788. .4869, 




4953. .5002, 


5086. 


.5159, 


5245. 


.5296, 5384.-5529 


GI Descrip . 


(AC009465) putative kinase [Arabidopsis thaliana] 


Seq. No. 


31293 








Seq. ID 


OJ990429_06.9B03.C26 


Gene No . 


64787 








Strand 


+ 


Start 


2561 








End 


6246 


Name 


OJ990429 06 


9B03. 


C26.o2. 


gp 


Method 


AAT/GAP 


Start 


5227 






End 


6058 


GI . 


none . 








Score 


. 1332 . 


Exons 


5227. .5296, 


5384. 


.6-058 








Sea. No 


31293 








Seq. ID 


OJ990429_06.9B03.C26 


Gene No. 


64788 








Strand 




Start 


5964 








End 


6485 


Name 


OJ990429 06, 


9B03. 


C26.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


2675 








End - ; 


3736 


GI 


none 








Score 


125 


Exons 


2675. .2761, 


2676. 


.2762, 


2856. 


-2939, 28 


57. .2946, 3178. .3246, 




.3180. .3242, 


3363. 


.3404, 


3364 . 


.3405, 3498.-3542, 3653.-3736, 




3658. .3735 












Seq. No. 


31293 








Seq. ID 


OJ990429_06.9B03.C26 


Gene No. 


64788 








Strand 




Start 


5964 








End 


6485 



31279 



Name 

Start 

GI 

Exons 



OJ990429_06. 9B03.C26.o4 . tm Method TBLASTX : Maize 
2675 End 2944 

none Score 134 

2675.-2764, 2676. .2762, 2820.. 2924, 2855.. 2944, 2857.. 2931 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31293 
64788 
5964 

OJ99042 9_06. 9B03 . C26 . o2 . tm 

3183 

none 

3183.. 3239, 3183.. 3245, 3184. 
3494. .3541, 3498. .3542, 3501. 
3655.. 3735, 3814.. 3858, 3818. 
4788. .4871, 4788. .4871, 4789. 
5081. .5116, 5087. .5116 

31293 
64788 
5964 

OJ990429_06. 9B03 . C26 . o2 . tw 

3351 

none 

3351.. 3398, 3352.. 3399, 3352. 
3628.. 3735, 3638.. 3736, 3795. 
3958. .4041, 3966. .4028, 4788. 
4795. .4875, 4952. .4999, 4952. 
5086. .5118, 5087. .5116 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990429 06.9B03.C26 



6485 

TBLASTX: Maize 
5116 
98 

3246, 3339. .3404, 3349. .3405, 
3542, 3638.. 3736, 3648.. 3728, 
3865, 3958. .4041, 3966. .4028, 
4872, 4951. .5007, 4952. .4999, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990429 06.9B03.C26 



6485 

TBLASTX: Wheat 
5118 
83 

3399, 3468.. 3542, 3498.. 3542, 
3857, 3814.. 3861, 3818.. 3865, 
4871, 4790. .4870, 4795.-4875, 
5002, 4956. .5003, 5081. .5116, 



Seq. No. 31293 
Gene No. 64788 
Start 5964 

Name OJ9904 2 9_06 . 9B03 . C26 . ol 

Start 3827 
GI none 

Exons 3827.. 3868, 3958.. 3993, 

5067. .5171, 5086. .5118, 
5384. .5470, 6052. .6219, 

Seq. No. 31293 
Gene No. 64788 

. Start \- 5964 . - ; ■ 

Name .. OJ990429_06 . 9B03 . C26 . ol 

Start 5242 
GI none 

Exons 5242.. 5295, 5243.. 5296, 

5396. .5485, 5494. .5706, 
5707. .5814 

Seq. No. 31293 

Gene No. 64788 

Start 5964 

Name OJ990429_06 . 9B03 .C26 . ol 

Start 5614 

GI none 

Exons 5614.. 5688, 5616.. 5690, 
5721.. 6002, 5722. .6018 



Seq. ID OJ990429_06.9B03.C26 
Strand 

End 6485 
.ts Method TBLASTX : Soybean 

End 6221 

Score 65 
4788. .4871, 4790. .4870, 4952. .4999, 
5245.-5295, 5246. .5302, 5383. .5469, 
6129. .6221 

Seq. ID OJ990429_06.9B03.C26 
Strand 

\v* End • . 6485; . ~ -._ ;• . -.- ~.~ 
.tm Method TBLASTX : Maize 
End 5814 
Score 94 
5243. .5296, 5383. .5469, 5384. .5506, 
5496. .5708, 5509. .5748, 5707. .5805, 



Seq. ID OJ990429__06.9B03.C26 
Strand 

End 6485 

.tw Method TBLASTX : Wheat 

End 6018 

Score 105 
5622. .5687, 5624. .5707, 5721. .5915, 



31280 



Seq. No. 


31293 




Seq. ID 


OJ990429_06. 


9B03 


.C26 


Gene No. 


64788 




Strand 








Start 


5964 




End 


6485 






Name 


OJ990429 06. 9B03.C26.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


5881 




End 


6227 






GI 


none 




Score 


83 






Exons 


5881. .5979, 5883. .5978, 


5961 . 


.6227, 5965.. 6216 






Seq. No. 


31293 




Seq. ID 


OJ990429_06. 


9B03 


C26 


Gene No. 


64788 




Strand 








Start 


5964 




End 


6485 






Name 


OJ990429 06. 9B03.C26.o3 


3 IT 


Method 


AAT/GAP 






Start 


5964 




End 


6485 






GI 


3767718 




Score 


947 






Exons 


5964. .6485 












Seq. No. 


31294 




Seq. ID 


OJ990429JD6. 


9B03. 


C27 


Gene No. 


64789 




Strand 


+ 






Start 


690 




End 


1758 






Name 


OJ990429 06. 9B03.C27.ol 


. as 


Method 


GENSCAN 






Start 


690 




End 


1758 






GI 


none 




Score 


.69 






Exons 


690. .809, 842. .948, 960 


. . 1203 


, '1693. .1758 






Seq. No. - 


-31295 




Seq. ID 


OJ990429_06. 


9B03. 


C28 


Gene No. 


64790 




Strand 


+ 






Start 


1 




End 


1788 






Name 


OJ990429 06.9B03.C28.ol 


.np 


Method 


AAT/NAP 






Start 


1 




End 


1788 






GI 


6006374 




Score 


64 






Exons 


1..91, 1589. .1788 












GI Descrip. 


(AP000559) Similar to Rice tungro bacilliform virus 


; reverse 




transcriptase (D10774 ) 


[Oryza 


sativa] 








Seq. No. 


31296 




Seq. ID 


OJ990429_06. 


9B03. 


C30 


Gene No. 


64791 




Strand 


+ 






Start 


325 




End 


1405 






Name 


OJ990429 06.9B03.C30.ol 


.gs 


Method 


GENSCAN ■ 






Start 


325 




End 


1405 






GI 


none 




Score 


.69 






"Exons 


. 325 . .3.99, 12 51 ...-14 05 












Seq. No. 


31297 




Seq. ID 


OJ990429_06. 


9B03. 


C31 


Gene No . 


64792 




Strand 


+ 






Start 


250 




End 


666 






Name 


OJ990429 06. 9B03.C31.ol 


.gs 


Method 


GENSCAN 






Start 


250 




End 


. 666 






GI 


none 




Score 


.89 






Exons 


250. .666 












Seq. No. 


31297 




Seq. ID 


OJ990429_06. 


9B03. 


C31 


Gene No. 


64793 




Strand 


+ 






Start 


3004 




End 


5482 






Name 


OJ990429 06. 9B03.C31.ol 


np 


Method 


AAT/NAP 






Start 


2761 




End 


5482 






GI 


3935185 




Score 


401 







31281 




Exons 


2761. .2848, 


3124 


. .3467, 


4600 


. .5325, 5353. .5482.. . 


GI Descrip. 


(AC004557) 


F17L21.28 [Arabidopsis thaliana] 


Sea. No. 


31297 








Seq. ID 


OJ990429_06.9B03.C31 


Gene No. 


64793 








Strand 


+ 


Start 


3004 ■ 








End 


5482 


Name 


OJ990429 06 


.9B03 


.C31.ol 


.gp 


Method 


AAT/GAP 


Start 


2799 








End 


4609 


GI 


12452 2.R1084 






Score 


1313 


Exons 


2799. .3419, 


4553 


. .4609 








GI Descrip. 


f 3935185 4. 


Oe-15 


(AC004557) 


F17L21 28 


r A t p\ H i d r»T> «i i fh^ 1 i ^n^ 1 

L *i jl qui j- o c 1 1 a _i lciiigj 


Seq. No. 


31297 








. Seq. ID 


OJ990429_06.9B03.C31 


Gene No. 


64793 








Strand 


+ 


Start 


3004 








End 


5482 


Name 


OJ990429 06 


. 9B03 


.C31.o2 


.gs 


Method 


GENSCAN 


Start 


3004 ~ 








End 


5459 


GI 


none 








Score 


. 65 


Exons 


3004 . . 3419, 


4553 


. .5459 








Seq. No. 


31297 








Seq. ID 


OJ990429_06.9B03.C31 


Gene No. 


64793 








Strand 


+ 


Start 


3004 








End 


54 82 


Name 


OJ990429 06 


. 9B03 


.C31.o2 


• gp 


Method 


AAT/GAP 


Start 


4861 ~ 








End 


5036 


GI 


none 








Score 


335 


Exons 


4861. .5036 












Seq. No. 


31297 








Seq. ID 


OJ990429_06.9B03.C31 


Gene No. 


64794 








Strand 




Start 


5155 








End 


5687 


Name 


OJ990429 06 


. 9B03 


C31.o2 


.tin 


Method 


TBLASTX: Maize 


Start 


2999 








End 


3416 


GI 


none 








Score 


52 


Exons 


2999. . 3046, 


3035 


.3049, 


3115 


..3414, 3126. .3242, 3303. .3416 


Seq. No. 


31297 








Seq. ID 


OJ990429_06.9B03.C31 


Gene No. 


64794 








Strand 




Start 


5155 








End 


5687 


Name 


OJ990429 06 


. 9B03 


C31.ol 


tm 


Method 


TBLASTX: Maize 


Start 


4558 ~ 








End 


4943 


GI" 


none' ' 








..; Score .. 


4 90 - - 


Exons 


4558. .4812, 


4568. 


.4942, 


4569 


. .4943 




Seq. No- 


31297 








Seq. ID 


OJ990429_06.9B03.C31 


Gene No. 


64794 








Strand 




Start 


5155 








End 


5687 


Name 


OJ990429 06 


. 9B03. 


C31.o3. 


tm 


Method 


TBLASTX : Maize 


Start 


-.5149 








End 


5450 


GI 


none 








Score 


77 


F.xon ^ 


5149. .5199, 


5150. 


.5200, 


5154 


..5216, 5205. .5450, 5244. .5447 


Seq. No. 


31297 








Seq. ID 


OJ990429_06.9B03.C31 


Gene No. 


64794 








Strand 




Start 


5155 








End 


5687 


Name 


OJ990429 06 


.9B03. 


C31.o3. 


gp 


Method 


AAT/GAP 


Start 


5155 






End 


5687 



31282 



GI 


36795 1. 


R1084 


Score 


942 




Exons 


5155. .5687 








GI Descrip. 


' 3935185 


5. Oe-12 (AC004557) 


F17L21 . 28 


T Arab i dons is 


thai ian^ 1 


Seq. No. 


31298 




Seq. ID 


OJ990429 06 


. 9B03 .C32 


Gene No. 


64795 




Strand 






Start 


1 




End 


343 




Name 


OJ990429 


06.9B03.C32.ol.gp 


Method 


AAT/GAP 




Start 


1 




End 


343 




GI 


36795 1. 


R1084 


Score 


566 




Exons 


1. .343 










GI Descrip. 


'3935185 


5. Oe-12 (AC004557) 


F17L21 .28 


[ Arabidopsis 


thaliana ] 


Seq. No. 


31299 




Seq. ID 


OJ990429_06 


9B03.C36 


Gene No. 


64796 




Strand 






Start 


2397 




End 


2536 




Name 


OJ990429 


_06.9B03.C36.ol.gs 


Method 


GENSCAN 




Start 


2397 




End 


2536 




GI 


none 




Score 


. 93 




Exons 


2397. .2536 








Seq. No. 


31300 




Seq. ID 


OJ990429_06. 


9B03.C37 


Gene No. 


64797 




Strand 


+ 




Start 


77 




End 


2732 




Name 


OJ990429 


_06.9B03.C37.ol.gs 


Method 


GENSCAN 




Start 


77 




End 


2476 




GI 


none 




Score 


. 7 




Exons 


77. .299, 


639. .817, 1280. .2476 






Seq. No. 


31300 




Seq. ID 


OJ990429 06. 


9B03 . C37" 


Gene No. 


64797 




Strand 


4- — 




Start 


77 




End 


2732 




Name 


OJ990429 


_06.9B03.C37.ol.np 


Method 


AAT/NAP 




Start 


1217 




End 


2732 




GI 


130582 




Score 


545 




Exons 


1217.. 2265, 2714.. 2732 








GI Descrip. 


RET RO V I RU S - RE L AT E D POL POLYPROTEIN FROM TRANSPOSON 


TNT 1-94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



[CONTAINS: PROTEASE ; REVERSE TRANSCRIPTASE ; ENDONUCLEASE] 
gi 1 100342 | pir | | S04273 hypothetical protein - common tobacco 
gi|20045|emb|CAA32025| (X13777) ORF [Nicotiana tabacum] 



.31301 - - ■ \. - — • Seq. ID 

64798 Strand 

26 End 
OJ99042 9_06. 9B03.C38 .ol.gs Method 

26 End 

none Score 
26. .101, 364. .488 



OJ9904 29_06. 9B03.~C.3.8- 
+ 

488' 

GENSCAN 
488 
. 64 



31302 Seq. ID 

64799 Strand 

85 End 
OJ990429_06 . 9B03 . C39 . ol . np Method 

85 End 

1084987 Score 
85. .351 

cryptogene protein G4 - Sauroleishmania tarentolae (strain 



OJ990429_06.9B03.C39 
+ 

351 

AAT/NAP 
351 
93 



31283 



LEM125) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31303 
64800 
1 

OJ990429_06.9B03.C41.ol.np 



Seq. ID OJ990429_06.9B03.C41 

Strand + 

End 2547 

Method AAT/NAP 

End '2547 

Score 893 



5091513 

1..48, 612. .1440, 1490. .1760, 2483. .2547 
(AB023482) Hypothetical protein [Oryza sativa] 



Seq. No. 31304 Seq. ID OJ990429_ 

Gene No. 64801 Strand + 

Start 111 End 437 

Name OJ990429_06 . 9B03 . C42 . ol . gs Method GENSCAN 

Start 111 End 437 

GI none Score . 8 6 

Exons 111.. 437 



06. 9B03.C42 



Seq. No. 31305 Seq. ID 

Gene No. 64802 Strand 

Start 168 End 

Name OJ99042 9_06 . 9B03 . C4 3 . ol . gs Method 

Start 168 End 

GI none Score 

Exons 168.. 174 



OJ990429_06.9B03.C43 
174 

GENSCAN 

174 

.63 



Seq. No. 31306 Seq. ID 

Gene No. 64803 Strand - 

Start 129 End. 

Name OJ99042 9JD6 . 9B03 . C4 9 . ol . gs Method 

Start 129 End 

GI none Score 

Exons 129.. 572 



OJ990429_06.9B03.C49 

+ - 

579 

GENSCAN 

572 

.9 



Seq. No. 31306 Seq. ID 

Gene No. 64803 Strand 

Start, 129 End 

Name OJ9904 2 9_06 . 9B03 . C4 9 . ol . tm Method 

Start 401 End 

GI none Score 

Exons - ■ - r .40r. ;57.7/: 406. /5-79, ;411. . 578 : 



OJ990429_06. 9B03.C4 9 
+ 

579 

TBLASTX: Maize 

579 

207 



Seq. No. 31307 Seq. ID 

Gene No. 64804 Strand 

Start 231 End 

Name OJ990429_06 . 9B03 . C50 . ol . gs Method 

Start 231 End 

GI none Score 

Exons 231. . 355 



OJ990429_06.9B03.C50 
+ 

355 

GENSCAN 
355 
. 99 



Seq. No. 
Gene No. 
Start 

Start 
GI 



31308 
64805 
172 



uu^ru4^?_uo . ^tju j . uoi . oi . gs 
172 



none 



Seq. ID OJ990429_06.9B03.C51 

Strand + 

End 283 

Method GENSCAN 

End 283 

Score .44 



31284 



Exons 



172. .283 



Seq. No. 31309 Seq. ID 

Gene No. 64806 Strand 

Start 1 End 

Name OJ990429_06 . 9B03 . C52 . ol . np Method 

Start 1 End 

GI 3193291 Score 

Exons ' 1. .39, 323. .478 

GI Descrip. (AF069298) Similar to DNA mismatch repair protein; T14P8.6 
[Arabidopsis thaliana] 



OJ990429_06.9B03.C52 
+ 

478 

AAT/NAP 
478 
108 



Seq. No. 31309 

Gene No. 64807 

Start 383 

Name OJ990429_06 . 9B03 . C52 . ol . gs 

Start 383 

GI none 

Exons 383.. 422 



Seq. ID OJ990429_06.9B03.C52 

Strand + 

End 422 

Method GENSCAN 

End 422 

Score .89 



Seq. No. 


31310 








Seq. ID 


OJ990429_06.9B03.C54 


Gene No. 


64808 








Strand 


+ 


Start 


631 








End 


1697- 


Name 


OJ990429 


06.9B03 


.C54 . 


ol . gs 


Method 


GENSCAN 


Start 


631 








End 


1688 


GI 


none 








Score 


.69 


Exons 


631. .727, 


1330. . 


1389, 


1501. . 


1688 




Seq. No. 


31310 








Seq. ID 


OJ990429_06.9B03.C54 


Gene No. 


64808 








Strand 


+ 


Start 


631 








End 


1697 


Name 


OJ990429 


06.9B03 


.C54. 


ol . ts 


Method 


TBLASTX : Soybean 


Start 


1326 








End 


1646 


GI 


none 








Score 


77 


Exons 


1326. .138 


8, 1328 


. .138 


4, 1415 


..1630, 1425. .1646, 1448. .1639 



Seq. No. 31310 Seq. ID 

Gene No. 64808 Strand 

Start ' 631 End 

Name OJ990429_06 . 9B03 . C54 . ol . tm Method 

Start 1329 End 

GI:.. ' none . " . - ' •*....*■ Score ; 

Exons 1329.. 1580, 1329.. 1598, 1334.. 1591 , 



OJ990429_06.9B03.C54 
+ 

1697 

TBLASTX: Maize 

1598 

326 



Seq. No. 31310 

Gene No. 64808 

Start 631 

Name OJ990429_06 . 9B03 . C54 . ol . tc 
Start . 1331 

GI none 

Exons 1331.. 1372, 1338.. 1697, 133E 



Seq. ID OJ990429_06.9B03.C54 

Strand + 

End 1697 

Method TBLASTX : Cress 

End 1697 

Score 310 
.1676, 1436. .1696 



Seq. No. 31311 Seq. ID 

Gene No. 64809 Strand 

Start 1743 hind 

Name OJ990429_06 . 9B03 . C55 . ol . gs Method 

Start 1743 End 



OJ990429_06.9B03.C55 
+ 

1923 

GENSCAN 

1923 



31285 




GI 


none 




Score 


. 93 




Exons 


1743 1923 










Seq. No. 


31311 




Seq. ID 


OJ990429 06.9B03 


.C55 


Gene No. 


64810 




Strand 


+ 




Start 


3641 




End 


5680 




Name 


OJ990429 06. 9B03.C55.o2. 


as 


Met hod 


GENSPAN 

vj i—i ii vniM 




Start 


3641 ~ 




End 


5680 




GI 


none 




• Score 


.59 




Exons 


3 641.. 3710, 55 62.. 5 680 










Seq. No. 


31311 




Seq. ID 


OJ990429JD6. 9B03 


.C55 


Gene No. 


64811 




Strand 






Start 


1347 




End 


4231 




Name 


OJ990429 06 9B03 C55 ol 




Mpthod 


AAT /(ZAP 




Start 


1347 ~~ 




End 


4231 




GI 


none 




Score 


1522 




Exons 


1347 1895, 3636 3725. 


4051 . 


. 4231 






Seq. No. 


31311 




Sea ID 


OJ990429 06 9B03 


CSS 


Gene No. 


64811 




Strand 






Start 


1347 




End 


4231 




Name 


OJ990429 06. 9B03.C55.ol. 


np 


Method 


AAT /NAP 




Start 


1766 




End 


4120 




GI 


6714455, 




Score 


24 9 




Exon s 


1766. .1895, 3636. .3726, 


4051. 


.4120 






GI Descrip. 


(AC011620) unknown protein [Arabidopsis thaliana] 




Seq. No. 


31311 




Seq. ID 


OJ990429_06. 9B03, 


.C55 


Gene No. 


64812 




Strand 






Start 


6370 




End 


6635 




Name 


OJ990429 06. 9B03.C55.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1 




End 


592 




GI 


none 




Score 


147 




Exons 


1..90, 2. .109, 2. .154, 2 


!. .155 


, 90. .185, 


92. . 187, 103. . 195, 




103. .195, 466. .537, 479. 


.538, 


536. .592 






Seq. No. 


31311 




Seq. ID 


OJ990429_06. 9B03, 


,C55 


Gene No. 


64812 




Strand 






Start 


6370 




End 


6635 




Name 


OJ990429 06. 9B03.C55.o2. 


tm 


Method 


TBLASTX : Maize 




Start 


1757 . 




End 


4127 




GI • 


none 




Score- 


193 




Exons 


1757. .1903, 1758. .1898, 


3626. 


.3730, 3634. .3726, 3635. .3727, 




4049. .4126, 4050. .4127 










Seq. No. 


31311 




Seq. ID 


OJ990429JD6. 9B03. 


C55 


Gene No. 


64812 




Strand 






Start 


6370 




End 


6635 




Name 


OJ990429 06.9B03.C55.o3. 


gs 


Method 


GENSCAN 




Start 


6370 




End 


6635 




GI 


none 




Score 


.91 




Exons 


6370. .6549, 6555. .6635 











Seq. No. 31312 Seq. ID OJ990429_06.9B03.C56 

Gene No. 64813 Strand + 

Start 399 End 7045 



31286 



Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990429_06. 9B03.C56.ol.np Method 
399 End 
3193291 Score 
399. .659, 709. .1043, 1235. .1390, 1451, 



AAT/NAP 

5917 

1624 

.2201, 3091.. 3278, 



3886.-3965, 4101. .4174, 4349. .4414, 5114. .5217, 5298. .5479, 
5762. .5917 

(AF069298) Similar to DNA mismatch repair protein; T14P8.6 
[Arabidbpsis ^thaliana] 



31312 
64813 
399 

OJ990429_06. 9B03 . C56 . ol . gs 

413 

none 



Seq. ID OJ990429_06.9B03.C56 

Strand + 

End 7045 

Method GENSCAN 

End 7045 

Score .86 



413. .1096, 1235. .2461, 2840..3090> 3178. .3304, 4101. .4174, 
4349. .4414, 5114. .5217, 5298. .5479, 5762. .5861, 6617. .6689, 
6898. .7045 



Seq. No. 31312 Seq. ID 

Gene No. 64814 Strand 

Start 920.6 End 

Name . OJ9'90429_06 . 9B03 . C56 . o3 . tm Method 

Start 424 End 

GI none Score 

Exons 424. .615, 425. .616 



OJ990429_06.9B03.C56 
+ 

11774 

TBLASTX: Maize 

616 

264 



Seq. No. 31312 

Gene "No. 64814 

Start 9206 

Name OJ990429__06 . 9B03 . C56 . ol . tm 

Start 960 

GI none 

Exons' 960. .1046, 965. .1051, 966.. 
1221. .1571 



Seq. ID OJ990429 06.9B03.C56 



Strand 
End 

Method 
End 
Score 
1049, 979. 



+ 

11774 

TBLASTX : Maize 

1571 

106 

1077, 1220.. 1552, 



Seq. No. 31312 

Gene No. 64814 

Start 9206 

Name OJ990429_06 . 9B03 . C56 . o4 . tm 

Start 3014 

GI none ... 

Exons 3014.. 3091, 3016.. 3093, 3024, 
3177.. 3311, 3177. .3311, 3884, 



Seq. ID OJ990429_06.9B03.C56 

Strand + 

End 11774 

Method TBLASTX : Mai ze 

End 3965 

Score 7 3. ' ■ ; ' :~ 
.3095, 3176... 3310, 3176. .3307, 
.3958,' 3891.. 3965, 3896.. 3964 



Seq. No. 31312 

Gene No. 64814 

Start 9206 

Name * OJ990429_06 . 9B03 . C56 . ol . ts 

Start 5145 

GI none 

Exons 5145.. 5222, 5174.. 5209, 
5759.. 5851, 5782.. 5841 



Seq. ID OJ990429_06.9B03.C56 

Strand + 

End 11774 

Method TBLASTX : Soybean 

End 5851 

Score 63 
5297. .5338, 5312. .5482,. 5327. .5482, 



Seq. Nu , 
Gene No, 
Start 



64814 
9206 



Seq. ID OJ9yU429_06.9B03.C56 
Strand + 
End 11774 



31287 



Name 

Start 

GI 

Exons 



OJ990429_06 . 9B03 . C56 . o2 . tm 

5294 

none 

5294. .5482, 5294. .5482, 5759. 
5761. .5871 



Method TBLASTX : Mai ze 
End 5871 
Score 296 
.5860, 5759. .5860, 5761. 



5862, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31312 Seq. ID OJ990429_06.9B03.C56 

64814 Strand + 

9206 End 11774 

OJ990429_06 . 9B03 . C5 6 . ol . gp Method AAT/GAP 

9119 End 9377 

uC-osflm202113c04bl Score 440 

9119. .9377 

'4521193/dbj I AB013450 . 1 | AB013450 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene' 



31312 
64814 
9206 

OJ9904 29_06. 9B03 . C56 . o2 . gs 

9206 

none 



Seq. ID OJ990429_06.9B03.C56 



Strand 
End 

Method 

End 

Score 



+ 

11774 
GENSCAN 
11774 
. 83 



9206. . 934 9, 9482. . 9673, 10111. . 10232, 104 77. . 10537, 
11112. .11252, 11672. .11774 



Seq. No. 31312 Seq. ID 

Gene No. . 64814 Strand 

Start 9206 End 

Name OJ9904 29_06 . 9B03 . C56 . o2 . ts Method 

Start 9596 End 

GI none Score 
Exons 



OJ990429_06.9B03.C56 
+ 

11774 

TBLASTX : Soybean 

11266 

74 



9596.-9676, 10084 10233, 10108 10233, 10109 .. 1024 9, 
10110. .10241, 10475. .10561, 11112 11255 , 11126 .. 112 66, 
11128. .11244 



Seq. No. 31313 

Gene No. 64815 

Start 250 

Name OJ9904 29_06 . 9B03 . C57 . ol , 

Start 250 

GI 3763160 

Exons 250. .622 -;■ ' 



gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990429_06.9B03.C57 
622 

AAT/GAP 

622 

675 



Seq. No. 31314 Seq. ID 

Gene No. 64816 Strand 

Start 95 End 

Name OJ990429_06 . 9B03 . C58 . ol . gs Method 

Start 95 End 

GI none Score 

Exons 95.. 112, 257.. 631 



OJ990429_06.9B03.C58 
+ 

631 

GENSCAN 

631 

.43 



Seq. No. 31314 Seq. ID 

Gene No. 64817 Strand 

Start 373 End 

Name OJ990429_06 . 9B03 .Cb8 . ol . gp Method 

Start 373 End 

GI 5004924 Score 



OJ990429_06.9B03.C58 
600 

AAT/GAP 

600 

357 



31288- 




Exons 


373. . 600 










Seq. No. 


31315 


Seq. ID 


OJ990429 

N-' w \*/ ^ £^ 


06 9B03 


. C60 


Gene No. 


64818 


Strand 


+ 






Start 


1 


End 


225 






Name 


OJ990429 06. 9B03 . C60 . ol . np 


Method 


AAT/NAP 






Start 


1 


End 


225 






GI 


3063450 


Score 


62 






Exons 


1. .225 










GI Descrip. 


(AC003981) F22013.12 [Arabidopsis thaliana] 






Seq. No. 


31316 


Seq. ID 


OJ990429^ 


_06.9B03 


.C62 


Gene No. 


64819 


Strand 








Start 


966 


End 


1877 






Name 


OJ990429 06.9B03.C62.ol.gs 


Method 


GENSCAN 






Start 


966 


End 


1872 






GI 


none 


Score 


.55 






Exons 


966. .1114, 1473. .1625, 1643.. 


1872 








Seq. No. 


31316 


Seq. ID 


OJ990429_ 


_06.9B03 


.C62 


Gene No. 


64819 


Strand 








Start 


966 


End 


1877. 






Name 


OJ990429 06.9B03.C62.ol'.tm 


Method 


TBLASTX: Maize 




Start 


1548 


End 


1877 - 






GI 


none 


Score 


114 






Exons 


1548. .1664, 1566. .1676, 1570. 


.1677, 1667. .1843, 


1668. . U 


377 


Seq. No. 


31317 


Seq. ID 


OJ990429_ 


_06.9B03 




Gene No . 


64820 


Strand 


+ 






Start 


490 


End 


915 






Name 


OJ990429 06.9B03.C63.ol.gp 


Method 


AAT/GAP 






Start 


490 


End 


915 






GI 


LIB347 9-006-Q6-K1-B11 


Score 


632 






Exons 


490. .915 










GI Descrip. 


•5734 616/dbj | AP000391 . 1 | AP000391 l.Oe- 


110 Oryza 


sativa genomic 




DNA, chromosome 6, clone : P0538C01 ? 








Seq. No. 


31317 


Seq. ID 


OJ990429_ 


_06.9B03. 


C63 


Gene No. 


64821 


Strand 








Start 


1 


'End 


709 






Name 


OJ990429 06.9B03.C63.ol.np 


Method 


AAT/NAP 






Start 


1 • -~ - 


.End. . 


• 709 . . 






GI 


6539570 . • 


Score 


164 






Exons 


1..32, 292. .358, 506. .709 










GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 






Seq. No. 


31318 


Seq. ID 


OJ990429 


_06.9B03. 


C64 


Gene No. 


64822 ■ 


Strand 


+ 






Start 


605 


End 


•672 






Name 


OJ990429 06. 9B03.C64 .ol.gs 


Method 


GENSCAN 






Start ' 


605 


End 


672 






GI 


none 


Score 


.84 






Exons 


605. .672 










O U« 

OC4. IN U . 


*t -1 ~\ -1 r\ 
JUIO 


Seq. ID 


Oj990429_ 


06. 9BU3. 


Cb4 


Gene No . 


64823 


Strand 








Start 


1252 


End 


2772 







31289 



Name 


OJ990429 06. 9B03.C64 ,o2.gs 


Method 


GENSCAN 


Start 


1252 


End 


2772 


GI 


none 


Score 


. 99 


Exons 


1252. . 1376, 2511. .2772 






Seq. No. 


31319 


Seq. ID 


OJ990429 


Gene No. 


64824 


Strand 


+ ~~ 


Start 


2228 


End 


2308 


Name 


OJ990429 06. 9B03 . C65 . ol . gp 


Method 


AAT/GAP 


Start 


2228 


End 


2308 


GI 


38012 1.R1084 


Score 


103 


Exons 


2228. .2308 






GI Descrip. 


*4097947/gb|U72255|OSU72255 2 


.Oe-23 Oryza sativa 




beta-1, 3-glucanase precursor 


(Gns9) gene, complei 



Seq. No. 31319 

Gene No. 64825 

Start 5105 

Name OJ990429_06 . 9B03 . C65 . ol 

Start 2353 

GI none 

Exons 2353.. 2490, 2355.. 2675, 

Seq. No. 31319 

Gene No. 64825 

Start 5105 

Name .. - OJ9904 29_06 . 9B03 . C65 . o3 

Start 3169 

GI none 

Exons 3169.. 3216, 3169.. 3288, 
3309.. 3383, 3383.. 3463, 



Seq. ID OJ990429_06.9B03.C65 

Strand + 

End 5338 

.tm Method TBLASTX : Maize 

End 2695 

Score 422 
2370.. 2516, 2372.. 2695 

Seq. ID OJ990429_06.9B03.C65 

Strand + 

End 5338 

.tm Method TBLASTX : Maize 

End 3472 

Score 73 
3248. .3307, 3257. .3307, 3296. .3382, 
3389. .3472 



Seq. No. 31319 Seq. ID 

Gene No. 64825 Strand 

Start 5105 End 

Name OJ990429_06 . 9B03 . C65 . o4 . gp Method 

Start 5105 End 

GI 5004924 Score 

Exons 5105.. 5338 



OJ9904 29_06.9B03.C65 
+ 

5338 
AAT/GAP 
5338 
364 



Seq. No. 31319 Seq. ID 

Gene No.; 64826. ■ ' y - - ' .Strand; 

Start 7-230 - . End 

Name 0 J9904 29_06 . 9B03 . C65 . o2 . tm Method 

Start 7230 End 

GI none Score 

Exons 7230.. 7349, 7248.. 7346, 7250.. 734 

7355. .7555, 7357. .7554 



OJ990429_06.9B03.C65 
7555 

TBLASTX: Maize 
7555 
115 

7268. .7354, 7285. .7353, 



Seq. No. 31320 

Gene No. 64827 

Start 1 

Name OJ99042 9__06 . 9B03 . C66 . ol . tm 

Start 1 

GI none 

Exons 1..180, 1..168, 3.. 179 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ9904 29J36. 9B03.C66 
180 

TBLASTX: Maize " 

180' 

216 



31290 



Seq. No. 31321 Seq. ID 

Gene No. 64828 Strand 

Start 336 End 

Name OJ9904 29_06 . 9B03 . C69 . ol . gs Method 

Start 336 End 

GI none Score 

Exons 336.. 513, 758.. 903 



OJ990429_06.9B03.C69 
+ 

903 

GEN SCAN 

903 

.56 



Seq. No. 31322 

Gene No. 64829 

Start 159 

Name OJ990429_06 . 9B03 . C70 . ol . tc 

Start 3 

GI none 

Exons 3.. 221, 9. .200, 11.. 220 



Seq. ID OJ990429_06.9B03.C70 

Strand + 

End 933 

Method TBLASTX : Cress 

End 221 

Score 188 



Seq. No. 31322 

Gene No. 64829 

Start 159 

Name OJ9904 29_06 . 9B03 . C70 . ol . tm 

Start 3 

GI none 

Exons 3.. .212, 3.. 212, 569.. 931, 596. 



Seq. ID OJ990429_06.9B03.C70 

Strand + 

End 933 

Method TBLASTX : Mai ze 

End 933 

Score 239 

.931, 597. .932, 598. .933 



Seq. No. 31322 Seq. ID 

Gene No. 64829 Strand 

Start *■ 159 End 

Name OJ9904 2 9_06 . 9B03 . C70 . ol . ts Method 

Start 3 End 

GI none Score 

Exons 3.. 170, 3.. 146, 11.. 163 



OJ990429_06.9B03.C70 
+ 

933 

TBLASTX: Soybean 

170 

183 



Seq. No. 31322 Seq. ID 

Gene No. 64829 Strand 

Start 159 End 

Name OJ990429_06 . 9B03 . C70 . ol . gs Method 

Start 159 End " 

GI none Score 

Exons 159.. 212, 599.. 933 



OJ990429_06.9B03.C70 
+ 

933 

GENSCAN 

933 

.42 



Seq. No. 31323 

Gene No. .64 830. ~; \ . ; . 

Start - 193 

Name OJ990429_06 . 9B03 . C71 . ol . gs 

Start 193 

GI none 

Exons 193.. 225 



Seq. ID OJ990429_06.9B03.C71 

Strand' ~ . — . ~" *; 

End 225 

Method GENSCAN 

End 225 

Score .79 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



Seq. No. 



31324 
64831 
231 

OJ990429_06.9B03.C72.ol.tm 

215 

none 

215. .361, 217. .336, 230. .460, 
31324 



Seq. ID OJ990429_06.9B03.C72. 

Strand + 

End 4 99 

Method TBLASTX: Maize 

End 4 82 

Score 93 

231 . .482, 42b. .473 

Seq. ID OJ990429_06.9B03.C72 



31291 



Gene No. 64831 Strand + 

Start 231 ' End 499 

Name OJ9904 29_06 . 9B03 . C72 . ol . np Method AAT/NAP 

Start 231 End 499 

GI 5080788 Score 102 

Exons 231.. 499 

GI Descrip. (AC007576) Very similar to adventitious rooting related 
oxygenase [Arabidopsis thaliana] 



Seq. No. 31324 Seq. ID 

Gene No. 64831 Strand 

Start 231 End 

Name OJ990429_06 . 9B03 . C72 . ol . gs Method 

Start 354 ^ End 

GI none Score 

Exons 354.. 473 



OJ990429_06.9B03.C72 
+ 

499 

GENSCAN 
473 
. 95 



Seq. No. 31325 Seq. ID OJ990429_06.9B03.C74 

Gene No. 64832 Strand + 

Start 1 End 386 

Name OJ990429_06 . 9B03 . C74 . ol . gp Method AAT/GAP 

Start 1 End 83 

GI 18112_1.R1084 Score 143 

Exons l \ .83 

GI Descrip. 1 464 621/ sp| P34091 | RL6_MESCR 6.0e-65 60S RIBOSOMAL PROTEIN L6 

(YL16-LIKE) >gi_280374_pir S28586 ribosomal protein ML16 - 

common ice plant >gi_19539_emb_CAA4 9175_ (X69378) ribosomal 
protein YL16 [Mesembryanthemum crystallinum] ? 



Seq. No. 


31325 


Seq. ID 


OJ990429_06.9B03.C74 


Gene No. 


64832 


Strand 


+ 


Start 


1 


.End 


386 


Name 


OJ990429 06.9B03.C74.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


386 


GI 


6012952 


Score 


84 


Exons 


1..87, 327. .386 






GI Descrip. 


(AJ011715) 60S ribosomal protein L6 (YL. 16 like) [Cyanophora 




paradoxa] 






Seq. No. 


31325 


Seq. ID 


OJ990429_06.9B03.C74 


Gene No. 


64832 


Strand 


+ 


Start 


1- - \ - 


- End ~ 


386- :. 


Name 


OJ990429 06.9B03.C74 .ol..gs 


- Method 


GENSCAN - 


Start 


26 


End 


83 


GI 


none 


Score 


1 


Exons 


26. .83 






Seq. No. 


31326 


Seq. ID 


OJ990429_06.9B03.C78 


Gene No. 


64833. 


Strand 




Start 


1 


End 


533 - . 


Name 


OJ990429 06.9B03.C78.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


200 


GI 


18112 1.R1084 


Score 


329 


Exons 


1..200 






GI Descrip. 


' 464 621/sp i P3409I j RL6 M_SCR 


b.0e-65 60S 


RIBOSOMAL PROTEIN L6 




( YL16-LIKE) >gi_28037 4_pir_ 


S28586 ribosomal protein ML16 - 




common ice plant >gi 19539 


emb_CAA4 9175 


(X69378) ribosomal 
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protein YL16 [Mesembryanthemum crystallinum] 1 



Seq. No. 31326 
Gene No. 64833 
Start 1 

Name OJ990429_06 . 9B03 . C78 . ol . np 

Start 1 
GI 464621 
Exons 1. .201, 517. .533 

GI Descrip. 60S RIBOSOMAL PROTEIN L6 ( YL1 6-LIKE) gi | 28037 4 | pir | | S2858 6 

ribosomal protein ML16 - common ice plant gi | 19539 | emb | CAA4 9175 | 
(X69378) ribosomal protein YL16 [Mesembryanthemum crystallinum] 



Seq. ID OJ990429_06.9B03.C78 
Strand 

End 533 

Method AAT/NAP 

End 533 

Score 202 



Seq. No. 


31326 




Seq. ID 


OJ990429 06.9B03.C78 


Gene No. 


64833 




Strand 




Start 


1 




End 


533 


Name 


OJ990429_06. 


9B03.C78.ol. ts 


Method 


TBLASTX: Soybean 


Start 


7 




End 


201 


GI 


none 




Score 


65 


Exons 


7. .201, 18.. 


194, 59. .199 






Seq. No. 


31326 




Seq. ID 


OJ990429 06.9B03.C78 


Gene No. 


64833 




Strand 




Start 


1 




End 


533 


Name 


OJ990429_06. 


9B03.C78.ol.tm 


Method 


TBLASTX: Maize 


Start 


11 




End 


202 


GI 


none 




Score 


172 


Exons 


11. .193, 16. 


.201, 18. .194, 59 


. .202 




Seq. No. 


31326 




Seq. ID 


OJ990429 06.9B03.C78 


Gene No. 


64833 




Strand 




Start 


1 




End 


533 


Name 


OJ990429 06. 


9B03.C78.ol.gs 


Method 


GENSCAN 


Start 


16 




End 


197 


GI 


none 




Score 


.93 


Exons 


16. .197 








Seq. No. 


31326 




Seq. ID 


OJ990429_06.9B03.C78 


Gene No. 


64833 




Strand 




Start 


1 




End 


533 


Name 


OJ990429 06. 


9B03.C78.ol. tc 


Method 


TBLASTX: Cress 


.Start ' , 


16. .• . ; . . 




End . 


-201 .; - . .. - " 


GI 


none * 




Score 


85 


Exons 


16. .201, 72. 


.197, 80. .199 






Seq. No. 


31327 




Seq. ID 


OJ990429_06.9B03.C80 


Gene No. 


64834 




Strand 




Start 


1 




End 


1289 


Name 


OJ990429 06. 


9B03.C80.ol. hp 


Method 


AAT/NAP 


Start 


1 




End 


1289 


GI 


6815062 




Score 


323 


Exons 


1..573, 1260 


. .1289 






GI Descrip. 


(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 




F16P2 genomic sequence ;mudr A like protein (AC004561) [Oryza 




sativa] 








Seq. No. 


31327 




Seq. ID 


OJ990429_06.9B03.C80 
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Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



64834 Strand 

1 End 

OJ990429_06. 9B03 . C80 . ol . tm Method 

408 End 

none Score 



1289 

TBLASTX: Maize 

893 

197 



408. .587, 409. .588, 412. .588, 4 16 631, 689 751, 690. .752, 
757... 888, 777.. 893 



31328 
64835 
723 

OJ990429_06. 9B03 . C8 1 . ol . np 
705 

3935185 
705. .832, 860. .1579 

(AC004557) F17L21.28 [Arabidopsis thaliana] 



Seq. ID OJ990429_06.9B03.C81 
Strand 

End 1618 

Method AAT/NAP 

End 1579 

Score 353 



31328 
64835 
723 

OJ990429_06. 9B03 . C8 1 . ol . gs 

723 

none 

723. .1577 



Seq. ID OJ990429_06.9B03.C81 
Strand 

End 1618 

Method GENSCAN 

End 1577 

Score .51 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Star L 
GI 

Exons 



31328 
64835 
723 

OJ990429_06. 9B03 . C8 1 . o2 . tm 

738 

none 



Seq. ID OJ990429_06.9B03.C81 
Strand 

End 1618 

Method TBLASTX: Maize 

End 1020 

Score 104 



738. .935, 738.-935, 742. .954, 937. .1020, 939. .1019, 940. .1020 



31328 
64835 
723 

OJ9 904 2 9_0 6 . 9B03 . C8 1 . ol . gp 
1228 
700222 
1228.. 1556 

3935185 5.0e-12 (AC004557) F17L21.28 [Arabidopsis thaliana] 



Seq. ID OJ990429_06.9B03.C81 
Strand 

End 1618 

Method AAT/GAP 

End 1556 

Score 650 



31328 
64835 
723 

OJ990429_06.9B03.C81.ol.tm 

1260 

none 



Seq. ID OJ990429_06.9B03.C8L 
Strand 

End 1618 

Method TBLASTX : Mai ze 

End 1618 

Score 270 



1260. .1613, . 1266. .1610, 1267. .1617, 1291. .1617, 1352. .1618 



31329 
64836 
114 

OJ990429_06. 9B03 . C82 . ol . gs 

114 

none 

114. .122 



Seq. ID OJ990429_06.9B03.C82 
Strand 

End 122 

Method GENSCAN 

End 122 

Score .52 
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Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990429_06.9B03.C83 
201 

AAT/NAP 

201 

65 



31330 Seq. ID 

64837 Strand 
1 End 
OJ990429_06.9B03.C83.ol.np Method 
1 End 
4505913 Score 
1..201 

postmeiotic segregation increased (S. cerevisiae) 2 

gi I 1709685 | sp| P54278 | PMS2_HUMAN PMS1 PROTEIN HOMOLOG 2 (DNA 

MISMATCH REPAIR PROTEIN PMS2) gi | 1082 623 | pir | | S47598 mutL 

protein homolog - human gi 1535515 (U13696) homolog of yeast mutL 

gene [Homo sapiens] gi | 74 634 1 | prf | | 2017356B PMS2 gene [Homo 

sapiens] 



Seq. No. 31331 Seq. ID 

Gene No. 64838 Strand 

Start 1 End 

Name OJ990429_06 . 9B03 . C87 . ol . gp Method 

Start 1 End 

GI none Score 

Exons 1 . . 98 



OJ990429_06.9B03.C87 
+ 

98 

AAT/GAP 

98 

183 



Seq. No. 31331 

Gene No. 64839 

Start 13 

Name 0 J9 904 2 9_0 6 . 9B03 . C8 7 . o 1 . tm 

Start 13 

GI none 
Exons 



Seq. ID OJ990459_06.9B03.C87 

Strand 

End 268 

Method TBLASTX : Maize 

End 2 68 

Score 100 



13. .147, 27. .179, 32. .139, 34. .150, 148. .198, 154. .210, 
167. .211, 190. .267, 215. .268 



Seq. No. 31332 

Gene No. 64840 

Start 1 

Name OJ9904 29_03 . 9B02 . C3 . ol . np 

Start 1 

GI 5852084 

Exons 1..88, 808.. 891 

GI Descrip. (AL117264) zwh0007.1 [Oryza sativa] 



Seq. ID OJ990429_03.9B02.C3 

Strand + 

End 891 

Method AAT/NAP 

End 8 91 

Score 85 



Seq; No. — 


• 31333- - ; 






Seq. -ID 


OJ990429_03, 


. 9B.02-, 


.C4 


Gene No. 


64841 






Strand 


+■ 






Start 


50 






End 


3306 






Name 


OJ990429 03.9B02. 


C4.ol, 


.gs 


Method 


GENSCAN 






Start 


50 






End 


3306 






GI 


none 






Score 


.4 






Exons 


50. .69, 171. .356, 


2129, 


. .2135, 


3058. .3306 






Seq. No. 


31333 






Seq. ID 


OJ990429_03. 


, 9B02, 


■ C4 


Gene No. 


64842 






Strand 


+ 






Start 


6712 






End 


8305 






Name 


OJ990429 03.9B02. 


C4.ol. 


.gp 


Method 


AAT/GAP 






Start 


6712 






End 


8305 






GI 


26025 1.RIU84 






Score 


913 






Exons 


6712. .6999, 8117. 


.8305 













GI Descrip. ' 38 60333/emb | CAA10134 | 1.0e-36 (AJ012693) basic blue copper 
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protein [Cicer arietinum] 1 



Seq. No. 31333 Seq. ID 

Gene No. 64843 Strand 

Start 14058 End 

Name OJ990429_03 . 9B02 . C4 . o3 . np Method 

Start 14058 End 

GI 3395756 Score 

Exons 14058. .14253, 14363.. 14559 

GI Descrip. (U76297) plantacyanin [Arabidopsis thaliana] 

gi|3461812|gb|AAC32906.1| (AC004138) putative basic blue protein 
(plantacyanin) [Arabidopsis thaliana] 



OJ990429_03.9B02.C4 
+ 

14559 * 
AAT/NAP 
14559 
'270 



C « « XT- 

Seq. No. 


31333 


Seq. ID 


OJ990429_03.9B02.C4 


Gene No. 


64843 


Strand 


+ 


Start 


14058 


End 


14559 


Name 


OJ990429 03.9B02.C4.o4.np 


Method 


AAT/NAP 


Start 


14058 


End 


14559 


GI 


3860333 


Score 


261 


Exons 


14058. . 14081, 14109. . 14253, 


14363. .14559 


GI Descrip. 


(AJ012693) basic blue copper protein [Cicer arietinum] 


beq. No. 


31333 


Seq. ID 


OJ990429_03. 9B02.C4 


Gene No. 


64844 


Strand 


+ 


Start 


16793 


End 


" 18863 


Name 


OJ990429 03.9B02.C4.o3.gp 


Method 


AAT/GAP 


Start 


16688 


End 


18652 


GI 


4217 1.R1084 


Score 


1744 


Exons 


16688. .16905, 17019 .. 17094 , 


17181. .17353, 18208. .18652 


GI Descrip. 


' 4758714/ref |NP_004 519. 1 |pMGST3 | 3.0e- 


25 microsomal glutatl 




S-transferase 3 >gi 2583081 


(AF026977) 


microsomal glutathii 




S-transf erase 3 [Homo sapiens] 1 




Seq. No. 


31333 


Seq. ID 


OJ990429_03. 9B02.C4 


Gene No. 


64844 


Strand 


+ 


Start 


16793 


End 


18863 


Name 


OJ990429 03.9B02.C4.o5.np 


Method 


AAT/NAP 


Start 


16790 


End 


17426 


GI 


6686399 


Score 


395 . 


Exons 


16790. .16905, 17019 .. 17094 ,* 


17181. .17426 


GI Descrip. 


(AC007234) F1E22.17 [Arabidopsis thaliana] 


Seq. No. 


31333 


Seq. ID 


OJ990429_03. 9B02.C4; 


Gene No. 


64844 


Strand 


+ 


Start 


16793 


End 


18863 


Name 


OJ990429 03.9B02.C4.o6.gs 


Method 


GENSCAN 


Start 


16793 


End 


18863 


GI 


none 


Score 


.97 


Exons 


16793. .16905, 17019 17170 , 


17181. .17353, 18705. .188 63 


Seq. No. 


31333 


Seq. ID 


OJ990429_03.9B02.C4 


Gene No. 


64845 


Strand 




Start 


3587 


End 


5526 : 


Name 


OJ990429_03.9B02.C4 .o2.gs 


Method 


GENSCAN 


Star L 


3587 


End 


5526 


GI 


none 


Score 


.56 


Exons 


3587. .3695, 3994. .4142, 4147 


..4198, 4407. .4601, 5300. .5526 
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Seq. No. 31333 - Seq. ID 

Gene No. 64846 Strand 

Start 8438 End 

Name OJ990429_03 . 9B02 . C4 . o2 . gp Method 

Start 8438 End 

GI none Score 

Exons 8438.. 8559 



OJ990429_03. 9B02.C4 

15672 
AAT/GAP 
8559 
177 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31333 
64846 
8438 

OJ990429_03. 9B02.C4 .ol.np 
8454 
5911745 

8454. .8483, 10846 11615, 
(AJ249449) NBS-LRR protein [Solanum tuberosum] 
gi | 6164 969|gb|AAF04 603. 1 |AF195939_1 (AF1 95939) 
resistance protein Gpa2 [Solanum tuberosum] 



Seq. ID 

Strand 

End 

Method 
End 
Score 
11694. .11996, 



OJ990429 03.9B02.C4 



15672 
AAT/NAP 
13426 
442 
13374. . 



13426 



disease 



Seq. No. 31333- Seq. ID 

Gene No. 64846 Strand 

Start 8438 End 

Name OJ990429_03 . 9B02 . C4 . o4 . gs Method 

Start 9575 " End 

GI none Score 

Exons -9575. . 12454 



OJ990429_03. 9B02.C4 

15672 
GEN SCAN 
12454 
. 99 



Seq. No. 


31333 






Seq. ID 


OJ990429_03. 9B02.C4 


Gene No. 


64846 






Strand 




Start 


8438 






End 


15672 


Name 


OJ990429 03. 


9B02.C4 .o5.gs 


Method 


GENSCAN 


Start 


13280 






End 


15672 


GI 


none 






Score 


. 62 


Exons 


132.80 


. .13703, 13917. . 14167, 


14 374 . . 14562, 1564 9. . 15672 


Seq. No. 


3rl333 






Seq. ID 


OJ990429_03.9B02.C4 


Gene No. 


64847 






Strand 




Start 


16734 






End 


25238 


Name 


OJ990429 03. 


9B02.C4.ol. ts 


Method 


TBLASTX : Soybean 


Start 


6794 






End 


14565 


GI....- . 


\ none 






. Score 


52 ; . : . 


Exons • 


6794. 


6844, 


6805. . 6831/ 6888 


...6998, 6899.. 6997,- -8112.. 8315, 




8119. 


8316, 


14 05 6. .14 082, 14 05 6. . 14 082, 


14126. . 14248, 




14127. 


.14252 


, 14343. . 14564, 


14344. .14565 


Seq. No. 


31333 






Seq. ID 


OJ990429_03. 9B02.C4 


Gene No. 


64847 






Strand 




Start 


. 16734 






End 


25238 


Name 


OJ990429 03. 


9B02.C4 .o3.tm 


Method 


TBLASTX: Maize 


Start 


6811 






End 


14562 


GI 


none 






Score 


174 


Exons 


6811. . 


6834, 


6813. .6914, 6866 


..6997, 688 


8. .6998, 8109. .8312, 




8110. . 


8316, 


14059. .14079, 14 153 .. 1424 5, 


14226. . 14252, 




14328 . 


. 14561 


, 14344 . . 14562 







Seq. No. 31333 Seq. ID OJ99042 9_03 . 9B02 . C4 
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Gene No. 

Start 

Name 

Start 

GI 

Exons 



64847 Strand 

16734 End 

OJ990429_03 . 9B02 . C4 . o2 . tc Method 

68 94 End 

none Score 



6894. .6998, 6908. .6994, 8109. .8318, 8110 
14159. .14251, 14344. .14562, 14352. .14576 



25238 

TBLASTX: Cress 

14576 

118 

8319, 14059. .14082, 



Seq. No. 31333 

Gene No. 64847 

Start 16734 

Name OJ990429_03 . 9B02 . C4 . o3 . tc 

Start 9638 

GI none 

Exons 9638.. 9913, 10436 .. 10612, 

11504. .11638, 11714. .11758, 11857. .11901 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990429_03.9B02.C4 
25238 

TBLASTX: Cress 
11901 
35 



11060. .11218, 11315. .11518, 



Seq. No. 31333 

Gene No. 64847 

Start 16734 

Name OJ990429__03 . 9B02 . C4 . o2 . ts 

Start 10376 

GI none 

Exons 10376. . 10537, 10973 .. 11035, 
11453. . 11557 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990429_03.9B02.C4 
25238 

TBLASTX .-Soybean 

11557 

75 



11039. .11185., 11222. .11362, 



Seq. No. 


31333 




Seq. ID 


OJ990429JD3. 9B02 


Gene No. 


64847 




Strand 




Start 


16734 




End 


25238 


Name 


OJ990429 03.9B02.C4. 


o 6 . np 


Method 


AAT/NAP 


Start 


16734 




End 


25238 


GI 


6453893 




Score 


372 


Exons 


16734. .16871, 18766. 


.18811, 


19836. .19934, 20013 20111, 




20198. .20291, 22830. 


.23054, 


23252..23369, 2394 1 24018, 




24109. .24211, 25139. 


.25238 






GI Descrip. 


(AC011663) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


31333 




Seq. ID 


OJ990429_03. 9B02 


Gene No. 


64847 




Strand 




Start 


16734 




End 


25238 


Name 


OJ990429 03.9B02.C4. 


ol . tw 


Method 


TBLASTX: Wheat 


Start 


167 67 . 




. .End - _. . 


17288 


GI 


none - 




•Score 


173 


Exons 


16767. . 16820, 16786. 


.16908, 


16787. . 169 


06, 16937. . 17089, 




17016. .17090, 17017. 


.17094, 


17020. . 170 


94, 17172. .17285, 




17174. .17254, 17178. 


.17288 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31333 
64847 
16734 

OJ990429_03.9B02.C4. 

16790 

none 

16790. .16906, 16790. 
17016 . . 17093, 17UI7 . 
17174. .17353, 17175. 
18209. . 18304 



ol . tm 



.16906, 
. 17094, 
.17354, 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ990429_03.9B02.C4 
25238 

TBLASTX: Maize 

18304 

177 



167 92. .16908, 168 90. .16925, 
17018. .17092, 17172. .17366, 
18206. .18298, 18208. .18282, 
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Seq. No. 


31333 






Seq. ID 


OJ990429_ 


03.9B02 


Gene No. 


64847 






Strand 






Start 


16734 






End 


25238 




Name 


OJ990429 03.9B02.C4 


.ol . tc 


Method 


TBLASTX: Cress 


Start 


16796 






End 


18277 




GI 


none 






Score 


120 




Exons 


16796. 


.16906, 16819 


. .16965, 


17007. .17090, 17017. 


. 17094, 




17157. 


.17327, 17172 


.17366, 


17297. .17374, 18218. 


. 18277 


Seq. No. 


31333 






Seq. ID 


OJ990429_ 


03. 9B02 


Gene No. 


64847 






Strand 






Start 


16734 






End 


25238 




Name 


OJ9904 


29JD3. 9B02.C4 


o7 . QS 


Method 


GENSCAN 




Start 


19529 






End 


24353 




GI 


none 






Score 


.76 




Exons 


19529. 


.19934, 20013 


.20111, 


20198. .20314, 22693. 


.23054, 




23252. 


.23353, 23850 


.24353 








Seq. No. 


31333 






Seq. ID 


OJ990429_ 


03.9B02 


Gene No. 


64847 






Strand 






Start 


16734 






End 


25238 




Name 


OJ990429 03. 9B02.C4 . 


o4 . QD 


Method 


AAT/GAP 




Start 


19779 






End , 


22848- 




GI ' 


none 






Score 


988 




Exons 


19779. 


.19934, 20013. 


.20111, 


20198. .203 


14, 22693. 


.22848 


Seq. No. 


31333 






Seq. ID 


OJ990429_ 


03.9B02 


Gene No. 


64847 






Strand 






Start 


16734 






End 


25238 




Name 


OJ990429 03.9B02.C4. 


o2.tm . 


Method 


TBLASTX: Maize 


Start 


19850 






End 


22910 




GI 


none 






Score 


140 




Exons 


19850. 


.19936, 19871. 


.19933, 


19907. .19933, 20007. 


.20120, 




20012. 


.20119, 20045. 


.20119, 


20084 . .20119, 20189. 


.20308, 




20195. 


.20317, 20197. 


.20319, 


20197. .20316, 20200. 


.20229, 




20203. 


.20244, 20248. 


.20313, 


22698. .22769, -22702. 


.22758, 




22791. 


.22910, 22814. 


.22900 









Seq. No. 31333 Seq. ID OJ990429JD3 . 9B02 . C4 

Gene No. 64847 Strand 

Start .16734 . ; . • ... . End. 25238 

Name OJ99042 9_03 . 9B02 . C4 . o5 ;gp Method AAT/GAP 

Start ' 23941 End 24379 

GI uC-osflcyp058h07bl Score 830 

Exons 23941.. 24379 

GI Descrip. 1 544 1872/dbj | AP000366 . 1 | AP000366 2.0e-21 Oryza sativa genomic 
DNA, chromosome 2, clone : P04 37H03 (contig a) 1 



Seq. No. 31334 

Gene No. 64848 

Start 1 

Name OJ990429_03 . 9B02 .C5.ol.gp 

Start 1 

GI none 

Exons 1 . .83 



Seq. ID OJ990429_03. 9B02.C5 

Strand + 

End 83 

Method AAT/GAP 

End 83 

Score 166 



31299 



Seq. No. 


31334 








Seq. ID 


OJ990429_03. 9B02 


.C5 


Gene No. 


64849 








Strand 


+ 




Start 


62 








End 


922 




Name 


OJ990429 03 


. 9B02.C5 


.ol. 


qs 


Method 


GEN SCAN 




Start 


62 








End 


922 




GI 


none 








Score 


.41 




Exons 


62. .922 














Seq. No. 


31334 








Seq. ID 


OJ990429_03.9B02 


-C5 


Gene No. 


64850 








Strand 






Start 


1927 








End • 


6493 




Name 


OJ990429 03 


. 9B02.C5 


.o2. 


gs 


Method 


GENSCAN 




Start 


1927 








End 


6493 




GI 


none 








Score 


.71 




Exons 


1927. .2035, 


3678. .3775, 


5189. 


.5344, 64 


37. .6493 




Seq. No. 


31334 








Seq. ID 


OJ990429_03. 9B02 


.C5 


Gene No. 


64851 








Strand 






Start 


9086 








End 


9509 




Name 


OJ990429 03, 


. 9B02.C5. 


.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


58 








End 


166 




GI 


none 








Score 


113 




Exons 


58. .165, 62. 


, .166 












Seq. No. 


31334 








Seq. ID 


OJ990429_03.9B02 


.C5 


Gene No. 


64851 








Strand 






Start 


9086 








End 


9509 




Name 


OJ990429 03. 


.9B02.C5 


.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


166 








End 


469 




GI 


none 








Score 


292 




Exons 


166. .339, 167. .403, 


383 


. .469, 


385. .468 






Seq. No. 


31334 








Seq. ID 


OJ990429_03. 9B02 , 


.C5 


Gene No. 


64851 








Strand 






Start 


9086 








End 


9509 




Name 


OJ990429 03. 


, 9B02.C5, 


.o2. 


tm 


Method 


TBLASTX: Maize' 




Start 


530 








End 


984 




GI 


none 








Score 


72 •■ 




Exons 


530. .628, 533. .628, 


614 


. .823, 


614 . .820 


, 682. .825, 814. .951, 




817. .852, 8£ 


!4 . . 913, 


933 


. . 968, 


939. .980, 952. . 984 




Seq. No. 


- 31334- ;_ _-. 








Seq. ID 


OJ990429_03. 9B02\ 


.C5- 


Gene No. 


64851 








Strand 






Start 


9086 








End 


9509 




Name 


OJ990429 03. 


9B02.C5. 


>o4 . 


gs 


Method 


GENSCAN 




Start 


9086 








End 


9509 




GI 


none 








Score 


.92 




Exons 


9086. .9255, 


9327. .9509 










Seq. No. 


31335 








Seq. ID 


OJ990429_03.9B02. 


,C6 


Gene No. 


64852 








Strand 


+ 




Start 


350 








End 


1182 




Name 


OJ990429 03. 


9B02.C6. 


ol. 


gs 


Method 


GENSCAN 




Start 


350 








End 


1182 




r~i -r 


nuae 








Score 


.92 





Exons 



350. .898, 993. .1182 



31300 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31336 
64853 
1 

OJ990429_03 . 9B02 . C7 . ol . np 
1 

6692729 
1..366 

(AC012679) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990429_03. 9B02.C7 

Strand + 

End 366 

Method AAT/NAP 

End 366 

Score 176 



31336 
64853 
1 

OJ990429JD3. 9B02 . C7 . ol . gs 
52 

none 
52. .134 



Seq. ID OJ990429_03.9B02.C7 

Strand + 

End 366 

Method GENSCAN 

End 134 

Score .76 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



31336 
64853 
1 

OJ990429_03. 9B02.C7 .ol. tm 
52 

none 

52. .192, 52. .183, 62. .184, '93. 



Seq. ID OJ990429_03.9B02.C7 
Strand + 

366 

TBLASTX: Maize 
192 
207 



End 

Method 
End 
Score 
. 188 



31337 
64854 
37 

OJ990429_03 . 9B02 . C8 . ol . np 
37 

6692729 
37. .204 

(AC012679) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990429_03.9B02.C8 
Strand 

207 

AAT/NAP 
204 
153 



End 

Method 

End 

Score 



31337 
64854 
37 

OJ990429_03. 9B02 . C8 .ol. tm 
76 

none 

76. .207, 83. .205, 145. .207 



Seq. ID OJ990429_03.9B02.C8 

Strand 

End 207 

Method TBLASTX: Maize . . 

End 207 

Score 195 



Seq. No. 31338 

Gene No. 64855 

Start 420 

Name OJ990429_03 . 9B02 . C9 . ol . gs 

Start 420 

GI none 

Exons 420.. 548, 606.. 791 



Seq. ID OJ990429_03.9B02.C9 

Strand + 

End 1517 

Method GENSCAN 

End 791 

Score . 64 



Seq. No. 
Gene No. 
Start 
Name 

n j_ i_ 

JLdIL 

GI 

Exons 



31338 
64855 
420 

OJ990429_03. 9B02 .C9.ol.np 
4 4 2 

6721512 



Seq. ID OJ990429_03.9B02.C9 

Strand + 

End 1517 

Method AAT/NAP 

_nd 1517 

Score 133 



442. .549, 577. .709, 752. .787, 1419. .1517 



31301 



GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sat iva ] 


Seq. No. 


31339 




Seq. ID 


OJ990429 


Gene No. 


64856 




Strand 


+ ~ 


Start 


1 




End 


1554 


Name 


OJ990429 03.9B02.C10.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


1551 


GI 


6498436 




Score 


422 


Exons 


1..87, 959. .1232, 1433.. 


1551 




GI Descrip. 


(AP000815) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


31339 




Seq. ID 


OJ990429_ 


Gene No. 


64856 




Strand 


+ 


Start 


1 




End 


1554 


Name 


OJ990429 03.9B02.C10.ol. 


gs 


Method 


GENS CAN 


Start 


907 




End 


1554 


GI 


none 




Score 


.56 


Exons 


907. .1060, 1433. .1554 








Seq. No. 


31340 




Seq. ID 


OJ990429 


Gene No. 


64857 




Strand 


+ ~ 


Start 


471 




End 


1631 


Name 


OJ9904 29 03 . 9B02 . Cll .ol . 


gp 


Method 


AAT/GAP 


Start 


471 * 




End 


975 


GI 


20040 1.R1084 




Score 


958 


Exons 


471. .975 








GI Descrip. 


1 4176420/dbj IBAA37167 | 2 


:. Oe- 


11 (AB008097) cytoch: 




[Arabidopsis thaliana] ' 








Seq. No. 


31340 




Seq. ID 


OJ990429J 


Gene No. 


64857 




Strand 


+ 


Start 


471 




End 


1631 


Name 


OJ990429 03.9B02.Cll.ol. 


gs 


Method 


GENSCAN 


Start 


811 




End 


1402 


GI 


none 




Score 


.96 


Exons 


811. .957, 1030. .1115, 1210.. 


1402 




Seq. No. 


31340 




Seq. ID 


OJ990429 ( 


Gene No. 


64857 




Strand 


+ 


Start 


471 




End 


1631 


Name 


OJ990429 03. 9B02.Cll.ol. 


np 


Method 


AAT/NAP 


Start 


959 . 


. End 


1631 \ 


GI - 


4585708 




' Score - 


292 


Exons 


959. .1115, 1210. .1332, 1447. 


.1631 





GI Descrip. (AJ238117) putative phospholipase A2 [Oryza sativa] 



Seq. No. 31340 

Gene No. 64858 

Start 1446 

Name OJ990429_03 . 9B02 . CI 1 . o2 . gs 

Start 1446 

GI none 

Exons 1446.. 1657, 3555.. 3626, 3769. 



Seq. ID OJ990429_03.9B02.C11 
Strand 

End 3850 

Method GENSCAN 

End 3850 ' 

Score .47 
.3850 



Gene No. 
Start 



J104U 

64859 
4150 



Seq. ID OJ990429_03.9B02.C11 
Strand 

End 4403 



31302 



Name 

Start 

GI 

Exons 



OJ990429_03 . 9B02 . Cll . ol . tm Method TBLASTX: Maize 
1052 End 1616 

none Score 47 

1052, .1111, 1203. .1322, 1211. .1321, 1439. .1540, 1450. .1476, 
1521. .1616 



Seq. No*. 31340 

Gene No. 64859 Strand 

Start 4150 End 

Name OJ990429_03 . 9B02 . Cll . ol . ts Method 

Start 1082 End 

GI none Score 

Exons 1082. .1114, 1203. .1334, 1211. .1336 



Seq. ID OJ990429_03.9B02.C11 



4403 

TBLASTX: Soybean 

1336 

47 



Seq. No. 31340 Seq. ID 

Gene No. 64859 Strand 

Start 4150 End 

Name OJ990429_03 . 9B02 .Cll . ol . tc Method 

Start 1211 End 

GI none Score 

Exons 1211. .1336, 1212. .1424, 1521. .1604 



OJ990429_03.9B02.C11 
4403 

TBLASTX: Cress 

1604 

214 



Seq. No. 31340 p Seq. ID 

Gene No. 64859 Strand 

Start 4150 End 

Name OJ9904 2 9_03 . 9B02 . CI 1 . o2 . gp Method 

Start 4150 End 

GI 3763197 Score 

Exons 4150.. 4403 



OJ990429__03.9B02.C11 

4403 
AAT/GAP 
4403 
461 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31341 
64860 
1 

OJ9904 29_03. 9B02 . C12 . ol . np 
1 

3785978 



Seq. ID OJ990429_03.9B02.C12 
Strand 

End 1637 

Method AAT/NAP 

End 1579 

Score 271 



1..91, 698. .766, 1013. .1073, 1241. .1359, 1525. .1579" 
(AC005560) unknown protein [Arabidopsis thaliana] 



Seq. No. 31341 

Gene No. 64860 

Start . - i - - _ ■- - 

Name- OJ990429_03 . 9B02 . C12 . ol . gp 

Start .23 

GI 31417_1.R1084 

Exons 23.. 91, 698.. 766, 1013. 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1073, 1241 



OJ990429_03.9B02.C12 

1637 
AAT/GAP 
1637 
722 

1359, 1525.. 1637 



'3785978 8.0e-28 (AC005560) unknown protein [Arabidopsis 
thaliana] ' 



Seq. No. 
Gene No. 
. Start 
Name 
Start 

r> t 

\J -L 

Exons 



31341 
64860 
1 

OJ9904 29_03. 9B02 . C12 . ol . gs 
698 



Seq. ID OJ990429_03.9B02.C12 



Strand 
End 

Method 

End 

Score 



1637 
GENSCAN 
1579 
. 62 



698. .766, 1013. .1073, 1241. .1331, 1384. .1464, 1470. .1579 



31303 



Seq. No. 31342 Seq. ID 

Gene No. 64861 Strand 

Start "4 8 End 

Name OJ990429__03.9B02.C13.ol.gs Method 

Start "48 End 

GI none Score 

Exons 48.. 353 



OJ990429_03.9B02.C13 
+ 

353 

GEN SCAN 

353 

.99 



Seq. No. 31342 Seq. ID 

Gene No. 64862 Strand 

Start 1 End 

Name * OJ990429_03 . 9B02 . C13 . ol . gp Method 

Start ' 1 End 

GI 5701675 Score 

Exons 1 . .57 6 



OJ990429_03.9B02.C13 
576 

AAT/GAP 

576 

1050 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31343 Seq. ID OJ990429_03.9B02.C14 

64863 Strand 

85 End 764 

OJ990429_03 . 9B02 . C14 . ol . gp Method AAT/GAP 

85 End 764 

16427_1.R1084 Score 126 

85. .120, 692. .764 

'2290382 3.0e-10 (U89985) serine/threonine protein phosphatase 
PPT1 [Neurospora crassa] ' 



31344 Seq. ID 

64864 Strand 

4 65 End 
OJ990429_03. 9B02 . C15 . ol . gs Method 

4 65 End 

none Score 
465. .512 



OJ990429_03.9B02.C15 
+ 

704 

GENSCAN 

512 

.71 



Seq. No. 
Gene No. 
•Start 
Name. 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 
• GI 

Exons 



31344 Seq. ID 

64864 Strand 

4 65 End 
OJ990429_03 . 9B02 . C15 . ol . np Method 

4 65 End 

2586082 Score 
465. .704 

(CJ72725) retrofit ..[Oryza longistaminata] 



OJ990429_03.9B02.C15 
+ 

704 

AAT/NAP 
704 
197 



31345 Seq. ID 

64865 Strand 

113 End 
OJ990429_03. 9B02 . CI 6 . ol . gs Method 

113 End 

none Score 
113. .227 



OJ990429_03.9B02.C16 
227 

GENSCAN 

227 

.63 



Seq. No. 
Gene No. 
Start 

VT-, 

Start 
GI 



31346 
64866 
374 

\ju y : 

374 
none 



?_uj . 3duz . ui / . oi . gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990429_03.9B02.C17 
544 

AAT/GAP 

533 

288 



31304 



Exons 



374. .533 



Seq. No. 31346 Seq. ID 

Gene No. 64866 Strand 

Start 374 End 

Name OJ9904 29_03 . 9B02 . C17 . ol . gs Method 

Start 378 End 

GI none Score 

Exons 378.. 544 



OJ990429_03.9B02.C17 
544 

GENSCAN 

544 

.67 



Seq. No. 31347 Seq. ID 

Gene No. 64867 Strand 

Start 267 End 

Name OJ990429_03 . 9B02 . C18 . ol . gs Method 

Start 267 End 

GI none Score 

Exons 267.. 313, 350.. 463 



OJ990429_03.9B02.C18 
+ 

463 

GENSCAN 

463 

.72 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31348 
64868 
1 

OJ9904 29JD3. 9B02 . C19 . ol . np 

1 , 

2290382 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990429 03.9B02.C19 



10964 
AAT/NAP 
4332 
95 

1..40, 3553..3623, 3990. .4041, 4163. .4332 

(U89985) serine/threonine protein phosphatase PPT1 [Neurospora 
crassa] 



Seq. No. 31348 Seq. ID 

Gene No. 64868 Strand 

Start 1 End 

Name OJ99042 9_03 . 9B02 . C19 . o2 . gs Method 

Start 2710 End 

GI none Score 
Exons 



OJ990429_03.9B02.C19 

10964 
GENSCAN 
10964 
.81 



2710. .2826, 3990. 
6608. .6699, 7562. 
10759. .10964 



.4041, 4163. .4290, 4775. .4975, 5675. .5809, 
.7744, 7874. .7999, 8582. .8706, 8881. .9033, 



Seq. No. 
Gene No. 
Start 
Name " ' 
Start ■ 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 

Start 

/~> -r 

Exons 



31348 
64868 

1 

OJ990429_03. 9B02 . C19 . ol . gp 
3309 

16427_1.R1084 
3309.. 3411, 3554 
5675.. 5809, 6608 
f 2290382 3.0e-10 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990429_03.9B02.C19 

10964 
AAT/GAP 
6754 
1499 



.4041, 4163. .4290, 4775. .4975, 



3623, 3990. 
6754 

U89985) serine/threonine protein phosphatase 



PPT1 [Neurospora crassa] 1 

31348 Seq. ID 

64868 Strand 

1. End 

OJ990429_03 . 9B02 .CI 9 . ol . tm Method 

4234 End 

riune Score 



OJ990429_03.9B02.C19 
10964 

TBLASTX: Maize ' 

8712 

b9 



4234. .4293, 4235. .4291, 4770. .4976, 4776. .4925, 4813. .4977, 
4826. .4978, 5672. .5812, 5673. .5810, 5674. .5811, 6601. .6762, 



31305 



6601.. 6762, 6608. 

7312. .7371, 7315. 

7561. .7746, 7563. 

7862. .7999, 7866. 
8590. .8712 



.6766, 6608. .6769, 6666. .6770, 6666. .6770, 

,7392, 7369. .7440, 7375. .7455, 7552. .7746, 

.7751, 7566. .7748, 7861. .7950, 7861. .7998, 

.8000, 7866.. 8000, 8569.. 8712, 8580.. 8708, 



Seq. No. 31348 

Gene No. 64868 

Start 1 

Name OJ99042 9_03 . 9B02 .CI 9 . ol , 

Start 6714 

GI none 

Exons 6714.. 6776, 6719.. 6769, 
7861. .7950, 7866. .7958 



ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990429_03.9B02.C19 
10964 

TBLASTX: Soybean 

7958 

69 



7384.-7452, 7551. .7751, 7561. .7749, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990429 03.9B02.C19 



Seq. No. 31348 
Gene No. 64868 
Start 1 

Name OJ99042 9_03 . 9B02 . C19 . o2 . np 

Start 7279 
GI 2342685 

Exons 7279. .7393, 7558. .7744, 7874, 

10759. . 10880 

GI Descrip. (AC000106) Contains similarity to Rhodococcus amidase 

(gb|D16207). ESTs gb | T20504, gb | H36650, gb | N97423, gb | H36595 
from this gene. [Arabidopsis thaliana] 



10964 
AAT/NAP 
10880 
448 



.7999, 8582. .8706, 8881. .9033, 



come 



Seq. No. 


31349 


Seq. ID 


OJ990429_03.9B02.C21 


Gene No. 


64869 


Strand 




Start 


431 


End 


625 


Name 


OJ990429 03. 9B02 . C21 . ol . np 


Method 


AAT/NAP 


Start 


431 


End 


625 


GI 


769712 


Score 


180 


Exons 


431. .625 






GI Descrip. 


(D32052) ORF72 [Oryza sativa] 






Seq. No. 


31350 


Seq. ID 


OJ9904 2 9_03. 9B02 .C23 


Gene No. 


64870 * 


Strand 




Start 


105 


End 


192 


Name 


OJ99042 9 03. 9B02 . C23 . ol . gs 


Method 


GENSCAN 


Start 


105 


End 


192 


GI; ' 


none " ' ' ; 


Score 


.53 ; - \' v - . 


Exons 


105. .192 






Seq. No. 


31351 


Seq. ID 


OJ990429_03.9B02.C26 


Gene No. 


64871 


Strand 




Start 


1 


End 


1056 


Name 


OJ990429 03.9B02.C26.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


863 


GI 


43031 1.R1084 


Score 


243 


Exons 


1..125, 798. .863 






GI Descrip. 


'2 909521/emb|CAA174 03 | 1.0e-08 


(AL021932) hypothetical protein 




Rv0446c [Mycobacterium tuberculosis] 1 




O _ V7 _ 


31351 


Seq. ID 


Oj9904 29_03 . 9BU2 . C^6 


Gene No. 


64871 


Strand 




Start 


1 


End 


1056 



31306 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990429_03 . 9B02 . C26 . ol . np Method AAT/NAP 
1 End 1056 

6692729 Score 149 

1..125, 798. .1056 

(AC012679) unknown protein [Arabidopsis thaliana] 



31351 
64871 
1 

OJ990429_03.9B02.C2 6. ol. tm 
17 

none 



Seq. ID OJ990429_03.9B02.C26 
Strand 

End 1056 

Method TBLASTX : Mai ze 

End 847 

Score 121 



17. .133, 43. .126, 44. .133, 791. .847, 798. .836 



31351 
64871 
1 

OJ990429_03.9B02.C26.ol.gs 
44 

none 
44 . . 125 



Seq. ID OJ990429_03.9B02.C26 
Strand 

End 1056 

Method GENSCAN 

End 125 

Score . 97 



Seq. No. 31352 

Gene No. 64872 

Start 31 

Name OJ990429_03 . 9B02 . C28 . ol . gs 

Start 31 

GI none 

Exons 31.. 44, 463.. 697 

Seq. No. 31352 

Gene No. 64873 

Start 1 

Name OJ990429_03 . 9B02 . C28 . ol . gp 

Start 1 

GI none 

Exons 1..128 



Seq. ID OJ990429_03.9B02.C28 

Strand + 

End 697 

Method GENSCAN 

End 697 

Score .57 



Seq. ID OJ990429_03.9B02.C28 

Strand 

End 128 

Method AAT/GAP 

End 128 

Score 232 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descr ip . 



31353 
64874 

1 

OJ990429J)3. 9B02 ; C29 . ol . np 
1 

3785978 
1. .236 

(AC005560) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990429_03.9B02.C29 
Strand 

End 236 

Method AAT/NAP - / 

End ' 236 

Score 98 



31353 
64874- ' 
1 

OJ990429_03. 9B02 . C29 . ol . gp 
58 

13145_2.R1084 
58.. 132 

■ 5824 665/emb i CAB54355 . 1 j 6.0e-30 (ALI10479) predicted using 
Genefinder; preliminary prediction [Caenorhabditis elegans] 1 



Seq. ID OJ990429_03.9B02.C29 

Strand 

End 236 

Method AAT/GAP 

End 132 

Score 131 



31307 




Seq. No. 


31354 




Seq. ID 


OJ990429 03 9B02 


. C30 


Gene No. 


64875 




Strand 


+ _ 




Start 


1 




End 


1056 




Name 


OJ990429 


_03. 9B02.C30.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


1054 




GI 


1707017 




Score 


1436 




Exons 


1. .1054 










GI Descrip. 


(U78721) 


putative U5 small nuclear ribonucleoprotein, an RW 




helicase 


[Arabidopsis thaliana] 






Seq. No. 


31354 




Seq. ID 


OJ990429 03.9B02 


.C30 


Gene No. 


64875 




Strand 


+ 




Start 


1 




End 


1056 




Name 


OJ990429 


_03.9B02.C30.o2.tm 


Method 


TBLASTX: Maize 




Start 


1 




End 


355 




GI 


none 




Score 


245 




Exons 


1..276, 1..276, 2. .277, 54.. 


350, 59. .355, 60. .353 




Seq. No. 


31354 




Seq. ID 


OJ990429_03.9B02 


.C30 


Gene No. 


64875 




Strand 


+ 




Start 


1 




End 


1056 




Name 


OJ990429 


_03.9B02.C30.ol.gs 


Method 


GENSCAN 




Start 


60 




End 


908 




GI 


hone 




Score 


.8 




Exons 


60. . 908 










Seq. No. 


31354 




Seq. ID 


OJ990429_03. 9B02 


.C30 


Gene No. 


64875 




Strand 


+ 




Start 


1 




End 


1056 




Name 


OJ990429 


_03.9B02.C30.o2.tc 


Method 


TBLASTX: Cress 




Start 


144 




End 


683 




GI 


none 




Score 


165 




Exons 


144. .377, 


152. .334, 408. . 683 








Seq. No. 


31354 




Seq. ID 


OJ990429_03. 9B02 


C30 


Gene No. 


64875 




Strand 


+ 




Start 


1 




End 


1056 




Name 


OJ990429 


03. 9B02.C30.o2. ts 


Method 


TBLASTX: Soybean 




Start 


148 




End 


497 




GI 


none 




Score 


536 




Exons 


148. .300, 


149. .496, 150. .497 


, 150. .497 






Seq. No. 


31354 




Seq. ID 


OJ990429_03.9B02. 


C30 


Gene No. 


64875 




Strand 


+ 




Start 


1 




End 


1056 




Name 


OJ990429 


03.9B02.C30.ol. tw 


Method 


TBLASTX: Wheat 




Start 


201 




End 


707 




GI 


none 




Score 


83 




Exons 


201. .368, 


416. . 682, 417. .704 


, 438. .707 






Seq. No. 


31354 




Seq. ID 


OJ990429_03. 9B02. 


C30 


.Gene No. 


64875 




Strand 


+ 




Start 


1 




End 


1056 




Name 


OJ990429_ 


03.9B02.C30.ol.tm 


Method 


TBLASTX: Maize 




n j j_ 

O LOl L 


-> /- r\ 




End 


622 




GI 


none 




Score 


436 




Exons 


360. .620, 


362.. 622, 365.. 622 









31308 



Seq. No. 31354 Seq. ID 

Gene No. 64875 Strand 

Start 1 End 

Name OJ990429_03 . 9B.02 . C30 . ol . gp Method 

Start 554 End 

GI LIB3434-030-PJL-K1-F2 Score 

Exons 554 . . 936 

GI Descrip. 1 5803242/dbj | AP000399 . 1 | AP000399 1.0e-39 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 1 



OJ990429_03 . 9B02 .C30 
+ 

1056 
AAT/GAP 
936 
693 



Seq. No. 31354 

Gene No. 64875 

Start 1 

Name OJ990429_03 . 9B02 . C30 . ol . ts 

Start 585 

GI none 

Exons 585.. 839, 5i 
844 . . 1056 



Seq. ID OJ990429_03.9B02.C30 

Strand + 

End 1056 

Method TBLASTX : Soybean 

End 1056 

Score 420 

7. .766, 591. .839, 595. .849, 596. .850, 842. .1051, 



Seq. No. 31354 

Gene No. 64875 

Start 1 

Name OJ990429_03 . 9B02 . C30 . ol . tc 

Start 684 

GI none 

Exons 684. .839, 684. .839, 842 .. 1000, 84 4 .. 999 



Seq. ID OJ990429 03.9B02.C30 



Strand 
End 

Method 

End 

Score 



+ 

1056 

TBLASTX: Cress 
1000 
228 



Seq. No. 


31355 










Seq. ID 


OJ99042 9JD3 . 9B02 .C32 


Gene No. 


64876 










Strand 




Start 


1 










End 


735 


Name 


OJ990429 


_03. 


9B02.C32. 


ol 


.np 


Method 


AAT/NAP 


Start 


1 










End 


735 


GI 


475600 










Score 


751 


Exons 


1. .204, 


290. 


.735 










GI Descrip. 


(U08383) 


BiP 


isof orm 


B 


[Glycine max] 




Seq. No. 


31355 










Seq. ID 


OJ990429_03.9B02.C32 


Gene No. 


64876 










Strand 




Start 


1 










End 


735 


Name 


OJ990429 


_03. 


9B02 .C32 . 


ol 


. tw 


Method 


TBLASTX: Wheat 


Start." 


35 - 










End - 


■723 -■ - 


GI 


none 










Score 


109 


Exons 


35. .238, 


47. 


.205, 291 




554, 


364 . . 558, 


553. .723, 554. .625 



Seq. No. 31355 Seq. ID OJ99042 9_03.9B02.C32 

Gene No. 64876 Strand 

Start 1 End 735 

Name 0 J9904 29_03 . 9B02 . C32 . ol . tc Method TBLASTX : Cress 

Start 47 End 735 

GI none Score 118 

Exons 47. .205, 48. .206, 50. .241, 291. .554, 364. .555, 499. .564, 
500. .556, 553. .735, 560. .628 

Seq. No. 31355 Seq. ID UJ9yU42y_03.9B02.C32 

Gene No. 64876 Strand 

Start 1 End 735 



31309 




Name 


OJ990429 


_03.9B02.C32.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


47 






End 


735 




GI 


none 






Score 


111 




Exons 


47. .205, 


93. .206, 291.. 


554, 


364 . .552, 


553. .735, 554. .628 


Seq. No. 


31355 






Seq. ID 


OJ990429_03.9B02 


.C32 


Gene No. 


64876 - 






Strand 






Start 


1 






End 


735 . 




Name 


OJ990429 


_03.9B02.C32.ol 


.tin 


Method 


TBLASTX: Maize 




Start 


47 






End 


735 




GI 


none 






Score 


153 




Exons 


47. .205, 


50. .241, 291.. 


554, 


364. .558, 


553. .735, 554. .628 


Seq. No. 


31355 






Seq. ID 


OJ990429_03.9B02 


.C32 


Gene No. 


64876 






Strand 






Start 


1 






End 


735 




Name 


OJ990429 


_03.9B02.C32.ol 


.gs 


Method 


GENSCAN 




Start 


50 






End 


539 




GI 


none 






Score 


.99 




Exons 


50. .204, 


290. .539 










Seq. No. 


31356 






Seq. ID 


OJ990429_03.9B02 


.C33 


Gene No. 


64877 






Strand 


+ 




Start 


187 






End 


1301 




Name 


OJ990429 


_03.9B02.C33.ol 


,np 


Method 


AAT/NAP 




Start 


187 






End 


1301 - 




GI 


2586082 






Score 


1021 




Exons 


187. .1301 










GI Descrip. 


(U72725) 


retrofit [Oryza longistaminata] 




Seq. No. 


31356 






Seq. ID 


OJ990429_03.9B02 


.C33 


Gene No . 


64877 






Strand 


+ 




Start 


187 






End 


1301 




Name 


OJ990429 


03.9B02.C33.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


193 






End 


576 




GI 


none 






Score 


96 




Exons 


193. .375, 


418. .576, 435 


. .572 








Seq. No. 


31356 






Seq. ID 


OJ990429 03.9B02 


C33 


Gene No . 


64877 






Strand 


+ 




Start 


187 






End 


1301 




Name 


OJ990429 


03 . 9B02.C33..O1. 


. tm 


Method 


TBLASTX: Maize 




Start 


264 






End . 


666 




GI 


none 






Score 


91 




Exons 


264. .359, 


265.. 375, 379 


. .666 


, 411. .665 






Seq. No. 


31356 






Seq. ID 


OJ990429 03.9B02. 


C33 


Gene No . 


64877 






Strand 


+ 




Start 


187 






End .. 


1301 




Name 


OJ990429 


03.9B02.C33.o2 


tm 


Method 


TBLASTX: Maize 




Start 


684 






End 


1241 




GI 


none 






Score 


66 




Exons 


684. .821, 


990. .1070, 999. .1241, 1119.. 


1241 




St;q. No. 


31356 






Seq. ID 


OJ990429_03. 9B02. 


C33 


Gene No. 


64877 






Strand 


+ 




Start 


187 






End 


1301 





31310 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990429_03 . 9B02 . C33 . o2 . tw Method 

1059 End 

none Score 
1059. .1250, 1077. .1280 



TBLASTX: Wheat 

1280 

191 



31357 
64878 
1 

OJ990429_03. 9B02 . C34 . ol . np 
1 

2586082 
1..2202, 2444. .3590 

(U72725) retrofit [Oryza longistaminata] 



Seq. ID OJ990429_03.9B02.C34 
Strand + 

3590 • 
AAT/NAP 
3590 
3406 



End ■■»•■ 
Method 
End 
Score 



31357 
64878 
1 

OJ990429JD3. 9B02 . C34 . ol . gs 
98 

none 



Seq. ID OJ990429_03.9B02.C34 

Strand + 

End 3590 

Method GENSCAN 

End 3459 

Score .53 



98. .807, 1780. .2138, 2810. .3117, 3256. .3459 



31357 
64878 
1 

OJ9904 2 9_03. 9B02.C34.o4 .tm 

309 

none 



Seq. ID OJ990429_03.9B02.C34 

Strand + 

End 3590 

Method TBLASTX: Maize 

End 568 

Score 56 



309. .389, 317. .397, 326. .568, 446. .568 



31357 
64878 
1 

OJ99042 9_03. 9B02.C34 .ol.tw 

386 

none 

386. .619,. 404. .613, 614. .775 



Seq. ID OJ990429_03.9B02.C34 

Strand + 

End 3590 

Method TBLASTX : Wheat 

End 775 

Score 236 



Seq. No. 31357 

Gene No. 64878 

Start 1 

Name OJ9904 29_03 . 9B02 . C34 . o3 . ts 

Start 860 

GI none. . * - - 

Exons 860.. 1060, 1085.. 1255 



Seq. ID OJ990429_03.9B02.C34 

Strand + 

End 3590 

Method TBLASTX: Soybean 

End 1255 

Score 174 



Seq. No. 31357 

Gene No. 64878 

Start 1 

Name OJ9904 2 9_03 . 9B02 . C34 . o5 . tw 

Start 1064 

GI none 

Exons 1064.. 1246, 1093.. 1245, 1271. 

Seq. No. 31357 

Gene No. 64878 

Start 1 



Seq. ID OJ990429_03.9B02.C34 
Strand + 

3590 

TBLASTX: Wheat 
1360 
148 



End 

Method 
End 
Score 
.1360 



Seq. ID OJ990429_03.9B02.C34 
Strand + 
End 3590 



31311 



Name OJ990429_03 . 9B02 . C34 . ol . tc 

Start 1265 

GI none 

Exons 1265.. 1714, 1276.. 1410 

Seq. No. 31357 

Gene No. 64878 ■ ' 

Start 1 

Name OJ990429_03 . 9B02 . C34 . o2 . ts 

Start 1277 

GI none 

Exons 1277.. 1696, 1564.. 1629 



Method TBLASTX : Cress 
End 1714 
Score 327 



Seq. ID OJ990429_03.9B02.C34 

Strand + 

End 3590 

Method TBLASTX : Soybean 

End 1696 

Score 260 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

O U. 

Gene No. 
Start ' 



31357 
64878 
1 

OJ99042 9_03. 9B02.C34 .o3.tm 

1363 

none 

1363. .1689, 1370. .1693 

31357 
64878 
1 

OJ990429_03. 9B02.C34 ,o3.tw 

1367 

none 

1367. .1714, 1498. .1710 

31357 
64878 
1 

OJ99042 9_03.9B02.C34 .ol.ts 

2561 

5509260 

2561. .2701, 2576. .2728, 2742. 



Seq. ID OJ990429_03.9B02.C34 

Strand + 

End 3590 

Method TBLASTX : Mai ze 

End 1693 

Score 269 



Seq. ID OJ990429_03.9B02.C34 

Strand + 

End 3590 

Method TBLASTX : Wheat 

End 1714 

Score 274 



Seq. ID OJ990429_03.9B02.C34 

Strand + 

End 3590 

Method TBLASTX : Soybean 

End 3018 

Score 106 

2801, 2743. .3018, 2841. .2978 



31357 
64878 
1 

OJ99042 9_03. 9B02 .C34 .o2. tc ; 
2675 
none 

2675. .2734, 2683. .2733, 2743. .2901, 2751. .2900 



Seq. ID OJ990429_03.9B02.C34 
Strand + 
End 3590 
Method . TBLASTX : Cress ; 
End 2901 
Score 84 



31357 
64878 
1 

OJ9904 29_03. 9B02 .C34 .o4 . tw 

2743 

none 

2743. .3006, 2841. .2978, 2842, 

31357 
64878 
1 



Seq. ID OJ990429_03.9B02.C34 
Strand + 

3590 

TBLASTX: Wheat 
3006 
238 



End 

Method 
End 
Score 
.2988 



Seq. ID OJ990429_03.9B02.C34 
Strand + 
End 3590 



31312 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990429_03 . 9B02 . C34 . ol . tm Method 
2815 End 
none Score 



TBLASTX : Maize 

3255 

293 



2815. .3099, 2835. .3056, 3156. .3215, 3160. .3255 



31357 
64878 
1 

OJ99042 9_03. 9B02.C34 .o4 .ts 

3172 

none 



Seq. ID OJ990429_03.9B02.C34 

Strand + 

End 3590 

Method TBLASTX : Soybean 

End 3558 

Score 161 



3172. .3360, 3183. .3356, 3376. .3558 



31357 
64878 
1 

OJ9904 2 9_03. 9B02.C34 . o2 . tw 

3196 

none 



Seq. ID OJ990429_03.9B02.C34 

Strand + 

End 3590 

Method TBLASTX : Wheat 

End 3586 

Score 341 



3196. .3549, 3201. .3509, 3506. .3586 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
. Name ' * 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31357 
64878 

1 End 

OJ990429_03. 9B02.C34 .o2.tm ^ Method 
3315 * End 
none Score 



Seq. ID OJ990429_03.9B02.C34 
Strand + 

359.0 

TBLASTX: Maize 
3589 
241 



3315. .3509, 3316. .3531, 3325. .3510, 3506. .3589 



31358 
64879 
1 

OJ99042 9_03.9B02.C35.ol.np 
1 

2586082 
1..347 

(U72725) retrofit [Oryza longistaminata] 



Seq. ID OJ990429_03.9B02.C35 

Strand + 

End 347 

Method AAT/NAP 

End 347 

Score 480 



31358 
64880 
666 

OJ990429_03. 9B.02 . C35 . ol . gs 

666 

none 

666.. 708, 1317.. 1609 

31358 
64881 
19.47 

OJ990429_03. 9B02 . C35 . ol . ts 
2 

none 

2. .190, 3. .296, 9. .215 



Seq. ID OJ990429_03.9B02.C35 

Strand ' + 

End 1609 

Method GENSCAN ; 

End 1609 

Score . 4 



Seq. ID OJ990429_03.9B02.C35 
Strand 

End 2170 

Method TBLASTX : Soybean 

End 296 

Score 238 



Gene No. 
Start 



J1J30 

64881 
1947 



Seq. ID OJ990429_03.9B02.C35 
Strand 

End 2170 



31313 



Name 

Start 

GI 

Exons 



OJ990429_03 . 9B02 .C35 . ol . tm Method 

3 End 

none Score 
3. .290, 3. .275 



TBLASTX: Maize 

290 

278 



Seq. No. 31358 

Gene No.. 64.881 

Start 1947 

Name OJ990429_03 . 9B02 .'C35 . o2 . np 

Start 1947 

GI 769712 

Exons 1947.. 2170 

GI Descrip. (D32052) ORF72 [Oryza sativa] 

Seq. No. 31359 

Gene No. 64882 

Start 16 

Name OJ99042 9_03 . 9B02 . C36 . ol . gs 

Start 16 

GI none 

Exons 16.. 99, 164.. 384, 1253.. 1433, 
2501.. 2580, 3708.. 4317 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1459 



OJ990429_03.9B02.C35 

2170 
AAT/NAP 
2170 
169 



OJ990429_03.9B02.C36 

+ 



4317 
GENSCAN 
4317 
.8 

1568, 2273. 



.2360, 



Seq. No. 31359 

Gene No. 64883 

Start 4502 

Name OJ990429_03 . 9B02 . C36 . ol . gp 

Start 4435 

GI 52910_1.R1084 

Exons 4435.-4794, 4932.. 5103, 5194 

GI Descrip. 1 5091622/gb | AAD39610 . 1 | AC0074 54_9 
[Arabidopsis thaliana] 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 
5349 

3.0e-26 



OJ990429_03. 9B02 .C36 
+ 

5966" 
AAT/GAP 
5349 
1251 



(AC007454) F23M19.10 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No." - 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31359 Seq. ID 

64883 Strand 

4502 End 

OJ990429_03 . 9B02 . C36 . o2 . gs Method 

4502 End 

none Score 



OJ990429_03.9B02.C36 
+ 

5966 
GENSCAN 

5908 . . 

.56 



4502. .4794, 4932. .5103, 5194. .5787, 5894. .5908 



31359 ' Seq. ID OJ990429 . 03 . 9B02-. C36~ 

64883 ■ Strand 
4502 End 
OJ990429_03 . 9B02 . C36 . o2 . gp Method 
5360 End 
55273_1.R1084 Score 
5360.. 5966 

*310775/gb|L08874 | SYNPHSCSKV 1.0e-20 PhageScript SK cloning 
vector ' 



OJ990429_03. 9B0^ 

5966 
AAT/GAP 
5966 
867 



Seq. No. 31359 Seq. ID 

Gene No. 64884 Strand 

Start 6294 End 

Name CJ390429_03 . 9B02 . C36 . ol . tm - Method 

Start 4475 End 

GI none Score 



OJ990429_03.9B02.C36 
8724 

TBLASTX: Maize 

4809 

381 



31314 




Exons 


4475. .4786, 


4495 


. .4809 








Seq. No. 


31359 








Seq. ID 


OJ990429_03.9B02.C36 


Gene No. 


64884 








Strand 




Start 


6294 








End 


8724 


Name 


OJ990429 03 


. 9B02 


-C36.ol 


. tw 


Method. 


TBLASTX: Wheat 


Start 


4498 








End 


4723 


GI 


none 








Score 


305 


Exons 


4498. .4722, 


4499 


. .4723, 


4586. 


.4723 




Seq. No. 


31359 








Seq. ID 


OJ990429 03.9B02.C36 


Gene No. 


64884 








Strand 




Start 


6294 








End 


8724 


Name 


OJ990429 03 


. 9B02 


.C36.o2 


. ts 


Method 


TBLASTX: Soybean 


Start 


4502 








End 


5277 


GI 


none 








Score 


49 


Exons 


4502. . 4543, 


4534 


. .4785, 


4538. 


.4795, 4£ 


167. .4890, 4929... 5090, 




4930. .5106, 


5191 


. .5277, 


5193. 


.5276 




Seq. No. 


31359 








Seq. ID 


OJ990429_03.9B02.C36 


Gene No. 


64884 








Strand 




Start 


6294 








End 


8724 


Name 


OJ990429 03, 


. 9B02 


.C36.o3 


. as 


Method 


GENSCAN 


Start 


6294 








End 


8724 


GI 


none 








Score 


.79 


Exons 


6294. . 6395, 


6596 


. . 6784, 


6897. 


.6967, 7068. .7335, 8699. .8724 


Seq. No. 


31359 








Seq. ID 


OJ990429_03.9B02.C36 


Gene No. 


64884 








Strand 




Start 


6294 








End 


8724 


Name 


OJ990429 03. 


, 9B02 


.C36.o2, 


.np 


Method 


AAT/NAP 


Start 


6342 






End 


7401 


GI 


2578818 








Score 


216 


Exons 


6342. .6395, 


6596, 


. .6784, 


6897. 


.6967, 7068. .7401 


GI Descrip. 


(AB000121) TBPIP 


[Mus musculus] 




Seq. No. 


31359 








Seq. ID 


OJ990429_03.9B02.C36 


Gene No. 


64884 








Strand 




Start 


6294 








End 


8724 


Name 


OJ990429 03. 


9B02, 


,C36.o2. 


, tm 


Method 


TBLASTX: Maize 


Start 


6903 








End 


7270 


GI 


none 








Score - 


87 


Exons 


6903.. 6971, 


6904 . 


. . 6969, 


7069. 


.7260, 7069.. 7269, 7157.. 7270 


Seq. No. 


31359 








Seq. ID 


OJ990429_03.9B02.C36 


Gene No. 


64884 








Strand 




Start 


6294 








End 


8724 


Name 


OJ990429 03. 


9B02, 


.C36.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


7069 








End 


7368 


GI 


none 








Score 


200 


Exons 


7069. .7368, 


7072. 


.7320, 


7160. 


.7336 




Seq. No. 


31359 








Seq. ID 


OJ9904 29JD3. 9B02.C36 


Gene No . 


64884 








Strand 




Start 


62 94 








und 


8724 


Name 


OJ990429 03. 


9B02. 


C36.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


7090 








End 


7359 



31315 



GI none 

Exons 7090.. 7359, 7163.. 7336 

Seq. No. 31360 

Gene No. 64885 

Start 154 

Name OJ990429_03 . 9B02 . C37 . ol . gs 

Start 154 

GI none 

Exons 154.. 393, 429.. 443 



Score 184 



Seq. ID OJ990429_03.9B02.C37 
Strand 

End 443 

Method GEN SCAN 

End 443 

Score .58 



Seq. No. 31361 Seq. ID 

Gene No. 64886 Strand 

Start 6256 End 

Name OJ990429__03 . 9B02 . C38 . o2 . gs Method 

Start 6256 End 

GI none Score 
Exons 



OJ990429_03.9B02.C38 
+ 

8776 
GENSCAN 
8263 
.49 



6256. .6360, 6867. .6897, 7215. .7370, 7766. .7971, 8019. .8263 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31361 Seq. ID 

64886 Strand 
6256 End 
OJ99042 9__03.9B02.C38.o2.np Method 
7457 End 
5059025 Score 
7457. .7592, 7851. .7926, 8173. .8338, 8660. .8776 
(AF110382) 3-hydroxy-3-methylglutaryl-coenzyme A reductase 
[Oryza sativa] 



OJ990429_03.9B02.C38 
+ 

8776 
AAT/NAP 
8776 
46 



31361 Seq. ID 

64887 Strand 

149 End 

OJ99042 9_03. 9B02 . C38 . ol . gs Method 

14 9 End 

none Score 



OJ990429_03.9B02.C38 

5612 
GENSCAN 
5058 
. 68 



149. .373, 1531. .1605, 1757. .1848, 2079. .2193, 2377. .2575, 
2755. .2911, 3016. .3088, 3256. .3318, 3584 .. 3699, 4 068 .. 4 174 , 
4242. .4823, 4889. .5058 



Seq. No. 


31361 








Seq. ID 


OJ990429_03.9B02.C38 


Gene No. 


64887 








Strand 




Start " ■ 


149 








End . 


5612 


Name 


OJ990429 03. 


. 9B02, 


.C38.61 


.•tw 


Method ■ 


TBLASTX: Wheat 


Start 


1195 • 








End 


1397 


GI 


none 








Score 


190 


Exons 


1195. .1395, 


1221. 


. . 1397, 


1250. 


.1396, 1251. .1397 


Seq. No. 


31361 








Seq. ID 


OJ990429_03.9B02.C38 


Gene No. 


64887 








Strand 




Start 


149 








End 


5612 


Name 


OJ990429 03, 


. 9B02. 


,C38.ol, 


. tm 


Method 


TBLASTX: Maize 


Start 


1249 








End 


1936 


GI 


none 








Score 


223 


Exons 


1249. .1416, 


1253. 


, . 1438, 


1254 . 


.1442, 1256. .1441, 1514. .1606, 




1529. . 160b, 


1531. 


, .1608, 


1531. 


.1617, 1757. .1852, 1758. .1856, 




1855. . 1920, 


1856. 


.1936 









31316 




Seq. No. 


31361 








Seq. ID 


OJ99042 9_03 . 9B02 .C38 


Gene No. 


64887 








Strand 




Start 


149 








End 


5612 


Name 


OJ990429 03 


. 9B02 


.C38 .o2 


. tc 


Method 


TBLASTX: Cress 


Start 


1249 








End 


1435 


GI 


none 








Score 


141 


Exons 


1249. .1416, 


1250 


. . 1435 








Seq. No. 


31361 








Seq. ID 


OJ99042 9_03.9B02.C38 


Gene No. 


64887 








Strand 




Start 


149 








End 


5612 


Name 


OJ990429 03 


. 9B02 


.C38.ol 


.np 


Method 


AAT/NAP 


Start 


1255 








End 


5612 


GI 


6729515 








Score 


972 


Exons 


1255. . 1440, 


1531 


. .1605, 


1757 


.1919, 2079. .2193, 2377. .2668, 




2755. .2911, 


3016 


. .3061, 


5589 


.5612 




GI Descrip. 


(AL132966) 


protein kinase-like protein 


[Arabidopsis thalian; 


Seq. No. 


31361 








Seq. ID 


OJ990429_03.9B02.C38 


Gene No. 


64887 








Strand 




Start 


149 








End 


5612 


Name 


OJ990429 03 


.9B02 


.C38.o2 


. ts 


Method 


TBLASTX : Soybean 


Start 


1534 








End 


2409 


GI 


none 








Score 


68 


Exons 


1534 . .1617, 


1535 


. .1606, 


1753. 


.1821, 1755. .1823, 1757.. 1849, 




1761. . 1853, 


,1844 


. .1915, 


1855. 


.1920, 18 


81. .1922, 2075. .2149, 




2080. .2193, 


2080 


. . 2163, 


2096. 


.2200, 2374. .2409' 


Seq. No. 


31361 








Seq. ID 


OJ99042 9_03.9B02.C38. 


Gene No. 


64887 








Strand 




Start 


149 








End 


5612 


Name 


OJ990429 03 


. 9B02 


.C38 .ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


2440 








End 


2677 


GI 


none 








Score 


211 


Exons ' 


2440. .2667, 


2441 


. .2677 








Seq. No. 


31361 








Seq. ID 


OJ9904 29_03.9B02.C38 


Gene No. 


64887 








Strand 




Start 


149 








End 


5612 


Name 


OJ990429 03 


. 9B02 


.C38 .ol 


. tc 


Method 


TBLASTX: Cress 


Start 


2472 








End 


3061 


GI".- • 


none 








Score. 


.77 - • . 


Exons 


2472". .2660, 


2473 


.2667, 


2477. 


.2677, 2763. .2909, 2764. .2910, * 




3014 . .3061 












Seq. No. 


31361 








Seq. ID 


OJ9904 29_03.9B02.C38 


Gene No. 


64887 








Strand 




Start 


149 








End 


5612 


Name 


OJ990429 03 


. 9B02 


C38.o2 


tm 


Method 


TBLASTX: Maize 


Start 


2527 








End 


2888 


GI 


none 








Score 


131 


Exons 


2527 . .2658, 


2527. 


.2667, 


2534. 


.2677, 2570. .2668, 2741. .2884, 




2752. .2886, 


2763. 


.2888, 


2765. 


.2884, 2766. .2885 


Seq. No. 


31362 








Seq. ID 


OJ9904 29_03.9B02.C39 


Gene No. 


64888 








Strand 


+ 


Start 


1071 








End 


1771 



31317 




Name 

Start 

GI 

Exons 



OJ990429_03 . 9B02 . C39 . ol . gs Method 
1071 End 
none Score 
1071. .1128, 1231. .1501, 1618. .1720 



GEN SCAN 

1720 

.9 



Seq. No. 31362 . " ' 

Gene No. 64888 
Start 1071 

Name OJ990429_03 . 9B02 . C39 . o2 . np 

Start 1189 
GI 6016151 
Exons 1189.. 1501, 1618.. 1771 

GI Descrip. IMMUNOGLOBULIN BINDING PROTEIN HOMOLOG 3 PRECURSOR (HEAT SHOCK 
PROTEIN 70 HOMOLOG 3) gi 11575130 (U58209) lumenal binding 
protein cBiPe3 [Zea mays] 



Seq. ID OJ990429_03.9B02.C39 

Strand + 

End 1771 

Method AAT/NAP 

End 1771 

Score 507 



Seq. No. 


31362 








Seq. ID 


OJ990429_03.9B02.C39 


Gene No. 


64889 








Strand 




Start 


881 








End 


1016 


Name 


OJ990429 03 


.9B02 


.C39.ol, 


.np 


Method 


AAT/NAP 


Start 


881 








End 


1016 


GI 


6815099 








Score 


85 


Exons 


881. .1016 












GI Descrip. 


(AP001081) 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


31362 








Seq. ID 


OJ990429_03.9B02.C39 


Gene No. 


64890 








Strand 




Start 


1256 








End 


1771 


Name 


OJ990429 03 


.9B02, 


.C39.ol. 


,tc 


Method 


TBLASTX: Cress 


Start 


1256 








End 


1771 


GI 


none 








Score 


350 


Exons 


1256. .1498, 


1281. 


. .1502, 


1601, 


, .1771, 1618. .1770 


Seq. No. 


31362 








Seq. ID 


OJ990429_03 . 9B02 .C39 


Gene No. 


64890 








Strand 




Start 


1256 








End 


1771 


Name 


OJ990429 03 


.9B02. 


.C39.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1256 








End 


1693 


GI 


none 








Score 


355 


Exons 


1256. .1495, 


1257, 


. . 1502, 


1380. 


.1499, 1601. .1693, 1619. .1693 


Seq. No. ; - 


*. 31362" - : 








Seq. ID . 


OJ99.0429_03..9B02.C39 


Gene No. 


64890 








. Strand 




Start 


1256 








End 


1771 


Name 


OJ990429 03 


.9B02. 


.C39.01. 


tm 


Method 


TBLASTX: Maize 


Start 


1257 








End 


1771 


GI 


none 








Score 


361 


Exons 


1257. .1502, 


1280. 


, . 1495, 


1392. 


.1499, 1601. .1771, 1618. .1770 


Seq. No. 


31362 








Seq. ID 


OJ990429_03.9B02.C39 


Gene No. 


64890 








Strand 




Start 


1256 








End 


1771 


Name 


OJ990429 03 


. 9B02. 


C39.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


1280 








End 


1771 


GI 


none 








Score 


348 


Exons 


1280. . 1495, 


1281. 


. 1502, 


1380. 


.1499, 1601.. 1771, 1618.. 1770 



31318 




Seq. No. 31363 

Gene No. 64891 

Start 1 

Name OJ99042 9_03 . 9B02 . C4 0 . ol . np 

Start . 1 

GI 6911549 

Exons 1". .178, 265. .843 

GI Descrip. • (AJ249329) heat shock protein 70 [Cucumis sativus] 



Seq. ID OJ990429_03.9B02.C40 

Strand + 

End 843 

Method AAT/NAP 

End 843 

Score 693 



Seq. No. 31363 

Gene No. 64892 

Start 2450 

Name OJ990429_03 . 9B02 . C40 . ol . tm 

Start 2 

GI none 
Exons 



Seq. ID OJ990429_03.9B02.C40 
Strand 

End 4000 

Method TBLASTX: Maize 

End 7 92 

Score 228 



2. .178, 23. .181, 262. .336, 264. .335, 40£ 
442. .570, 451. .525, 613. .735, 706. .792 



476, 409. .495, 



Seq. No. 31363 

Gene No. 64892 

Start 2450 

Name OJ99042 9_03 . 9B02 . C4 0 . ol . tc 

Start 5 

GI none 
Exons 



Seq. ID OJ990429_03.9B02.C40 
Strand 

End 4000 

Method TBLASTX: Cress 

End 7 92 

Score 228 



5. .178, 22. .180, 23. .181, 261. .329, 262. .333, 408. .476, 
409. .495, 613. .735, 706. .792 



Seq. No. 31363 

Gene. No. 64 8 92 

Start 2450 

Name OJ990429_03 . 9B02 . C40 . ol . ts 

Start 22 

GI none 
Exons 



Seq. ID OJ990429_03.9B02.C40 
Strand 

End 4000 

Method TBLASTX : Soybean 

End 7 92 

Score 216 

22. .135, 23. .181, 261. .332, 262. .333, 409. .495, 613. .723, 
727. .792 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31363 
64892 
2450 

OJ99042 9_03. 9B02 . C4 0 . ol . tw 
23 

none - \ . - 



Seq. ID OJ990429_03.9B02.C40 
Strand 

End 4000 

Method TBLASTX : Wheat 

End 693 

■ Score . - 188 / • . . * 



23. .181, 23. .193, 262 . . 333, . 406 . . 4 95, 442. .570, 559. .693 



Seq. No. 31363 

Gene No. 64892 

Start 2450 

Name OJ99042 9_03 . 9B02 . C4 0 . ol . gp 

Start 2450 

GI 4196_1.R1084 

Exons 2450.. 2870, 3814.. 3939 

GI Descrip. 1 4176420/dbj | BAA37167 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] 1 



Seq. ID OJ990429_03.9B02.C40 
Strand 

End 4000 

Method AAT/GAP 

End 3939 ... 

Score 1006 



O C <4 . L\ U . 

Gene No. 
Start 



JUDO 

64892 
2450 



Seq. ID OJ990429_03.9B02.C40 
Strand 

End 4000 



31319 



Name OJ990429_03 . 9B02 . C40 . o2 . gs 

Start 3461 

GI none 

Exons 3461. ..3582, 3814.. 4000 

Seq. No. 31363 

Gene No. 64892 

Start 2450 

Name OJ990429_03 . 9B02 . C40 . o2 . tm 

Start 3806 

GI none 

Exons 3806.. 3904, 3811.. 3906, 3878, 

Seq. No. 31364 

Gene No. 64893 

Start 58 

Name OJ990429_03 . 9B02 . C4 1 . ol . gs 

Start 58 

GI none 

Exons 58.. 175 



Method 

End 

Score 



GENSCAN 

4000 

.58 



Seq. ID OJ990429_03.9B02.C40 
Strand 

End 4000 

Method TBLASTX: Maize 

End 3998 

Score 161 

.3952, 3902.. 3997, 3921.. 3998 

Seq. ID OJ990429_03.9B02.C41 

Strand + 

End 175 

Method GENSCAN 

End 175 

Score .77 



Seq. No. 31364 

Gene No. 64894 

Start 777 

Name OJ990429_03 . 9B02 . C4 1 . o2 . gs 

Start 777 

GI none 

Exons 777. .987, 998. .1136, 1154.. 12£ 
3158. .3330, 3387. .3607 



Seq. ID OJ990429_03.9B02.C41 
Strand 

End 3607 

Method GENSCAN 

End 3607 

Score .85 

:7, 2440. .2542, 2664. .2809, 



Seq. No. 31364 

Gene No. 64894 

Start 777 

Name OJ9904 29_03 . 9B02 . C41 . o2 . gp 

Start ,2197 

GI 45157_1.R1084 

Exons 2197.. 2542, 2664.. 2774 

GI .Descrip. '30804 367emblCAA18753.il 5.0e-21 (AL022605) putative protein 
[Arabidopsis thaliana] 1 



Seq. ID OJ990429_03.9B02.C41 
Strand 

End 3607 

Method AAT/GAP 

End 2774 

Score 834 



Seq. No. 31364 

.Gene No. . .64894 . ' ... . * . . 

Start 777 

Name OJ990429_03 . 9B02 . C4 1 . ol . tc 

Start 2434 

GI none 

Exons 2434.. 2538, 2434.. 2529, 2436. 
2666. .2803 



Seq. ID OJ990429_03.9B02.C41 

Strand . ■ - . 

End 3607 

Method TBLASTX : Cress 

End 2803 

Score 82 

2543, 2469. .2543, 2665. .2802, 



Seq. No. 31364 

Gene No. 64894 

Start 777 

Name OJ9904 2 9_03 . 9B02 . C4 1 . ol . tm 

Start 2435 

GI none 

Exons 2435.-2542, 2436.. 2543, 2437, 
3157.. 3192, 3229.. 3333, 3230, 



Seq. ID OJ990429_03.9B02.C41 
Strand 

End 3607 

Method TBLASTX: Maize 

End 3333 

Score Ib3 

.2544, 266S..2832, 2665. .2808, 
.3331 



31320 




Seq. No. 


31364 


Seq. ID 


OJ990429_03. 


9B02 


.C41 


Gene No. 


64894 


Strand 








Start 


777 


End 


3607 






Name 


OJ990429 03.9B02.C41.ol.np 


Method 


AAT/NAP 






Start 


2439 


End 


3349 






GI 


308043.6 


Score 


349 






• Exons 


2439. .2542, 2664.. 2809, 3203 


. .3349 








GI Descrip. 


(AL022605) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


31364 


Seq. ID 


OJ990429_03. 


9B02 


.C41 


Gene No. 


64894 


Strand 








Start 


777 


End 


3607 






Name 


OJ990429 03.9B02.C41.o3.gp 


Method 


AAT/GAP 






Start 


3227 


End 


3332 






GI 


uC-osflcypl42h03bl 


Score 


169 






Exons 


3227. .3332 










GI Descrip. 


, 3080436/emb|CAA18753.1| 2.0e-21 (AL022605) putative protein 




[Arabidopsis thaliana] 1 










Seq. No. 


31365 


Seq. ID 


OJ990429 03. 


9B02 


.C42 


Gene No. 


64895 


Strand 


+ 






Start 


26 


End 


865 






Name 


OJ9904 29 03. 9B02 . C4 2 . ol . gs* 


Method 


GEN SCAN 






Start 


26 ~ 


End 


865 






GI 


..none 


Score 


.96 






Exons 


26 . . 865 










Seq. No. 


31365 


Seq. ID 


OJ990429JD3. 


9B02 


.C42 


Gene No. 


64896 


Strand 








Start 


1 


End 


283 






Name 


OJ99042 9 03. 9B02 . C4 2 . ol . np 


Method 


AAT/NAP 






Start 


1 


End 


283 






GI 


3080436 


Score 


115 






Exons 


1..183, 233. .283 










GI Descrip. 


(AL022605) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


31365 


Seq. ID 


OJ990429_03. 


9B02 


C42 


Gene No. 


64897 


Strand 








Start 


202 


End 


477 






Name 


OJ990429 03. 9B02 . C42 . ol . tm 


Method 


TBLASTX: Maize 




Start 


1. ... ' v - 


End- 


. 202. . 






GI" 


none 


Score 


72 






Exons- 


1. .192, 2. .61, 76. .114, 164. 


.202 








Seq. No. 


31365 


Seq. ID 


OJ990429_03. 


9B02. 


C42 


Gene No. 


64897 


Strand 








Start 


202 


End 


477 






Name 


OJ990429 03.9B02.C42.ol.gp 


Method 


AAT/GAP 






Start 


202 


End 


477 






GI 


none 


Score 


521 






Exons 


202. .477 










Seq. No. 


31366 


Seq. ID 


OJ990429_03. 


9B02. 


C43 


Gene No . 


64896 


Strand 








Start 


573 


End 


640 






Name 


OJ990429_03. 9B02 . C4 3 . ol . gp 


Method 


AAT/GAP 







31321 



Start 573 End 640 

GI LIB3477-003-P1-K1-E9 Score 98 

Exons 573.. 640 

GI Descrip. 1 24 9858 6/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 31366 Seq. ID 

Gene No. 64899 Strand 

Start 1407 End 

Name OJ990429JD3 . 9B02 . C43 . o2 . gs Method 

Start 1407 End 

GI none Score 

Exons 1407.. 1545 



OJ990429_03.9B02.C43 

1545 
GENSCAN 
1545 
.46 



Seq. No. 


31367 


Seq. ID 


OJ990429_03.9B02.C44 


Gene No. 


64900 


Strand 


+ 


Start 


136 


End 


508 


Name 


OJ990429 03. 9B02 . C44 . ol . gs 


Method 


GENSCAN 


Start 


136 


End 


508 


GI 


none 


Score 


.57 


Exons 


136. .160, 462. .508 






Seq. No. 


31367 


Seq. ID 


OJ990429_03. 9B02.C4 4 


Gene No. 


64901 


Strand 


+ 


Start 


1922 


End 


3556 


Name 


OJ990429 03.9B02.C44.ol.gp 


Method 


AAT/GAP 


Start 


1922 


End 


3556 


GI 


617 1.R1084 


Score 


857 


Exons 


1922. .2138, 3323. .3556 






GI Descrip. 


, 543711/sp|Q06967 | 1433 ORYSA 


1.0e-143 


14-3-3-LIKE PROTEIN S94 




>gi 419796 pir S30927 14-3-3 


protein 


homolog - rice 



>gi_303859_dbj_BAA03711_ (D16140) brain specific protein [Oryza 
sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . " .. . 
GI- Descrip; 



31367 



Seq. ID OJ990429_03.9B02.C44 



64901 Strand + 

1922 End 3556 

OJ9904 29_03. 9B02 .C4 4 .ol .np Method AAT/NAP 

3372 End 3556 

543711 Score 281 

3372.. .-3556 /' ..." _ ■ . . - „ \ ._- . 

14-3-3-LIKE PROTEIN S94 gi | 4 197 96 Ipir | | S30927 14-3-3 protein- 

homolog - rice gi | 303859 I dbj | BAA03711 1 (D16140) brain specific 
protein [Oryza sativa] 



Seq. No. 31367 Seq. ID 

Gene No. 64 902 Strand 

Start 2208 .. ' End 

Name OJ990429_03 . 9B02 . C44 . o2 . gs Method 

Start 2208 End 

G.I none Score 

Exons 2208.. 2389, 2610.. 2674, 2776.. 2834 



OJ990429_03.9B02.C44 

2834 
GENSCAN 
2834 
.74 



seq. no. 
Gene No. 
Start 



Jl J67 
64903 
3354 



Seq. ID 

Strand 

End 



OJ990429 03.9B02.C44 



3555 



31322 



Name 

Start 

GI 

Exons 



OJ990429_03. 9B02.C4 4 .ol.tw Method 

3354 End 

none Score 
3354.. 3554, 3355.. 3552 



TBLASTX: Wheat 

3554 

301 



Seq. No. 31367 

Gene No. 64 903 

Start 3354 

Name OJ9904 2 9_03 . 9B02 . C4 4 . ol . tm 

Start 3369 

GI none 

Exons 3369.. 3554, 3393.. 3551 

Seq. No. 31367 

Gene No. 64903 

Start 3354 

Name OJ990429_03 . 9B02 . C4 4 . ol . ts 

Start 3381 

GI none 

Exons 3381.. 3554, 3390.. 3551 



Seq. ID OJ990429_03.9B02.C44 
Strand 

End 3555 

Method TBLASTX: Maize 

End 3554 

Score 267 



Seq. ID OJ990429_03.9B02.C44 
Strand 

End 3555 

Method TBLASTX : Soybean 

End 3554 

Score 258 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • ■ 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31367 
64903 
3354 

OJ990429_03. 9B02.C4 4 .ol .tc 

3387 

none 



Seq. ID OJ990429_03.9B02.C44 
Strand 

End 3555 

Method TBLASTX : Cress 

End 3555 

Score . 250 



3387. .3554, 3389. .3553, 3390. .3554, 3397. .3555 



31368 
64904 
875 

OJ99042 9_03. 9B02.C45.ol .gs 

875 

none 

875. .1212, 1227. .1311 



Seq. ID OJ990429_03.9B02.C45 
Strand 

End 1311 

Method GENSCAN 

End 1311 

Score .72 



31369 . 
64905 
1 

OJ99042 9_03. 9B02.C4 6.ol .np 

1 \. - .. .. - 

6692729 ..- ... - 



Seq. ID OJ990429_03.9B02.C46 
Strand + 

4191 
AAT/NAP 
3362 
726 - 



End 

Method 
:End ^ • 
.Score- 

1..36, 765. .836, 972. .1039, 1742.. 1803, 2476. .2557, 2643.-2876, 
3195. .3362 

(AC012679) unknown protein [Arabidopsis thaliana] 



31369 
64905 
1 

0 J9904 2 9_03 . 9B02 . C4 6 . ol . gs 

339 

none 



Seq. ID OJ990429_03.9B02.C46 

Strand ' + 

End 4191 

Method GENSCAN 

End 3881 

Score .85 



339. .414, 481. .536, 767. .836, 972. .1039, 1742. .1803, 2476. .2557, 
2643. .2876, 3195. .3323, 3415. .3476, 3764. .3881 



Seq. No. 



31369 



Seq. ID OJ990429_03.9B02.C46 



31323 



Gene No. 64 905 Strand + - • 

Start 1 End 4191 

Name OJ990429_03. 9B02 .C46.ol.gp Method AAT/GAP 

Start 3175 End 4191 

GI 3766660 Score 1159 

Exons 3175.. 3323, 3415.. 3476, 3764.. 4191 

GI Descrip. 5803242/dbj | AP000399 . 1 1 AP000399 1.0e-39 Oryza sativa genomic 
DNA, chromosome 6, ' clone : P*0535G04 

Seq. No. 31369 Seq. ID OJ990429_03 . 9B02 . C4 6 

Gene No. 64906 Strand 

Start 5130 End 5395 

Name OJ990429_03 . 9B02 . C4 6 . ol . ts Method TBLASTX : Soybean 

Start 566 End 3271 

GI none Score 102 

Exons 566. .619, 767. .841, 775. .840, 971. .1042, 1739. .1810, 2467. .2550, 
2468. .2557, 2482. .2565, 2487. .2564, 2627. .2869, 2640. .2879, 
2640. .2870, 2642. .2875, 3182. .3271, 3207. .3254 

Seq. No. 31369 Seq. ID OJ990429_03 . 9B02 . C4 6 

Gene No. 64 906 Strand 

Start 5130 End 5395 

Name OJ990429_03. 9B02 .C46.ol. tm Method TBLASTX : Mai ze 

Start 2651 End 3886 

GI * none Score 345 

Exons 2651.. 2875, 2652.. 2879, 2655.'. 2876, 3183.. 3323, 3192.. 3254, 
3194. .3316, 3402. .3476, 3403. .3474, 3420. .3476, 3755. .3886, 
3762.. 3869 

Seq. No. . 31369 Seq. ID OJ990429_03.9B02.C46 

Gene No. 64906 Strand 

Start 5130 End 5395 

Name OJ990429_03 . 9B02 . C4 6 . ol . tw Method TBLASTX : Wheat 

Start 5130 End 5312 

GI none Score 184 

Exons 5130.. 5312, 5131.. 5310, 5142.. 5312 

Seq. No. 31369 Seq. ID OJ990429_03 . 9B02 . C4 6 

Gene No. 64 906. Strand 

Start 5130 End 5395 

Name OJ990429J33 . 9B02 . C4 6 . o2 . gs Method GENSCAN 

* Start .;-.v .5130. - . * End . 5345 • : -. ~: . . . 

• GI - none - •■ Score .42 

Exons 5130. .5345 

Seq. No. 31369 Seq. ID OJ990429_03 . 9B02 . C4 6 

Gene No. 64906 Strand 

Start 5130 End 5395 

Name . t OJ990429JD3 . 9B02 . C4 6 . o2 . tm Method TBLASTX : Maize 

Start 5130 End 5304 

GI none Score 101 

Exons 5130. .5303, 5131. .5196, 5142. .5198, 5248. .5304 

Seq. No. 31369 Seq. ID OJ990429_03 . 9B02 . C4 6 

Gene No. 64 906 strand - 

Start 5130 End 5395 

Name OJ990429_03 . 9B02 . C4 6 . o2 . np Method AAT/NAP 



31324 




Start 


'5142 








End 


5395 




GI 


6692729 








Score 


239 




Exons 


5142. .5395 














GI Descrip. 


(AC012679) 


unknown protein [Arabidopsis thaliana] 




Seq. No. 


31369 








Seq. ID 


OJ990429_03. 9B02 


.C4 6 


Gene No. 


64906 








Strand 






Start 


5130 








End 


5395 




Name 


OJ990429 03 


.9B02 


.C46.o2 


.ts 


Method 


TBLASTX: Soybean 




Start 


5148 








End 


5391 




GI 


none 








Score 


47 




Exons 


5148. .5198, 


5149 


. .5199, 


5241. 


.5390, 5248.. 5391 




Seq. No. 


31370 








Seq. ID 


OJ990429_03. 9B02 


.C47 


Gene No. 


64907 








Strand 






Start 


1491 








End 


2563 




Name 


OJ990429 03 


.9B02 


-C47.ol 


• gp 


Method 


AAT/GAP 




Start 


1200 








End 


1865 




GI 


97864 1.R1084 






Score 


1277 




Exons 


1200. .1865 














GI Descrip. 


'1707017 3. 


0e-46 


(U78721) RNA 


helicase 


isolog [Arabidopsis 




thaliana] ■ 














Seq. No. 


31370 








Seq. ID 


OJ990429_03. 9B02 


.C47 


Gene No. 


64907 








Strand 






Start 


1491 








End 


2563 




Name 


OJ990429 03 


. 9B02 


.C47 . ol . 


. tw 


Method 


TBLASTX: Wheat 




Start 


1486 








End 


1802 




GI 


none 








Score 


445 




Exons 


1486. . 1800, 


1487 


. .1801, 


1488. , 


.1802 






Seq. No. 


31370 








Seq. ID 


OJ990429_03.9B02, 


.C47 


Gene No. 


64907 








Strand 






Start 


1491 








End 


2563 




Name 


OJ990429 03 


. 9B02 


.C47.ol, 


. ts 


Method 


TBLASTX : Soybean 




Start 


1490 








End 


2354 




GI 


none 








Score 


203 




Exons 


1490. .1696, 


1493 


. .1870, 


1500.. 


.2354, 1507. .2124, 2043. .2348, 




2173. .2352 














Seq. No. 


31370 








Seq. ID 


OJ990429_03.9B02. 


.C47 


.Gene No. \ 


• 64 907- 








Strand 






Start 


14 91 








•End 


2563 




Name ■ 


OJ990429 03 


. 9B02, 


.C47.ol. 


,gs - 


Method 


GENSCAN ' 




Start 


1491 






End 


2513 




GI 


none 








Score 


1 




Exons 


1491. .2513 














Seq.. No. 


31370 








Seq. ID 


OJ990429_03. 9B02. 


C47 


Gene No. 


64907 








Strand 






Start 


1491 








End 


2563 




Name 


OJ990429 03 


. 9B02. 


.C47.ol. 


np 


Method 


AAT/NAP 




Start 


1497 








End 


2563 




GI 


1707017 








Score 


1511 





Exona 1497. .2563 

GI Descrip. (U78721) putative U5 small nuclear ribonucleoprotein, an RNA 
helicase [Arabidopsis thaliana] 



31325 



• 



Seq. No. 


31370 








Seq. ID 


OJ990429_03.9B02.C47 


Gene No . 


64907 








Strand 




Start 


1491 








End 


2563 


Name 


OJ990429 03. 


9B02. 


C47.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1563 ~ 








End 


2552 


.GI 


none 








Score 


169 


Exons 


1563. . 1958, 


1642. 


. 1956, 


1983. 


.2162, 2223.. 2504, 2223.. 2552 


Seq. No. 


31370 








Seq. ID 


OJ990429_03.9B02.C47 


Gene No. 


64907 








Strand 




Start 


1491 








End 


2563 


Name 


OJ990429 03. 


9B02. 


C47 .ol 


. tc 


Method 


TBLASTX: Cress 


Start 


1569 








End 


2528 


GI 


none 








Score 


138 


Exons 


1569. .1958, 


1654 . 


. 1956, 


1983. 


.2162, 2223.. 2528, 2248.. 2292, 




2349. .2507 












Seq. No. 


31370 








Seq. ID 


OJ990429_03.9B02.C47 


Gene No. 


64907 








Strand 




Start 


1491 








End 


2563 


Name 


OJ990429 03. 


9B02 . 


C47 . o2 


tw 


Method 


TBLASTX: Wheat 


Start 


1803 ~ 








End 


2454 


GI 


none 








Score 


79 


Exons 


1803 . .2033, 


2073 . 


.2150, 


2217 . 


.2453, 2257.. 2454 


Seq. No. 


31370 








Seq. ID 


OJ990429__03. 9B02.C47 


Gene No. 


64907 








Strand 




Start 


1491 








End 


2563 


Name 


OJ990429 03. 


9B02. 


C47.o2. 


gp 


Method 


AAT/GAP 


Start 


2002 








End 


2385 


GI • 


LIB3434-030- 


Pl-Kl 


-F2 




Score 


710 


Exons 


2002. .2385 













GI Descrip. 1 5803242/dbj | AP000399 . 1 | AP000399 1.0e-39 Oryza sativa genomic 



DNA, chromosome 6, clone : P0535G04 1 



Seq. No. 


31370 




Seq. ID 


OJ990429_03.9B02.C47 


Gene No. 


64907 




Strand 




Start 


1491 




End 


2563 


Name 


OJ990429 03. 9B02.C47.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


2355 




End 


2468 


GI. 


none - ■ . . 




Score ' 


106 


Exons- - . 


2355. .2453, 2355. ..2468, ■ 


2356 


...2463 . 




Seq. No. 


31371 




Seq. ID 


OJ990429_03.9B02.C48 


Gene No. 


64908 




Strand 




Start 


1 . 




End 


2019 


Name ' 


OJ990429 03. 9B02.C48.ol. 


gp 


Method 


AAT/GAP 


Start 


1 




End 


329 


GI 


35453 1.R1084 




Score 


646 


Exons 


1. .329 








GI Descrip.. 


f 4176420/dbj IBAA37167 | 2 


.Oe- 


11 (AB008097) cytochrome P450 




[Arabidopsis thaliana] f 








Seq. No. 


31371 




Seq. ID 


Oj990429_03 . 9BU2 .C48 


Gene No. 


64908 




Strand 




Start 


1 




End 


2019 



31326 



Name 

Start 

GI 

Exons 



OJ990429__03 . 9B02 . C4 8 . ol . gs Method GENSCAN 

17 End 2019 

none Score .99 
17. .415, 1953. .2019 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31371 
64909 
2678 

OJ990429_03.9B02.C48.o2.tm 

2637 

none 



Seq. ID OJ990429_03.9B02.C48 
Strand 

End 4313 

Method TBLASTX : Mai ze 

End 2950 

Score 251 



2637. .2927, 2675. .2950, 2676. .2876. 



31371 
64909 
2678 

OJ990429_03. 9B02 . C48 . ol . tw 

2672 

none 



Seq. ID OJ990429_03.9B02.C48 
Strand 

End 4313 

Method TBLASTX : Wheat 

End 2867 

Score 68 



2672. .2740, 2673. .2768, 2720. .2863, 2724. .2867 



31371 
64909 
2678 

OJ990429_03 . 9B02 . C48 . o2 . gs 

2678 

none 

2678. .3996, 4091. .4154 . 

31371 
64909 
2678 

OJ990429_03. 9B02 . C48 . o2 . ts 

2693 

none 

2693. .2914, 2708. .2950, 2715. 



Seq. ID OJ990429_03.9B02.C48 
Strand 

End 4313 

Method GENSCAN 

End 4154 

Score . 6 



Seq. ID OJ990429_03.9B02.C48 
Strand 

4313 

TBLASTX: Soybean 
2951 
85 



End 

Method 
End 
Score 
.2951 



31371 
64909 
2678 

OJ9904 2 9_03 . 9B02 . C4 8 . ol . np 
2705 ... 
6453886- 

2705. .3126, 3154. .3834, 4163. .4313 

(AC011663) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ9904-29_03.9B02.C48 
Strand 

End 4313 

Method AAT/NAP 

End 4313 

Score - 54 9- — 



31371 
64909 
2678 

OJ990429__03. 9B02 . C4 8 . ol . tc 

2738 

none 



Seq. ID OJ990429_03.9B02.C48 
Strand 

End 4313 

Method TBLASTX : Cress 

End 3781 

Score 138 



2738. .2926, 2739. .2870, 2753. .2917, 2978. .3037, 3428. .'3781, 
3533. .3736 



Seq. No. 
Gene No. 



31371 
64909 



Seq. ID OJ990429_03.9B02.C48 
Strand 



31327 




Start 


2678 




End 


4313 




Name 


OJ990429 03.9B02.C48.o2 


■ gp 


Method 


AAT/GAP 




Start 


3228 




End 


3664 




GI 


3107042 




Score 


814 




Exons 


3228. .3664 










GI Descrip. 


4101564 4.0e-23 (AF004556) IFA-binding 


protein [Arabidopsis 




thaliana] 










Seq. No. 


31371 




Seq. ID 


OJ990429_03.9B02 


.C48 


Gene No. 


64909 




Strand 






Start 


2678 




End 


4313 




Name 


OJ990429 03.9B02.C48.ol 


tm 


Method 


TBLASTX: Maize 




Start 


'3370 




End 


3811 




GI 


none 




Score 


77 




Exons 


3370. .3450, 3370. .3444, 


3387 . 


.3449, 3447. .3488, 3455. .3538, 




34 97 3811, 3536. .37 66, 


3703. 


.3807 






Seq. No. 


31371 




Seq. ID 


OJ990429 03.9B02 


. C48 


Gene No. 


64909 




Strand 






Start 


2678 




End 


4313 




Name 


OJ990429 03.9B02.C48.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


3434 




End 


3916 




GI 


none 




Score 


159 




Exons 


34 34 .. 3778, 3533 37 66, 


3842 . 


.3916 






Seq. No. 


31372 




Seq. ID 


OJ990429_03. 9B02 


.C50 


Gene No. 


64910 




Strand 






Start 


145 




End 


752 




Name 


OJ990429_03.9B02.C50.ol- 


gs 


Method 


GENSCAN 




Start 


145 




End 


648 




GI 


none 




Score 


.55 




Exons 


145 . . 316, 431 . . 648 










Seq. No. 


31372 




Seq. ID 


OJ990429_03. 9B02 


C50 


Gene No. 


..64910 




Strand 






Start 


145 




End 


752 




Name 


OJ990429 03. 9B02.C50.ol. 


np 


Method 


AAT/NAP 




Start 


148 




End 


752 




GI ' 


2586082 




Score 


766 




Exons 


148 . .752 










GI Descrip. 


(U72725) retrofit [Oryza 


longistaminata] 




Seq. No.- 


31372 




Seq. ID 


OJ990429_03. 9B02. 


05 0 


Gene No. 


64910 




Strand 






Start 


145 




End 


752 




Name 


OJ990429 03.9B02.C50.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


199 




End 


691 




GI 


none 




Score 


68 




Exons 


199. .690, 280. .516, 305. 


. 691 








Seq. No. 


31372 




Seq. ID 


OJ990429JD3.9B02. 


C50 


Gene No. 


64910 




Strand 






Start 


145 




End 


752 




Name 


OJ990429_03.9B02.C50.ol. 


tw 


Method 


TBLASTX: Wheat 




O-l _J- 


1 HA 

j. y ? 




End 


615 




GI 


none 




Score 


45 




Exons 


199.. 378, 305. .379, 397. 


. 615, 


421. .468 







31328 



Seq. No. 


31372 






Seq.„ ID 


OJ990429_03.9B02 


.C50 


Gene No. 


64910 






Strand 






Start 


145 






End 


752 




Name 


OJ990429 


03. 9B02..C50.ol. 


. tm 


Method 


TBLASTX: Maize 




Start 


205 






End 


628 




GI 


none 






Score 


129 




Exons 


205. .492, 


220. .492, 494. 


. . 628, 


499. . 627 






Seq. No. 


31373 






Seq. ID 


OJ990429_03.9B02 


.C52 


Gene No. 


64911 






Strand 


+ 




Start 


101 






End 


189 




Name 


OJ990429 


03. 9B02.C52.ol. 


■ gs 


Method 


GENSCAN 




Start 


101 






End 


189 




GI 


none 






Score 


. 97 




Exons 


101. .189 













Seq. No. 31374 Seq. ID 

Gene No. 64 912 Strand 

Start 1 End 

Name OJ990429_03 . 9B02 . C54 . ol . np Method 

Start 1 End 

GI 3785978 Score 

Exons 1..129, 211.. 404 

GI Descrip. (AC005560) unknown protein [Arabidopsis thaliana] 



OJ990429_03.9B02.C54 
+ 

769 

AAT/NAP 
404 
360 



Seq. No. 31374 

Gene No. 64 912 

Start 1 

Name OJ990429_03 . 9B02 . C54 . ol . tm 

Start 12 

GI none 
Exons 



Seq. ID OJ990429_03.9B02.C54 

Strand + 

End 769 

Method TBLASTX :Maize 

End 58 6 

Score 117 

12. .134, 12. .134, 13. .135, 195. .359, 208. .381, 208. .366, 
454..58S, 467. .586 



Seq. No. 31374 

Gene No. 64912 

Start 1 

Name OJ99042 9_03 . 9B02 . C54 . ol . ts 

Start 78 

GI none 
Exons . 



Seq. ID. OJ990429_03.9B02.C54 

Strand + 

End 7 69 

Method TBLASTX : Soybean 

End 769 

Score 73 



78.:134, 7.9... 135,_ 208.. . 360, .. 208 . . 366,~ 451 ... 6.06; .504 ... 5.96, 
677. .727,- 682. .762,- 728. .769 ■ ■ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31374 Seq. ID 

64912 Strand 
1 End 
OJ990429_03. 9B02.C54 .ol.gp Method 
82 End 

13145 2.R1084 " Score 



OJ990429_03.9B02.C54 

+ 

769 

AAT/GAP 

769 

754 



82. .129, 211. .358, 452. .596, 679. .769 

1 5824 665/emb I CAB54 355 . 1 | 8.0e-30 (AL110479) predicted using 
Genefinder; preliminary prediction [Caenorhabditis elegans] 1 



oeq. lno. 
Gene No. 
Start 



/4 

64912 
1 



Seq. ID OJ990429_03.9B02.C54 
Strand + 
End 769 



31329 




Name 


OJ990429 03.9B02.C54 


.ol 


. as 


Method 


GENSCAN * 


Start 


452 ~~ 






End 


765 


GI 


none 






Score 


.74 


Exons 


452. .596, 679. .765 










Seq. No. 


31375 






Seq. ID 


OJ990429_03.9B02.C61 


Gene No. 


64913 






Strand 


+ 


Start 


120 






End 


202 


Name 


OJ990429 03.9B02.C61 


.ol 


. as 


Method 


GENSCAN 


Start 


120 






End 


202 


GI 


none 






Score 


.86 


Exons 


120. .202 










Seq. No. 


31376 






Seq. ID 


OJ990429_03.9B02.C63 


Gene No. 


64914 






Strand 




Start 


85 






End 


437 


Name 


OJ990429 03.9B02.C63 


.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


85 






End 


437 


GI 


none 






Score 


113 


Exons 


85 . . 171, 94 . . 171, 96 


..188, 260. .433, 262. .435, 264. .437, 




286. .435 










Seq. No. 


31376 






Seq. ID 


OJ990429 03 . 9B02 . C63 


Gene No. 


64914 






Strand 




Start 


85 






End 


437 


Name 


OJ9904 29 03 . 9B02 .C63 


.ol 


tw 


Method 


TBLASTX: Wheat 


Start 


305 ~~ 






End 


437 


GI 


none 






Score 


74 


Exons 


305. .433, 305. .436, 


306 


.437, 


307. .435 




Seq. No. 


31377 






Seq. ID 


OJ990429 03 9B02 C65 


Gene No. 


64915 






Strand 


+ ~~ 


Start 


72 






End 


611 


Name 


OJ990429 03.9B02.C65 


.ol. 


np 


Method 


AAT/NAP 


Start 


72 






End 


611 


GI 


3769472 






Score 


227 


Exons 


72. .366, 481. .611 










GI Descrip. 


(AF064732) putative phospholipase A2 [ 


Dianthus caryophyllus ] 


Seq. No. 


31377 






Seq. ID 


OJ990429_03.9B02.C65 


Gene No. 


64915 






Strand 


+ 


Start 


.72 






End 


.611 - 


•Name * 


■ OJ990429 03.9B02.C65 


.ol. 


tc - 


Method 


•TBLASTX : Cress 


Start 


237 






End 


370 


GI 


none 






Score 


214 


Exons 


237. .368, 245. .370 










Seq. No. 


31377 






Seq. ID 


OJ990429_03.9B02.C65 


Gene No. 


64915 






Strand 


+ 


Start 


72 






End 


611 


Name 


OJ990429 03.9B02.C65 


.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


237 






End 


370 


GI 


none 






Score 


229 


Exons 


237. .368, 245. .370 










Seq. No. 


31377 






Seq. ID 


OJ9904 2 9_03. 9B02.C65 


Gene No. 


64915 






Strand 


+ 



31330 




Start 


72 




End 


611 


Name 


OJ990429 03. 9B02.C65.ol. 


tm 


Mp thod 


TBLASTX * Maizp 


Start 


241 ~~ 




End 


374 


GI 


none 




Score 


242 


Exons 


241. .279, 242. .373, 243. 


. 374 






Seq. No. 


31377 




Seq. ID 


OJ990429 03 9B02 


Gene No. 


64915 




Strand 


+ ~ 


Start 


72 




End 


.611 


Name 


OJ990429 03.9B02.C65.ol. 


gp 


Method 


AAT/GAP 


Start 


244 




End 


535 


GI 


66555 1.R1084 




Score 


274 


Exons 


244. .366, 484. .535 








GI Descrip. 


'4 585708/emb|CAB4 0842. 1| 


4.0e 


-28 (AJ238117) putative 



phospholipase A2 [Oryza sativa] 1 



Seq. No. 31377 Seq. ID 

Gene No. 64 915 Strand 

Start 72 End 

Name OJ990429_03 . 9B02 . C65 . ol . gs Method 

Start 244 End 

GI none Score 

Exons 244.. 366 



OJ99042 9_03. 9B02.C65 
+ 

611 

GENSCAN 

366 

.9 



Seq. No. 31378 ~ Seq. ID 

Gene No. 64916 Strand 

Start 71 End 

Name OJ990429JD3 . 9B02 . C67 . ol . gs Method 

Start 71 End 

GI none Score 

Exons 71 . . 357 



OJ990429_03.9B02.C67 
+ 

357 

GENSCAN 

357 

.67 



Seq. No. 31378 Seq. ID 

Gene No. 64 917 Strand 

Start 199 End 

Name OJ990429_03 . 9B02 . C67 . ol . gp Method 

Start 199 End 

GI none Score 

Exons 199.. 380 



OJ990429_03.9B02.C67 
380 

AAT/GAP 

380 

330 



Seq. No. 31379 

Gene Nq. 64 918 - \ : *; . ; 

Start 55 

Name OJ990429_03 . 9B02 . Ci 

Start 55 

GI none 

Exons 55 . . 173 



. ol . gs 



Seq. ID 

Strand * 
End 

Method 

End 

Score 



OJ990429_03.9B02.C68 

173 • ■ 

GENSCAN 

173 

.89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31380 
64919 
1 

OJ990429_03. 9B02 .C7 0.ol.np 
1 

2586082 
1 . .702 

(U72725) retrofit [Oryza longistaminata] 



Seq. ; ID OJ990429_03.9B02.C70 

Strand + 

End 702 

Method AAT/NAP 

End 702 

Score 889 



31331 




Seq. No. 


31380 


Seq. ID 


OJ990429 


_03.9B02 


.C70 


Gene No. 


64919 


Strand 


+ 






Start 


1 


End 


702 






Name 


OJ990429 03.9B02.C70.ol.tw 


Method 


TBLASTX: 


Wheat 




Start 


178 


End 


616 






GI 


none 


Score 


453 






Exons 


178. .615, 181. .507, 183. .614, 


536. . 616 








Seq. No. 


31380 


Seq. ID 


OJ990429 


_0"3.*9B02 


.C70 


Gene No. 


64919 


Strand 


+ 






Start 


1 


End 


702 






Name 


OJ990429 03.9B02.C70.ol.tm 


Method 


TBLASTX: 


Mai ze 




Start 


297 


End 


587 






GI 


none 


Score 


330 






Exons 


297.. 587, 298.. '585 










Seq. No. 


31380 


Seq. ID 


OJ990429 


J33.9B02 


.C70 


Gene No. 


64919 


Strand 


+ 






Start 


1 


End 


702 






Name 


OJ990429 03.9B02.C70.ol.ts 


Method 


TBLASTX: 


Sovbean 




Start 


379 


End 


702 




GI 


none 


Score 


312 






Exons 


379. .702, 381. .701 










Seq. No. 


31381 


Seq. ID 


OJ990429 


J33.9B02 


.C72 


Gene No. 


64920 


Strand 








Start 


19 


End 


654 






Name 


OJ990429 03.9B02.C72.ol.gs 


Method 


GENSCAN 






Start 


19 


End 


654 






GI 


none 


Score 


. 88 






Exons 


19. .152, 630. .654 










Seq. No. 


31382 


Seq. ID 


OJ990729 


03. 9B05 


.CI 


Gene No. 


64921 


Strand 


+ 






Start 


1084 


End 


4917 






Name 


OJ990729 03.9B05.Cl.ol.gp 


Method 


AAT/GAP 






Start 


1084 


End 


3269 






GI 


25224 1.R1084 


Score 


1370 






Exons 


1084. .1448, 2734. .2934, 3009. 


.3120, 3221. .3269 






GI Descrip. 


'4426964/gb|AAD20634 | 1.0e-59 


(AF126255) purple 


acid phospha 




precursor [Anchusa officinalis] 1 








Seq. No. 


31382 


Seq. ID 


-OJ990729_ 


_03.9B05, 


CI 


Gene No. 


64921 • 


Strand 


4- 






Start 


1084 


End 


4917 






Name 


OJ990729 03.9B05.Cl.ol.gs 


Method 


GENSCAN 






Start 


1272 


End 


4917 






GI 


none 


Score 


.86 






Exons 


1272.. 1448, 2734. .2934., 3009. 


.3120, 3221. .3345, 


3573. .3711, 




3956. .4176, 4497. .4618, 4755. 


.4917 








Seq. No. 


31382 


Seq. ID 


OJ990729_ 


JD3.9B05. 


CI 


Gene No. 


64921 


Strand 


+ 






Start 


1084 


End 


4917 






XT 


9 9072 9 03. 9505. CI. o2. np 


Method 


AAT/NAP 






Start 


1275 


End 


4914 






GI 


4160280 


Score 


1690 







31332 



Exons 1275.. 1448, 2734.. 2934, 3009.. 3120, 3221.. 3447, 3573.. 3711, 

3956. .4176, 4497. .4618, 4719. .4914 
GI Descrip. (AJ006224) purple acid phosphatase [Ipomoea batatas] 



Seq. No. 


31382 : 


Seq. ID 


OJ990729 03.9B05 


.CI 


Gene No. 


64922 


Strand 


+ 




Start 


1-1150 " 


End 


17704 




Name 


OJ990729 03.9B05.Cl.o3.gs 


. Method 


GENSCAN 




Start 


11150 


End 


16948 




GI 


none 


Score 


.83 




Exons 


11150. .11353, 114 68. . 11571, 


1174 6. .11800, 11993. .12137, 






12258. .12395, 1284 8 .. 12987 , 


13150. .13197, 13469. .13579, 






13915. .14 036, 144 64. .14530, 


15562. .15826, 15852. .1694 8 




Seq. No. 


31382 


Seq. ID 


OJ990729_03.9B05 


.CI 


Gene No. 


64922 


Strand 


+ 




Start 


11150 


End 


17704 




Name 


OJ990729 03.9B05.Cl.o4.np 


Method 


AAT/NAP 




Start 


16019 


End 


17704 




GI 


5091523 


Score 


451 




Exons 


16019. .16224, 16701. .17031, 


17080. .17316, 174 83. .17 704 




GI Descrip. 


(AB023482) Similar to Gallus 


gallus mRNA for attachment 


region 




binding protein (ARBP) . (Y14166) [Oryza 


sativa] 




Seq. No. 


31382 


Seq. ID 


OJ990729_03. 9B05 


. CI 


Gene No . 


64922 


Strand 


+ 




Start 


11150 


End 


17704 




Name 


OJ990729 03.9B05.Cl.o4.gs 


Method 


GENSCAN 




Start 


17148 


End 


17585 




GI 


none 


Score 


.92 




Exons 


17148. .17585 








Seq. No. 


31382 


Seq. ID 


OJ990729_03.9B05 


.CI 


Gene No . 


64923 


Strand 






Start 


1 


End 


303 




Name 


OJ990729 03.9B05.Cl.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


303 




GI 


6685159 


Score 


508 




Exons 


1. .303 








GI Descrip. 


(AF219140) gastric cancer-related protein GCYS-20 [Homo 


sapiens 


Seq.. No... 


",31382*. - -.. . 


/ .Seq.; ID ; 


OJ9 90 7.2 9^0.3.930 5" 


CI \ .; 


Gene No . 


64924 • 


Strand ' 






Start 


4403 


End 


10407 - - 




Name 


OJ990729 03.9B05.Cl.o3.np 


Method 


AAT/NAP 




Start 


4403 


End 


10407 




GI 


5803253 


Score 


649 




Exons 


4403. .4486, 5906. .5963, 6278 


..6411, 6520. .6792, 6873. .6970, 




7071.. 7202, : 7297.. 7412, 9613 


..9854, 9943. .10070, 10323.. 


10407 


GI Descrip. 


(AP000399) ESTs AU068856 (C50756) , AU077 979 (C61370 ) correspond to 




a region of the predicted gene; similar to serine protease 




(AF097709) [Oryza sativa] 








Seq. No. 


31382 


Seq. ID 


OJ990729_03.9B05. 


CI 


. -kt _ 


f a r\rs * 


Strand 






Start 


4403 


End 


10407 




Name 


OJ990729_03.9B05.Cl.o2.gs 


Method 


GENSCAN 





31333 



Start 
GI 

Exons 



5849 End 7716 

none Score .81 

5849. .5963, 6071. .6157, 6278. .6411, 6520. .6792, 6873. .6925, 

7071. .7202, 7297. .7371, 7695. .7716 



Seq. No. 31382 Seq. ID 

Gene No! 64 925 Strand 

Start 15408 End 

Name OJ990729_03 . 9B05 . CI . o2 . gp Method 

Start 15408 End 

GI 4714904 Score 

Exons 15408. . 15770 



OJ990729_03.9B05.C1 

15770 
AAT/GAP 
15770 
655 



Seq. No. 31382 Seq. ID 

Gene No. 64 926 Strand 

Start 16372 End 

Name OJ990729_03 . 9B05 . CI . o2 . tc Method 

Start 264 End 

GI none. Score 

Exons 264.. 422, 265.. 423, 265.. 438 



OJ990729_03.9B05.C1 
16743 

TBLASTX: Cress 

438 

235 



Seq. No. 31382 
Gene No. 64 92 6 

Start 16372 

Name OJ99072 9_03 . 9B05 . CI . ol . ts 

Start 1338 
GI none 

Exons 1338.. 1451, 1346.. 1450, 2731. 

3006. .3137, 3014. .3121, 3219. 
3279. .3443, 3280. .3459, 3286. 
3575. .3718, 3626. .3718, 3931. 
4077. .4190, 4078. .4191, 4079. 
4511. .4678, 4675. .4794, 4716. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990729 03.9B05.C1 



16743 

TBLASTX : Soybean 
4794 
120 

2934, 2733.. 2933, 2979.. 3119, 
3254, 3220.. 3282, 3279.. 3443, 
3459, 3573.. 3713, 3574.. 3714, 
4077, 3939.. 4076, 3956.. 4093, 
4195, 4500. .4616, 4509. .4607, 
4790 



Seq. No. 31382 

Gene No. 64926 

Start 16372 

Name OJ990729_03 . 9B05 . CI . o4 . tm 

Start 1343 

GI none 

Exons 1343. .1450, 1344. .1451, 2721. 

.;. . 2733. .2.90..3-;-.. r -. :„ 



OJ990729_03.9B05.C1 
16743 

TBLASTX: Maize 

2904 

165 



Seq. ID 
Strand 
• End 
Method 
End 
Score 

.2903, 2726. .2902, 2731. .2904, 



Seq. No. • 31382 Seq. ID 

Gene No. 64926 Strand 

Start 16372 End 

Name OJ990729_03 . 9B05 . CI . ol . tc Method 

Start 1344 End 

GI none Score 
Exons 1344. 

3006. 
3573. 



OJ990729_03. 9B05.C1. 
16743 

TBLASTX: Cress 

4881 

94 



,1451, 1346. 

,3128, 3244, 

.3710, 3931. 

4502. .4618, 4675. 



.1450, 2731. .2934, 2733. .2825, 2979. .3134, 

.3342, 3288. .3341, 3325. .3441, 3346. .3456, 

.4176, 3946. .4167, 4077. .4169, 4497. .4613, 

.4881, 4716. .4880 



Seq. No. 
Gene No. 
Start 



31382 
64926 
16372 



Seq. ID 

Strand 

End 



OJ990729 03.9B05.C1 



16743 



31334 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ99072 9_03.9B05.Cl.ol.tm 

2905 

none 

2905.. 2934, 2905.. 2934, 2907. 

3003.. 3122, 3006.. 3137, 3207, 

3220.. 3447, 3573.. 3713, 3573. 

3945. .4184, 3999. .4190, 4496. 

4571. .4618, 4675. .4890, 4692. 

31382 
64926 
16372 

OJ990729_03.9B05.Cl.ol.tw 

4713 
none 

4713. .4895, 4717. .4887, 4740. 



Method TBLASTX : Maize 
End 4 94 3 

Score 57 

.2939, 3002. .3124, 3002. .3121, 

.3434, 3219. .3446, 3220. .3447, 

,3695, 3626. .3718, 3931. .4176, 

.4618, 4497. .4616, 4497. .4619, 

.4943, 4716. .4916 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.4892 



OJ990729_03.9B05.C1 
16743 

TBLASTX: Wheat 

4895 

219 



Seq. No. 31382 
Gene No. 64 926 

Start 16372 

Name OJ990729_03 . 9B05 . CI . o2 . tm 

Start 6298 
GI none 

Exons 6298.. 6393, 6323.. 6412, 6323. 

6514.. 6651, 6520.. 6642, 6675. 
6870. .7028, 6873. .6983, 6874. 
7114. .7203, 7295. .7339, 7296. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990729 03.9B05.C1 



16743 

TBLASTX: Maize 
7339 
85 

.6412, 6328. .6417, 6513. 
.6761, 6677.. 6793, 6690. 
.7005, 7069. .7203, 7071. 

.7337 



,6629, 
6800, 
7202, 



Seq. No. 31382 

Gene No. 64926 

Start 16372 

Name OJ990729_03 . 9B05 . CI . 

Start 12071 

GI none 

Exons . 12071. .12136, 12084. 
12841. .12879 



o2.ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990729_03. 9B05.C1 
16743 

TBLASTX: Soybean 

12879 

97 



, 12131, . 12254. .12394, 12256. .12393, 



Seq. No. 31382 
Gene No. 64926 
Start 16372 

Name OJ990729_03 . 9B05 . CI . o3 . tm 

Start ; 1354,4 :v.. -\;\~: v.. r ' 

GI none 
Exons 13544. 

13661, 

13910, 



.13579, 13546. 
.13849, 13662. 
.13972 



13575, 
13838, 



Seq. ID 
Strand 
End 

Method 
.-- . End 

Score 
13641 
13909 



OJ990729 03.9B05.C1 



16743 

TBLASTX: Maize 
13972 -~r. ~:^y; :.r 
54 

13838, 13654. .13839, 
13971, 13909. .13971, 



Seq. No. 31382 Seq. ID 

Gene No. 64 926 Strand 

Start 16372 End 

Name OJ990729__03 . 9B05 . CI . o3 . gp Method 

Start 16372 End 

GI 4714903 Score 

Exons 16372. .16743 



OJ990729_03. 9B05.C1 

16743 
AAT/GAP 
16743 
700 



Seq. No. 
Gene No. 



31383 
64927 



Seq. ID OJ990729_03. 9B05.C2 
Strand + 



31335 



Start 


104 


End 


706 


Name 


OJ990729 03.9B05.C2.ol.gs 


Method 


GENSCAN 


'Start 


104 


End 


706 


GI 


none 


Score 


. 47 


Exons 


104. .207, 459. .706 






Seq. No. : 


31384 


Seq. ID 


OJ990729 


Gene No. 


64928 


Strand 


+ 


Start 


539 


End 


680 


Name 


OJ990729 03. 9B05 . C3 . ol . gs 


Method 


GENSCAN 


Start 


539 


End 


680 


GI 


none 


Score 


. 4 


Exons 


539. .680 






Seq. No. 


31385 


Seq. ID 


OJ990729 


Gene No. 


64929 


Strand 




Start 


1 


End 


541 


Name 


OJ990729 03.9B05.C4.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


541 


GI 


100489 


Score 


227 


Exons 


1. .541 






GI Descrip. 


transposase Tam3 - garden 


snapdragon 


transposon 



gi I 16064 | emb | CAA38 906 | (X55078) Tam3-transposase [Antirrhinum 
majus] gi| 3219237 |dbj IBAA28817.il (AB013982) transposase 
[Antirrhinum majus] gi | 3219239 | dbj | BAA28818 . 1 | (AB013983) 
transposase [Antirrhinum majus] gi | 3219241 | dbj | BAA28819 . 1 | 
(AB013984) transposase [Antirrhinum majus] 
gi|3219244 |dbj IBAA28820.il (AB013986) transpo 

Seq. No. 31385 Seq. ID OJ99072 9_03 . 9B05 . C4 

Gene No. 64 929 Strand 

Start 1 End 541 

Name OJ990729_03 . 9B05 . C4 . o2 . np Method AAT/NAP 

Start 1 End 541 

GI 6016874 Score 175 

Exons 1. . 92, 233. .541 

GI Descrip. (AP000570) ESTs C1914 3 (E10020 ) , D2507 6 ( R3116) correspond to a 
region of the predicted gene.; Similar to putative AC 9 
transposase. (P03010) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31385 

; 64 929 : " ' : " ..." 

1 

OJ990729_0-3 . 9B05 . C4 . ol . tm 
38 

none 



Seq. ID OJ990729_03.9B05.C4 
Strand .. - - ~: ~: 

End 

Method 
End 
Score 



541 

TBLASTX: Maize 

537 

72 



38. .76, 69. .137, 71. .133, 74. .151, 152. .409, 153. .419, 195. .410, 
445. .477, 450. .482, 502. .537 



Seq. *No. . 31386 Seq. ID 

Gene No. 64 930 Strand 

Start 140 End 

Name OJ990729_03 . 9B05 . C7 . ol . gs Method 

Start 14 0 End 

GI none Score 

Exons 140.. 218, 240.. 624 



OJ990729_03.9B05.C7 
+ 

624 

GENSCAN 

624 

.6 



31336 




Seq. No. 


31386 


Seq. ID 


OJ990729_03 


.9B05 


.C7 


Gene No. 


64931 


Strand 








Start 


837 


End 


1013 






Name 


OJ990729 03. 9B05 . C7 . o2 . gs 


Method 


GENSCAN 






Start 


837 


End 


1013 






GI 


none 


Score 


1 






Exons 


837. .1013 










Seq. No. 


31387 


Seq. ID 


OJ990729_03 


. 9B05 


.C8 


Gene No. 


64932 


Strand 








Start 


1564 


End 


2620 






Name 


OJ990729 03.9B05.C8.ol.gs 


Method 


GENSCAN 






Start 


1564 


End 


1970 






GI 


none 


Score 


.75 






Exons 


1564. .1970 










Seq. No. 


31387 


Seq. ID 


OJ990729 03 


9B05 


.C8 


Gene No. 


64932 


Strand 








Start 


1564 


End 


2620 






Name 


OJ990729 03.9B05.C8.ol.np 


Method 


AAT/NAP 






Start 


1567 


End 


2620 






GI 


6815053 


Score 


737 






Exons 


1567. .1970, 2473. .2620 










GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa ] 






Seq. No. 


31388 


Seq. ID 


OJ990729 03. 


9B05 


. C9 


Gene No. 


64933 


Strand 








Start 


1 


End 


588 






Name 


OJ990729 03.9B05.C9.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


455 






GI 


6016874 


Score 


121 






Exons 


1..77, 288. .455 










GI Descrip. 


(AP000570) ESTs C19143 (E10020) , D25076 (R3116) correspond 


to 




region of the predicted gene 


. ; Similar 


to putative 


AC 9 






transposase. (P03010) [Oryza 


sativa] 








Seq. No. 


31388 


Seq. ID 


OJ990729_03. 


9B05, 


C9 


Gene No. 


64933 


Strand 








Start 


1 


End 


588 






Name 


OJ990729 03.9B05.C9.ol.tm 


Method 


TBLASTX: Maize 




Start 


2 


End 


588 






GI * ; 


. none: . v 


.. .Score \ 


68 . . . - 






Exons 


2. .82, 4. .48, 265. .588, 290. 


.541 








Seq. No. 


31389 


Seq. ID 


OJ990729_03. 


9B05. 


C10 


Gene No. 


64934 


Strand 


+ 






Start 


272 


End 


1697 






Name 


OJ990729 03. 9B05 . C10 . o2 . np 


Method 


AAT/NAP 






Start 


272 


End - 


1697 






GI 


5852084 


Score 


84 






Exons 


272. .369, 1614. .1697 










GI Descrip. 


(AL117264) zwh0007.1 [Oryza sativa] 








Seq. No. 


31389 


Seq. ID 


OJ990729_03. 


9B05. 


C10 


Gene Nu . 


64 935 


Strand 








Start 


14 


End 


1222 






Name 


OJ99072 9_03. 9B05 . C10 . ol . gs 


Method 


GENSCAN 







31337 




Start 


14 






End 


1222 


GI 


none 






Score 


1 


Exons 


14 . . 1222 










Seq. No. 


31389 






Seq. ID 


OJ990729 03.9B05.C10 


Gene No. 


64935 






Strand 




Start 


14 






End 


1222 


Name 


OJ990729 03, 


9B05.C10.ol 


.np 


Method 


AAT/NAP 


Start 


17 






End 


1222 


GI 


2126090 






Score 


2114 


Exons 


17. .1222 










GI Descrip. 


transposase 


(insertion 


sequence IS10) 


- Escherichia coli 



gi I 455676|bbs| 140379 (S67119) transposase [Escherichia coli, 
LBB84 , plasmid pXT107, IS10L/R-1, Peptide 

PlasmidTransposonlnsertionMutant , 402 aa] [Escherichia coli] 
gi| 6634720|gb|AAF19728.1|AC012463_2 (AC012463) T2E6.2 
[Arabidopsis thaliana] 



Seq. No. 


31389 








Seq. ID 


OJ990729_03.9B05.C10 


Gene No. 


64936 








Strand 




Start 


1182 








End 


1350 


Name 


OJ990729 03 


.9B05 


ClO.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


1182 








End 


1350 


GI 


none 








Score 


177 


Exons 


1182. .1301, 


1183 


.1350, 


1184 . 


. 1330 




Seq. No. 


31390 








Seq. ID 


OJ990729_03.9B05.C11 


Gene No. 


64937 








Strand 




Start 


1457 








End 


3154 


Name 


OJ990729 03 


.9B05 


Cll.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


857 








End 


3154 


GI 


none 








Score 


42 


Exons 


857. .904, 932. .961, 934 


. . 969, 


1019. .1105, 1023. .1103, 




1832. .1921, 


1844, 


.1939, 


1845. 


.1940, 2866. .2928, 2874. .2990, 




2876. .2995, 


3064, 


.3102, 


3094 . 


.3153, 3095.. 3154 


Seq. No. 


31390 








Seq. ID 


OJ990729_03, 9B05.C11 


Gene No. 


64937 








Strand 




Start 


1457 








End 


3154 


Name 


OJ990729 03 


9B05. 


Cll.ol 


gp 


Method 


AAT/GAP 


Start 


1457 








End 


1922 


GI 


2428084 








Score 


843 . - •:- • - • 


Exons 


1457. .1922 












Seq. No. 


'3i390 








Seq. ID 


OJ990729_03.9B05.C11 


Gene No. 


64937 








Strand 




Start 


1457 








End 


3154 


Name 


OJ990729 03. 


9B05. 


Cll.o2 


gs 


Method 


GENSCAN 


Start 


1784 








End 


3099 


GI 


none 








Score 


.96 ' 


Exons 


1784. .1807, 


1850. 


.1918, 


2879. 


.2989, 3064. .3099 


Seq. No. 


31390 








Seq. ID 


OJ990729_03. 9B05.C11 


Gene No. 


64937 








Strand 




Slart 


1457 








End 


3154 


Name 


OJ990729 03. 


9B05. 


Cll.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


1844 








End 


3144 



31338 




GI 


none 


Score 


117 


Exons 


1844. .1948, 2874. .2990, 2876. 


.2995, 3064.. 3144 


Seq. No. 


31390 


Seq. ID 


OJ990729_03.9B05.C11 


Gene No. 


64937 


Strand 




Start 


1457 


End 


3154 


Name 


OJ990729 03.9B05.Cll.ol. tc 


Method 


TBLASTX: Cress 


Start 


1871 


End 


3147 


GI 


none 


Score 


125 


Exons 


1871. .1939, 2876. .2995, 2877. 


.2990, 3037.. 3105, 3064.. 3147 


Seq. No. 


31391 


Seq. ID 


OJ990729_03.9B05.C12 


Gene No. 


64938 


Strand 


+ 


Start 


2580 


End 


2895 


Name 


OJ990729 03.9B05.C12.ol.gp 


Method 


AAT/GAP 


Start 


2580 


End 


2895 


GI 


none 


Score 


604 


Exons 


2580. .2895 






Seq. No. 


31391 


Seq. ID 


OJ990729_03.9B05.C12 


Gene No . 


64939 


Strand 


+ 


Start 


3223 


End 


4919 


Name 


OJ990729_03 . 9B05 . C12 . o2 . gp 


Method 


AAT/GAP 


Start 


3223 


End 


4919 


GI 


20723 1.R1084 


Score 


1661 


Exons 


3223. .3969, 4728. .4919 






GI Descrip. 


f 2149018/gb|U70541 IOSU70541 8 


. 0e-14 Oryza sativa putative 




ADP-glucose pyrophosphorylase 


subunit 


SH2 and putative 




NADPH-dependent reductase Al 


genes, complete cds ' 


Seq. No. 


31391 


Seq. ID 


OJ990729_03.9B05.C12 


Gene No . 


64940 


Strand 


+ 


Start 


5101 


End 


5408 


Name 


OJ990729 03. 9B05.C12.ol. tw 


Method 


TBLASTX: Wheat 


Start 


3233 


End 


3613 


GI 


none 


Score 


178 


Exons 


3233.. 3400, 3233.. 3415, 3367- 


.3420, 3435. .3515, 3447. .3491, 




3448. .3528, 3498. .3545, 3515. 


.3547, 3573.. 3608, 3583.. 3612, 




3593. .3613 






Seq. No. 


31391 


Seq. ID 


OJ990729_03.9B05.C12 


Gene No. 


64940 


Strand 


. + ' 


Start 


5101 


End 


.5408 


Name 


OJ990729 03.9B05.C12.ol.np 


Method 


AAT/NAP 


Start 


5101 


End 


5408 


GI 


6006381 


Score 


335 


Exons 


5101. .5408 






GI Descrip. 


(AP000559) hypothetical protein [Oryza 


sativa] 


Seq. No. 


• 31392 


Seq. ID 


OJ990729_03.9B05.C13 


Gene No . 


64941 


Strand 


+ 


Start 


640 


End 


1898 


Name 


OJ990729 03.9B05.C13.ol.gs 


Method 


GENSCAN 


Start 


640 


End 


1898 


GI 


none 


Score 


.54 



Exons 640.. 736, 1682.. 1898 



31339 




Seq. No. 


31393 


Seq. ID 


OJ990729_03.9B05 


C14 


Gene No. 


64942 


Strand 4 


+ 




Start 


2404 


End 


3544 




Name 


OJ990729 03.9B05.C14.ol.gs 


Method 


GENSCAN 




Start 


2404 


End 


3544 




GI 


none 


Score 


. 44 




Exons 


2404. .3544 








Seq. No. 


31-393 


Seq. ID 


OJ990729JD3.9B05. 


C14 


Gene No. 


64943 


Strand 






Start 


3456 


End 


3645 




Name 


OJ990729 03. 9B05.C14 .ol. tm 


Method 


TBLASTX: Maize 




Start 


3456 


End 


3645 




GI 


none 


Score 


196 




Exons 


3456. .3644, 3456. .3641, 3457. .3645, 3463. .3645 




Seq. No. 


31394 


Seq. ID 


OJ990729_03. 9B05. 


C15 


Gene No. 


64944 


Strand 


+ 




Start 


73 


End 


5200 




Name 


OJ990729 03. 9B05 . C15 . ol . gs 


Method 


GENSCAN 




Start 


73 


End 


5200 




GI 


none 


Score 


. 88 




Exons 


73.-546, 1135. .1329, 2013. 


2317, 2458. 


.2643, 2931.. 3108, 






5105. .5200 








Seq. No. 


31394 


Seq. ID 


OJ990729_03.9B05. 


C15 


Gene No. 


64945 


Strand 


+ 




Start 


11412 


End 


11954 




Name 


OJ990729 03. 9B05 . C15 . ol . np 


Method 


AAT/NAP 




Start 


11412 


End 


11954 




GI 


6539585 


Score 


197 




Exons 


11412. .11565, 11863. .11954 








GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 




Seq. No. 


31394 


Seq. ID 


OJ990729_03.9B05. 


C15 


Gene No. 


64946 


Strand 


+ 




Start 


16162 


End 


16686 




Name 


OJ990729 03.9B05.C15.o3.gs 


Method 


GENSCAN 




Start 


16162 


End 


16686 




GI 


none 


Score 


.69 ■ 




Exons 


16162. . 164 31, 16567. .1668 6 








Seq. No. 


31394 . 


Seq. ID 


OJ990729_03.9B05. 


C15 


Gene No. 


64947 


Strand 






Start 


6495 


End 


15106 




Name 


OJ990729 03.9B05.C15.ol.tc 


Method 


TBLASTX: Cress 




Start 


1 


End 


1310 




GI 


none 


Score 


164 




Exons 


1. .228, 15. .227, ' 289. .546, 


339. ..542, 1125. .1163, 1126. .1167 




1153. .1305, 1194. . 1310 








Seq. No. 


31394 


Seq. ID 


OJ990729JD3.9B05. 


C15 


Gene No. 


64947 


Strand 






Start 


6495 


End 


15106 




Name 


OJ990729 03. 9b05 . Clb . ol . ts 


Method 


TBLASTX: Soybean 




Start 


64 


End 


2096 




GI 


none 


Score 


132 





31340 



Exons 



64. .189, 82. .162, 87. .188, 310. .546, 1125. .1334, 1126. .1332, 
1139. .1366, 2010. .2096 



Seq. No. 31394 Seq. ID 

Gene No. 64947 Strand 

Start 64 95 End 

Name OJ99072 9_03 . 9B05 . C15 . ol . tm Method 

Start 144 End 

GI none Score 
Exons 



OJ990729_03.9B05.C15 
15106 

TBLASTX: Maize 

6783 

572 



144. .278, 145. .546, 147. .548, 149. .547, 1125. .1331, 1125. .1358, 
1126. .1347, 1139. .1354, 2010. .2318, 2010. .2321, 2011. .2319, 
2021. .2329, 2023. .2325, 2446. .2643, 2459. .2641, 2907. .3110, 
2935. .3111, 2936. .3109, 6490. .6636, 6495. .6641, 6732. .6773, 
6736. .6783 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31394 
64947 
6495 

OJ990729_03. 9B05 . C15 . o2 . ts 

2220 

none 

2220. .2318, 2290. .2319, 2446. 
2468. .2590, 2579. .2641, 2587. 

31394 
64947 
6495 

OJ990729_03. 9B05 . C15 . o2 . gs 

6495 

none 

6495. .6673, 6832. .6880, 6994. 
8238. .8321, 8332. .8419, 9652. 
15077. . 15106 



Seq. ID 

Strand 
End 

Method 
End 
Score 

.2580, 2449 
.2643, 2910 



OJ990729 03.9B05.C15 



15106 

TBLASTX: Soybean 
3102 
69 

2565, 2459. .2590, 
3095, 2929.. 3102 



Seq. ID 

Strand 
End 

Method 
End 
Score 



OJ990729 03.9B05.C15 



15106 
GENSCAN 
15106 
.4 

7152, 7605. .7708, 7896. .8013, 
9720, 10408. .10576, 14207 .. 14 378 , 



Seq. No. 31395 

Gene No. 64948 • 

Start 1 

Name OJ990729_03 . 9B05 . CI 6 . ol . np - 

Start 1 

GI 4415912 

Exons 1..82, 153.. 406, 1073.. 1300, 

2155. .2234, 2598. .2712 ■ 

GI Descrip. (AC006282) putative protease [Arabidopsis thaliana] 



Seq. ID OJ990729_03.9B05.C16 

Strand + 

End 9392 

Method AAT/NAP 

End 2712 

Score 780 
1510. .1671, 1789. .1862, 1951. .2034 



Seq. No. 31395 

Gene No. 64948 

Start 1 

Name OJ990729_03 . 9B05 . C16 . ol . gp 

Start 153 

GI 2310457 

Exons 153 . .406 

GI Descrip. 4 4 15912/gb | AAD2014 3 | 1.0e-19 
[Arabidopsis thaliana] 



Seq. ID OJ990729_03.9B05.C16 

Strand + 

End 9392 

Method AAT/GAP 

End -406 

Score 471 

(AC006282) putative protease 



seq. No. 
Gene No. 
Start 



64948 
1 



Seq. ID OJ990729_03.9B05.C16 
Strand + 
End 9392 



31341 



Name 

Start 

GI 

Exons 



OJ99072 9_03.9B05.C16.ol.gs 
153 



Method GENSCAN 
End . 9392 
none Score . 6 

153. .406, 1073. .1196, 1510. .1671, 1789. .1862, 1930. .2047, 
2168. .2234, 2598. .2669, 2796. .2902, 3647. .3801, 3875. .4070, 
4165. .4309, 4339. .4498, 5034. .5153, 5423. .5546, 5669. .5806, 
5937. .6146, 6530. .6680, 7897. .8246, 8354. .8408, 8532. .8827, 
9184.. 9392 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31395 
64948 
1 

OJ99072 
4138 
6324607 
4138. .4 
6530. .6 
exonucl 
(EXO I) 
yeast ( 
(X87331 
longer 
cerevis 
[Saccha 



9_03. 9B05.C16.o2.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990729_ 
+ 

9392 
AAT/N&P 
6684 
390 



03.9B05.C16 



5034. .5153, 5423. .5546, 5669. .5806, 5937. .6149, 



298, 
684 

ease;' Dhslp gi I 1706421 | sp | P39875 | EX01_YEAST EXONUCLEASE I 

(DHS1 PROTEIN) gi | 2131226 | pir | | S62169 DHS1 protein - 
Saccharomyces cerevisiae) gi 1 104 1655 | emb | CAA60749 | 
) overlaps with S69545. Encodes protein 219 amino acids 
than published protein sequence [Saccharomyces 
iae] gi|1420150|emb|CAA99223| (Z74941) ORF YOR033c 



Seq. No. 31395 

Gene No. 64 94 9 

Start 3154 

Name OJ990729_03 . 9B05 . C16 . o2 

Start 152 

GI none 

Exons 152.. 265, 153.. 272, 155 
1069. .1230, 1073. .1255, 

Seq. No. 31395 

Gene No. 64 94 9 

Start 3154 

Name OJ99072 9_03 . 9B05 . C16 . o4 

Start 1257 

GI none 

Exons 1257.. 1301, 1259.. 1300, 
1532. .1669/ 1546. .1674, 

Seq. No. 31395 

Gene No. 64 94 9 

Start 3154 

Name OJ990729_03 . 9B05 . CI 6 . ol 

Start r 1508 

GI none 

Exons 1508.. 1573, 1546.. 1677, 
1943. .1996, 1945. .1995 

Seq. No. 31395 

Gene No. 64949 

Hi. 4- -\-t/-* 

Jtai L 

Name OJ99072 9_03 . 9B05 . CI 6 . o3 

Start 1791 



Seq. ID OJ990729_03.9B05.C16 
Strand 

End 3529 

.tm Method TBLASTX : Maize 

End . 1256 

Score 160 
..313, 259. .402, 263. .403, 263. .412, 
1074. .1256 

Seq. ID OJ990729_03.9B05.C16 
Strand 

End 3529 
.tm ' Method ; * TBLASTX : Maize 

End 1674 

Score 77 
1508. .1546, 1509. .1559, 1532. .1672, 
1548.. 1670 

Seq. ID OJ990729_03.9B05.C16 
Strand 

End 3529 

. tc Method TBLASTX : Cress 

End 1996 

.. Score 50 
1548. .1670, 177 6. .18 62, 178 9. .1878, 



Seq. ID OJ990729_03.9B05.C16 
Strand 

End 3529 

. tm Method TBLASTX : Maize 

End 3151 



31342 



GI 

Exons 



Seq. No. .. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

1791. 

2158. 

2597. 

2931. 



,1871, 1792. .1857, 1922. 

.2232, 2160.. 2237, 2168. 

.2680, 2797. .2850, 2797. 

,2972, 3067.. 3087, 3068. 



Score 97 

,2047, 1930. .2052, 1934. .2047, 
,2233, 2590. .2670, 2592. .2672, 
,2931, 2831. .2902, 2929. .2961, 
,3094, 3122. .3151 



31395 
64 94 9 
3154 

OJ99072 9_03.9B05.C16.o2.gp 
3154 

uC-osroM202010g03al 
3154. .3529 

, 4415912/gb|AAD20143| 1.0e-19 (AC006282) putative protease 
[Arabidopsis thaliana] * 



Seq. ID OJ990729_03.9B05.C16 
Strand 

3529 
AAT/GAP 
3529 
684 



End 

Method 

End 

Score 



Seq. No. 


31395 






Seq. ID 


OJ990729 


Gene No. 


64950 






Strand 




Start 


5657 






End 


6679 


Name 


OJ990729 03. 


9B05. 


C16.ol. tm 


Method 


TBLASTX: 


Start 


5657 






End 


6679 


GI 


none 






Score . 


222 


Exons 


5657. .5830, 


5667. 


.5804, 5726.. 


5806, 5934. .6149, 




5937. . 6149, 


6527. 


.6679, 6527.. 


6667, 6529. .6669 


Seq. No. 


31396 






Seq. 'ID 


OJ990729 


Gene No. 


64951 






Strand 


+ 


Start 


37 






End 


3587 


Name 


OJ990729 03. 


9B05. 


C17.ol.np 


Method 


AAT/NAP 


Start 


37 






End 


3587 


GI 


2213587 






Score 


94 


Exons 


37. .99, 1946 


. .207 


4, 2102.. 2314 


, 3567.. 


3587 


GI Descrip. 


(AC000348) T7N9.7 


[Arabidopsis 


thaliana] 


Seq. No. 


31396 






Seq. ID 


OJ990729_ 


Gene No. 


64952 






Strand 




Start 


4737 






End 


20013 


Name 


OJ990729 03. 


9B05. 


C17.o2.np ' 


Method 


AAT/NAP 


Start 


4737 






End 


19045 


GI 


6094553 






Score 


2862 


Exons 


4737. .4769, 


4995. 


.5225, 5320.. 


5394, 5489.. 5656, 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6059.. 6300, 6566.. 6637, 7286.. 7352, 8016 .. 8060, " 8 155 .. 8393, 
8558. .8677, 8776. .8850, 8926. .8988, 9681. .9763, 10363 .-. 104 05 , 
10692. . 10850, 11624 .. 11697, 12113 12176, 12268 .. 12367 , 
12444 . .12650, 12769 .. 128 63, 13783 .. 13857 , 14 042 .. 14 134 , 
14499. .14603, 15272 .. 15342 , 16364 .. 1 6517 , 17 456 .. 1751 9, 
18138. .18221, 18964. .19045 

(AC010676) unknown protein [Arabidopsis thaliana] 



31396 
64952 
4737 

OJ99072 9_03. 9B05.C17 .o2.gs 

4941 

none 

4941. .5225, 5320. .5394, 5489. 
6566. .6637, 7286. .7364, 8155. 



Seq. ID OJ990729_03.9B05.C17 
Strand 

End 20013 
Method GENSCAN 
End 20013 
Score .84 

.5656, 5929.. 5986, 6059.. 6300, 
.8393, 8776. .8850, 8926. .8988, 



31343 




9681.. 9763, 10288 .. 10427, 10729 .. 10850, 11624 .. 11702, 
12444. -.12650, 1284 1 .. 12863, 14042 .. 14 134 , 14 4 99 .. 14 603, 
15272. .15342, 16364 16517 , 174 56 .. 17519, 18964 .. 1 9010, 
19773. . 19832, 19942. .20013 



Seq. No. 


31396 






Seq. ID 


OJ990729_03.9B05.C17 


Gene No. 


64952 






Strand 




Start 


4737 






End 


20013 


Name 


OJ990729 03.9B05 


.C17.ol 


.gp 


Method 


AAT/GAP 


Start 


5553 






End 


8043 


GI 


uOosflcypl74h04bl 




Score 


997 


Exons 


5553.. 5656, 5929 


. .5986, 


6059, 


..6300, 6566.. 6637, 7286.. 7352, 




8016. .8043 










GI Descrip. 


' 6094553/gb | AAF034 95 . 1 1 


AC010676 5 2.0e 


-59 (AC010676) unknow: 




protein [Arabidopsis thaliana] 1 




Seq. No. 


31396 






Seq. ID 


OJ990729_03.9B05.C17 


Gene No. 


64953 






Strand 




Start 


23011 






End 


24247 


Name 


OJ990729 03.9B05 


.C17.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


5064 






End 


5189 


GI 


none 






Score 


183 


Exons 


.. 5064. .5189, 5064 


. .5189 








Seq. No. 


31396 






Seq. ID 


OJ990729_03.9B05.C17 


Gene No. 


64953 






Strand 




Start 


23011 






End 


24247 


Name 


OJ990729 03.9B05, 


.C17.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


5320 






End 


6652 


GI 


none 






Score 


75 


Exons 


5320. .5442, 5336, 


. .5395, 


5450. 


.5683, 5484. .5654, 5486. .5671, 




5917. .5988, 6058, 


. .6099, 


6169. 


.6303, 6563.. 6652, 6567.. 6638 


Seq. No. 


31396 






Seq. ID 


OJ990729_03.9B05.C17 


Gene No. 


64953 






Strand 




Start 


23011 






End 


24247 


Name 


OJ990729 03.9B05. 


,C17.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


5552 






End 


8297 


GI 


none 






Score 


89 


Exons 


5552. .5671, 5565, 


. .5657, 


5917. 


.5988, 5927.. 5998, 6056.. 6100, 




6058. .6123, 6244, 


, . 6303, 


6554 . 


.6631, 6563.. 6652, 6567.. 6635, 




7283. .7354, 8010, 


, .8060, 


8012. 


.8059, 8154.. 8297, 8157.. 82.97 


Seq. No. 


31396 






Seq. ID 


OJ990729_03.9B05.C17 


Gene No. 


64953 






Strand 




Start 


23011 






End 


24247 


Name 


OJ990729 03.9B05. 


,C17.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


7286 






End 


8623 


GI 


none 






Score 


112 


Exons 


7286. .7354, 8012. 


.8059, 


8154 . 


.8357, 8197. .8301, 8555. .8623 


Seq. No. 


31396 






Seq. ID 


OJ990729_03.9B05.C17 


Gene No. 


64953 






Strand 




Start 


23011 






End 


24247 


Name 






. tc 


Method 


TBLASTX: Cress 


Start 


8153 






End 


8850 


GI 


none 






Score 


116 



31344 




Exons 


8153. .8296, 8154. .8297, 8157. .8342, 8197. .8301, 8313. .8 


405, 




8555. .8623, 8776. .8850 








Seq. No. 


31396 


Seq. ID 


OJ990729_03.9B05 


.C17 


Gene No. 


64953 


Strand 






Start 


23011 


End 


24247 




Name 


OJ990729 03.9B05.C17.o3.gs 


Method 


GENSCAN 




Start 


23011 


End 


24247 




GI 


none 


Score 


.57 




Exons 


23011. .23233, 23884 24070, 


24149. .24247 




Seq. No. 


31396 


Seq. ID 


OJ990729_03.9B05 


.C17 


Gene No. 


64953 


Strand 






Start 


23011 


End 


24247 




Name 


OJ990729 03. 9B05.C17 .o3.np 


Method 


AAT/NAP 




Start 


23874 


End 


24247 




GI 


2213588 


Score 


187 




Exons 


23874. .24247 








GI Descrip. 


(AC000348) T7N9.8 [Arabidopsis thaliana] 




Seq. No. 


31396 


Seq. ID 


OJ990729J)3. 9B05 


.C17 


Gene No. 


64953 


Strand 






Start 


23011 


End 


24247 




Name 


OJ990729 03. 9B05 . C17 . o3 . tc 


Method 


TBLASTX: Cress 




Start 


23907 


End 


24243 




GI 


none 


Score 


90 




Exons 


23907. .23945, 23973 24 077 , 


24139. .24243, 24150. .24221 




Seq. No. 


31397 


Seq. ID 


OJ990729_03.9B05 


.C18 


Gene No. 


64954 


Strand 






Start 


34 


End 


1109 




Name 


OJ990729 03. 9B05 . C18 . ol . tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


1084 




GI 


none 


Score 


107 




Exons 


1..87, 1..87, 2. .88, 85. .138, 89. .157, 


90. .143, 947. .10 


34, 




952. .1083 








Seq. No. 


31397 


Seq. ID 


OJ9-90729_03. 9B05 


-C18 


Gene No. 


64954 


Strand 






Start 


34 


End 


1109 




Name 


OJ990729 03. 9B05 . C18 . ol . gs 


Method 


GENSCAN 




Starf 


34 


End 


1109 




GI 


none 


Score 


.88 




Exons 


34. .141, 951. .1109 • 








Seq. No. 


31398 


Seq. ID 


OJ990729_03.9B05 


.C19 


Gene No. 


64955 


Strand 






Start 


663 


End 


5800 




Name 


OJ990729 03.9B05.C19.ol.gs 


Method 


GENSCAN 




Start 


663 


End 


5800 




GI 


none 


Score 


.74 




Exons 


663. .872, 1386. .1459, 1581.. 


1692, 2362 


..2437, 2513. .2660, 




3554. .3695, 4648. .4772, 4877 


..5019, 5518. .5605, 5614. .51 


300 


n *7 _ 

o c: ^ . lv u . 


31398 


Seq. ID 


Ojyy0729_03.9B05 


C19 


Gene No. 


64955 


Strand 






Start 


663 


End 


5800 





31345 




Name 


OJ990729 03 


. 9B05 


. C19 . ol 


no 


Mp1~ hnH 


AAT /nap 




Start 


728 ~ 






End 


14 36 




GI 


none 








Score 


879 




Exons 


728 . . 1149, 


1386 . 


. 1436 










Seq. No. 


31398 








. Seq. ID 


OJ990729 




Gene No. 


64955 








Strand 






Start 


663 








End 


5800 




Name 


OJ990729 03 


. 9B05 


-C19.ol 


. tc 


Method 


TBLASTX : 


Cre s s 


Start 


1366 ~ 








End 


2572 . 




GI 


none 








Score 


80 




Exons 


1366. . 1485, 


1386 


1475, 


1582 


.1692, 1583. .1708, 


2360 2437 




2362 . .2466, 


2501 


2572, 


2527 


.2571 






Seq. No. 


31398 








Seq. ID 


OJ990729 


03 9B0S C19 


Gene no . 


64955 








Strand 






Start 


663 








End 


5800 




Name 


OJ990729 03 


. 9B05 


.C19.ol, 


tm 


Method 


TBLASTX: 


Maize 


Start 


1384 








End 


3696 




GI 


none 








Score 


120 




Exons 


1384 . . 1476, 


1386 


. . 1478, 


1386. 


.1487, 1387. .1479, 


1582 169S 




1582 . . 1692, 


2192 


. .2245, 


2360 . 


.2437, 2362. .2436, 


*i O \J • * \J *J J f 




2481 . .2660, 


2485 


. .2664, 


2570 . 


.2680, 3538. .3696, 




Seq. No. 


31398 








Seq. ID 


OJ990729 




Gene No. 


64955 








Strand 






Start 


663 








End 


5800 




Name 


OJ990729 03 


. 9B05 


. C19 .ol . 


tw 


Method 


TBLASTX: 


tfheat 


Start 


2401 ~ 








End 


4917 




GI 


none 








Score 


54 




Exons 


2401 . .2481, 


2404 


. .2445, 


2480 . 


.2686, 2485. .2661, 


~J \j 1 . , \J \J i 




3537 3695 


3554 


3685, 


3555 . 


.3686, 4€ 


79. .4917, 




Seq. No. 


31398 








Seq. ID 


OJ990729 


_03.9B05.C19 


Gene No. 


64955 








Strand 






Start 


663 








End 


5800 




Name 


OJ990729 03 


. 9B05 


. C19 . o2 . 


yp 


Method 


AAT /GAP 




Start 


2529 ~~ 








End 


5056 




GI 


701857 








Score 


790 




Exons 


2529. .2659, 


3554 


. . 3695, 


4877 . 


.5056 






Seq. No. 


313.99 








Seq. ID 


OJ990729 


_03.9B05.C21 


Gene No. 


64956 








Strand " 






Start 


• 309 








End 


745 




Name 


OJ990729 03, 


9B05 


C21.ol. 


y ° 


Method 


GENSCAN 




Start 


309 








End 


745 




GI 


none 








Score 


.89 




Exons 


309. .393, 430. .745 










ij — LJ^ . LN \J . 


31400 








Seq. ID 


OJ990909_ 


07 QR1 ^ 


Gene No. 


64957 








Strand 


+ 




Start 


1425 








End 


1643 




Name 


OJ990909 07. 


9B15. 


C2.ol.gs 


Method 


GENSCAN 




Start 


1425 








End 


1643 




GI 


none 








Score 


. 94 




Exons 


1425. .1643 















31346 




Seq. No. 


31400 


Seq. ID 


OJ990909_07.9B15 


C2 


Gene No. 


64958 


Strand 






Start 


2155 


End 


2945 




Name 


OJ990909 07. 9B15 . C2 . o2 . gs 


Method 


GENSCAN 




Start 


2155 ~~ 


End 


2945 




GI 


none 


Score 


.84 




Exons 


2155. .2225, 2903. .2945 








Seq. No. 


31401 


Seq. ID 


OJ990909_07.9B15. 


C5 


Gene No. 


64959 


Strand 






Start 


6 


End 


200 




Name 


OJ990909 07 . 9B15 ,C5 .o2 . tm 


Method 


TBLASTX : Maize 




Start 


6 


End 


200 




GI 


none 


Score 


180 




Exons 


6. .188, 20. .187, 24. .200 








Seq. No. 


31401 


Seq. ID 


OJ990909_07.9B15. 


C5 


Gene No. 


64960 


Strand 






Start 


230 


End 


773 




Name 


OJ990909 07.9B15.C5.ol.tm 


Method 


TBLASTX : Maize 




Start 


230 ~ 


End 


701 




GI 


none 


Score 


332 




Exons 


230. .448, 231. .602, 468. . 602, 


620 . . 697, 


669. .701 




Seq. No. 


31401 


Seq. ID 


OJ990909_07.9B15. 


C5 


Gene No. 


64960 


Strand 






Start 


230 


End 


773 




Name 


OJ990909 07.9B15.C5.ol.tw 


Method 


TBLASTX* Wheat 




Start 


429 ~ 


End 


773 




GI 


none 


Score 


139 




Exons 


429. .617, 514. .759, 563... 757, 


633 . .770, 


669. .773 




Seq. No. 


31402 


Seq. ID 


OJ990909_07.9B15. 


C7 


Gene No . 


64961 


Strand 






Start 


140 


End 


5526 




Name 


OJ990909 07.9B15.C7.ol.gs 


Method 


GENSCAN 




Start 


140 


End 


5526 




GI 


none 


Score 


.72 




Exons 


140. .380, 444. .684, 964. . 1078 


, 1307. .1528, 1553. .1622, 






1628. .1840, 1889. .2127, 2367. 


.2500, 2519. .2615, 2666. .2788 




5391 . . 5526 








Seq. No. . 


31402 


Seq. ID 


OJ990909_07. 9B15. 


C7 


Gene No. 


64961 


Strand 






Start 


140 


End 


5526 




Name 


OJ990909 07.9B15.C7.ol.tm 


Method 


TBLASTX: Maize 




Start 


570 ~~ 


End 


899 




GI 


none 


Score 


185 




Exons 


570. .788, 571. ,831, 858. .899 








Seq. No. 


31403 


Seq. ID 


OJ990909_07. 9B15. 


C8 


Gene No. 


64962 


Strand 






Start 


725 


End 


4679 




Name 


OJ990909_07 . 9B15 . C8 . o2 . np 


Method 


AAT/NAP 




Stare 


725 


End 


4657 




GI 


5734621 


Score 


735 




Exons 


725. .759, 3871. .4030, 4068. .4235, 4341. 


.4429, 4518. .4657 





31347 



GI Descrip. (AP000391) ESTs AU067992 (CI 14 33) , AQ077 424 (CI 1433) correspond to 
a region of the predicted gene.; Similar to ABC transporter-7 
(U43892) [Oryza sativa] 

Seq. No. 31403 Seq. ID OJ990909_07 . 9B15 . C8 

Gene No. 64 962 Strand 

Start 725 End 4679 

Name OJ990909_07 . 9B15 . C8 . ol . gs Method GENSCAN 

Start 1361 End 4679 

GI none Score .76 

Exons . 1361. .2128, 2214. .2363, 2447. .3034, 3112. .3316, 3995. .4030, 

■ 4117. .4679 

Seq. No. 31403 Seq. ID OJ990909_07 . 9B15 . C8 

Gene No. 64962 Strand 

Start 725 End 4679 

Name OJ990909_07 . 9B15 . C8 . ol . np Method AAT/NAP 

Start 1364 End 3237 

GI 2252860 Score 589 

Exons 1364. .1994, 2040. .2120, 2203. .2350, 2633. .3031, 3112. .3237 

GI Descrip. (AF013294) No definition line found [Arabidopsis thaliana] 

Seq. No. 31403 Seq. ID OJ990909_07 . 9B15 . C8 

Gene No. 64962 Strand 

Start 725 End 4679 

Name OJ990909_07.9B15.C8.-ol.tm Method TBLASTX : Maize 

Start 1692 End 2291 

GI none Score 35 

Exons 1692. .1718, 1817. .1855, 1847. .1879, 1853. .1972, 1854. .1877, 
1890. .1970, 1974. .2114, 1977. .2114, 1978. .2115, 1995. .2129, 
2211.. 2291, 2214. .2291 

Seq. No. 31403 Seq. ID OJ990909JD7 . 9B15 . C8 

Gene No. 64 962 Strand 

Start 725 End 4679 

Name OJ990909_07 . 9B15 . C8 . ol . ts Method TBLASTX : Soybean 

Start 2265 End 2725 

GI none Score 63 

Exons * 2265.. 2327, 2271.. 2309, 2325.. 2363, 2332.. 2373, 2466.-2546, 

2468. .2500, 2591. .2725, 2591. .2719 

Seq. No. — 31403 Seq. ID OJ990909_07 . 9B15 . C8 

Gene No. 64 962 Strand - 

Start- 725 End 4679 

Name OJ990909_07 . 9B15 . C8 . ol . gp Method AAT/GAP 

Start 2437 End 3332 

GI 30021_1.R1084 Score 1495 

Exons 2437.. 3034, 3112.. 3332 

GI Descrip. '2252860 6.0e-12 (AF013294) No definition line found 
[Arabidopsis thaliana] f 

Seq. No. 31403 Seq. ID OJ990909_07 . 9B15 . C8 

Gene No. 64 962 Strand 

Start 725 End 4679 

Name OJ990909_07 . 9BI5 . C8 . o2 . tm Method TBLASTX : Maize 

Start 2591 End 2794 

GI none Score 113 



31348 



Exons 



2591. .2794, 2637. .2792 



Seq. No. 31404 Seq. ID OJ990909_07 . 9B15 . CIO 

Gene No. 64963 Strand 

Start 1380 End 

Name OJ990909_07 . 9B15 . CIO . ol . np Method 

Start 1380 End 

GI 5922628 Score 
Exons 1380.. 1403, 2533.. 2730 

GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

gil 6016861 |dbj IBAA85204.il (AP000570) hypothetical protein 
[Oryza sativa] 



OJ990909_07, 
+ 

2730 
AAT/NAP 
2730 
66 



Seq. No. 


31404 


Gene No. 


64964 


Start 


1108 


Name 


OJ990909 07.9B15 


Start 


1108 ~ 


GI 


none 


Exons 


1108. .1169, 2023 


Seq. No. 


31405 


Gene No . 


64965 


Start 


4454 


Name 


OJ990909 07.9B15 


Start 


4454 _ ~~ 


GI 


3152583 


Exons 


4454 . . 4978 


GI Descrip. 


(AC002986) Conta 




gb|U45881 from D 


Seq. No. 


31405 


Gene No . 


64966 


Start 


7744 


Name 


OJ990909 07.9B15 


Start 


7744 


GI 


1041704 


Exons 


7744. .7770, 9355 


GI Descrip. 


(U30478) expansii 


Seq. No. 


31405 


Gene No. 


64967- 


Start 


2871 


Name 


OJ990909 07.9B15 


Start 


2871 


GI 


none 


Exons 


2871. .3021, 4373 




7584 . .8133 


Seq. No. 


31405 


Gene No. 


64968 


Start 


15695 


Name 


OJ990909 07.9B15. 


Start 


15695 


r* -r 


592261 9 


Exons 


15695. .15802 



Seq. ID 


OJ990909_ 


_07, 


.9B15 


.C10 


Strand 










End 


2592 








Method 


GENSCAN 








End 


2592 








Score 


.79 








.2592 










Seq. ID 


OJ990909_ 


_07. 


,9B15 


.Cll 


Strand 


+ 








End 


4978 








Method 


AAT/NAP 








End 


4978 








Score 


168 









(AC002986) Contains similarity to inhibitor of apoptosis protein 
melanogaster . [Arabidopsis thaliana] 

Seq. ID OJ990909__07.9B15.C11 

Strand + 

End 9511 

:il.o2.np Method AAT/NAP 

End 9511 

Score 67 

,9511 



Seq. ID OJ990909_07.9B15.C11 
Strand 

•End 8133 

Method GENSCAN 

End 8133 

Score .72 



4474, 4578. .4811, 5458. .5548, 5754. .5888, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990909_07.9B15.C11 

15802 
AAT/NAP 
15802 
7 6 



GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 



31349 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



gi| 6016852 | dbj IBAA85195.il (AP000570) hypothetical protein 
[Oryza sativa] 



31405 Seq. ID 

64969 Strand 

21367 End 

OJ990909JD7. 9B15 . Cll . ol . tm Method 

4438 End 

none Score 



OJ990909_07.9B15.C11 
24326 

TBLASTX: Maize 

4708 

128 



4438. .4659, 4440. .4568, 4448. .4708, 4451. .4708 



31405 
64969 
21367 

OJ990909_07. 9B15.Cll.o4 .np 

21367 

5042463 



Seq. ID .OJ990909_07.9B15.C11 
Strand 

End 24326 

Method AAT/NAP 

End 24326 

Score 175 



21367. .21387, 21905 .. 22039, 227 62 .. 23097 , 24209. 
(AC007789) unknown protein [Oryza sativa] 



.24326 



31406 Seq. ID 

64970 Strand 
1 End 
OJ990909_07. 9B15 . C15 . ol . np Method' 
1 End 
3152583 " Score 
1. .419 

(AC002986) Contains similarity to inhibitor of apoptosis protein 
gb|U45881 from D. melanogaster . [Arabidopsis thaliana] 



OJ990909_07.9B15.C15 
+ 

419 

AAT/NAP 

419 

141 



Seq. No. 


31406 




Seq. ID 


OJ990909_07 . 9B15.C15 


Gene No. 


64970 




Strand 


+ 


Start 


1 




End 


419 


Name 


OJ990909 07.9B15.C15.ol. 


. tm 


Method 


TBLASTX : Maize 


Start 


3 




End 


149 


GI 


none 




Score 


179 


Exons 


3. .149, 3. .149 








Seq. No. 


31406 




Seq. ID 


OJ990909_07.9B15.C15 


Gene No. 


64970 




Strand 


+ 


Start 


1 




End 


419 


Name 


OJ990909 0.7.9B15.C1.5.O1, 


,gs 


. Method 


GENSCAN 


Start 


141 




End 


419 


GI 


none 




Score 




Exons 


141. .419 








Seq. No. 


31407 




Seq. ID 


OJ990909_07.9B15.C16 


Gene No. 


64971 




Strand 


+ 


Start 


1 




End 


1332 


Name 


OJ990909 07.9B15.C16.ol. 


np 


- Method 


AAT/NAP 


Start 


1 




End 


1332 


GI 


4582447 




Score 


572 


Exons 


1. .1332 








GI Descrip. 


(AC007071) putative non- 


■LTR. 


retroelement reverse transcriptase 




[ Arabidopsis thalidiia] 








Seq. No. 


31407 




Seq. ID 


OJ990909_07 . 9B15.C16 



31350 



Gene No. 64971 Strand 

Start 1 End 

Name OJ990909_07 . 9B15 . C16 . o2 . tw Method 

Start 14 End 

GI • none * Score 

Exons 14.. 376, 58.. 375 

Seq. No. 31407 Seq. ID 

Gene No. 64971 Strand 

Start 1 End 

Name OJ990909JD7 . 9B15 . CI 6 . ol . gs Method 

Start 303 End 

GI none Score 

Exons 303.. 1139 



+ 

1332 

TBLASTX: Wheat 

376 

314 



OJ990909_07. 9B15.C16 
+ 

1332 
GENS CAN 
1139 
.75 



Seq. No. 31407 Seq. ID 

Gene No. 64971 Strand 

Start 1 End 

Name OJ990909_07 . 9B15 . C16 . o2 . tm Method 

Start 394 End 

GI none Score 

Exons 394. .489, 395. .568, 416. .514 

Seq. No. 31407 Seq. ID 

Gene No. 64971 Strand 

Start 1 End 

Name OJ990909_07 . 9B15 . CI 6 . ol . tm Method 

Start 653 End 

GI none Score 

Exons 653.. 1330, 676.. 1161, 1136.. 1303 



OJ990909_07.9B15.C16 
+ 

1332 

TBLASTX: Maize 

568 

191 



OJ990909_07.9B15.C16 
+ 

1332 

TBLASTX: Maize 

1330 

605 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31407 Seq. ID 

64971 Strand 

1 End 
OJ990909__07 . 9B15 . CI 6 . ol . tw Method 

707 End 

none Score 

707. .1015, 707. .925, 739. .978 



OJ990909_07.9B15.C16 
+ 

1332 

TBLASTX: Wheat 

1015 

322 



31407 
64971 
1 

OJ990909_07.9B15.C16.o3.tw - 
1016 
none 

1016. .1129, 1018. .1122, 1139. .1291, 1243. .1275 

OJ990909 07.9B15.C18 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990909_07.9B15.C16 
+ 

1332' • 
TBLASTX: Wheat 
1291 



31408 Seq. ID _ 

64972 Strand 
604 End '2924 

OJ990909_07 . 9B15 . C18 . o3 . np Method AAT/NAP 
604 End 2152 

5091497 Score 81 

604. .670, 1710. .1804, 2020. .2152 

(AB023482) Sirailcir to Arabidopsis thaliana mKNA for DREB1B, 
complete cds . (AB00778 8 ) [Oryza sativa] 



31351 




Seq. No. 


31408 


Seq. ID 


OJ990909 07 9B15 C18 


Gene No . 


64972 


Strand 




Start 


604 


End 


2924 


Name 


OJ990909 07.9B15.C18.ol.np 


Method 


AAT/NAP 


Start 


1245 


End 


1983 


GI 


4539658 


Score 


199 


Exons 


1245. .1363, 1404. .1551, 1914. .1983 




GI Descrip. 


(AFD61282) serine carboxypeptidase-like protein [Sorghum 




bicolor] 






Seq. No. 


31408 


Seq. ID 


OJ990.909_07.9B15.C18 


Gene No . 


64972 


Strand 




Start 


604 


End 


2924 


Name 


OJ990909 07.9B15.C18.o2.np 


Method 


AAT/NAP 


Start 


1245 


End 


2924 


GI 


4539658 


Score 


207 


Exons 


1245. .1363, 1404. .1576, 18 


40.. 200.7, 28 


80. .2924 


GI Descrip. 


(AF061282) serine carboxypeptidase-like protein [Sorghum 




b i pnl nr 1 

*J J- \-f \J J- \V ±. J 






Sea. No 


31409 


Seq. ID 


OJ990909_07.9B15.C19 


Gene No. 


64973 


Strand 


+ 


Start 


711 


End 


3474 


Name 


OJ990909 07. 9B15 . C19 . ol . np 


Method 


AAT/NAP 


Start 


711 


End""'- 


3472 


GI 


3510251 ' 


Score 


1599 


Exons 


711. .815, 1409. .2009, 2368 


. .3472 




GI Descrip 


(AC005310) unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


31409 


Seq. ID 


OJ990909_07.9B15.C19 


Gene No. 


64973 


Strand 


+ 


Start 


711 


End 


3474 


Name 


OJ990909 07. 9B15 . C19 . ol . gs 


Method 


GEN SCAN 


Start 


1347 


End 


3474 


GI 


none 


Score 


.93 


Exons 


1347. .2009, 2368. .3474 






Seq. No. 


31409 


Seq. ID 


OJ990909_07.9B15.C19 


Gene No. 


64974 


Strand 


+ 


Start 


13814 


End 


15920 


Name 


OJ990909 07. 9B15 . C19 . o3 . np 


Method 


AAT/NAP 


Start 


13814 ;•■ 


■ End 


15920 - - - - 


GI * 


4678270 ■ 


Score 


104 


Exons 


13814 . .13892, 15877. .15920 






GI Descrip . 


(AL049660) protein kinase-like protein 


[Arabidopsis thaliana] 


Seq. No. 


31409 


Seq. ID 


OJ990909_07.9B15.C19 


Gene No . 


64974 


Strand 


+ 


Start 


13814 


End 


15920 


Name 


OJ990909 07. 9B15.C19.o4 .np 


Method 


.AAT/NAP 


Start 


15428 


End 


15581 


GI 


4678270 


Score 


90 


Exons 


15428. . 15581 






GI Descrip. 


(AL049660) protein kinase-like protein 


[Arabidopsis thalianal 


Seq. No. 


31409 


Seq. ID 


OJ990909_07.9B15.C19 


Gene No. 


64975 


Strand 


+ 



31352 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18497 End 20603 

OJ990909_07 . 9B15 . C19 . o5 . np Method AAT/NAP 
18497 End 20603 

4678270 Score 92 

18497. .18645, 20525.. 20603 

(AL049660) protein kinase-like protein [Arabidopsis thaliana] 



31409 Seq. ID 

64976 Strand 

21378 End 
OJ990909_07. 9B15.C19.o4 .gs Method 

21378 End 

none Score 

21378. .21451, 21647. .22100 



OJ990909_07.9B15.C19 
+ 

22100 
GENSCAN 
22100 
.95 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31409 
64977 
26757 

OJ990909_07. 9B15 . C19 . 06 . gs 
26757 
none 

26757. .26979, 27063 .. 27207 ,. 27256.. 27346 



Seq. ID OJ990909_07.9B15.C19 



Strand 
End 

Method 

End 

Score 



+ 

27346 
GENSCAN 
27346 
.91 



31409 
64978 
7164 

OJ990909_07 . 9B15 . C19 . o2 . np 
7161 
121784 
7161. .8450, 



OJ990909 07.9B15.C19 



Seq. ID 
Strand 

End 8763 
Method AAT/NAP 
End 8748 
Score 1746 

8748 

ENDOGLUCANASE 1 PRECURSOR (ENDO-1, 4-BETA-GLUCANASE) (ABSCISSION 
CELLULASE 1) gi | 994 97 | pir || SI 1 94 6 cellulase (EC 3.2.1.4) cell 
precursor - avocado gi | 204 17 | emb | CAA42569 | (X59944) cellulase 
[Persea americana] gi | 166947 (M17634) cellulase [Persea 
americana] gi | 225894 | prf | | 14 02357A cellulase [Persea americana] 



8536. 



Seq. No. 31409 Seq. ID 

Gene No. 64978 Strand 

Start 7164 End. 

Name OJ990909_07 . 9B15 . C19 . o2 . gs Method 

Start 7164 End 

GI' none Score 

Exons 7164 . .8450-, 8536.-8763 



OJ990909_07.9B15.C19 

8763 

GENSCAN 

8763 

.97 * . 



Seq. No. 31409 
Gene No. 64979 
Start 11188 

Name OJ990909_07 . 9B15 . C19 . o3 . gs 

Start 11188 
GI none 

Exons 11188. .11333, 12508 .. 12542 , 

19294. .19391, 19575 .. 19670, 
20177. .20647 



Seq. ID 
Strand 
End 

Method 

End 

Score 
13023. . 13212, 
19851. .19957, 



OJ990909 07.9B15.C19 



20647 
GENSCAN 
20647 
.86 

13910. 
20043. 



14081, 
20104, 



oeq. ino. 
Gene No. 
Start 



64979 
11188 



Seq. ID 

Strand 

End 



OJ990909 07.9B15.C19 



20647 



31353 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990909_07. 9B15 . C19 . ol . gp Method AAT/GAP 

18910 End 20104 

3613_1.R1084 Score 1291 

18910. . 19200, 19294. .19435, 19575 .. 19670, 19851 19957 , 

20043. .20104 

1 47.33953/gb|AC006193.3|AC006193 6.0e-ll Arabidopsis thaliana 
chromosome I BAC F13011 genomic sequence, complete sequence 1 



31409 
64979 
11188 

OJ990909_07. 9B15 . C19 . 06 . np 

19389 

6633822 



Seq. ID OJ990909_07.9B15.C19 
Strand 

End 20647 

Method AAT/NAP 

End 20647 

Score 828 



19389. .19435, 19575 .. 19670, 19851 .. 19957 , 2004 3 .. 20104 , 
20177. .20437, 20465.. 20647 



GI Descrip. (AC009519) F1N19.25 [Arabidopsis thaliana] 



Seq. No. 


31409 








Seq. ID 


OJ990909_07 . 9B15.C19 


Gene No. 


64980 








Strand 




Start 


25216 








End 


25542 


Name 


OJ990909 07 


. 9B15 


.C19.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


1323 ~ 








End 


3243 


GI 


none 








Score 


208 


Exons 


1323. . 1364, 


1364 


. .1435, 


2865 


..3038, 2866.^.3036, 3039.. 3242, 




3040. .3243 












Seq. No. 


31409 








Seq. ID 


OJ990909_07.9B15.C19 




64980 








Strand 




Start 


25216 








End 


25542 


Name 


OJ990909 07 


. 9B15 


. C19 . o4 


. ts 


Method 


TBLASTX : Soybean 


Start 


1334 ~~ 








End 


1796 


GI 


none 








Score 


298 


Exons 


1334 . . 1522, 


1404 


. .1796, 


1601 


. .1726 




Seq. No. 


31409 








Seq. ID 


OJ990909_07.9B15.C19 


Gene No. 


64980 








Strand 




Start 


25216 








End 


25542 


Name 


OJ990909 07 


. 9B15 


C19.o2 


. tc 


Method 


TBLASTX: Cress 


Start 


1404 








End 


2006 


GI 


none 








Score 


398 


Exons 


~. 1404. ;1925," 


- 1406 


.1:507, 


1601 


-.172.6, IE 


J38 vv 1-924 r .l:95-9-.-;;2006 - 


Seq. No. - 


31409 








Seq. ID 


OJ990909_07.9B15.C19 


Gene No. 


64980 








Strand 




Start 


25216 








End 


25542 


Name 


OJ990909 07 


. 9B15 


C19.o7 


. ts 


Method 


TBLASTX: Soybean 


Start 


2355 








End 


2637 


GI 


none 








Score 


231 


Exons 


2355. .2627, 


2356. 


.2637 








Seq. No. 


31409 








Seq. ID 


OJ990909_07.9B15.C19 


Gene No. 


64980 








Strand 




Start 


25216 








End 


25542 


Name 


OJ990909 07 


. 9bI5. 


ciy ,o5 


. tc 


Method 


TBLASTX: Cress 


Start 


2515 








End 


2832 


GI 


none 








Score 


209 



31354 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI - 



2515.. 2832, 2709.. 2783 



31409 
64980 
25216 

OJ990909_07. 
2719 
none 

2719. .2907, 



31409 
64980 
25216 

OJ990909_07 
2914 
none 

2914. .3264, 

31409 
64980 
25216 

OJ990909_07. 
3102 
none 

3102. .3419, 

31409 
64980 
25216 

OJ990909_07. 
3108 
none 

3108. .3419, 

31409 
64980 
25216 

OJ990909_07. 
3243 
none 

3243. .3428, 

31409 
64980 
25216 

OJ990909_07. 
7168 
none 

7168. .7230, 
7587. .7757, 

31409 
64980 
25216 

OJ9909U9_U7 . 

7179 

none 



9B15.C19.o6. ts 
2733. .2885, 2911. 

.9B15.C19.ol.tw 
2914. .2994, 2922. 

9B15.C19.o3.tc 
3103.. 3426 

9B15.C19.o3.ts 
3109. .3420 

9B15.C19.o5. tm 
3244 . .3432 

9B15.C19.o2. ts 



Seq. ID 
Strand 
End 

Method 
End 
Score 
,3051, 2922.. 3047 



OJ990909_07.9B15.C19 
25542 

TBLASTX: Soybean 
3051 
174 



Seq. ID 

Strand 
End 

Method 
End 
Score 
.3263 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990909_07.9B15.C19 
25542 

TBLASTX: Wheat 

3264 

439 



OJ990909_07.9B15.C19 
25542 

TBLASTX: Cress 

3426 

408 



OJ990909_07.9B15.C19 
25542 

TBLASTX: Soybean 

3420 

360 



OJ990909_07.9B15.C19 
25542 

TBLASTX: Maize 

3432 

285 



7170. .7340, 7255. 
7618. .7725 



yB15.C19.ol.tc 



Seq. ID OJ990909_07.9B15.C19 
Strand 

End 25542 

Method TBLASTX : Soybean 

End 7757 

Score 37 

.7332, 7329. .7517, 7345. .7500, 



Seq. ID OJ990909_07.9B15.C19 
Strand 

End 25542 

Method TBLASTX: Cress 

End 8 662 

Score 265 



31355 




Exons 


7179. .7514, 


7180 


. .7500, 


7587 


..7688, 7588. .7683, 


7689. . 8282, 




7690. .7740, 


7909 


. .8040, 


8095 


..8286, 8268.. 8450, 


8275 . .8448, 




8337. .8492, 


8363 


. . 8491, 


8533 


..8661, 8534. .8620, 


8591 . . 8662 


Seq. No. 


31409 


- 






Seq. ID 


OJ990909 


_07.9B15.C19 


Gene No. 


64980 








Strand 






Start 


25216 








End 


25542 




Name 


OJ990909 07 


. 9B15 


,C19.o3 


. tw 


Method 


TBLASTX : 


Wheat 


Start 


7227 








End 


7517 




GI 


none 








Score 


78 




Exons 


7227.. 7367, 


7228 


. . 7317, 


7389 


..7517, 7390. .7485 




Seq. No. 


31409 








Seq. ID 


OJ990909 


07 . 9B15.C19 


Gene No. 


64980 








Strand 






Start 


25216 








End 


25542 




Name 


OJ990909 07 


9B15 


.C19.o2 


. tm 


Method 


TBLASTX: 


Maize 


Start 


7276 








End 


8330 




GI 


none 








- Score 


64 




Exons 


7276. .7323, 


7278 


. . 7325, 


7389 


..7475, 7390. .7479, 


7587 . .7760, 




7597. .7740, 


7785 


. .7832, 


7878 


..7979, 7903. .7983, 


8088. .8282, 




8092. .8247, 


8271 


.8330 










Seq. No. 


31409 








Seq. ID 


OJ990909 


07 . 9B15 . C19 


Gene No. 


64980 








Strand 






Start 


25216 








End 


25542 




Name 


OJ990909 07. 


9B15 


C19.ol 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


7851 








End 


8679 


GI 


none 








Score 


80 




Exons 


7851. .7988, 


7995 


. 8282, 


8098 


...8247, 8268.. 8321, 


8328. .8447, 




8337. .8462, 


8347 


.8448, 


8533 


.8679, 8534.. 8620 




Seq. No. 


31409 








Seq. ID 


OJ990909 


_07.9B15.C19 


Gene No. 


64980 








Strand 






Start 


25216 








End 


25542 




Name 


OJ990909 07. 


9B15. 


C19.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


8283 








End 


8658 




GI 


none 








Score 


89 ' . 




Exons 


8283. .8330, 


8355. 


.8444, 


8358"-. 


;8444, 8545. .8658, 


8546. .8617 


Seq. No. 


31409 








Seq. ID 


OJ990909 


_07.9B15.C19 


Gene No. 


64980 








Strand 






Start- ; 


25216 -■ 





_. 




End 


- 25542- .-- 




Name • 


OJ990909 07. 


9B15. 


C19.o4 


. tm - 


Method 


TBLASTX: 


Vlaize . 


Start 


8337 








End 


- 8661 




GI 


none 








Score 


124 




Exons 


8337. .8456, 


8347 . 


. 8448, 


8533. 


.8661, 8546. .8620 




Seq. No. 


31409 








Seq. ID 


OJ990909_ 


_07.9B15.C19 


Gene No. 


64980 








Strand 






Start 


25216 








End 


25542 




Name 


OJ990909 07. 


9B15. 


C19.o6 


tm 


Method 


TBLASTX: Maize 


Start 


13683 








End 


18551 




GI 


none 








Score 


191 




Exons 


13683. .13868, 13683 13868, 13708 .. 138 69, 15277 


. . 15432, 




152 96 . . 154 32 


, 1^388. . 1^483, 15434. .15481, 18345 


. . 18551, 



18366. .18551 



31356 




Seq. No. 


31409 






• Seq. ID 


OJ990909 


07 . 9B15 


. C19 


Gene No. 


64980 






Strand 








Start 


25216 






End 


25542 






Name 


OJ990909 07.9B15.C19 


.ol . tm 


Method 


TBLASTX: 


Maize 




Start 


19573 






End 


20371 






GI 


none 






Score 


130 






Exons 


19573. 


.19692, 19577. 


.19669, 


19827. .19895, 19829 


. . 19954, 






19837. 


.19959, 19852. 


.19956, 


20057. .20107, 20058 


. . 20105, 






20174. 


.20371, 20175. 


.20363 










Seq. No. 


31409 






Seq. ID 


OJ990909 


07 . 9B15 


. C19 


Gene No. 


64980 






Strand 








Start 


25216 






End 


25542 






Name 


OJ990909 07.9B15.C19 


. 06 . tc 


Method 


TBLASTX: 


Cres s 




Start 


19573 






End 


19959 






GI 


none 






Score 


82 






Exons 


19573. 


.19692, 19574. 


.19666, 


19829. .19957, 19837 


. . 19959, 






19855. 


.19959 












Seq. No. 


31409 






Seq. ID 


OJ990909 


07 . 9B15 


. C19 


Gene No. 


64980 






Strand 








Start 


25216 






End 


25542 






Name 


O.J990909 07.9B15.C19 


. o5 . ts 


Method 


TBLASTX: 


Soybean 




Start 


19922 






End 


20326 






GI 


none 






Score 


71 






Exons 


19922. 


.19960, 19924. 


. 19959, 


20018. .20107, 20040 


20105 






20174. 


.20326, 20175. 


.20318 










Seq. No. 


31409 






Seq. ID 


OJ990909 


_07. 9B15 


C19 


Gene No. 


64980 






Strand 








Start 


25216 






End 


25542 






Name 


OJ9909 


09_07.9B15.C19 


. o4 . t c 


Method 


TBLASTX: 


3r es s 




Start 


20306 






End 


20558 






GI 


none 






Score 


57 






Exons 


20306. 


.20407, 20307. 


.20357, 


20465. .205 


54, 20472 


. . 20558 




Seq. No. 


31409 






Seq. ID 


OJ990909^ 


JD7.9B15, 


C19 


Gene No. 


64980 






Strand 








Start 


25216 






End 


25542 






Name 


OJ990909 07.9B15.C19 


. o5 . gs 


Method 


GENSCAN 






Start 


25216 






End 


25542 






GI* ; 


nonevv 






~ " Score 


.8 - . - 


... _ _ . _ 


_ . _ 


Exons 


25216. 


.25542' ■ ' 












Seq. No. 


314*10 






Seq. ID 


OJ991109_ 


_17.9C27. 


C2 


Gene No. 


64981 






Strand 


+ 






Start 


828 






End 


1075 






Name 


OJ991109 17.9C27.C2.ol.gs 


Method 


GENSCAN 






Start 


828 






End 


1075 






GI 


none 






Score 


.4 






Exons 


828. .933, 957. .1075 












Seq. No. 


31410 






Seq. ID 


OJ991109_ 


JL7.9C27. 


C2 


Gene No. 


64982 






Strand 


+ 






SLart 


2568 






End 


7362 






Name 


OJ991109 17.9C27.C2.o2.gs 


Method 


GENSCAN 






Start 


2568 






End 


6723 







31357 



GI 


none 


Score 


.47 






Pvon s 

l—l *\ 1 1 o 


2568.. 2696, 2971.. 3102, 4819.. 4879, 6236.. 6295, 


6632. . 6723 


Sea No 


31410 


Seq. ID 


OJ991109 


_17 


.9C27.C2 


Gene No. 


64982 


Strand 


+ 






Start 


2568 


End 


7362 






Name 


OJ991109 17.9C27.C2.ol.np 


Method 


AAT/NAP 






Start 


4040 


End 


7362 






GI 


6721512 


Score 


75 






Exons 


4040. .4068, 5830. .6078, 7230. .7362 








Cll Dp 9 p t i n 


(AP001072) hypothetical protein [Oryza 


sativa] 






Sea No 


31410 


Seq. ID 


OJ991109 


_17 


. 9C27.C2 


Gene No. 


64983 


Strand 


+ 






Start 


7533 


End 


7622 






Name 


OJ991109 17. 9C27.C2.o3.np 


Method 


AAT/NAP 






Start 


7533 


End 


7622 






GI 


4680183 


Score 


120 






Rxon 9 

l_l ^\ ^/ 1 i o 


7533. .7622 










VJ J. 1*J ^ O J- • 


(AF111709) gag-pol protein 


[Oryza sativa subsp . 


indica] 


Spa No 


31410 


Seq. ID 


OJ991109 


_17 


. 9C27 .C2 


Gene No . 


64984 


Strand 


+ 






Start 


8649 


End 


9292 






Name 


OJ991109 17.9C27.C2.o4.np 


Method 


AAT/NAP 






Start 


8649 


End 


9292 






GI 


6721559 


Score 


350 






F 1 von ^ 


8649. . 9119, 9147. .9292 










\J X i-J \Z* O * • J_ -L ■ 


(AP001073) hypothetical protein [Oryza 


sativa] 








gi | 6815084 | dbj IBAA90370.1 | 


(AP001081) 


hypothetical 


protein 




[Oryza sativa] 










Spq No 


31410 


Seq. ID 


OJ991109_ 


_17 


9C27.C2 


Gene No. 


64985 


Strand 


+ 






Start 


9576 


End 


14072 






Name 


OJ991109 17.9C27.C2.o4.gs 


Method 


GENSCAN 






Start 


9576 


End 


11893 






GI 


none 


Score 


. 66 






Exons 


9576. .9893, 10023 .. 10583, 


10613. .10714 


, 11003.. 


11194, 




11291. .11893 










Seq . No . ' ' ~ 


31410 - * 


• Seqv.ID 


OJ991r09_ 




9C27 ;C2- 


Gene No. 


64985 


Strand 


+ 






Start 


9576 


End 


14072 






Name 


OJ991109 17. 9C27.C2.o5.np 


Method 


AAT/NAP 






Start 


9844 


End 


14072 






GI 


4206306 


Score 


1501 






Exons 


9844. .12084, 14051. .14072 










\3 J_ LJ ^ O J- -L. . 


(AF049M0) prpol [Zea-mays 


] 








Seq. No. 


31410 


Seq. ID 


OJ991109_ 


_17. 


9C27 ,C2 


Gene No. 


64985 


Strand 


. + . 






Start 


9576 


End 


14072 






Name 


OJ991109_17 . 9C27 .C2.o6.np 


Method 


AAT/NAP 






Start 


I2i35 


End 


13479 






GI 


6630699 


Score 


89 






Exons 


12135. .12156, 13361. .1347 9 











31358 



GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



gi I 6721536 | dbj IBAA89566.il 
[Oryza sativa] 



31410 
64986 
5439 

OJ991109 
5439 
6721561 
5439. .5460, 
(AP001073) 
predicted gene 
gi| 6815086|dbj 
corresponds to 
protein [Oryza 



(AP001073) hypothetical protein * 



OJ991109 17.9C27.C2 



17.9C27.C2'.o2.np 



Seq. ID 
Strand 

End 7500 
Method AAT/NAP ' 
End 7500 
Score 138 

7411. .7500 

EST AU082058 (C12976) corresponds to a region of the 
; hypothetical protein [Oryza sativa] 
BAA90372.il (AP001081) EST AU082058 (C1297 6 ) 
a region of the predicted gene.; hypothetical 
sativa] 



Seq. No. 


31410 




Seq. ID 


OJ991109_17.9C27 


.C2 




64987 




Strand 






Start 


8081 




End 


8950 




Name 


OJ991109 17 9C27 C? 


. o3 . gs 


Method 


GENSCAN 




Start 


8081 ~~ 




End 


8950 




GI 


none 




Score 


. 99 




J— 1 L 1 O 


8081 8370 8416 8 


506, 8597 


. .8950 






Seq. No. 


31410 




Seq. ID 


OJ991109_17. 9C27 


.C2 


Gene No . 


64988 




Strand 






Start 


11999 




End 


14072 




Name 


OJ991109 17 9C27 C2 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


8569 _ 




End 


11971 




GI 


none 




Score 


53 




i_l A V^l 1 O 


8569 8643 11SS4 


11643, 11717. .11971 


, 11732. .11869 




Seq. No. 


31410 




Seq. ID 


OJ991109_17. 9C27 


.C2 


Gene No. 


64988 




Strand 






Start 


11999 




End 


14072 




Name 


■ OJ991109 17.9C27.C2 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


10101 




End 


10454 




GI 


none 




Score 


70 




Exons 


10101. .10226, 10232 


. .10453, 


10278. .10454 




Seq. No.**- 


' 31410 




Seq. ID 


OJ991109_17-. 9C27- 


:C2 


Gene No. 


64988 




Strand 






Start 


11999 




End 


14072 




Name 


OJ991109 17.9C27.C2 


. o2 . tw 


Method 


TBLASTX: Wheat . 




Start 


10658 




End 


11011 




GI 


none 




Score 


310 




Exons 


. 10658. .11011, 10684 


. .11010, 


10718. .11011 




Seq. No. 


31410 




Seq. ID 


OJ991109_17 . 9C27 


:c2 


Gene No. 


64988 




Strand 






Start 


11999 




End 


14072 




Name 


OJ991109 17.9C27.C2 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


10786 




End 


11143 




GI 


none 




Score 


393 




Exons 


10786. .11142, 10787 


. .11143 









31359 




Seq. No. 


31410 


Seq. ID 


OJ991109_17 


. 9C27 


-C2 


Gene No. 


64988 


Strand 








Start 


11999 


End 


• 14072 






Name 


OJ991109 17 9C27 C2 ol tw 


Method 


TBLASTX: Wheat 




Start 


11012 — 


End 


11431 






GI 


none 


Score 


419 






Exons 


11012. .11431, 11012. .11287, 


11218. .11430 






Seq. No. 


31410 


Seq. ID 


OJ991109_17 


. 9C27 


.C2 


Gene No. 


64988 


Strand 








Start 


11999 


End 


14072 






Name 


OJ991109 17 . 9C27 . C2 . o2 . tm 


Method 


TBLASTX: Maize 




Start 


11171 ~ 


End 


11554 






GI 


none 


Score 


365 






Exons 


11171. .11554, 11192. .11443, 


11212. . 11541 






Seq. No. 


31410 


Seq. ID 


OJ991109_17 


. 9C27 


.C2 


Gene No. 


64988 


Strand 








Start 


11999 


End 


14072 






Name 


OJ991109 17 . 9C27 . C2 . ol . ts 


Method 


TBLASTX: Soybean 




Start 


11306 ~~ 


End 


11641 






GI 


none 


Score 


250 






Exons 


11306.. 11641, 11 32 3.. 11448 










Seq. No. 


31410 


Seq. ID 


OJ991109_17 


. 9C27 


C2 


Gene. No. 


64988 


Strand 








Start 


11999 


End 


14072 






Name 


OJ991109 17 . 9C27 . C2 . o5 as 


Method 


GENSCAN 






Start 


11999 ~~ 


End 


13810 






GI 


none 


Score 


.73 






Exons 


11999. .12165, 12741. .12830, 


13750. .13810 






Seq. No. 


31410 


Seq. ID 


OJ991109_17 


.9C27 


C2 


Gene No. 


64988 


Strand 








Start 


11999 


End 


14072 






Name 


OJ991109 17.9C27.C2.o7.np 


Method 


AAT/NAP 






Start 


13619 


End 


14072 






GI 


5922619 


Score 


121 






Exons 


13619. .13718, 14020. .14072 










GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 








gi| 6016852 |dbj |BAA85195.1| 


(AP000570) 


hypothetical 


protein 


...... 


" . [Oryza"sativa] ~ - *r~" 










Seq. No. 


31411 


Seq. ID 


OJ991109_17" 


9C27. 


C3 


Gene No . 


64989 


Strand 


+ 






Start 


781 


End 


2125 






Name 


OJ991109 17.9C27.C3.o2.np 


Method 


AAT/NAP 






Start 


781 


End 


2125 






GI 


6630699 


Score 


80 






Exons 


781. .839, 2042. .2125 










GT Dpsrri n 

vJ \^ i_> V_h- J_ J_ • 


(AP000969) hypothetical protein [Oryza 


sativa] 








gil 672 1536 |dbj IBAA8 9566.1 | 


(AP001073) 


hypothetical 


protein 




[Oryza sativa] 










Seq. Nu . 


314 11 


Seq. ID 


OJ991109_17. 


9C27. 


C3 


Gene No. 


64990 


Strand 








Start 


7124 


End 


15980 







31360 



Name 

Start 

GI 

Exons 



OJ991109_17 . 9C27 . C3 . o3 . gs Method GENS CAN 

7124 End 15980 

none Score .59 

7124. .7186, 8469. .8535, 10410 .. 10477, 12 637 .. 13959, 14019. .15980 



Seq. No. 


31411 




Seq. ID 


OJ991109_17 


9C27 


. C3 


Qgne No . 


64990 




Strand ■ 


+ 






Star.t. 


7124 




End 


15980 






Name 


OJ991109 -17 . 9C27 .C3 . 


o3 . np 


Method 


AAT/NAP 






Start 


9415 ~~ 




End 


10768 






GI 


6967113 




Score 


596 






Exons 


9415. . 10768 












GI Descrip. 


(AL138652) putative 


protein 


[Arabidopsis t ha liana] 






Seq. No. 


31411 




Seq. ID 


OJ991109 17. 


9C27 


.C3 


Gene No. 


64990 




Strand 


+ 






Start 


7124 




End 


15980 






Name 


OJ991109 17.9C27.C3. 


o4 . np 


Method 


AAT/NAP 






Start 


12652 




End 


15779 






GI 


4680203 




Score 


1598 






Exons 


12652. . 14369, 14526. 


.14750, 


15027. .15779 






GI Descrip. 


(AF114171) TNP2-like 


protein 


[Sorghum bicolor] 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31411 
64991 
1 

OJ991109 
1 

5922620 
1..20, 588 
(AP000492) EST 
predicted gene 
gil 6016853 | dbj 
corresponds to 



Seq. ID OJ991109_17.9C27.C3 
Strand 

End 3034 
Method AAT/NAP 
End 1986 
Score 150 
1389. . 1468, 1836. . 1986 
D15357 (C0514 ) corresponds to a region of the 
; hypothetical protein [Oryza sativa] 
BAA85196.il (AP000570) EST D15357 {C0514 ) 
a region of the predicted gene.; hypothetical 



17.9C27.C3.ol.np 



798, 



protein [Oryza sativa] 



Seq. No. 31411 

Gene No. 64991 

Start 1 

Name OJ991109_17 . 9C27 . C3 . ol . gs 

Start 1718 

GI - * ' . . • none; ; 

Exons . .. 1718. .1906, 2036 .. 2119, 2759 . 



Seq. ID OJ991109_17. 9C27 .C3 
Strand 

End 3034 
Method GENSCAN 
End 3034 

Score - . ; 66* * . * " \_ ; ;- 

.2959, 3011.. 3034 



Seq. No. 31411 

Gene No. 64 992 

Start 4 4 40 

Name OJ991109_17 . 9C27 . C3 . o2 . gs 

Start 4440 

GI none 

Exons 4440.. 4730, 4828. .5093, 5164, 
6215. . 6735 



Seq. ID OJ991109_17.9C27.C3 
Strand 

End 10798 

Method GENSCAN 

End 6735 

Score .74 

.5591, 5618. .5813, 5898. .6121, 



Seq. No. 31411 

Gene No. 64 992 

Start 4440 

Name OJ991109 17 . 9C27 . C3 . o7 . tw 



Seq. ID OJ991109_17. 9C27 .C3 
Strand 

End 10798 

Method TBLASTX : Wheat 



31361 




Start 


4583 




End 


10386 




GI 


none 




Score 


59 




Exons 


4583. .4651, 10039. . 


10140, 10041. .10157 


, 10162 . . 10314, 






10179. . 10298, 10306 


. .10386 








Seq. No. 


31411 




Seq. ID 


OJ991109_17.9C27 


.C3 


Gene No. 


64992 




Strand 






Start 


4440 




End 


10798 




Name 


OJ991109 17.9C27.C3 


..o7 . tm 


Method 


TBLASTX : Maize 




Start 


9400 




End 


9591 




GI 


none 




Score 


195 




Exons 


9400. .9591, 9417. .9584 








Seq. No. 


31411 




Seq. ID 


OJ991109_17. 9C27 


.C3 


Gene No. 


64992 




Strand 






Start 


4440 




End 


10798 




Name 


OJ991109 17.9C27.C3 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


9676 




End 


10640 




GI 


none 




Score 


774 




Exons 


9676. . 10593, 9699. . 


9893, 9715.. 9957, 10032 .. 10298 , 10365.. 


Seq. No. 


31411 




Seq. ID 


OJ991109_17. 9C27 


.C3 


Gene No. 


64992 




Strand 






Start 


4440*' 




End 


10798 




Name 


OJ991109 17.9C27.C3 


. o4 . tw 


Method 


TBLASTX : Wheat 




Start 


9742 




• End 


10038 




GI 


none 




Score 


300 




Exons 


9742. .10038, 9762. . 


9968 








Seq. No. 


31411 




Seq. ID 


OJ991109_17.9C27 


.C3 


Gene No. 


64992 




Strand 






Start 


4440 




End 


10798 




Name 


OJ991109 17.9C27.C3 


,o2 .ts 


Method 


TBLASTX: Soybean 




Start 


10243 




End 


10768 




GI 


none 




Score 


57 




Exons 


10243. . 10299, 10359 


. . 10580, 


10369. .10596, 10583. .10768 




Seq. No. 


31411 




Seq. ID 


OJ991109_17. 9C27 


.C3 


Gene No. 


64992 




Strand 






Start 


4440 




End 


10798 




Name 


OJ991109 17.9C27.C3 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


10393" - . 




:.■ End. . . 


10798- • ■ - 




GI 


none 




Score 


143 




Exons 


10393. .10593, 10610 


. . 10753, 


10760. .10798 




Seq. No. 


31411 




Seq. ID 


OJ991109_17. 9C27 


.C3 


Gene No. 


64993 




Strand 






Start 


■ 10841 




End 


11415 




Name 


OJ991109 17.9C27.C3 


. o3 . tm 


Method* 


TBLASTX: Maize 




Start 


10841 




End 


11320 




GI 


none 




Score 


41 




Exons 


10841. .10867, 10891 


. . 11067, 


10937. .11221, 11234. .11320 




Seq. No. 


31411 




Seq. ID 


OJ991109_17 . 9C27 


.C3 


o6n« No . 


64 993 




Strand 






Start 


10841 




End 


11415 




Name 


OJ991109 17.9C27.C3 


. o3 . tw 


Method 


TBLASTX: Wheat 





31362 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11045 
none 

11045. .11413, 11126. 



,11413, 



End 11415 
Score 329 
11290. .11415 



31411 
64994 
11492 

OJ991109_17 . 9C27 . C3 . 06 . tm 
11492 
none 

11492. . 11674, 11500. . 11688, 1154 8 . . 1167 9> 11684 .. 11785, 
11786. .11824 . ... 



Seq. ID OJ991109_17.9C27.C3 
Strand 

End 11824 

Method TBLASTX : Maize 

End 11824 

Score 178 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

-Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31411 
64995 
13132 

OJ991109_17.9C27.C3.o2.tw 

13132 

none 

13132. .13422, 13180 .. 13311 , 
13483. . 13581, 13600 13725, 

31411 
64995 
13132 

OJ991109JL7. 9C27.C3.ol.ts 

13150 

none 

13150. .13422, 13167.. 13415 

31411 
64995 
13132 

OJ991109_17 . 9C27.C3.o3.ts 

13465 

none 

13465. .13740, 13500. .13739 



31411 
64995 
13132 

OJ991109_J.7. 9C27.C3. 

13489 

none 

13489. . 13821, 13575. 



o2. tc 



Seq. ID OJ991109_17.9C27.C3 
Strand 

End 13821 

Method TBLASTX : Wheat 

End 13725 

Score 224 
13290. . 13424, 13480 13596, 
13617. .13724 

Seq. ID OJ991109_17.9C27.C3 
Strand 

End 13821 

Method TBLASTX : Soybean 

End 13422 

Score 280 



Seq. ID OJ991109_17 .9C27.C3 
Strand 

End 13821 

Method TBLASTX : Soybean 

End 13740 

Score 206 



Seq. ID OJ991109_17.9C27.C3 
Strand 

End 13821 

Method . TBLASTX: Cress v -- 
.End 13821 
Score 273 



.13625, 13665.. 13766 



31411 
64995 
13132 

OJ991109_17 . 9C27.C3.o4 . tm' 

13585 

none 

13585. .13800, 13595 .. 13756, 



Seq. ID OJ991109_17.9C27.C3 
Strand 

End 13821 

Method TBLASTX : Mai ze 

End 13800 

Score 274 
13599. .13790 



oeq. lno. 
Gene No. 
Start 



64996 
13725 



Seq. ID OJ991109_17.9C27.C3 
Strand 

End 13908 



31363 



Name OJ991109_17 . 9C27 . C3 . 06 . tw 

Start 13725 

GI none 

Exons 13725. . 13862, 13726.. 13908 

Seq. No. 31411 

Gene No. 64997 

Start 14679 

Name OJ991109_17 . 9C27 . C3 . o2 . tm 

Start 14679 

GI none 

Exons 14679. . 14996, 14 684 .. 14 998 , 

Seq. No. 31411 

Gene No. 64997 

Start 14679 

Name OJ991109_17 . 9C27 . C3 . ol . tw 

Start 14688 

GI none 

Exons 14688. .15356, 14 693 .. 15268 , 
15540. .15641, 15551. .15670, 

Seq. No. 31411 

Gene No. .-, 64 997 

Start v 14679 

Name OJ991109_17 . 9C27 . C3 . ol . tc 

Start 14931 

GI none 

Exons 14931. .15356, 14939.. 15268 

Seq. No. 31411 

Gene No. 64997 

Start 14679 

Name OJ991109_17 . 9C27 . C3 . o5 . tm 

Start 15249 

GI none 

Exons 15249. . 15419, 15297 .. 154 13, 

Seq. No. 31411 

Gene No. 64997 

Start 14679 

Name. . .7 OJ991109_17 . 9C27 ; C3.. o4 . ts 
Start % 15621 

GI ' none ■ 

Exons 15621. . 15833, 15621.. 15779 

Seq. No. 31412 

Gene No. 64998 

Start 713 

Name OJ991 109__17 . 9C27 . C4 . ol . gs 

Start 713 

GI none 

Exons 713.. 910, 1001.. 1783 



Method 

End 

Score 



TBLASTX: Wheat 

13908 

201 



Seq. ID OJ991109_17.9C27.C3 
Strand 

End 15833 

Method TBLASTX : Mai ze 

End 14999 

Score- 343 
14685. .14999 

Seq. ID OJ991109_17.9C27.C3 
Strand 

End 15833 

Method TBLASTX : Wheat 

End 15773 

Score 486 
15365. .15547, 15375 15563, 
15672. .15773, 15674. .15766 

Seq. ID OJ991109_17.9C27.C3 
Strand 

End 15833 

Method TBLASTX : Cress 

End 15356 

Score 313 



Seq. ID OJ991109_17.9C27.C3 
Strand 

End 15833 

Method TBLASTX : Maize 

End 15539 

Score 146 
15431. .15538, 15432. .15539 

Seq. ID OJ991109_17.9C27.C3 
Strand 

End 15833 

. Method TBLASTX: Soybean '.. 

End ; 15833 

Score 186 



Seq. ID OJ991109_17.9C27.C4 

Strand + 

End 1783 

Method GENSCAN 

End 1783 

Score .94 



seq. No. 
Gene No. 
Start 



31413 
64999 
31 



Seq. ID OJ991109_17.9C27.C5 
Strand + 
End 6385 



31364 



Name 


OJ991109 17 . 9C27 ,C5. ol .gs 


Me t hod 


GEN SCAN 

x-JL— iL* Villi 


Start 


31 ~~ 


End 


4415 


GI 


none 


Score 


. 55 


Exons 


31. .340, 507. .645, 1715. .1760 


. 3066 


4415 


Seq. No. 


31413 


Seq. ID 


OJ991109 17 


Gene No . 


64999 


Strand 




Start 


.31- 


End 


6385 


Name 


OJ991109 17.9C27.C5.ol.gp" 


Method 


AAT/GAP 


Start 


1423 


End 


1808 


GI 


uC-osflcyp033a04bl 


Score 


633 


Exons 


1423. . 1808 






GI Descrip. 


' 60168 45/dbj | AP000570 . 1 | AP000570 3 . Oe 


- 59 Oryza sat 




DNA, chromosome 1, clone : P0711E10 ■ 




Seq. No. 


31413 


Seq. ID 


OJ991109 17 


Gene No. 


64999 


Strand 


+ ~~ 


Start 


31 


End 


6385 


Name 


OJ991109 17.9C27.C5.o2.np 


Method 


AAT/NAP 


Start 


3045 


End 


6385 


GI 


4680179 


Score 


606 


Exons 


3045. .3929, 4100. .4302, 6353. 


.6385 




GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa 


O k> • JL t I \JL J_ V_f Q. 


Seq. No. 


31413 


Seq. ID 


OJ991109 17 


Gene No . 


64999 


Strand 


+ _ 


Start 


31 


End 


6385 


Name 


OJ991109 17.9C27.C5.o3.np 


Method 


AAT/NAP 


Start 


4222 


End 


6385 


GI 


130582 


Score 


41 


Exons 


4222. .4387, 6355. .6385 






GI Descrip. 


RETROVIRUS -RELATED POL POLYPROTEIN FROM TRANSPOSON 



[CONTAINS: PROTEASE ; REVERSE TRANSCRIPTASE ; ENDONUCLEASE] 
gi 1 100342 | pir | | S04273 hypothetical protein - common tobacco 
gi|20045|emb|CAA32025| (X13777) ORF [Nicotiana tabacum] 



Seq. No. 
Gene No. 
Start 
Name 
Start 
. Gil 
Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31413 Seq. ID 

65000 ' Strand 

1 End 6385 

OJ991109_17 . 9C27 .C5.ol.np Method AAT/NAP 

1 End 5305 

5852180 . .. .. • . ... Score . 669 

1..499, 551. .668, 1658. .1714, 5110. .5305- 
(AL117265) zhbOOOlO.l [Oryza sativa] 



OJ991109 17.9C27.C5 



31413 Seq. ID 

65000 Strand 
1 End 
OJ:9911Q9_17 . 9C27 . C5 . o4 . np Method 
2527 End 
5852180 Score 
2527.. 2669, 5615.. 5651, 6035.. 6385 
(AL117265) zhbOOOlO.l [Oryza sativa] 



OJ991109_17.9C27.C5 

6385 
AAT/NAP 
6385 
59 



Gene No. 
Start 



65000 
1 



Seq. ID 

Strand 

End 



OJ991109 17.9C27.C5 



6385 



31365 



Name OJ991109_17 . 9C27 .C5.ol.tw 

Start 3288 

GI none 

Exons 3288.-3647, 3290.. 3643 

'Seq*..- No,, [- '*31413; :: '. "". ■ -V . "v.- .' : 'r, 

G6ne.No*. ' -"6'50b6 . ■ ' . ■"' ' •. 

Start '■' '■ -.V' v l' ' 

Name OJ991109_17 . 9C27 . C5 . ol . tm 

Start 3528 

GI none 

Exons 3528.. 3827, 3542.. 3631 

Seq. No. 31414 

Gene No. 65001 

Start 2350 

Name OJ991109_17 . 9C27 . C7 . ol . gs 

Start 2350 

GI none 

Exons 2350.. 2498, 3221.. 3432, 3506. 

5559.. 5618, 6370.. 6550, 6683. 
. 8478. .8578, 8705. .8920 



Method TBLASTX : Wheat 
End 3647 
Score 278 



• Seq. .ID. 
Strand'. 
End 

Method 

End 

Score 



'OJ991109_1?: 9C27.C5 
6385 

TBLASTX: Maize 

3827 

227 



Seq. ID OJ991109_17.9C27.C7 

Strand + 

End 19145 

Method GENSCAN 

End 8920 

Score .49 

.3558, 3663.. 3801, 4268.. 4629, 
.6782, 6801. .7001, 7774. .8120, 



Seq. No. 31414 

Gene No. 65001 

Start 2350 

Name OJ991109_17 . 9C27 ,C7 . ol . np 

Start 3510 

GI 5091513 

Exons 3510. .3569, 
9683. .10165 



Seq. ID OJ991109__17.9C27.C7 

Strand + 

End 19145 

Method AAT/NAP 

End 10165 

Score 1188 
6313. .6728, 6758. .7022, 7860. .8637, 9321. .9530, 



GI Descrip. (AB023482) Hypothetical protein [Oryza sativa] 



Seq. No. 31414 

Gene No. 65001 

Start 2350 

Name OJ991 109JL7 . 9C27 . C7 . o2 . gs 

Start 94 91 

GI none 
Exons 



Seq. ID OJ991109_17.9C27.C7 

Strand + 

End 19145 

Method GENSCAN 

End 19145 

Score .53 



9491. .9562, 9603. .9835, 9837. .10051, 11783 .. 11888 , 12195. 
12265. .12358, 12473 .. 12573, 12793 .. 12859, 13805 13856, 
.13948 .. 14180, .14445. . 14563, 14 639 ... 14-7.16, .167 91 .. 16876, " 
16936. .17007, 18385 .. 18536, 18979. .19145 .■■ 



.12252, 



Seq. No. 31414 Seq. ID OJ991109_17 . 9C27 . C7 

Gene No. 65001 Strand + 

Start .2350 End 19145 

Name ' OJ991 109_17 . 9C27 . C7 . o2 . np Method AAT/NAP 

Start 12222 End 12304 

GI 6630699 Score 89 

Exons 12222. .12304 

GI Descrip. (AP000969) hypothetical protein [Oryza sativa] . 

gi I 6721536 | dbj | BAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. No. 
Gene No. 



31414 
65001 



Seq. ID OJ991109_17.9C27.C7 
Strand + 



31366 



Start 


2350 


End 


19145 




Name 


OJ991109 17.9C27.C7.o3.np 


Method 


AAT /NAP 




Start 


12431 


End 


12859 




GI 


6539570 


Score 


203 




Exons 


124 31. .12632, 12793. .12859 








G I De s c r i p . 


(AP00.p8.36) hypothetical- protein .[Qryza 






Seq. No. 


31414 


Seg[,, ID 


OJ991109JL7. 9C27 


.C7 


Gene No. 


65002 


'strand 


+ 




Start 


27782 


End 


28240 




Name 


OJ991109 17. 9C27.C7.o2.gp 


Method 


AAT /GAP 




Start 


27782 


End 


28240 




GI 


4968598 


Score 


722 




F.xons 


27782. .28240 








Sea. No. 


31414 


Seq. ID 


OJ991109 17.9C27 


. C7 


Gene No. 


65003 


Strand 


+ ~~ 




Start 


28417 


End 


30078 




Name 


OJ991109 17. 9C27.C7.o6.np 


Method 


AAT /NAP 




Start 


28417 


End 


30078 




GI 


6539588 


Score 


136 




Exons 


28417. .28692, 30017.. 30078 








T Dp qpri n 

X l—f ^ O V_- J- JL . 


(AP000837) hypothetical protein [Oryza 


O CI l_ _l_ V d J 




Sea No 


31414 . 


Seq. ID 


OJ991109 17 9C27 


. C7 


Gene No . 


65004 


Strand 






Start 


..11391 


End 


11704 




Name 


OJ991109 17.9C27.C7.ol.gp 


Method 


AAT /GAP 




Start 


11391 


End 


11704 




GI 


72524 1.R1084 


Score 


423 




J—J *\ W 11 u 


11391. . 11704 








CtT Dpspt 1 D 

N-J J. O *W J- J. k-/ » 


' 50914 96/dbj | AB023482 . 2 | AB023482 3.0e-J 


34 Oryza sativa genomic 




DNA, chromosome 6, clone P06 


80A03, complete sequence 1 




Sea No 


31414 


Seq. ID 


OJ991109_17.9C27 


C7 


Gene No . 


65005 


Strand 






Start 


22625 


End 


24767 




Name 


OJ991109 17. 9C27.C7.o4 .np 


Method 


AAT /NAP 




Start 


19445 


End 


23442 




GI 


4388825 


Score 


247 




Exons 


19445. .19490, 22733 .. 23185 , 


23288. .23442 




GI Descrip. 


(AC006528) putative retroelement pol polyprotein ..[Arabidopsis 




thaliana] 








Seq. No. 


31414 


Seq. ID 


OJ991109_17.9C27 


C7 


Gene No. 


65005 


Strand 






Start 


22625 


End 


24767 




Name 


OJ991109 17.9C27.C7.o3.gs 


Method 


GENSCAN 




Start 


22625 


End 


24767 




GI 


none 


Score 


.74 




1_> Ho 


22625..23242, 23270 .. 23493, 


23634 . .240E 


H, 24207. .24767 




Seq. No. 


31414 


Seq. ID 


OJ991109_17.9C27. 


C7 


Gene No. 


65006 


Strand 






S L d r L 


26616 


End 


31755 




Name 


OJ991109 17.9C27.C7.ol.tw 


Method 


TBLASTX: Wheat 




Start 


22973 


End 


23344 





31367 



GI 


none 






Exons 


22973. 


.23158, 23189 


. .23344 


Sea. No. 


31414 






Gene No . 


65006 






Start- 


2 6816. 






Name 


. OJ9911.09- 17. 9C27.C7 


. o4 . gs 


Start 


26816 






GI 


none 






Exons 


26816. 


.26904, 28515 


. . 28634, 




30163. 


.30543, 30709 


. . 30925, 




31599. 


.31755 




Seq. No. 


31415 






Gene No. 


65007 






Start 


2931 






Name 


OJ991109 17.9C27.C8 


.ol.gp 


Start 


2931 






GI 


3761317 




Exons 


2931. . 


3160 




GI Descrip. 


287403/dbj | D10838 IRICSBE1 4 




enzyme 






Seq. No. 


31415 






Gene No. 


65008 






Start 


3282 






Name 


OJ991109 17.9C27.C8 


. ol . gs 


Start 


3282 






GI 


none 







Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Score 



Seq. ID 

Strand 

End 

Method ' 

End 

Score 



Seq. ID 

Strand 

End . 

Method 

End 

Score 



95 



OJ991109_17.9C27.C7 

31755 ... 
GENSCAN * 
31755 
. 42 



,30120, 
,31551, 



OJ991109_17.9C27.C8 
+ 

3160 
AAT/GAP 
3160 
343 



.Oe-66 Rice gene for starch branching 



Seq. ID OJ991109_17. 9C27 .C8 



Strand 
End 

Method 

End 

Score 



+ 

4083 
GENSCAN 
4083 
.78 



3282^-3348, 3518.. 3639, 3729. .3872, 3981.. 4083 



31416 Seq. ID 

65009 Strand 

122 End 

OJ991109_17 . 9C27 .C9.ol .gs Method 

122 End 

none Scqre, 
122.. 174 



OJ991109JL7.9C27.C9 
174 

GENSCAN 

174 

.42 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



31417 Seq. ID 

65010 Strand 

1 • End 

OJ991119_18.9C21.C2.ol.np Method ■ 

1 ..... End . 

5441880 Score 
1..224, 785. .848 

(AP000367) EST C28 952 (C62 94 5 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein, 
(AC003981) [Oryza sativa] 



OJ991119_18.9C21.C2 
+ 

848 

AAT/NAP. 

848 

443 



GI 

Exons 



31417 Seq. ID 

65010 Strand 

1 End 

OJ991119_18. 9C21 .C2.ol.gs Method 

14 7 End 

none Score 
147. .338 



OJ991119_18.9C21.C2 
+ 

848 

GENSCAN 
338 
. 53 



31368 



Seq. No. 


31418 


Gene No . 


65011 


Start 


98 


"Name 


OJ991119 18 


Start. 


98 ■ ~~ ' 


GI. 


none 


Exons 


98 . . 3.40 


Seq. No. 


31419 


Gene No . 


65012 


Start 


48 


Name 


OJ991119 18 


Start 


48 ~ 


GI 


none 


Exons 


48 .360, 51 


Seq. No. 


31420 


Gene No. 


65013 


Start 


1205 


Name 


OJ991119 18 


Start 


1200 


GI 


4397580 




1200 1283. 

1 L U u i . A. \J *J f 




3152576 6 0 




nrotein crb 




L11QJ LOllCl J 


Seq. No. 


31420 


Gene No . 


65013 


Start 


1205 


Name 


OJ991119 18 


Start 


1205 ~ 


GI 


none 


Exons 


1205 1680. 


Seq. No. 


31420 


Gene No. 


65013 


Start 


1205 


Name 


OJ991119 18 


Start 


1379 


GI • 


none 


Exons 


1379. . 1531, 



9C21.C5.ol.ts 



1200.. 1289, 1201, 



Seq. ID OJ991119_18.9C21.C3 
Strand + 
End 340 
Method GENSCAN 

End ' \ . .. 34 0' ..• ; 

Score ' * ..7.' * 



Seq. ID OJ991119_18.9C21.C4 

Strand + 

End 640 

Method GENSCAN 

End 64 0 

Score .91 



Seq. ID OJ991119_18.9C21.C5 
Strand 

End 3541 

Method TBLASTX : Soybean 

End 1531 

Score 78 

.1290, 1379.. 1531, 1380.. 1523 



-14 (AC002986) Similar to liver-specific transport 
i 7 651 from Rattus norviegicus. [Arabidopsis 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991119_18.9C21.C5 

3541 
GENSCAN 
3541 
.4 



OJ991119_18.9C21.-C5 
3541 

TBLASTX: Wheat 

1532 

172 . 



Seq. No. 31420 Seq. ID OJ991119_18 . 9C2 1 . C5 

Gene No. 65013 Strand 

Start 1205 End 3541 

Name OJ991119_18 . 9C21 . C5 . ol . gp Method AAT/GAP 

Start 1512 End 1645 

GI uC-osflM202039g09bl Score 176 

Exons 1512.. 1645 

GI Descrip. 1 6016845/dbj | AP000570 . 1 | AP000570 6.0e-28 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



seq. No. 
Gene No. 
Start 



31421 
65014 
1 



Seq. ID 

Strand 

End 



OJ991119 18.9C21.C6 



2233 



31369 



Name OJ991119_18 . 9C21 . C6 . ol . np Method AAT/NAP 

Start 1 End ■■ . 2233 

GI 1332411 Score 352 

Exons 1..161, 382. .562, 678. .849, 1552. .1752, 1937. .2233 

GI Descrip. (D85102) dihydrof lavonol 4-reductase [Rosa hybrida] 



Seq.- No. 314.21 ' " 

Gene No. ' 65014 ' 

Start 1 

Name OJ991119_18 . 9C21 . C6 . ol . gs 

Start 38 

GI none * 
Exons 



Seq. ID OJ991119_18. 9C21.C6 
Strand 

End 2233 

Method GENSCAN 

End 2103 

Score .84 



38. .161, 379. .592, 690. .849, 1552. .1752, 1937. .2103 



Seq. No. 31421 Seq. ID 

Gene No. 65014 Strand 

Start 1 End 

Name OJ991119_18 . 9C21 . C6 . o2 . tm Method 

Start 424 End 

GI none Score 
Exons 



OJ991119__18. 9C21.C* 
2233 

TBLASTX: Maize 

822 

90 



424. .549, 444. .551, 549. .605, 674. .820, 685. .822 



Seq. No. 31421 

Gene No. 65014 

Start 1 

Name ■ OJ991119_18 . 9C21 . C6 . ol . 

Start 1639 

GI none 

Exons 1639.. 1755, 1642.. 1755, 

Seq. No. 31421 

Gene No. 65014 

Start 1 

Name OJ991119_18 . 9C21 . C6 . ol . 

Start 1675 

GI none 

.-Exons 1675.. 1776, 1675.. 1779, 
1937. .2104 



Seq. ID OJ991119_18.9C21.C6 
Strand 

End 2233 

tw Method' TBLASTX : Wheat 

End 2104 

Score 114 
1928.. 2104, 1955.. 2104 

Seq. ID OJ991119_18.9C21.C6 
Strand 

End 2233 

tm Method TBLASTX : Maize 

End 2125 

Score 62 
1935.. 2120, 1936.. 2103, 1937.. 2125, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



31422 

65015. 
1 

OJ991119_18, 
1 

6562752 
1..21, 1195. 



9C21.C7.o2.np- 



1609 



Seq. ID OJ991119_18.9C21.C7 

Strand + 

End 1609 

Method, AAT/NAP- 

End * " 1609 

Score 7 9 



(AL035475) hypothetical protein, MAL4P2.50 [Plasmodium 
falciparum] 



31422 Seq. ID 

65015 Strand 

1 End 

OJ991119_18 . 9C21 .C7 . ol . gs Method 

373 End 

none Score 

373. .504, 836. .1014 



OJ991119_18.9C21.C7" 
+ 

1609 
GENSCAN 
1014 
.77 



31370 




Q^o Mo 


^1422 


Q prf t n 


OlT991119 18 9C21 


CI 


Gene No. 


65016 


Strand 






Start 


419 


End 


578 




Name 


OJ991119 18.9C21.C7.ol.np 


Method 


AAT /NAP 




Start • 


.419 


End 


578 




GI 


3668115 • 


Score 


89 .■ 




F 1 von q 


419. .578'. . 








f^T Dp* ^ p T* i o 


(Y15069) cinnamoyl-CoA reductase [Zea 


mays ] 




O C U • Liv • 


31423 


Seq. ID 


OJ991119 18 9C21 


C8 


Gene No. 


65017 


Strand . 


+ _ 




Start 


792 " 


End 


945 




Name 


OJ991119 18-.9C21.C8.ol.np 


Method 


AAT /NAP 




Start 


792 


End 


94 5 




GI 


6539586 


Score 


220 




ill AWl 1 0 


792. .945 








wX UCOul X £J • 


(AP000837) hypothetical protein [Oryza 


Oa. L.X v a J 




O C ■ 1NU • 


31424 


Seq. ID 


OJ991119 18 9C21 


. C9 


Gene No. 


65018 


Strand 


+ _ 




Start 


353 


End 


2676 




Name 


OJ991119 18.9C21.C9.ol.np 


Method 


AAT /NAP 




Cf 3 r +- 


353 


End 


2 67 6 




\J X 


5803259 


Score 


— > *i \J *J 




pvnn c: 


353.. 1463, 1561'r.2676 








vJ X O J — L^-/ • 


(AP000399) hypothetical protein [Oryza 


o ci i — L va j 




Seq. No. 


31424 


Seq. ID 


OJ991119_18. 9C21 


.C9 


Gene No. 


65018 


Strand 


+ 




Start 


353 


End 


2 67 6 




Name 


OJ991119 18. 9C21.C9.ol.gs 


Method 


\ZS LLi iv O V^-MXN 




Start 


427 


End 


2 64 3 




GI 


none 


Score 


. 7 4 




F" von ^ 


427 . . 1463, 1561 . .2643 








Qprj Ma 


31425 


Seq. ID 


O.T991 119 18 QT?1 

\JKJ ZJ Z> A L X X (J • ZJ £~ ±- 


m n 

\s X \J 


Gene No . 


65019 


Strand 






Start 


1 


End 


954 




Name 


OJ991119 18. 9C21.C10.ol.np 


Method 


AAT /NAP 




Start 


1 


End • 


954 




GI 


6498441 


Score 


1390 




RvAnq 


.1..125, 219... 954 








OX L/C. O ^ J — L£J . 


(AP000815)- EST C72786(E2258 


) corresponds to a region of 


the 




predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl. 


(AF098806) 


[Oryza sativa] 




Seq. No. 


31425 


Seq. ID 


OJ991119_18. 9C21. 


C10 


Gene No. 


65019 


Strand 






Start 


1 


End 


954 




Name 


OJ991119 18.9C21.C10.o2.tw 


Method 


TBLASTX: Wheat ' 




^ t- a r-t" 
OLdlL 


153 


End 


455 




GI 


none 


Score 


168 




Exons 


153. .455, 172. .450 








O ^. ~ -KT - 


314 25 


Seq. ID 


OJ991119_18.9C21. 


C10 


Gene No. 


65019 


Strand 






Start 


1 


End 


954 





31371 



Name 


OJ991119 18.9C21.C10.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


456 




End 


837 




GI 


none 




Score 


169 




Exons 


456. .836, 487. .735, 495. 


. 836, 


781. .837 






Seq. No. 


31425 




Seq. ID 


OJ991119_18.9C21. 


CIO 


Gene No. 


* 65019 * 




Strand 






Start ■ 


1 '• 




End 


954 




Name 


OJ991119 18.9C21.C10.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


612 




End 


' 9'41 




GI 


none 




Score 


185 




Exons 


612. .659, 651. .941, 664. 


. 930 








Seq. No. 


31426 




Seq. ID 


OJ991119_18.9C21. 


C12 


Gene No. 


65020 




Strand 


+ 




Start 


211 




End 


2497 




Name 


OJ991119 18.9C21.C12.ol. 


QS 


Method 


GENSCAN 




Start 


211 




End ' "■ 


2235 




GI 


none 




Score 


.91 




Exons 


211. .306, 345. .495, 765. 


. 931, 


1679. . 18 


97, 1990 . . 2235 




Seq. No. 


31426 




Seq. ID 


OJ991119 18.9C21. 


C12 


Gene No. 


65020 




Strand 


+ 




Start 


211 




End 


2497 




Name 


OJ991119 18.9C21.C12.ol. 


np 


Method 


AAT/NAP 




Start 


363 




End 


2497 




GI 


6689826 




Score 


370 




Exons 


363. .495, 765. .931, 1679 


..1868, 1965.. 


2175, 2397.. 2497 




GI Descrip. 


(AF092912) DFR-like protein [Arabidopsis thaliana] 




Seq. No. 


31426 




Seq. ID 


OJ991119_18. 9C21. 


C12 


Gene No. 


65021 




Strand 






Start 


1443 




End 


1789 




Name 


OJ991119 18.9C21.C12.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


389 




End 


1756 




GI 


none 




Score 


167 




Exons 


-389. .502, 393. .518, 416. 


.523, 


761. . 931 


, 764. .934, 1676. . 


1756, 




1690.. 1755 










Seq. No. 


31426 




Seq. ID 


OJ991119_18. 9C21. 


C12 


Gene No. 


65021 




Strand 






Start 


1443 




End 


1789 




Name 


OJ991H-9 18. 9C21.C12.ol. 


tw 


Method 


TBLASTX: Wheat 




Start ■ 


407 




End 


1789 




GI 


none 




Score 


134 




Exons 


407. .499, 408. .500, 761. 


. 928,. 


764. .913, 1676. .1789, 1702 


. .178 



.^12 ■ ; 

/qi^^eltiod " '** 'AAT?'Sap ' 



Seq. No. 31426 

Gene No. 65021 

Start 1443 

Name OJ991119_18 . 9C21 . C12 . ol . gp r * ; ^vfMe^od " * "AAT'7'2 

Start 1443 End" 1515 

GI LIB3431-004-P1-K1-G12 Score 96 

Exons 1443.. 1515 

GI Deacxip. ! 4680203/gb i AAD27566. 1 i AFII4I7I_7 i.Oe-^y (AF114171) TNP2-like 
protein [Sorghum bicolor] T 



31372 



Seq. No. 


31427 


Seq. ID 


OJ991119 


18 9C21 C13 


Gene No . 


65022 


Strand 


+ 




Start 


1512 


End ' 


4371 




Name 


OJ991119 18.9C21.C13.ol.gp 


Method 


AAT/GAP 




Start 


1512 


End 


2059 




GI 


uC-osflcyp017f 04bl 


Score 


612 




Exons 


1512.-. 1744, .1935.. 2-059 V 








GI Descrip.. 


' ! 4 508073/gb | AAD21417 . 1 | 2 . Oe 


-17 (AC005882) 4322C 






thaliana] ! 






Seq. No. 


31427 


Seq. ID 


OJ991119_ 


18 9C21 C13 


Gene No . 


65022 


Strand 


+ 




Start 


1512 


End 


4371 




Name 


OJ991119 18.9C21.C13.ol.np 


Method 


AAT/NAP 




Start 


1612 


End 


3279 




GI 


1706374 


Score 


375 




Exons 


1612. .1744, 1935. .2076, 2169 


..2397, 2501.. 2669, 


2803. .2992, 




3071.. 3279 








GI Descrip. 


DIHYDROFLAVONOL- 4 -REDUCTASE 


(DFR) (DIHYDROKAEMPFEROL 




4 -REDUCTASE) gi | 313678 | emb | CAA28734 | (X05068) 40 


1 kD Al nrotein 




T Zea ma vs 1 






Seq. No. 


31427 


Seq. ID 


OJ991119_ 


1 R 9P?1 n ^ 

J- U . _y ^ J_ . ul J 


Gene No. 


65022 


Strand 


+ 




Start 


1512 


End 


4371 




Name 


OJ991119 18.9C21.C13.ol.gs 


Method 


GENSCAN 




Start 


1621 


End 


4371 




GI 


none 


Score 


.83 




Exons 


1621. .1744, 1935. .2110, 2194 


..2403, 2501.. 2660, 


2774 299^ 




3069. .32037"3325. .3383, 4015 


. .4205, 4207. .4371 




Seq. No. 


' 31427 


Seq. ID 


OJ991119_ 




Gene No. 


65022 


Strand 


+ 




Start 


1512 


End 


4371 




Name 


OJ991119 18.9C21.C13.o2.gp 


Method 


AAT/GAP 




Start 


2752 


End 


3400 




GI 


33857 1.R1084 


Score 


901 




Exons 


2752. .2993, 3069. .3400 








GI Descrip. 


, 4508073/gb|AAD21417.1| 5.0e- 


-22 (AC005882) 43220 


[Arabidopsis 




thaliana] 1 








Seq. No.. 


.31427. 


Seq. ID 


OJ991119_ 


18.9C21.C13 - 


Gene No. 


65023 


Strand 


+ 




Start ■ 


5242 


End 


6299 




Name 


OJ991119 18. 9C21.C13.o3.np 


Method 


AAT/NAP 




Start 


5242 


End 


6299 




GI 


6721543 


Score 


162 




Exons. 


.5242.. 5370, 6183,/ . 62 99 . ■ 








Jjlk Descrip . 


•(A"g^0i0?3) .-.fiypothetieaT protein [Oryza- 


satiy^- •>§ 




Seq; No. 


31427 


Seq. ID 


OJ991119_ 


18 . 9C2l\ci3 


Gene No. 


65024 


Strand 


+ 




Start 


6312 


End 


6703 




Name 


OJ991119_18.9C21.C13.o4.np 


Method 


AAT/NAP 




Staj. L 


6312 


End 


6703 




GI 


5441880 


Score 


682 




Exons 


6312. .6703 









31373 



GI Descrip. (AP000367) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein 
(AC003981) [Oryza sativa] 



O ^ VJ ■ . L * \y m 


31427 








Cpn TP) 






65025 








St rand 




Start 


2824 * 








End 


3523 


Name 


OJ991119 18 


. 9C21 


.C13.o2 




Method 


AAT/NAP 


Start 


2824 ,~ 








End 


3523 


GI 


5758858 








Score 


75 


Exons 


2824. .2888, 


3407 


. .3523- 








GI DescriD. 

v-j — . Ly v-f- i, *i- k*/ * 


f AF168890) 


ATP synthase 


beta 


cnhnn i t* 




Spa No 


31427 








Seq. ID 


OJ991 1 1 <3 ift qr?i pi ^ 

\JiJ Z* Z* J. X ± Zf lO ■ 1 . ^1 J 


Gene No . 


65026 








Strand 




Start 


5256 








End 


54 20 


Name 


OJ991119 18 


. 9C21 


,C13.ol 


. tc 


Mpt hi nH 


TRT.A^TX * rrp«5 9 

J. LJ J—lilO X i\ • -L C O O 


Start 


1636 








End 


2304 


GI 


none 








Score 


80 


Exons 


1636. .1743, 


1934 


208 9, 


2191. 


.2304 




Sea No 


31427 








Seq. ID 


OJ991119_18.9C21.C13 




65026 








Strand 




Start 


5256 








End 


5420 


Name 


OJ991119 18."9C21 


.C13.o2 




Method 


TBLASTX: Soybean 


Start 


1644 








End 


2668 


GI 


none 








Score 


102 


Exons 


1644. .1736, 


1648 


. .1737, 


1985. 


.2077, 2191. .2304, 2335. .2394, 




2501. .2668 












Sea No 


31427 








Seq. ID 


OJ991119_18.9C21.C13 




65026 








Strand 




Start 


5256 








End 


5420 


Name 


OJ991119 18 


. 9C21 


.C13.ol 


t w 


Method 


TBLASTX: Wheat 


Start 


1656 








End 


2309 


GI 


none 








Score 


117 


Exons 


1656. .1748, 


.1657 


. .1749, 


1934. 


.2077, 1934. .2077, 2191.. 2307, 




2191. .2277, 


2220 


. .2309 








Sea No 


31427 








Seq. ID 


OJ991119_18.9C21.C13 


fionp ]SJo 


65026 








Strand 




Start ' 


5256 








End 


5420 


Name 


OJ991119 18 


. 9C21 


.C13.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1951 








End 


2314 


GI 


none 








Score 


41 


Exons 


1951. . 1980, 


1952 


. .1981, 


1963 . 


.2076, 1976.. 2077, 1976.. 2113, 




2191. .2307, 


2191 


. .2277, 


2192. 


.2314 




Seq'. .No.';.. •// 


314"27-.. . 


■ % -\ 






Seqy ID. 


: OJ991119_18. : -9§ll.C"13 


Gene/ No. 


65026 








Strand' 




Start 


5256 








End 


5420 


Name 


OJ991119 18 


. 9C21 


C13.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


2528 








End 


2946 


GI 


none 








Score 


141 


Exons 


2528 . . 2668, 


2530 


.2667, 


2769. 


.2915, 2770.. 2823, 2812.. 2925, 




2827. .2946, 


2838 


.2945 









31374 




Seq. No. 


31427 






Seqv i iD 


OJ991119_18.9C21.C13 


Gene No. 


65026 






Strand 




Start 


5256 






End 


5420 


Name 


OJ991119 18. 


9C21.C13.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


2826 






End 


3150 


GI 


none 






Score 


182 


Ekons 


.2826. .2978, 


2827. .2982, 


3085 


.'.3150 : 




Seq. No. 


31427 






Seq. ID 


OJ991119 18.9C21.C13 


Gene No. 


65026 






Strand 




Start 


5256 






End 


5420 


Name 


OJ991119 18. 


9C21.C13.o3. 


gp 


Method 


AAT/GAP 


Start 


5256 






End 


5420 


GI 


7406 1.R1084 






Score 


225 


Exons 


5256. .5420 










GI Descrip. 


f 1122315/emb 


ICAA63901I 7 


.Oe- 


10 (X94191) 


heat shock protein 17 



[Pennisetum glaucum] ' 



Seq. No. 31428 Seq. ID 

Gene No. 65027 Strand 

Start 1 End 

Name OJ991 11 9_18 . 9C21 . CI 4 . ol . gp Method 

Start 1 End 

GI 5701669 Score 

Exons 1 . . 173 

GI Descrip. 5441880/dbj | BAA82378 . 1 | 5.0e-75 (AP000367) EST C28 952 (C6294 5 ) 

corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



OJ991119_18.9C21.C14 

+ 

620 

AAT/GAP 

173 

335 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No- 
Gene No. 
Start 
Name 
Start 
GI- 
Exons 

GI Descrip. 



S.eqW No. 

Gene' No. 

Start 

Name 

Start 

GI 



GI Descrip. 



31428 
65027 
1 

OJ991119_18.9C21.C14.ol.tw 
1 

none 



Seq. ID OJ991119_18.9C21.C14 

Strand + 

End 620 

Method TBLASTX : Wheat 

End 373 

Score 208 



1..147, 2. .199, 2. .187, 193. .312, 197. .373, 197. .343 

31428 Seq. ID OJ991119_18.9C21.C14 

65027 Strand + 

1 End 620 

OJ991119_18.9C21.C14.ol.np Method AAT/NAP 

1 . ■ - - End 620 

5441880 Score 251 
1..143, 588. .620 

(AP000367) EST C28 952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 

■ 31*42 9 • ' ■' . '•■'.Seq'. ID .OJ99111'. ; 9_18 .'9C21 . C15 • 

65028 Strand + 

1 End 3605 

OJ991119_18.9C21.C15.ol.np Method AAT/NAP 

1 End 2435 

5441880 Score 1834 

1.. 143, 729. .1027, 1107. .1365, 1610. .1707, I9M..2085, 

2201. .2435 

(AP000367) EST C28 952 (C62 945 ) corresponds to a region of the 



31375 



predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 31429 Seq. ID 

Gene No. 65028 Strand 

Start 1 ' End ' 3605 

Name . OJ991119_18 . 9/021 . C15-. ol . gs ' Method GEN SCAN 
Start 57. ■ End .2720'. 

GI none Score . 67 

Exons 57. .143, 228. .638, 729. .980, 1159 .. 1365/ 14 58 . . 

1954. .2085, 2149. .2196, 2201. .2403, 2554. .2720 



OJ991119_18.9C21.C15 
+ 



,1583, 1610. .1707, 



Seq. No. 31429 

Gene No. 65028 

Start 1 

Name OJ9911 1 9_18 . 9C21 . C15 . ol . gp 

Start 855 

GI LIB347 5-007-P1-K1-G8 

Exons 855.. 1027, 1107.. 1357 

GI Descrip. • 54 4 1880/dbj | BAA82378 . 1 | 5, 



Seq. ID OJ991119_18.9C21.C15 

Strand + 

End 3605 

Method AAT/GAP 

End 1357 

Score 7 94 

Oe-75 (AP000367) EST C28952 (C62945) 



corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 



Seq. No. 31429 Seq. ID 

Gene No. 65028 Strand 

Start 1 End 

Name OJ991119_18 . 9C21 . C15 . o3 . np Method 

Start 2297 End 

GT 51 11 611 Score 

Exons 2297.. 2418, 3505.. 3605 

GI Descrip. (AJ245900) CAA30375.1 protein [Oryza sativa] 



OJ991119_18.9C21.C15 
+ 

3605 
AAT/NAP 
3605 
77 



Seq. No. 31429 Seq. ID OJ991119_18.9C21.C15 

Gene No. 65028 Strand + 

Start 1 End 3605 

Name OJ9911 19_18 . 9C21 . C15 . o2 . gp Method AAT/GAP 

Start 2539 End 2992 

GI LIB3431-045-P1-N1-A10 Score 820 

Exons 2539.. 2992 

GI Descrip. • 54 4 187 6/dbj | AP000367 . 1 | AP000367 0.0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P04 37H03 (contig b) 1 



Seq. No.' 31429 Seq. ID OJ991119_18.9C21.C15 

Gene No. 65029 Strand + 

Start 3796 End 4837 

Name OJ9911 19_18 . 9C21 . C15 . o5 . gp Method AAT/GAP 

Start 3796 End 4304 

GI LIB3432-015-P1-K1-B3. Score 807 

Exons ■:*. . 3796.. 4172, 4203.. 4304 ■ 

GI Descrip. ■ 52 627 63/emb | CAB45911 . 1 | 9.0e-09 (AL080283) putative protein 
[Arabidopsis thaliana] 1 



Seq. No. 
Gene No. 
Start 
Name 
Start 



31429 
65029 
3796 

OJ991119_ 
4096 



18. 9C21.C15.o4 .np 



Seq. ID 

Strand 

End 

Method 
End 



OJ991119_l! 
+ 

4837 

AAT/NAP 

4837 



■9C21.C15 



31376 




GI 


3894187 




Score 


99 






Exons 


4096.. 4246, 4801.. 4837 












GI Descrip. 


(AC005662) hvoothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


31429 




Seq. ID 


OJ991119_ 


JL8.9C21 


. C15 


Gene No. . . 


65030 




Strand 








Star.t 


2935 




End 


3337 






Name 


OJ991119 18. 9C21.C15.o3 


.gp 


Method 


AAT/GAP' 






Start 


2935 




End 


3337 






GI 


7406 1.R1084 




Score 


651 






Exons 


29357. 3337 












GI Descrip. 


1 1122315/emb | CAA63901 | 


7.0e-10 (X94191) 


heat shock protein 17 




[Pennisetum glaucum] 1 












Seq. No. 


31429 




Seq. ID 


OJ9911 19 


18 . 9C21 


. C15 


Gene No. 


65031 




Strand 








Start 


3730 




End 


4259 






Name 


OJ991119 18.9C21.C15.o2 


.np 


Method 


AAT/NAP 






Start 


3223 ~~ 




End 


3351 






GI 


6721543 




Score 


92 






Exons 


3223 . . 3351 












GI Descrip. 


(AP001073) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


31429 




Seq. ID 


OJ991119_ 


18.9C21 




Gene No. 


65031 




Strand 








Start 


3730 




End 


4259 






Name 


OJ991119 18 . 9C21 .CI 5 . o2 


.gs 


Method 


GENSCAN 






Start 


3:730 ~~ 




End 


4259 






61 


none 




Score 


.58 






Exons 


37 30.. 3749, 38 72.. 4259 












Seq. No. 


31430 




Seq. ID 


OJ991119_ 


18.9C21 


. C16 


Gene No. 


65032 




Strand 


+ 






Start 


596 




End 


1250 






Name 


OJ991119 18 . 9C21 .C16.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


589 ~~ 




End 


124 9 






GI 


none 




Score 


95 






Exons 


589. .672, 590. .676, 673 


. .720, 


676. .732, 


678. .728 


, 1057. 


. 1248, 




1064 . . 1249 












Seq. No. 


31430 




Seq. ID 


OJ991119_ 


18. 9C21 


.C16 


Gene No. " 


65032 




Strand \ 


+ ... 






Start 


596 




End 


1250 






Name 


OJ991119 18.9C21.C16.ol 


.np 


Method 


AAT/NAP 






Start 


596 




End 


1250 






GI 


2911358 




Score 


111 






Exons 


596. .724, 1065. .1250 












GI Descrip. 


(AF041043) NADPH HC toxin reductase [Zea mays] 






Seq. No. 


31430 




Seq. ID 


OJ991119_ 


18. 9C21 


.C16 


Gene No. 


65032 ' 




Strand 


+ 






Start 


596 




End 


1250 






Name 


OJ991119 18.9C21.C16.ol 


gs 


Method 


GENSCAN 






Start 


602 




End 


1231 






Cil 


none 




Score 


.71 






Exons 


602. .724, 1094. .1231 













31377 




Seq. No. 


31430 


Seq-. 


OJ991119_18.9C21.C16 


Gene No. 


65032 


Strand 


+ 


Start 


596 


FnH 


1 2S0 

J. £. ~J \J 


Naine 


OJ991119 18 9C21 C16 ol tw" 


M^"h hoH 

L iC L11UU 


TRT.A9TX • Whp^f 


Start 


634 ~ 


FnH 

CjLIkJ. 


j_ j y 


GI 


none 






• R v n n 


634 675 -635 676 67S 728 


67 6 7-9 Q 


•in c 17 1 9^Q 10 64 1 


Sea No 


31431 


Seq. ID 


O.TQ91 1 1 9 Ifl QP9 1 CM 


Gene No. 


65033 


Strand 


+ ~ 


Start 


1 


End 


4142 


Name 


OJ991119 18.9C21.C17.ol.np 


. Method 


AAT/NAP 


Start 


1 


End' 1 


91 fl^ 


GI 


6689826 


Score 


379 


J_J ^/ 1 X o 


1..250, 1115. .1274, 1684. .1918., 2022.. 


2183 


GI Descrip. 


(AF092912) DFR-like protein 


[Arabidops 


t ^ fhfl 1 "i ana 1 


Cprr No 


31431 


Seq. ID 


O.TQ91 1 1 Q 1 R QP91 PI 7 


Gene No. 


65033 


Strand 


+ _ 


Start 


1 


End 


4142 


Name 


OJ991119 18.9C21.C17.ol.gs 


Method 




Start 


50 


End 


4 14 9 

*i J_ Si *i 


GI 


none 


Score . 


7 9 




50. .250, 1115. .1274, 1684. .19?1, 2022. 


914^ "3fiR9 ^7fi ^ 




^Q9 4 4DSn 4DRS 4 149 






t_) c; ^ ■ • 


31432 


Seq. ID 


O.TQQ1 1 1 Q 1Q QP91 PI 8 


Gene No. 


65034 


Strand 


+ ~~ 


Start 


885 


End 


2261 


.Name 


OJ99111.9 18.-9C21.C18.ol.gp 


Method 


AAT/GAP 


Start 


885 


End 


* 1878 


GI 


17023 1.R1084 


Score ' 


861 


uAUllu 


885. .1130, 1497. .1663, 1777. 


.1878 




PT Hp oprir) 


'4508073/gb|AAD21417.1| 1 . Oe 


-15 (AC005882) 43220 [Arabidops: 




thaliana] 1 






Sea No 


31432 


Seq. ID 


OJ991119_18.9C21.C18 


Gene No. 


65034 


Strand 


+ 


Start 


885 


End 


2261 


Name 


OJ991119 18.9C21.C18.ol.np 


Method 


AAT/NAP 


Start 


992 


End 


2261 


GI" * 


4115525 ' 


Score 


255 . v 


Exons 


992.. 1134, 1501.. 1663, 1777. 


.2051, 2220. .2261 


-1* LS \ — ■ O -l_ _I_ k_/ ■ 


(AB011667) dihydroflavonol 4 


-reductase 


[Ipomoea purpurea] 


Seq.. No. 


31432 


Seq. ID 


OJ991119_18.9C21.C18 


Gene No. 


65034 


Strand 


+ 


Start 


885 


End 


2261 


Name 


OJ991119 18.9C21-.C18.ol.tc 


Method 


TBLASTX: Cress 


Start 


1001 


End 


1905 


GI 


none 


Score 


84 


Expns 


1001. .1129, 1508. .1663, 1774 


. . 1905 




Seq. No. 


31432 


Seq. ID 


OJ991119_18.9C21.C18 


Gene No. 


65034 


Strand 


+ 


Start 


885 


End 


2261 


Name 


OJ991119 18.9C21.C18.ol.gs 


Method 


GENSCAN 



31378 




Start 


1010 




End 


1977 




GI 


none 




Score 


. 7 




Exons 


1010. . 1130, 1497 . . 1663, 


1777 . 


. 1977 






Seq. No. 


31432 




Seq. ID 


OJ991119_18. 9C21 


.C18 


Gene No-. - ■ 


65034 




Strand 


+ 




Start' • 


■8.8.5 V- : ■ / " 




End' . : / 


22-61 




Name 


OJ9-9I119 18 . 9C21.C18-.ol 




Method . 


TBLASTX: Wheat '* 




Start 


1042 




End 


1889 




GI 


none 




Score 


128 




Exons 


1042. .1128, 1043. .1129, 


1048 . 


.1134, 1466. .1645, 1489. .1671, 




1496. .1639, 1497. .1655, 


1774 . 


.1887, 1794. .1889 




Seq. No. 


31432 




Seq. ID 


OJ991119_18. 9C21 


.C18 


Gene No. 


65034 




Strand 


+ 




Start 


885 




End 


2261 




Name 


OJ991119 18.9C21.C,18.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1538 ~ 




End 


1914 




GI 


none 




Score 


177 




Exons 


1538 .. 1663, 1538 . . 1663, 


1774 . 


.1914, 1776. .1895 




Seq. No. 


31433 




Seq. ID 


OJ991119__18.9C21 


.C19 


Gene No. 


65035 




Strand 


+ 




Start 


1 




End 


1087 




Name 


OJ991119 18.9C21.C19.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


1087 




GI 


6689826 




Score 


245 




Exons 


1..57, 142. .298, 600. .8 


34, 934.. 1087 






GI Descrip. 


(AF092912) DFR-like protein [Arabidopsis thaliana] 




Seq. No. 


31433 




Seq. ID 


OJ991119_18 . 9C21 


. C19 


Gene No. 


65035 




Strand 


+ 




Start 


1 




End. 


1087 




Name 


OJ991119 18. 9C21.C19.ol 


.gs 


Method 


GENSCAN 




Start 


202 




End 


1081 




GI 


none 




Score 


. 6 




Exons 


202.. 298, 600.. 837, 934 


. . 1081 








Seq. No. 


31433 




Seq. ID 


OJ991119_18.9C21 


. CI- 9 


Gene No. 


65035 




Strand 


+ 




Start 


1 




End 


1087 




Name ' 


-OJ991119 18.9C21.-C19.ol 


. ts- • 


Method. 


TBLASTX: Soybean 




Start 


632 ' •* 




End 


1012 




GI 


none 




Score 


80 




Exons 


632. .697, 634. .696, 746 


. .835, 


935. .1012 




Seq. No. 


31433 




Seq. ID 


OJ991119_18.9C21 


.C19 


Gene No . 


65035 




Strand 


+ 




Start- 


1 




End 


1087 




Name 


. OJ991119 18. 9C21.C19.ol 


. tm 


Method 


TBLASTX: Maize ■ 




Start 


790 




End 


1075 




GI 


none 




Score 


56 




Exons 


790. .837, 791. .835,' 793 


. .837, 


807 . .842, 


932. .1069, 948. 


.1067, 




952. .1074, 953. .1075 










Seq. No. 


31434 




Seq. ID 


OJ991119JL8.9C21 


.C20 


Gene No. 


65036 




Strand 


+ 





31379 



Start 
Name 
Start 
GI 

Exons 



Seq. No. ' . 

Gene .No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1234 End 

OJ991119_18 . 9C21 . C20 . ol . gs Method 

1234 End 

none Score 



4581 
GENSCAN 
4204 
. 91 



1234.. 1419, 1861.. 2027, 2204.. 2407, 2536.. 2695, 2*852.. 3065, 
3180.. 3293, 3473.. 3494, 4070.. 4204 



'314 34 "• ' 
65036 • 
1234 

OJ991119_18. 9C21.C20.ol.np 
1302 
5732928 
1302. .1419, 
3173. .3293, 



Seq. ID OJ991119_18.9C21.C20 

Strand + 

End 4581 

Method AAT/NAP 

End 4581 

Score 430 



1861. .2027, 
4540. .4581 
(AF169801) dihydroflavonol-4 
VII cv. 'Acapulco'] 



2204.. 2407, 2536.. 2707, 2882.. 3055, 

reductase [Lilium hybrid cultivar 



Seq. No. 31434 

Gene No. 65036 

Start 1234 

Name OJ991 119_18 . 9C21 . C20 . ol 

Start 1313 

GI none 

Exons 1313.. 1426, 1314.. 1427, 
1861. .2028, 2201. .2281, 



Seq. ID OJ991119_18.9C21.C20 

Strand + 

End 4581 

.tm Method TBLASTX : Maize 

End 2281 

Score" 165 
1839. .2027, 1844. .2029, 1860. .2027, 
2206. .2280 



Seq. No. 31434 Seq. ID 

Gene No. 65036 Strand 

Start 1234 End 

Name OJ991119_18 . 9C21 .C20 . ol . tw Method 

Start 1331 * End 

GI none Score 

Exons 1331 
2201 



1423, 1332.. 1424, I860.. 2024, I860.. 2009, 2170 
2314, 2201. .2314, 2212. .2319 



OJ991119_18.9C21.C20 
+ 

4 581 

TBLASTX: Wheat 

2319 

126 

2208, 



Seq. No. 


31434 








Seq. ID 


OJ991119 


_18.9C21 


.C20 


Gene No". 


65036 








Strand 


+ 






Start 


1234 








End 


4581 






Name 


OJ991119 18 


. 9C-21. 


C20.ol 


. ts 


Method 


TBLASTX: 


Soybean 




Start 


2893 








End 


3258 






GI 


none ' 








Score 


191 






Exons' 


-2893. .3066, 


2895. 


.3062, 


3181. 


.3258, 31i 


33. .3257 






Seq. No. 


31434 








Seq. ID 


OJ991119 


_18.9C21 


.C20 


Gene No. 


65036 








Strand 


+ 






Start 


1234 








End 


.4581 






Name 


OJ991119 18 


9C21. 


C20.ol 


• gp 


Method 


AAT/GAP 






Start 


2958 






End 


3316 






GI 


2797550 








Score 


444 






Exons 


2958. .3065, 


3180. 


.3316 












Seq. No. 


31435 








Seq. ID 


OJ991119 


JL8.9C21 


.C21 


Gene No. 


65037 








Strand 


+ 






Star L 


275 








End 


2637 






Name 


OJ991119 18. 


9C21. 


C21.ol 


np 


Method 


AAT/NAP 






Start 


275 








End 


2637 







31380 



GI 


5042454 


Score 


2309 




Exons 


275. .425, 779. .885, 942. .2358, 2531:. 2637 




GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No.. 


31435 


Seq. ID 


OJ991119 18.9C21 


.C21 


Gene No. 


65037 


Strand • 


+ ~~ 




Start 


275' 


..End ■ - 


2637 




Name' *' 


OJ9911I9. i8.'9C21.C21.ol.gs ■ 


' Method . 


GENSCAN 




Start 


365 


End 


2586 




GI 


none 


Score 


. 91 




Exons 


365. .421, 781.. 885, 942 . . 2"58'6 * 






Seq. No. 


31435 


Seq. ID 


OJ991119_18. 9C21 


.C21 


Gene No. 


65037 


Strand 


+ 




Start 


275 


End 


2637 




Name 


OJ991119 18.9C21.C21.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1614 


End 


2006 




GI 


none 


Score 


58 




Exons 


~\ /~ -\ A 1 /"* 1 1 (~ f~ C) 1*7/"/*" -i s~ "~t i 

1614.. 1661, 1668.. 1766, 1673. 


.1765, 1733. .1972, 1749. .2006 


Seq. No. 


31435 


Seq. ID 


OJ991119_18. 9C21 


.C21 


Gene No. 


' 65037 


Strand 


+ 




Start 


275 


End 


2637 




Name 


OJ991119 18.9C21.C21.ol.tm 


Method 


TBLASTX: Maize 




Start 


1619 


End 


1904 




GI 


none 


Score 


196 




Exons 


1619.. 1903, 1656.. 1904 








Seq. No. 


31436 


Seq. ID 


OJ991119_18.9C21 


.C22 


Gene No. 


65038 


Strand 


+ 




Start 


1 


End 


2902 




Name 


OJ991119 18.9C21.C22.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2902 




GI 


6498441 


Score 


3162 




Exons 


1..284, 348. .721, 905. .1039, 


1214.. 1640, 1833.. 2129, 2301.. 2902 


GI Descrip. 


(AP000815) EST C7278 6 (E2258 ) 


corresponds to a region of 


the 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31436 
65038 

1 ~ ; - - r\ 

OJ991119_18 .-9C21 . C2'2 . o5 . tw 
2 

none 

2. .160, 3. .164, 6. .164 



Seq. ID OJ991119_18.9C21.C22 
Strand + 

End . ..- 2902 \. ' 

Method TBLASTX: Wheat 
End 164 
Score 175 



Seq. No. 31436 

Gene No. 65038 

Start 1 

Name OJ991119_18 . 9C21 .C22 . ol . gs 
Start .60 . ' 

GI none 

Exons 60.. 269, 348.. 530, 549.. 2811 



Seq. ID OJ991119_18.9C21.C22 

Strand + 

End 2 902 

Method GENSCAN 

End 2811 

Score .47 



Seq. No. 
Gene No. 



31436 
65038 



Seq. ID OJ991119_18.9C21.C22 
Strand + 



31381 



Start 1 

Name OJ991119_18 . 9C21 . C22 .ol . tw 

Start 356 

GI none 

Exons 356. .811, 357. .818, 357. .812 

Seq. No.- .-31436 

Gene No. 65038 \ V " 

Start 1 

Name OJ991119_18 . 9C21 . C22 . o2 . ts 

Start 396 

GI none 

Exons 396. . 620/ • 627. . 761 

Seq. No. 31436 

Gene No. 65038 

Start 1 

Name OJ991119_18 . 9C21 . C22 . ol . tm 

Start 486 

GI none 

Exons 486.. 842, 521.. 832, 537. .842 

Seq. No. 31436 

Gene No. 65038 

Start 1 

Name OJ991119_18 . 9C21 . C22 . o2 . tm 

Start 869 

GI none 

Exons 869.. 1234, 870.. 1253 

Seq. No. 31436 

Gene No. 65038 

Start 1 

Name OJ991 119_18 . 9C2 1 . C22 . o2 . tw 

Start 926 

GI none 

Exons 926.. 1339, 927.. 1346 

Seq. No. 31436 

Gene No. 65038 

Start 1 

Name • - „ OJ991119_18 . 9C21 . C22 . ol. ts." " 

Start . ■ 1005 " ' 

GI none 

Exons 1005.. 1376, 1022.. 1165 

Seq. No. 31436 

Gene- No. 65038 

Start 1 

Name OJ991 119_18 . 9C21 . C22 . o3 . tw 

Start 1873 

GI. none 

Exons 1873.. 1893, 2001.. 2225, 2016. 
2295. .2432, 2297. .2434 



End 2902 

Method TBLASTX : Wheat 

End 818 

Score 581 



Seq. ID OJ991119_18.9C21.C22- 

Strand + 

End ' 2902 

Method TBLASTX: Soybean ' 

End 7 61 

Score 111 



Seq. ID OJ991119_18.9C21.C22 

Strand + 

End 2902 

Method TBLASTX: Maize 

End 842 

Score 383 



Seq. ID OJ991119 18.9C21.C22 

Strand + ~" 

End 2902 

Method TBLASTX : Mai ze 

End 1253 

Score 357 



Seq. ID OJ991119_18.9C21.C22 

Strand + 

End 2902 

Method TBLASTX : Wheat 

End 1346 

Score 4 91 



Seq. ID OJ991119_18.9C21.C22 

Strand + 

End 2902 

Method TBLASTX : Soybean 

End 1376 

Score 277 



Seq. ID OJ991119_18.9C21.C22 

Strand.. + 

End 2 902 , 

Method TBLASTX : Wheat 

End 2435 

Score 233 
.2225, 2066. .2251, 2286. .2435, 



Seq. No. 
Gene No. 



31436 
65038 



Seq. ID OJ991119_18.9C21.C22 
Strand + 



31382 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. ■ 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991119_18 . 9C21 . C22 .o4 . tw 

2438 

none 

2438.. 2536, 2490.. 2750 



End 

Method 

End 

Score 



2902 

TBLASTX : Wheat 

2750 

184 



31437 . • . - . 
65039 
1 

OJ991119_18.9C21.C23.ol.np 
1 

6498441 
1..253, 1694. .1753 

(AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. ID OJ991119_18..9C21.C23 

Strand ' - 

End 1753 

Method AAT/NAP 

End 1753 

Score 334 



31437 
65039 
1 

OJ991119_18. 9C21.C23.ol.tm 
2 

none 



Seq. ID OJ991119_18.9C21.C23 
Strand 

End 1753 

Method TBLASTX : Mai ze 

End 342 

Score 48 



2. .145, 33. .71, 118. .342, 119. .289 



31437 
65039 
1 

OJ991119_18.9C21.C23.ol.tw 

130 

none 

130. .321, 131. .295 

31437 
65039 

1 

OJ991119_18. 9C21.C23.ol.gs 

952 

none 

952. .1661 



Seq. ID OJ991119_18.9C21.C23 
Strand 

End 1753 

Method TBLASTX : Wheat 

End 321 

Score 103 



Seq. ID OJ991119_18.9C21.C23 
Strand 

End 1753 

Method GENSCAN 

End 1661 

Score .58 



Se.q. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons' 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



.31437 
65039 . 
1 

OJ991119_18. 9C21.C23.o2.np 
955 

5803259 
955. .1753 

(AP000399) hypothetical protein [.Oryza sativa] 



Seq. ID OJ991U9_18. 9.C21;C23 
Strand 

End 1753 

Method AAT/NAP 

End 1753 

Score 1092 



31438 
65040 
443 

OJ991119_18 . 9C21.C24.ol.gs 

443 
none 



Seq. ID OJ991119_18.9C21.C24 
Strand 

End 1617 

Method GENSCAN 

End 1617 

Score .58 



443. .1162, 1318. .1424, 1529. .1617 



31383 



Seq. No. 


31438 






Seq. ID 


OJ991119_18.9C21 


.C24 


Gene 'No. 


65041 






Strand 






Start 


3512 






End 


4750 




Name 


OJ991119 18 


. 9C21.C24.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


262 






End 


. 510 




GI . 


.none 






Score 


227 - ' 




Exons 


262. .510, 262;. ;429, 264.. 


. 509 








Seq. No. 


31438 






Seq. ID 


OJ991119J.-8.9C21 


C24 


Gene No. 


65041 






Strand 






Start 


3512 






End 


4750 




Name 


OJ991119 18 


9C21.C24.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


3500 






End 


4743 




GI 


none 






Score 


140 




Exons 


3500. .3604, 


3602. .3745, 


4583. 


.4741, 4585. .4743 





Seq. No. 31438 Seq. ID 

Gene No. 65041 Strand 

Start 3512 End 

Name OJ991119_18 . 9C21 . C24 . ol . gp Method 

Start 3509 End 

GI 969005 Score 

Exons 3509.. 3816, 4587.. 4750 



OJ991119_18.9C21.C24 

4750 
AAT/GAP 
4750 
642 



Seq. No. 31438 " Seq. ID 

Gene No. 65041 Strand 

Start 3512 End 

Name OJ991119_18 . 9C21 . C24 . o2 . gs Method 

Start 3512 End 

GI none , Score 

Exons 3512.. 3816, 4587.. 4743 



OJ991119_18.9C21.C24 

4750 
GENSCAN 
4743 
. 68 



Seq. No. 31438 

Gene No. 65041 

Start 3512 ■ . 

Name OJ991119_18 . 9C21 . C24 . ol . tm 

Start 3519 

GI none 

Exons 3519.. 3701, 3524 
3710. .3817, 3711 

. 45.85... 4743 



Seq. ID 

Strand 

End 

Method 

End 

Score 



3703, 3529.. 3702, 3533 
3818, 3732.. 3821, 3733 



OJ991119 18.9C21.C24 



4750 

TBLASTX: Maize 

4744 

175 

3706, 3710.. 3817, 
3825, 4583. .4744, 



Seq. No. 31438 

Gene No. 65041 

Start 3512 

Name OJ991119_18 . 9C21 . C24 . ol . tw 

Start 3729 
GI . none 

Exons 3729.. 3818, 3731.. 3817, 3735, 



OJ991119_18.9C21.C24 
4750 

TBLASTX: Wheat 

4745 

106 . 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3821, 3736. .3822, 4573. .4743, 



4583. .4744, 4586. .4744, 4587. .4745 



Seq. No. 
Gene No. 
Star t 
Name 
Start 



31439 
65042 
1 

OJ991119_18 . 9C21.C25.ol.gp 
1 



Seq. ID 

Strand 

End 

Method 
End 



OJ991119_18.9C21.C25 

9275 

AAT/GAP 

505 



31384 



GI 

Exons 



none 
1. .505 



Score 



937 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31439 
65042 
1 

OJ9911.19_18. 9C21..C25-.ol"."gs 

67 - ■ 

none 



Seq. ID OJ991119_18.9C21.C25 
Strand 

End 9275 

Method. GENSCAN . 

End -9275 

Score .69 



67.-. 397, 623. .786, 873. .1030, 1102. .1187, 2158.. 2364, 
2379. .2483, 3079. .3229, 4267. .4339, 4454. .4533, 4623. .4716, 
4830. .5000, 5312. .5378, 5926. .5977, 6745. .6833, 8262. .8392, 
8549. .8654, 8977. .9086, 9116. .9275 



31439 Seq. ID 

65042 Strand 

1 End 

OJ991119_18 . 9C21 . C25 . ol . np Method 

2780 End 

4680186 Score 
2780. .3000, 4684. .4728 

(AF111709) unknown [Oryza sativa subsp. indica] 



OJ991119_18.9C21.C25 

9275 
AAT/NAP 
4728 
159 



Seq. No. 31439 

Gene No. 65042 

Start 1 

Name OJ991119_18 . 9C2 1 . C25 . ol 

Start 4146 

GI none 

Exons 4146.. 4190, 4147.. 4203, 
4457. .4531, 4597. .4716, 

Seq. No. 31439 
Gene No. 65042 
Start 1 

Name OJ991119_18 . 9C2 1 . C25 . ol 

Start 5540 
GI none 

Exons 5540.. 5641, 5544.. 5630, 

6074. .6178, 6074. .6181, 
6746. .6835, 6913. .7044, 

Seq. No. 31439 ■ - 

Gene No. 65042 ■ • 

Start 1 

Name OJ991119_18 . 9C21 . C25 . ol 

Start 5923 

GI none 

Exons 5923.. 5982, 5939.. 6016, 
6743. . 6835, 6902. .7033, 



Seq. ID OJ991119_18.9C21.C25 
Strand 

End 9275 
,tc Method TBLASTX : Cress 

End 4 904 

Score 51 
4268. .4336, 4269. .4325, 4455. .4529, 
4625.. 4717, 4824..4904, 4834.. 4878 

Seq. ID OJ991119_18.9C21.C25 
Strand 

End 9275 
.tm Method TBLASTX : Maize 

End 7047 

Score 94 
5907.. 5951, 5923.-5979, 5927.. 5980, 
6075. .6179, 6075. .6188, 6742. .6846, 
6920.. 7039, 6922.. 7047 

Seq. ID OJ991119_18.9C21.C25- 
Strand 

End 9275 
.ts Method TBLASTX : Soybean 

End 7033 

Score 35 
6075. .6188, 6087. .6173, 6742. .6846, 
6913.. 7032, 6920.. 7033 



Seq. No. 31440 Seq. ID OJ991119_18.9C21.C26 

Gene No. 65043 Strand + 

Start 1 End 906 

Name CJ991119_18. 9C2I . C26 . ol . np Method AAT/NAP 

Start 1 End 906 

GI 2982283 Score 132 



31385 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI " 

Exons 



1..322, 886. .906 

(AF051226) PREG-like protein [Picea mariana] 



31440 Seq. ID 

65043 Strand 

1 End 
OJ991119_18 . 9C21.C26. ol.gs Method 

71 End 

none * Score 
71. .300 



OJ991119_18.9C21.C26 
+ 

906 

GEN SCAN 

300 

.41 



Seq. No. 


31441 




Seq. ID 


OJ991119 


Gene No. 


65044 




Strand 


+ 


Start 


194 




End 


742 


Name 


OJ991119 18.9C21.C27 


. o 1 . np 


Method 


AAT/NAP 


Start' 


194 




End 


742 


GI 


2982283 




Score 


91 


Exons 


194. .369, 551. .742 








GI Descrip. 


(AF051226) PREG-like 


protein 


[Picea mariana] 


Seq. No. 


31441 




Seq. ID 


OJ991119 


Gene No. 


65044 




Strand 


+ 


Start 


194 




End 


742 


Name 


OJ991119 18.9C21.C27 


.ol.gs 


Method 


GENSCAN 


Start 


216 




End 


603 


GI 


none 




Score 


. 95 


Exons 


216. . 603 









Seq. No. 


31442 








Seq. ID 


OJ991119_18.9C21.C28 


Gene No. 


65045 








Strand 


+ 


Start 


26 








End 


3181 


Name 


OJ991119 18 


. 9C21. 


C28.ol 


.gs 


Method 


GENSCAN 


Start 


26 








End 


2721 


GI 


none 








Score 


. 91 


Exons 


26. .175, 263. .289, 1205 


. .1438 


, 1527.. 


1574, 1678. .1734, 




1817. .1918, 


2250. 


.2315, 


2434. 


.2535, 2608.. 2721 


Seq. No. 


31442 








Seq. ID 


OJ991119_18.9C21.C28 


Gene No. 


65045 








Strand 


+ 


Start 


26 








End 


3181 


Name 


OJ991119 18 


.9C21. 


C28.ol 


■ gp 


Method 


AAT/GAP 


Start. 


2239 






End 


3181 ■ • 


GI- • 


13803 1.R1084 






Score 


953 


Exons 


2239. .2315, 


2434. 


.2535, 


2608. 


.2730, 2930. .3181 


GI Descrip. 


'3935138 9. 


Oe-30 


(AC005106) T25N20.2 


[Arabidopsis thaliana] 1 


Seq. No. 


31442 








Seq. ID 


OJ991119_18.9C21.C28 


Gene No. 


65046 








Strand 




Start 


3435 








End 


4084 


Name 


OJ991119 18 


. 9C21. 


C28 .ol 


tm 


Method 


TBLASTX: Maize 


Start 


86 








End 


3126 


GI 


none 








Score 


146 


Exons 


86. .187, 89 


. . 175, 


90. .224, 1203. . 1388 


, 1203.. 1382, 1369.. 1437, 




1385. . 1447, 


1386. 


.1436, 


1387. 


.1437, 1397. .1441, 1521. .1592, 




1529 . . 1573, 


1680. 


.1730, 


1660 . 


.1730, Ibbl. .1734, 1681. .1734, 




1804. .1875, 


1812. 


.1910, 


1814. 


.1915, 2247. .2315, 2249. .2308, 




2252. .2332, 


2253. 


.2318, 


2425. 


.2535, 2433. .2534, 2602. .2721, 



31386 





2607. .2720, 


2609 


.2731, 


2609. 


.2725, 2948. .3028, 2949. .3029, 


* 


3011. .3034, 


3011. 


.3037, 


3094. 


.3126 




Seq. No. 


31442 








Seq. ID 


OJ991119_18.9C21.C28 


Gene No. 


65046 








Strand 




Start 


3435 








End 


4084 


Name 


. . OJ991119J.8 


. 9C21. 


C28.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


■ " 1369 








End 


•* 2709 


GI 


none 








Score 


42 


Exons 


1369. .1434, 


1397. 


.1435, 


1521. 


.1577, 1529. .1582, 1530. .1592, 




1677. .1730, 


1678. 


. 1776, 


1693. 


.173.4, 1814. .1915, 1816. . 1875, 




1859. .1924, 


2247. 


.2321, 


2418. 


.2534, 2425. .2535, 2598. .2702, 




2602. .2709, 


2607. 


.2702 








Seq. No. 


31442 








Seq. ID 


OJ991119_18.9C21.C28 


Gene No. 


65046 








Strand 




Start 


3435 








End 


4084 


Name 


OJ991119 18 


. 9C21 . 


C28.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


1530 








End 


2709 


GI 


none 








Score 


65 


Exons 


1530. .1.592, 


1532. 


. 1576, 


1677. 


.1733, 1678. .1776, 1811. .1915, 




1814 . .1915, 


1825. 


.1923, 


1827 . 


.1916, 2247. .2318, 2418. .2519, 




2422; .2535, 


2425. 


.2535, 


2602. 


.2709, 2607.. 2702 


Seq. No. 


31442 








Seq. ID 


OJ991119_18.9C21.C28 


Gene No. 


65046 








Strand 




Start 


3435 








End 


4084 


Name 


OJ991119 18- 


. 9C21. 


C28.o2 


. qs 


Method 


GENSCAN 


Start 


3435 








End 


3779 


GI 


none 








Score 


.67 


Exons 


3435. .3487, 


3501. 


.3576, 


3686. 


.3779 




Seq. No. 


31442 








Seq. ID 


OJ991119_18.9C21.C28 


Gene No. 


65046 








Strand 




Start 


3435 








End 


4084 


Name 


OJ991119 18 


9C21 . 


C28.o2 


tm 


Method 


TBLASTX: Maize 


Sta'ft 


3437 








End 


4084 


b'i 


none 








Score 


69 


Exons 


3437. .3577, 


3469. 


.3576, 


3478. 


.3579, 3683. .3745, 3687. .3743, 




3828. .3917, 


3833. 


.3919, 


3833. 


.3910, 4008. .4082, 4010. .4084, 




4010. .4084 












Seq. No. 


31443- 








Seq. ID 


OJ991119_18.9C21.C29 


Gene No. 


65047 








Strand 




Start 


494 








End 


2423 


Name 


OJ991119 18. 


9C21. 


C29.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


4 








End 


296 


GI 


none 








Score 


92 


Exons ' 


4. .24, 6. .134, 54 


. .137, 


55. .138, 56. .139, 68. .142, 229. .294, 




230. .292, 231. .296, 231. 


.296 






Seq. No. 


31443 








Seq. ID 


OJ991119_18 . 9C21.C29 


Gene No. 


65047 








Strand 




Start 


494 








End 


2423 


Name 


OJ991119 16. 


9u21 . 


C29. ol . 


gs 


Method 


GENSCAN 


Start 


494 






End 


22 91 


GI 


none 








Score 


.61 



31387 




Exons 


494. .581, 930. .1060, 1428. .1459, 1623. 


.1735, 1987. .2291 


Seq. No. 


31443 






Seq. ID 


OJ991119 


_18.9C21.C29 


Gene No. 


65047 






Strand 






Start 


494 






End 


2423 




Name 


OJ991119 18 


. 9C21.C29.ol. 


gp 


Method 


AAT/GAP 




Start 


1020 






End 


2178 




GI 


none 






Score 


651 




Exons 


1020. .1060, 


1428. .1459, 


1623. 


.1735, 1987. .2178 




Seq. No. 


• 31443 






Seq. ID 


OJ991119 


_18.9C21.C29 


Gene No." 


65047 






Strand 






Start 


494 






End 


2423 




Name 


OJ991119 18 


. 9C21.C29.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


2095 






End 


2423 




GI 


none 






Score 


227 




Exons 


2095. .2292, 


2116. .2292, 


2166. 


.2300, 2390.. 2422, 


2394. .2423 


Seq. No. 


31444 






Seq. ID 


OJ991119 


_18.9C21.C30 


Gene No. 


65048 






Strand 


+ 




Start 


9673 






End 


10056 




Name 


OJ991119 18 


. 9C21.C30.o3. 


gs 


Method 


GENSCAN 




Start 


9673 






End 


10056 




GI 


none 






Score 


.99 




Exons 


9673. .10056 












Seq. No. 


31444 






Seq. ID 


OJ991119 


_18.9C21.C30 


Gene No. 


65049 






Strand 






Start 


154 






End 


1135 




Name 


OJ991119 18 


. 9C21.C30.ol. 


gs 


Method 


GENSCAN 




Start 


154 






End 


1135 




GI 


none 






Score 


.49 




Exons 


154. .229, 8 


06. . 1135 










Seq. No. 


31444 






Seq. ID 


OJ991119_ 


_18.9C21.C30 


Gene No . 


65050 






Strand 






Start 


2177 






End 


10303 




Name 


OJ991119 18 


.9C21.C30.o2. 


gs 


Method 


GENSCAN 




Start 


2177 






End 


9036 




GI 


none 






Score 


.8 




Exons 


2177. .2957, 


4015. .4043, 


4100. 


.4309, 4399. .4905, 


5166. . 5387, 




5858. .5988, 


6539. .7547, 


7632. 


.7706, 7797. .7868, 


7 955". . 81.30, 




8296. .8448, 


8541. . 9036 








* 


Seq. No. 


31444 






Seq. ID 


OJ991119_ 


_18.9C21.C30 


Gene No . 


65050 






Strand 






Start 


2177 






End 


10303 




Name 


OJ991119 18 


.9C21.C30.ol. 


np 


Method 


AAT/NAP 




Start 


4414 






End 


10303 




GI 


5734771 






Score 


1388 




Exons 


4414 . .4916, 


5180. .5387, 


5858. 


.5988, 6539. .7247, 


7353. .7547, 




7632. .7706, 


10281. .10303 










GI Descrip. 


(AC007980) 


108 [Arabidopsis thaliana] 






Seq. No. 


31444 






Seq. ID 


OJ991119_ 


_18.9C21.C30 


Gene No. 


65051 






Strand 






Start 


11481 






End 


14719 





31388 



Name 

Start 

GI 

Exons 



OJ991119_18 . 9C21 . C30 . o4 . gs Method GEN SCAN 

11481 End 14595 

none Score .78 

11481. .12000,' 12 906. .13021, 13419. .13580, 1394 9. .14 071, 

14488. .14595 



Seq. No'. 31444' 

Gene No. 65051 

Start 11481 

Name OJ991119_18 . 9C21 . C30 . ol . gp 

Start 13151 

GI 21070_1.R1084 

Exons 13151. .13580, 1394 9 . . 14 07 1 , 
GI Descrip. 



Seq.. ID 

Strand 

End 

Method 

End 

Score 



OJ-991119_18.9C21.C30 

14719 
AAT/GAP 
14719 
1452 



14488. .14719 



, 4928460/gb|AAD33596.1|AF133127_l 6.0e-28 (AF133127) thioredoxin 
h [Hevea brasiliensis] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31444 
65051 
11481 

OJ991119_18. 9C21.C30.o2.np 

13431 

4928460 



Seq. ID OJ991119_18.9C21.C30 
Strand 

End 14719 

Method AAT/NAP 

End 14589 

Score 289 



13431. .13580, 13949. .14071, 14488. .14589 
(AF133127) thioredoxin h [Hevea brasiliensis] 



Seq. No. 31444 Seq. ID 

Gene No. 65052 Strand 

Start 15716 End 

Name OJ991119_18 . 9C21 . C30 . o4 . ts Method 

Start 2336 End 

GI none Score 

Exons 2336.. 2401, 2492.. 2686 



OJ991119_18.9C21.C30 
16182 

TBLASTX : Soybean 

2686 

57 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31444 
65052 
- 15716 
OJ991119 
3579 
none 
3579 
4100 
4398 
5165 
5854 



18.9C21.C30.ol.tm 



3692, 3580.. 3699, 3581. 

4312, 4168. .4311, 4348. 

4649, 4702. .4905, 4730. 

5248, 5166. .5384, - 5167. 

6009, 5858:. 5989 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.3742, 
.4641, 
.4906, 
.5388, 



OJ991119 18.9C21.C30 



16182 * 

TBLASTX: Maize 
6009 
125 

4098. .4310, 4098. .4310, 
4396.-4644, 4397. .4657, 
4731. .4922, 4804. '.4923, 
5178. .5381, 5852.. 5989, 



Seq. No. 


31444 








Seq. ID 


OJ991119_18.9C21.C30 


Gene No. 


65052 








Strand. 




Start 


15716 








End 


. 16182 


Name 


OJ991119 18 


. 9C21 


C30.O2 


. tc 


Method 


TBLASTX: Cress 


Start 


3580 








End 


4312 


GI 


none 








Score 


110 


Exons 


3580. .3699, 


3590 


.3700, 


4097. 


.4276, 4100.. 4312, 4104.. 4310 


Seq. No. 


31444 








Seq. ID 


OJ991119 18.9C21.C30 


Gent; No . 


65052 








Strand 




Start 


15716 








End 


16182 


Name 


OJ991119_18 


.9C21. 


C30.o2 


.ts 


Method 


TBLASTX : Soybean 



31389 



Start 


4196 








End 


4913 


GI 


none 








Score 


68 


Exons 


4196. . 4324, 


4199 


. .4273, 


4203. 


.4310, 4219. .4314, 4396. .4548, 




4397 . . 4546, 


4732 


. .4908, 


4766. 


.4909, 4824. .4913, 4859. .4909 


Seq. No. 


31444 








Seq. ID 


OJ991119__18.9C21.C30 


Gene No. 


65052' 








Strand 




Start, 


15716 








End -V " 


16182 


Name 


OJ991119 18. 


9C21 


.C30.o3 


. ts 


Method 


TBLASTX: Soybean 


Start 


5166 








End 


5404 


GI 


none 








Score 


105 


Exons 


5166. .5390, 


5226 


. .5390, 


5296. 


.5391, 5300. .5404 


Seq. No. 


31444 








Seq. ID 


OJ991119_18.9C21.C30 


Gene No. 


65052 








Strand 




Start 


15716 








End 


16182 


Name 


OJ991119 18. 


9C21 


.C30.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


5847 ~ 








End 


6759 


GI 


none 








Score 


99 


Exons 


5847. .6005, 


5852 


. .5986, 


6529. 


.6759, 6531. .6758 


Seq. No. 


31444 








Seq. ID 


OJ991119_18.9C21.C30 


Gene No. 


65052 








Strand 




Start 


15716 








End 


16182 


Name 


OJ991119 18. 


9C21 


. C30 .o2 


. tm 


Method 


TBLASTX: Maize 


Start 


6636 * ~~ 








End 


7055 


GI 


none 








Score 


183 


Exons 


6636. . 6995, 


6646 


. . 6846, 


6987 . 


.7055, 6991. .7053 


Seq. No. 


31444 








Seq. ID 


OJ991119_18.9C21.C30 


Gene No. 


65052 








Strand 




Start 


15716 








End 


16182 


Name 


OJ991119 18. 


9C21 


.C30.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


6645 ~~ 








End 


7076 


GI 


none 








Score 


250 


Exons 


6645 . . 6863, 


6646 


. : 6861, 


6647 . 


.6862, 6924. .6983, 6969. .7076, 




6991 . . 7074 












Seq. No. 


31444 








Seq. ID 


OJ991119_18.9C21.C30 


Gene No. 


65052 








Strand 




Start 


15716 








End 


16182 


Name 


OJ991119 18. 


9C21 


. C30 ,o4 


. tm 


Method . 


TBLASTX : Maize 


Start 


7087 -~ 








End 


7713 - ■ ■ ' 


GI 


none 








Score 


172 


Exons 


7087 . . 7287, 


7089 


. . 7262, 


7425. 


.7550, 7425. .7445, 7447. .7548, 




7453. .7551, 


7632 


. .7709, 


7633. 


.7713 




Seq. No. 


31444 








Seq. ID . 


OJ991119_18.9C21.C30 


Gene No. 


65052 








Strand 




Start 


15716 








End 


16182 


Name 


OJ991119 18. 


9C21 


.C30.O5 


.tm 


Method 


TBLASTX: Maize 


Start 


13343 








End 


14608 


GI 


none 








Score 


40 


Exons 


13343. .1336 : 9 


, 13347. .13376, .13447. .13581, 13452 1358 6, 




13538 . . 13594 


, 13706. . 13738, 14485. . 14601, 14486. .14608 


Seq. No. 


31444. 








Seq. ID 


OJ991119_18.9C21.C30 



31390 




Gene No. 


65052 


Strand 






Start 


15716 


End 


16182 




Name 


OJ9 91119 18 . 9C21 .C30 . o3 . tm 


Method 


TBLASTX: Maize 




Start 


13945 ~~ • 


End 


14083 




GI 


none 


Score 


151 




Exons 


1394 5. . 1407 9, 1394 6.. 14083, 


1394 6. .14 071, 13966. .14079 




Seq. No'. ' • 


31444 . 


Seq. ID 


OJ991119_18. 9C21 


.C30 


Gene No. 


65052 


Strand 


— 




Start 


15716 


End 


16182 




Name 


OJ991119 18.9C21.C30.o2.gp 


Method 


AAT/GAP 




Start 


15716 


End 


16182 




GI 


none 


Score 


875 




Exons 


15716. . 16182 








Seq. No. 


31445 


Seq. ID 


OJ991119_18.9C21 


.C31 


Gene No. 


65053 


Strand 


+ 




Start 


406 


End 


9251 




Name 


OJ991119 18.9C21.C31.ol.gs 


Method 


GENSCAN 




Start 


406 


End 


9251 




GI 


none 


Score 


.67 




Exons 


406. .490, 571. .696, 1013. .1172, 1220.. 


1270, 1389.. 1420, 






2612. .2869,. 4104. .8264, 8694 


..8830, 92 


10. .9251 




Seq. No. 


31445 


Seq. ID 


OJ991119_18. 9C21 


.C31 


Gene No. 


65053 


Strand 


+ 




Start 


406 


End 


9251 




Name 


OJ991119 18.9C21.C31.ol.np 


Method 


AAT/NAP 




Start 


4112 


End 


8281 




GI 


4234852 


Score 


4435 




Exons 


4112. .4272, 4315. .8281 








GI Descrip. 


(AF082133) gag-pol polyprotein [Zea mays] 




Seq. No. 


31445 


Seq. ID 


OJ991119_18.9C21 


.C31 


Gene No. 


65054 


Strand 






Start 


10651 


End 


15471 




Name 


OJ991119 18.9C21.C31.ol.tm 


Method 


TBLASTX: Maize 




Start 


4204 


End' 


5215 




GI 


none 


Score 


588 




Exons 


4204. .4782, 4205. .4813, 4823 


..4954, 4894. .4935, 5059. .5109, 




5150. .5215 








Seq; No. 


31445 


t Seq. ID 


OJ991119_18. 9C21 


.C31 


Gene No. 


65054 


Strand 






Start 


10651 ' 


End 


15471 




Name 


OJ991119 18. 9C21.C31.o4 . tw 


Method 


TBLASTX: Wheat 




Start 


5135 


End 


5572 




GI 


none 


Score 


110 




Exons 


5135. .5332, 5402. .5572 








Seq. No. 


31445 


Seq. ID 


OJ991119__18. 9C21 


C31 


Gene No. 


65054 


Strand 






Start 


10651 


End 


15471 




Name 


OJ991119_18.9C21.C31.o3.ts 


Method 


TBLASTX: Soybean 




S cart 


5429 


End 


5815 




GI 


none 


Score 


344 




Exons 


5429. .5815, 5440. .5646 









31391 




Seq. No. 


31445 








Seq. ID 


OJ991119_18. 9C21 


.C31 


Gene No. 


65054 








Strand 






Start 


10651 








End 


15471 




Name 


OJ991119 18 


. 9C21 


.C31.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


5591 








End 


6253 




GI 


none 








Score. . 


252 




"Exons 


5591. . 5830, 


5605 


. . 5829, 


5870. 


.6175, 5893.. 6153, 6154.. 6228, 




6155. . 6253 














Seq. No. 


31445 








Seq. ID 


OJ991119_18. 9C21 


,C31 


Gene No. 


65054 








Strand 






Start 


10651 








End 


15471 




Name 


OJ991119 18 


9C21 


.C31.o7 


. tm 


Method 


TBLASTX: Maize 




Start 


5606 








End 


6064 




GI 


none 








Score 


128 




Exons 


5606. . 5830, 


5879 


. . 6064, 


5881. 


.6042 






Seq. No. 


31445 








Seq. ID 


OJ991119_18.9C21 


C31 


Gene No. 


65054 








Strand 






Start 


10651 








End 


15471 




Name 


OJ991119 18. 


9C21 


,C31.o3 


. tc 


Method 


TBLASTX: Cress " 




Start 


5870 








End 


6250 




GI 


none 








Score 


127 




Exons 


5870. . 6070, 


6083 


. . 6250 










Seq. No. 


31445 








Seq. ID 


OJ991119_18.9C21. 


C31 


Gene No. 


65054 








Strand 






Start 


10651 








End 


15471 




.Name 


OJ991119 18. 


9C21 


.C31.o6 


ts 


Method 


TBLASTX: Soybean 




Start 


5870 








End 


6256 




GI 


none 








Score 


190 




Exons 


5870. . 6079, 


5872 


. . 6051, 


6083 . 


. 6256 






Seq. No. 


31445 








Seq. ID 


OJ991119_18.9C21. 


C31 


Gene No. 


65054 








Strand 






Start. 


10651 








End 


15471 




Name 


OJ991119 18. 


9C21 


■C31.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


6767 








End 


7204 




GI 


5509260 








Score 


365 




Exons 


6767. .7204, 


6774 


. . 6800, 


6856. 


.7128, 7171. .7203 




GI Descrip. 
















Seq. No. - 


31445' 








Seq. ID 


OJ991119_18'.9C21. 


C31 


Gene No. 


65054 








Strand 






Start 


10651 








End 


15471 




Name 


OJ991119 18. 


9C21 


C31.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


6854 








End 


7114 




GI 


none 








Score 


.249 




Exons 


6854 . .7114, 


6856 


. 7092 










Seq. . No. 


3144.5 








Seq. ID 


OJ991119_18.9C21. 


C31 


,Gene No. 


65054 








Strand 






Start 


10651 








End 


15471 




N ame 


uuy^iiiy 10. 




(JJi . ol . 


tw 


Method 


TBLASTX: Wheat 




Start 


6895 








End 


7675 




GI 


none 








Score 


364 





31392 




Exons 


6895. .7242, 


6896. .7240, 6896. 


.7249, 7225. .7671, 7226. .7675 


Seq. No. 


31445 




Seq. ID 


OJ991119_18.9C21 


.C31 


Gene No. 


65054 




Strand 


_ 




Start 


10651 




End 


15471 




Name 


OJ991119 18. 


9C21.C31.o6.tm 


Method 


TBLASTX : Maize 




Start 


68 96 




End 


7339 




GI' 


none 




Score 


2.75 




Exons 


6896. .'7204, 


•6913. .7203, 7238. 


.7339 






Seq. No. 


31445 




Seq. ID 


OJ991119_18. 9C21 


.C31 


Gene No. 


65054 




Strand 


— 




Start 


10651 




End 


15471 




Name 


OJ991119 18. 


9C21.C31.o5.tm 


Method 


TBLASTX: Maize 




Start 


7340 




End 


7771 




GI 


none 




Score 


81 




Exons 


7340. .7501, 


7475. .7771, 7615. 


.7770 






Seq. No. 


31445 




Seq. ID 


OJ991119_18. 9C21 


.C31 


Gene No. 


65054 




Strand 


— 




Start 


10651 




End 


15471 




Name 


OJ991119 18. 


9C21.C31.o5. ts 


Method 


TBLASTX : Soybean 




Start 


7661 




End 


8227 




GI 


none 




Score 


131 


v 


Exons 


7661. .7843, 


7856. .8047, 8036. 


.8227 






Seq. No. 


31445 




Seq. ID 


OJ991119_18. 9C21 


.C31 


Gene No. 


65054 




Strand 


.— 




Start 


10651 




End 


15471 




Name 


OJ991119 18. 


9C21.C31.o8.tm 


Method 


TBLASTX: Maize 




Start 


7784 




End 


8242 




GI 


none 




Score 


55 




Exons 


7784 . .7843, 


7826. .8002, 8051. 


.8242 






Seq. No. 


31445 




Seq. ID 


OJ991119_18. 9C21 


.C31 


Gene No. 


65.054 




Strand 


- 




Start 


10651 




End 


15471 




Name 


OJ991119 18. 


9C21.C31.o3.tw 


Method 


TBLASTX: Wheat 4 




Start 


7831 




End 


8230 




GI 


none 




Score 


282 




Exons 


7831. .8064, 


7835. .8230 








Seq. No. 


31445 




Seq. ID 


OJ991119_18. 9C21 


C31 


Gene No. 


65054 




Strand 






Start 


10651 




End 


15471 




Name 


OJ991119 18. 


9C21.C31.o2.gs 


Method 


GENSCAN 




Start 


10651 


End 


15471 




GI 


none 




Score 


.88 




Exons 


10651. . 10794 


, 11252. . 11353, 11446. . 11550, 11 632 .. 11736, 






12261. .12302 


, 12541. .12699, 13052 13161, 13271 . .13412, 






13551. .13697 


, 13780. . 13854, 13930 .. 14 139, 14 520 .. 14 639, 






. 14873. .14925, 15038 .. 15182 , 15271. .15471 




Seq. No. 


31445 




Seq. ID 


OJ991119_18.9C21. 


C31 


Gene No 


/? c r\ rr a 




Strand 






Start 


10651 




End 


15471 




Name 


OJ991119_18. 


9C21.C31.ol.gp 


Method 


AAT/GAP 





31393 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10855 End 11674 

25545_1.R1084 Score 1247 

10855. . 11353, 114 4 6. . 11550, 11632. . 11674 

1 1170619/sp|Q07970|KATA_ARATH 5.0e-47 KINESIN-LIKE PROTEIN A 

>gi_479594_pir S34830 kinesin-related protein katA - 

Arabidopsis thaliana >gi_303502_dbj_BAA01972_ (D11371) 
kinesih-like motor protein heavy chain [Arabidopsis thaliana] 
>gi_2 911084_emb_CAA17 54 6.1_ -{AL021960) kinesin-related protein 
katA [Arabidopsis thaliana] 1 



31445 
65054 
10651 

OJ991119_18. 9C21.C31.ol. tc 

11168 

none 

11168. .11377, 11214. .11363, 

11632. . 11739, 11636. . 11743, 

12260. .12388, 1238 9. .124 69, 

12539. .12631, 12637 .. 12702 , 

1304 4. .13187, 132 69. .13367, 

13551. . 13700, 13781. . 13855, 

14 304 .. 14 423, 14350. .14 418, 



Seq. ID OJ991119_18.9C21.C31 
Strand 

End 15471 

Method TBLASTX : Cress 

End 15185 

Score 173 
11446. . 11553, 11453. .11551, 
118 92. . 11978, 118 93. . 11979, 
124 20. .124 67, 12532. .12642, 
13028. .13138, 13034. .13171, 
13356. .13412, 1354 9. .13695, 
13930. .14133, 14227. .14322, 
15048. .15185 



Seq. No. 31445 

Gene No. 65054 

Start 10651 

Name OJ991119_18 . 9C21 . C31 . ol . ts 

Start 11171 

GI none 

Exons 11171. . 11377, 11202 11363, 
11635. . 11667, 11636. .11665 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991119_18.9C21.C31 
15471 

TBLASTX: Soybean 

11667 

175 



114 46. .11550, 11453. .11551, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI* Descrip . 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



31445 Seq. ID 

65054 Strand 
10651 End 
OJ991119_18 . 9C21.C31.o2.np Method 
11177 End 
1170619 Score 

11177. .11353, 114 4 6. .11550, 11632, 

12261. . 12463,. 1254 1 .. 12 699, 13052, 
13551. .13697 , ■ 13780 ... 13854 , 13930 . 

14520. .14639, 1474 9 .. 14 857 , 15038. 



OJ991119_18.9C21.C31 

15471 
- AAT/NAP 
15182 
1500 



, 11736, 
, 13161, 
14135, 
15182 



11892. 
13271. 
14226. 



11973, 
13412, 
14432, 



KINESIN-LIKE PROTEIN A gi | 4 7 95 94 | pir | | S34 8 30 kinesin-related 
protein- katA - Arabidopsis thaliana gi I 303502 | dbj | BAA01 972 | 
(D11371) kinesin-like motor protein heavy chain [Arabidopsis 
thaliana] gi | 2911084 | emb | CAA1754 6 . 1 | (AL021960) kinesin-related 
protein katA [Arabidopsis thaliana] 



31445 
65054 
10651 

OJ991119_18 . 9C21.C31.o4 . tm 

11304 

none 

11304. .11363, 11306. . 11377, 
114 53. . 11551, 114 56. . 11554, 



Seq. ID 

Strand 
End 

Method 
End 
Score 

11440 

11630 



OJ991119 18.9C21.C31 



15471 

TBLASTX: Maize 
11739 
68 

11547, 11446. . 11550, 
11692, 11635. . 11739, 



31394 



11636. .11725 



Sea. No. 


31445 








Seq. ID 


OJ991119 


18 9C21 


Gene No. 


65054 








Strand 






Start 


10651 








End 


15471 




Name 


OJ9911 


19 18.9C21.C31 


. o4 . ts 


Method 


TBLASTX : 


Sovbean 


Start 


12254 








End 


13358 


GI 


none 








Score 


104 




Exons 


- 12254; 


.12379, 


12258. 


. 12377, 


12416 . . 124 


69, 12423 


. .124 67, 




12532. 


.12642, 


12539. 


. 12625, 


12622 . . 127 


02, 12643 


. . 12720, 




13028 . 


. 13147, 


13034. 


. 13162, 


13044 . . 131 


51, 13051 


13155, 




13266. 


.13358 












Seq. No. 


31445 








Seq. ID 


OJ991119 


_18. 9C21 


Gene No. 


65054 








Strand 






Start 


10651 








End 


15471 




Name 


OJ9911 


19 18.9C21.C31, 


. o3 . tm 


Method 


TBLASTX • ] 


Ma i ze 


Start 


12393 








End 


12728 




GI 


none 








Score 


122 




Exons 


12393. 


.12467, 


12394 . , 


. 12468, 


12394 .124 


68, 12532 


. .12702, 




12541 . 


.12702, 


12543. . 


. 12728 








Seq. No. 


31445 








Seq. ID 


OJ991119 


_18. 9C21 




65054 








Strand 






Start 


10651 








End 


15471 




Name 


OJ9911 


19 18.9C21.C31, 


. o2 . tm 


Method 


TBLASTX: Maize 


Start 


13042 








End 


15408 




GI 


none 








Score 


49 




Exons 


13042. 


.13092, 


13090. . 


. 13107, 


13127. .13171, 13128 


. .13163, 




13264. 


.13317, 


13269. . 


. 13412, 


13354 . .13413, 13548 


. .13604, 




13551 . 


.13595, 


13596. . 


, 13703, 


13597. .13698, 13751 


. .13855, 




13793. 


.13855, 


13797. . 


, 13859, 


13824. .13865, 13876 


. .14133, 




13928 . 


.14134, 


13930. . 


.14160, 


13959. .14177, 14224 


. .14322, 




14228. 


.14311, 


14233. . 


, 14322, 


14304. .14432, 14317 


. .14433, 




14511. 


.14639, 


14518. . 


, 14586, 


14522. .14641, 14746 


. .14826, 




14764. 


.14817, 


14823. . 


. 14858, 


15039. .15185, 15058 


. .15183, 




15271. 


.15408, 


15278. . 


,15400 








Seq. No. 


31445 








Seq. ID 


OJ991119_ 


JL8.9C21 


Gene No. 


65054 








Strand 






Start 


10651 








End 


15471 




Name 


• OJ991119 18.9C21.C31. 


o2.-gp 


Method 


AAT/GAP 




Start 


14601 








End 


15465 




GI 


uC-osflM202097d05bl 




Score 


865 




Exons 


14601. 


.14639, 


14749. . 


14857, 


15038. .15182, 15271, 


. .15465 



.C31 



C31 



GI Descrip. ' 1 17062 0/sp | P4 6864 | KATB_ARATH 4.0e-19 KINESIN-LIKE PROTEIN B 

>gi__1084341_pir S48019 kinesin-related protein katB - 

Arabidopsis thaliana >gi_14 3884 2_dbj_BAA04 67 3_ (D21137) heavy 
chain polypeptide of kinesin-like protein [Arabidopsis 
thaliana] ? 



Seq. No. 31446 Seq. ID 

Gene No. 65055 Strand 

Start 4793 End 

Ndme OJ99III9_I6. 9c2l . C32 . o3 . gs Method 

Start 4793 End 

GI none Score 



OJ991119_18.9C21.C32 
+ 

9651 
GENSCAN 
8873 
.76 



31395 



Exons 



4793. .5203, 5335. .5511, 5640. .5864, 6069. .6218, 6308. .6361, 
7929. .8030, 8082. .8873 



Seq. No. 31446 

Gene No. 65055 

Start 4793. 

Name OJ991119_18 . 9C21 . C32 . ol . np 

Start 4805 . 

GI 4850399 
Exons 



Seq. ID OJ991119_18.9C21.C32 

Strand + 

End 9651 

Method - AAT/NAP 

End 9522 . 

Score 1594 



4805. .5203, 5335. .5511, 5640. .5764, 5832. .5964, 6069. .6218, 
6308. .6361, 6631. .6735, 7069. .7128, 7224. .7298, 7382. .7435, 
7929. .8054, 8109. .8313, 8383. .8795, 8892. .8930, 8964. .9023, 
9122. .9229, 9376. .9522 
GI Descrip. (AC007357) F3F19.18 [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31446 Seq. ID 

65055 . Strand 

4 7 93 End 

OJ991119_18.9C21.C32.o2.gp Method 

7 941 End 

427365 Score 
7941. .8030, 8109. .8377 

4850399/gb|AAD31069. 1 |AC007357_18 1.0e-13 (AC007357) F3F19.18 
[Arabidopsis thaliana] 



OJ991119_18.9C21.C32 
+ 

9651 
AAT/GAP 
8377 
681 



31446 Seq. ID 

65055 v " Strand 

4793 End 

OJ991119_18 . 9C21.C32.o3.gp Method 

9189 End 

2442924 Score 
9189. . 9229, 9376. . 9651 

52627 63/emb | CAB4 5911 . 1 | 9.0e-09 (AL080283) putative protein 
[Arabidopsis thaliana] 



OJ991119_18.9C21.C32 
+ 

9651 
AAT/GAP 
9651 
560 



Seq. No. 31446 Seq. ID OJ991119_18.9C21.C32 

Gene No. 65056 Strand + 

Start 10370 End 12813 

Name OJ991119_18 . 9C21 . C32 . o4 . gp Method AAT/GAP 

Start 10356 End 10812 

GI 17023_1.R1084 Score 422 

Exons .10356. . 10490/ 10654 .. 10812 • ■ - . - / ~- 

GI Descrip. '4508073/gb I AAD2141-7 . 1 1 1.0e-15 (AC005882) 43220- [Arabidopsis 
thaliana] 1 



Seq. No. 31446 Seq. ID 

Gene No. 65056 Strand 

Start 10370 End 

Name OJ-991119_18.9C21.C32.o4.gs Method 

Start 10370 End 

GI none Score 
Exons 



OJ991119_18.9C21.C32 
+ 

12813 
* GENSCAN 
12759 
.87 



10370. .104 90, 10654. .10820, 11528. .11771, 11981. .12181,. 
12284. .12518, 12609. .12759 



— - "I * *■* ~ 1 

Gene No. 
Start 



65056 
10370 



Seq. ID OJ991119_18.9C21.C32 
Strand + 
End 12813 



31396 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI- 

Exons 

GI Descrip. 



OJ991119_18 . 9C21 . C32 . o2 . np Method AAT/NAP 

10373 End 12813 

5852933 ' Score 328 

10373. .10490, 10654. .10820, 11528 .. 11697, 11981 .. 12181, 

12292. .12542, 12633. .12813 

(AF167556) dihydrof lavonol-4-reductase DFR1 [Glycine max] 



31446 
65057 
1 

OJ991119_18 .9C21.C32.ol.gp 
1 

63359_1.R1084 
1. .151 

1 52627 63/emb | CAB4 5911 . 1 | 9.0e-09 (AL080283) putative protein 
[Arabidopsis thaliana] f 



•.Seq. ID OJ.991119_18.9C21.C32 
Strand 

End 151 

Method AAT/GAP 

End 151 

Score 302 



Seq. No. 


31446 








Seq. ID 


OJ991119_18. 9C21. 


C32 


Gene No. 


65058 








Strand 






Start 


302 








End 


832 




Name 


OJ991119 18 


.9C21 


.C32.ol 




Met h od 


GENSCAN 

\j i—i in \w>riii 




Start 


302 








End 


832 




GI 


none 








Score 


. 55 




Exons 


302. .589, 815. .8 


32 










Seq-. No. 


31446 








Seq. ID 


OJ991119_18.9C21. 


C32 


Gene No. 


65059 








Strand 






Start 


2337 : 








End 


3773 




Name 


OJ991119 18 


.9C21 


.C32.o2 


. as 


Method 


GENS CAN 




Start 


2337 








End 


3773 




GI 


none 








Score 


-.87 




Exons 


2337. .2455, 


3368 


3773 










Seq. No. 


31446 








Seq. ID 


OJ991119_18. 9C21. 


C32 


Gene No. 


65060 








Strand 






•Start 


12901- 








End 


13149 




Name 


OJ991119 18 


.9C21 


.C32.o4 


tm 


Method 


TBLASTX: Maize 




Start 


4786 








End . 


4951 




GI 


none 








Score 


199' 




Exons 


4786. .4899, 


4787 


. .4951 










Seq. No. 


- 31446 








Seq. ID 


OJ991119_18.9C21\ 


C32 


Gene" No. 


65060 . 








Strand 






Start ■ ■ 


12901 








End 


13149 • 




Name 


OJ991119 18 


. 9C21 


.C32.ol 


tc 


Method 


TBLASTX: Cress 




Start 


4862 








End 


5194 




GI 


none 








Score 


114 




Exons 


4862. ,4993, 


5024 


. .5194 










Seq. No. 


31446 








Seq. ID 


OJ9911l9_18.9C21. 


C32 


Gene No . 


65060 








Strand 






Start 


12901 








End 


13149 




Name 


OJ991119 18 


. 9C21 


.C32.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


5394 








End 


5774 




GI 


none 








Score 


161 




Exons 


5394. .5495, 


5395 


. .5511, 


5625. 


.5774, 5642. .5764 





31397 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31446 
65060 
12901 

OJ9911 1 9_18 . 9C2 1 . C32 . o3 . tm 

5637 

none 

5637.. 5795,' 5637". .5762, 5638, 
5830. .5874, 5833. .5928, 5834, 

31446 
65060 
12901 

OJ991119_18.9C21.C32.ol.tm 

6147 

none 

6147. .6218, 6149. .6211, 6305. 
6411. .6461, 6637. .6735, 6639. 
7203. .7301, 7224. .7298, 7228. 
7381. .7470, 7927. .8007, 7931. 
8106. .8312, 8107. .8310, 8109. 
8428. .8496, 8566. .8796, 8566. 
8922.. 9029, 9122.. 9169 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991119 18.9C21.C32 



13149 

TBLASTX: Maize 
5928 
213 

5766, 5642.. 5791, 5829.. 5867, 
5920 



Seq. ID OJ991119_18.9C21.C32 
Strand 

End 13149 
Method- TBLASTX : Mai ze 
End 9169 
Score 103 

.6364, 6306. .6362,. 6307. .6363, 
.6734, 7063. .7131, 7063. .7128, 
.7299, 7379. .743*8, -'7381. .7434, 
.8041, 7931.. 8032, 7932. .8042, 
.8321, 8311. .8415, 8316. .8399, 
.8799, 8866. .9024, 8915. .9022, 



Seq. No. 31446 

Gene No. 6506(D' 

Start 12901 

Name OJ991119__18 . 9C21 . C32 . o2 . ts 

Start 7096 

GI none 

Exons 7096.. 7131, 
7382. .7432, 



7203. .7301, 7224. 
7928. .8032, 7932, 



Seq. ID OJ991119_18.9C21.C32 
Strand 

End 13149 

Method TBLASTX : Soybean 

End 8033 

Score 57 

.7298, 7228. .7299, 7379.-7435, 
.8033 



Seq. No. 31446 

Gene No. 65060 

Start 12901 

Name OJ991119_18 . 9C21 . C32 . o3 . ts 

Start 8754 

GI none 

Exons 8754.. 8795, 8952.. 9029, 9121, 
9373. .9438, 9376. .9495 



Seq. ID OJ991119_18.9C21.C32 
Strand 

End 13149 

Method TBLASTX : Soybean 

End 9495 

Score 63 

.9225, 9122. .9229, ■ 9368. .94 72, 



Seq. No. 31446 . . 

Gene No. 65060 

Start 12901 

Name OJ991119_18 . 9C21 . C32 . o2 

Start 10330 

GI none 

Exons 10330. . 10497, 10384.. 10 
10653. .10820, 10656.. 10 

Seq. No. 31446 

Gene No. 65060 

Start 12901 

Name OJ9911 19_18 . 9C21 . C32 . ol 

Start 10402 

GI none 

Exons 10402. .10494, 10403.. 10 



Seq.' ID OJ991119_18.9C21-.C32 
Strand 

End 13149 
.tm Method TBLASTX : Maize 

End 11605 

Score 114 
488, 10388. .10498, 10652 .. 10816, 
823, 11519. .11605, 11525. .11605 

Seq. ID OJ991119_18.9C21.C32 

Strand 

. End 13149 

.tw Method TBLASTX : Wheat 

End 11638 

Score 117 
495, 10656. .10802, 10657 .. 10764 , 



31398 






10661. .10816, 10662. 


. 10820, 


11525. .11638, 11554. .11637 




Seq. No. 


31446 






Seq. ID 


OJ991119_18. 9C21 


. C32 


Gene No. 


65060 






Strand 






Start 


12901 






End 


13149 




Name 


OJ991119 18 


.9C21.C32 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


12049 , 






End 


12473 




GI 


■' none ■ 






Score ' 


117 




Exons 


12049. . 1218 


6/ .12049. 


. 12189, 


12256. . 12390, 12267. . 1238 9, 






12426. . 12473, 12427. 


. 12471 








Seq. No. 


31446 






Seq. ID 


OJ991119_18.9C21 


.C32 


Gene No.. 


65060 






Strand 






Start 


12901 






End 


13149 




Name 


OJ991119 18 


.9C21.C32 


. o5 . gs 


Method 


GENSCAN 




Start 


12901 






End 


13149 




GI 


none 






Score 


.86 




Exons 


12901 . . 1314 


9 










Seq. No. 


31447 






Seq. ID 


OJ991119_18.9C21 


C33 


Gene No. 


65061 






Strand 






Start 


110 






End 


199 




Name 


OJ991119 18 


.9C21.C33 


. ol . gs 


Method 


GENSCAN 




Start 


110 






End 


199 




GI 


none 






Score 


.72 




Exons 


110. .199 












Seq. No. 


31448 






Seq. ID 


OJ991119_18.9C21 


C34 


Gene No. 


65062 






Strand 






Start 


1 






End 


2940 




Name 


OJ991119 18 


.9C21.C34 


. ol . np 


Method 


AAT/NAP 




Start 


1 






End 


2940 




GI 


6721517 






Score 


3619 




Exons 


1..1815, 18 


64. .2640, 


2699. . 


2821, 2859. 


.2940 





GI Descrip. (AP001072) Similar to polyprotein. (AF061282) [Oryza sativa] 



Seq. No. 


31448 












Seq. ID 


OJ991119JL8.9C21 


.C34 


Gene No... ■ 


' 65062 












Strand 






Start 


1 












End 


2940 




Name 


OJ991119 


18. 


9C21 


.C34 


.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


11 












End 


427 




GI 


none 












Score 


34 6 " - - 




Exons 


11. .427, 


13. 


.426 














Seq. No. 


31448 












Seq. ID 


OJ991119_18. 9C21 


.C34 


Gene No. 


65062 












Strand 






Start 


1 












End 


2940 




Name 


OJ991119 


18. 


9C21 


C34 


.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


85 












End 


511 




GI 


none 












Score 


264 




Exons 


85. .510, 


98. 


.511 














Seq. No. 


31448 












Seq. ID 


OJ991119_18.9C21 


.C34 


Gene No. 


65062 












Strand 






Start 


1 












End 


2940 




Name 


OJ991119 


18. 


9C21. 


C34 


.ol 


.gs 


Method 


GENSCAN 




Start 


101 












End 


2940 





31399 



GI 

Exons 



none 

101. .2940 



Score 



, 61 



Seq. No. 31448 

Gene No. 65062 

Start 1 

Name OJ991119_18 . 9C21 . C34 . o2 . ts 

Start • 145 

GI" none 

Exons 145. . 390 



Seq. ID OJ991119_18.9C21.C34 
Strand 

End 2940 

Method TBLASTX : Soybean ■ 

End 390 ■ 

Score 209 



Seq. No. 31448 

Gene No. 65062 

Start 1 

Name OJ991119_18 . 9C21 .C34 .ol . ts 

Start 412 

GI none 

Exons 412. .771, 413. .679, 442. .759, 

Seq. No. 31448 

Gene No. 65062 

Start 1 

Name OJ991119_18 . 9C21 .C34 .o3 . tw 

Start 428 

GI *. none 

Exons 428. .670, 428. .547, 430. .699, 

Seq. No. 31448 

Gene No. 65062 

Start 1 

Name OJ99111 9_18 . 9C21 . C34 . o5 . tm 

Start 528 

GI none 

Exons 528.. 689, 532.. 693, 533.. 688, 

Seq. No. 31448 

Gene No. 65062 

Start 1 

Name OJ991119_18 . 9C21 . C34 . o2 . tm 

Start 694 

GI none 

Exons 69.4-. .1161, 791". .1090 

Seq. No. 31448 

Gene No. 65062 

Start 1 

Name OJ991119_18 . 9C21 . C34 . o2 . tw 

Start 748 

GI none - 

Exons 748.. 1230, 791.. 1126 

Seq. No. 31448 

Gene No. 65062 

Start 1 

Name OJ991119_18 . 9C21 . C34 . o3 . ts 

Start 880 

GI none 



Seq. ID OJ991119_18.9C21.C34 
Strand 

End 2940 

Method TBLASTX : Soybean 

End 807 

Score 171 

624. .764, 775. .807, 779. .805 

Seq. ID OJ991119_18.9C21.C34 
Strand 

End 2940 

Method TBLASTX : Wheat 

End 699 

Score 223 

433. .696, 621. .698 

Seq. ID OJ991119_18.9C21.C34 
Strand 

End 2940 

Method TBLASTX : Mai ze 

End 693 

Score 120 

558. .689 

Seq. ID OJ991119_18.9C21.C34 
Strand 

End 2940 

Method TBLASTX: Maize 

End 1161 

Score 107 



Seq.' ID OJ991119_18.9C21.C34 
Strand 

End 2940 

Method TBLASTX : Wheat 

End 1230 

Score 271 



Seq. ID OJ991119_18.9C21.C34 

Strand ' - 

End 2940 

Method TBLASTX : Soybean 

End 1194 

Score 57 



31400 



Exons 



880. .1194, 881. .1078 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31448 
65062 
1 

OJ991119_18.9G21.C34.o5.tw 

1405 

none 



Seq. ID OJ991119_18.9C21.C34 
Strand 

End 2 94 0 

Method TBLASTX : Wheat 

End 1806' 

Score 54 



1405. .1578, 1436. .1504, 1486. .1545, 1582. .1806, 1640. .1792 



31448 
65062 
1 

OJ991119_18.9C21.C34.o4.trn 

1492 

none 

1492. .1767, 1667. .1768 



Seq. No. 31448 

Gene No. 65062 

Start 1 

Name OJ991119_18 . 9C21 . C34 . o3 . tm 

Start 2134 

GI none 

Exons 2134-.. 2466, 2279.. 2443 



31448 " 

65062 

1 

OJ991119_18.9C21.C34 .o4 . tw 

2347 

none 

2347. .2727, 2348. .2707 



Seq. ID OJ991119_18.9C21.C34 
Strand 

End 2940 

Method TBLASTX: Maize 

End 17 68 

Score 78 



Seq. ID OJ991119_18.9C21.C34 
Strand 

End 2940 

Method TBLASTX : Maize 

End 2466 

Score 109 



Seq. ID OJ991119_18.9C21.C34 
Strand 

End 2 94 0 

Method TBLASTX : Wheat 

End 2727 

Score 141 



31449 
65063 
973 

OJ9911l9_18.9C21.C36.ol.gp 

973 

uC-osflcyp033a04bl 
973. . 1356 

' 6016845/dbj IAP000570. 1 IAP000570 3.0e-59 Oryza sativa genomic 
' DNA, chromosome .!, clone : P0711E10 ' 



Seq. ID OJ991119_18.9C21.C36 

Strand + 

End 1356 

Method AAT/GAP • 

End 1356 

Score 669 



Seq. No. 


31449 










Seq. ID 


OJ991119_ 


Gene No. 


65064 










Strand 


+ 


Start 


2734 










End 


3864 


Name 


OJ991119 18 


9C21 


.C36 


.ol 


. gs 


Method 


GENSCAN 


Start 


2734 










End 


3864 


GI 


none 










Score 


. 97 


Exons 


2734. .3864 














Seq. No. 


31449 










Seq. ID 


OJ991119_ 


Gene No. 


65065 










Strand 


+ 


Start 


48b4 










End 


7176 


Name 


OJ991119 18. 


9C21 


C36 


o2 


.gs 


Method 


GENSCAN 


Start 


4864 










End 


7176 



31401 




GI 


none 






Score 


.78 




Exons 


4864 . .4987, 


5310 


..544 6, 5717 . 


.6030, 6717.^.7176 




Seq. No. 


31449 






Seq. ID 


OJ991119_18.9C21 


♦ C36 


Gene No. 


65066 






Strand 






Start 


- 1 






End 


9873 




Name 


OJ991119 18 


. 9C2 1 


.C36.ol.np 


Method 


AAT-/NAP 




Start 


1 . 






'End 


8483 ' 




GI 


5852180 






Score 


254 




Exons 


1..52, 104. 


.221, 


1205. .1258, 


8407. .8483 




GI Descrip. 


(AL117265) 


zhbOOOlO.l [Oryza 


sat iva ] 






Seq. No. 


31449 






Seq. ID 


OJ991119_18.9C21 


.C36 


Gene No. 


65066 






Strand 






Start 


1 






End 


9873 




Name 


OJ991119 18 


.9C21 


. C36 . o3 . gs 


Method 


GEN SCAN 




Start 


8265 






End 


9815 




GI 


none 






Score 


. 99 




Exons 


8265 . . 9815 












Seq. No. 


31449 






Seq. ID 


OJ991119_18.9C21 


. C36 


Gene No. 


65066 






Strand 






Start 


1 






End 


98.7 3 




Name 


OJ991119 18 


. 9C21 


. C36 . o2 . np 


Method 


AAT/NAP 




Start 


8268 






End 


• 9873 




GI 


4680179 






Score 


2656 




Exons 


8268 . . 9873 












GI Descrip. 


(AF111709) 


polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


31449 






Seq. ID 


OJ991119_18.9C21 


.C36 


Gene No. 


65066 






Strand 






Start 


1 






End 


9873 




Name 


OJ991119 18 


. 9C21 


C36.o3.tm 


Method 


TBLASTX: Maize 




Start 


8292 ~ 






End 


8504 




GI 


none 






Score 


206 




Exons 


8292. .8504 












Seq. 1 No_. 


31449 






Seq. ID 


OJ991119_18.9C21 


.C36 


Gene No. 


65066 






Strand ■ 






Start 


1 






End 


9873 




Name 


OJ991119 18 


.9C21. 


C36 . o3 . tw 


Method 


TBLASTX: Wheat 




Start 


8313 ~ 






End • 


8646 




GI - 


none ■ ' 






Score 


107 ' ' 




Exons 


' 8313 . .8645, 


8314. 


.864 6 








Seq. No. 


31449 






Seq. ID 


OJ991119JL8.9C21 


C36 


Gene No. 


65066 






Strand 






Start 


1 






End 


9873 




Name 


OJ991119 18 


.9C21. 


C36.ol. tm 


Method 


TBLASTX: Maize , 




Start 


8505 






End 


9092 




GI 


none 






Score 


162 




Exons 


8505, .8933, 


8506. 


.8766, 8836. 


.8928, 8931. .9092, 8938. .9084, 




8940... 9086 












Seq. No. 


3144 9 






Seq. ID 


OJ991119_18.9C21. 


C36 


Gene No. 


65066 






Strand 






Start 


1 






End 


9873 





31402 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start- 

GI 

Exons 



OJ991119_18. 

8646 

none 

8646. .9272, 



9C21.C36.ol.tw 
8647. .9270 



31449 
65066 
1 . 

"OJ991119_18.9C21.C36.o2.tm 
9141 
none 

9141. .9431, 9145. .9432 



31449 

65066 ^ ' 
1 

OJ991119_18. 

9231 

none 

9231. . 9491, 

31449 
65066 
1 

OJ991119_18, 

9255 

none 

9255. .9398, 

31449 
65066 
1 

OJ991119_18. 

9279 

none 

9279. . 9806, 

31450 
65067 
273 

OJ991119_18. 
-273 . * 
none 
273. .394 



9C21.C36.ol.ts 
9232. .9486 

9C21.C36.ol.tc 
9256.. 9396, 9399. 

9C21.C36.o2.tw 
9280.. 9534, 9315. 

9C21.C37.ol.gs 



Method 

End 

Score 



Seq. ID 

Strand 

End ■ 

Method 

End 

Score 



Seq. ID. 

Strand 

End 

Method 
End . 
Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
. 9572 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.9725 

Seq. ID 

Strand 

End 

Method 
End - 
Score 



TBLASTX: Wheat 

9272 

379 



OJ991119_18.9C21.C36 
9873 

TBLASTX: Maize 

9432 

257 



OJ9.91119_18.9C21.C36 
9873 

TBLASTX: Soybean 

9491 

164 



OJ991119_18.9C21.C36 
9873 

TBLASTX: Cress 

9572 

92 



OJ991119_18.9C21.C36 
9873 

TBLASTX: Wheat 

9806 

261 



OJ991119_18.9C21.C37 
+ 

394 

GENSCAN 

39.4 " ... - " 

.43 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31451 
65068 
1 

OJ990619__45. 
1 

4969189 
1. . 181 



9C20.Cl.ol .gp 



Seq. ID OJ990619_45. 9C20.C1 

Strand + 

End 181 

Method AAT/GAP 

End 181 

Score 268 



Seq. No. 
Gene No . 
Start 
Name 



31451 
65069 
130 

OJ990619 45. 



9C20.Cl.o2.gp 



Seq. ID 

Strand 

End 

Method 



OJ990619_45. 9C20.C1 
181 

AAT/GAP 



31403 



Start 
GI 

Exons 



130 

3759960 
130. .181 



End 
Score 



181 
81 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31452 
65070 ■ 
9784 

OJ990619_4 5 . 9C20 . C2 . o3 . gs 

97.84 

none 

9784. .9942, 9982. .10095 

31452 
65071 
1 

OJ990619_4 5.9C20.C2.ol.np 
1 

6175185 



Seq. ID OJ990619_45. 9C20.C2 

Strand + 

End 10095 

Method GENSCAN 

End - 10095 

Score .98 



Seq. ID OJ990619_45.9C20.C2 

Strand ' - 

End 5141 

Method AAT/NAP 

End 880 

Score 404 



1..164, 316. .447, 530. .703, 787. .880 

(AC011437) ankyr in~li Jce protein [Arabidopsis thaliana] 



314 5-2 
65071 
1 

OJ990 619_4 5.-9C20.C2.ol.gs 

10 

none 



Seq. ID OJ990619_45. 9C20.C2 
Strand 

End 5141 

Method GENSCAN 

End 5061 

Score .86 



10. .164, 316. .447, 530. .703, 1903. .2104, 2203. .2292, 2378. .2434, 
2551. .2631, 2749. .2781, 2892. .2966, 3263. .3328, 3567. .3637, 
4168. .4321, 4429. .4505, 5025. .5061 



31452 
65071 
1 

OJ99061 9_45 . 9C20 . C2 . ol . gp 

312 

none 

312. .447, 530. .703, 787. .853 



Seq. ID OJ990619_45. 9C20.C2 
Strand 

End 5141 

Method AAT/GAP 

End 853 

Score 643 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



31452 
65071 

1 . . - 

OJ990619_4 5. 9C20 . C2 . o2 . gp 

655 

none 

655. .849, 938. .1073 

31452 
65071 
1 

OJ990619__45. 9C20 . C2 . o3 . gp 

3341 

4879565 



Seq. ID OJ990619_45. 9C20.C2 
Strand 

End 5141 • - 

Method AAT/GAP 
End . 1073 

Score 606 



Seq. ID OJ990619_45.9C20.C2 
Strand 

End 5141 

Method AAT/GAP 

End 5141 

Score 679 



3341. .3364, 3567. .3637, 4168. .4321, 4429. .4505, 5025. .5141 



31452 
65072 



Seq. ID OJ990619_45.9C20.C2 
Strand 



31404 




Start 


7350 


End 


9174 


Name 


OJ990619 45.9C20.C2.ol.tc 


Method 


TBLASTX : Cress 


Start 


320 


End 


635 


GI 


none 


Score 


121 


Exons 


320. .448, 522. . 635 






Seq. No. 


.31452 


Seq. ID 


OJ990619_45. 9C20.C2 


Gene No. 


65072 


Strand 




Start 


7350 


End 


9174 


Name 


OJ990619 45.9C20.C2.o2.tm 


Method 


TBLASTX: Maize 


Start 


329 


End 


966 


GI 


none 


Score 


62 


Exons 


329. .367, 368. .448, 522. .635, 


550 . . 630, 


612 . . 713, 785 . . 853 




788. .850, 938. .964, 940. .966 




Seq. No. 


31452 


Seq. ID 


OJ990619_45.9C20.C2 


Gene No . 


65072 


Strand 




Start 


7350 


End 


9174 


Name 


OJ990619 45. 9C20 . C2 . o3 . tm 


Method 


TBLASTX: Maize 


Start 


3069 


End 


5076 


GI 


none 


Score 


64 


Exons 


3069. .3149, 3069. .3149, 3070. 


.3159, 3070. .3159, 3257. .3379 




3261. .3365, 3261. .3407, 3275. 


.3376, 4211. .4321, 4218. .4322 




4423. .4521, 4430. .4507, 5006. 


.5068, 5023.. 5076, 5023.. 5067 




5025.. 5075 






Seq. No. 


31452 


Seq. ID 


OJ990619_45.9C20.C2 


Gene No. 


65072 


Strand 




Start 


7350 


End 


9174 


Name 


OJ990619 45.9C20.C2.ol.tm 


Method 


TBLASTX: Maize 


Start 


7350 ~ 


End 


7561 


GI 


none 


Score 


239 


Exons 


7350. .7400, 7356. .7544, 7357. 


.7545, 7364. .7561, 7444. .7560 


Seq. No. 


31452 


Seq. ID 


OJ990619_45.9C20.C2 


Gene No. 


65072 


Strand 




Start 


7350 


End 


9174 


Name 


OJ990619 45.*9C20.C2.o2.gs 


Method 


GENSCAN 


Start 


7350 


End 


9174 


GI 


none 


Score 


.83 


Exons 


7350. .7572, 8896. .9086, 9118. 


.9174 




Seq. No. 


31452 ■ ■■ ' ' 


Seq. ID 


OJ990619_45. 9C20.C2 


Gene No. 


65072- 


Strand 




Start 


7350 


End 


9174 


Name 


OJ990619 45. 9C20 . C2 . o2 . np 


Method 


AAT/NAP 


Start 


7353 


End 


7553 


GI 


2281092 


Score 


193 


Exons 


7353.. 7553 






GI Descrip. 


(AC002333) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


31452 


Seq. ID 


OJ990619_45. 9C20.C2 


Gene No. 


65072 


Strand 




Start 


7350 


End 


9174 


Name 


OJ9906i9 45 . 9C20 . C'Z . ol . ts 


Method 


TBLASTX: Soybean 


Start 


7365 


End 


7544 


GI 


none 


Score 


176 



31405 



Exons 


7365 7544 7375 7539 








Seer No 


31452 






CO 


Gene No . 


65072 


Strand 






Start 


7350 


End 


9174 




Name 


OJ990619 45.9C20.C2.o4.gp 


Method 


AAT/GAP 




Start 


7741 


.End 


7821 • 




GI 


38012 1.R1084 


Score 


103 




Exons 


7741 ~7821 








GI Descrip. 


1 4097 947/abiU72255 IOSU72255 


2.0e-23 Oryza sativa 






beta-1, 3-alucanase orpoursor 

V^* \~ tJ» «L- J w» u .4* LA V--' 1*1 X 1 w ■ KJ J- ^ 1*1 X- O v-/ 


(Gns9) gene, complete cds 1 




Seq. No. 


31453 


Seq. ID 


OJ990619_45.9C20 


.C3 


Gene No. 


65073 


Strand 


- 




Start 


686 


End 


2184 




Name 


OJ990619 45 9C20 C3 ol as 


Method 


GENSCAN 




Start 


686 ~~ 


End 


2184 




GI 


none 


Score 


.9 




Exons 


686 756. 1928 2039, 2116 


2184 






Seq. No. 


31454 


Seq. ID 


OJ990619_45.9C20 


.C4 


Gene No. 


65074 


Strand 


+ 




Start 


76 


End 


4763 




Name 


OJ990619 45 9C20 C4 ol as 


Method 


GENSCAN 




Start 


76 _ 


End 


2885 




GI 


none ■ ~ 


Score 


.95 




F! von s 


76 664 779 939 1684 192 


8, 2142. .2E 


S85 




Sea No 


31454 


Seq. ID 


OJ990619_45.9C20 


.C4 


Gene No. 


65074 


Strand 


+ 




Start 


76 


End 


4763 




Name 


OJ990619 45. 9C20.C4 .ol.np 


Method 


AAT/NAP 




Start 


177 


End 


4763 




GI 


6503010 


Score 


784 




Exons 


177. .454, 507. .664, 701. .939 


, 1684.. 1928, 2142.. 2821, 4635 


GI Descrio. 


(AF174427) formin-like protein AHF1 [Arabidopsis thaliana] 


Sea. No. 


31454 


Seq. ID 


OJ990619_45.9C20 


.C4 


Gene No. 


65075 


Strand 






Start 


4084 


End 


4696 




Name 


OJ990619 45.9C20.C4.o2.tm 


Method 


TBLASTX: Maize 




Start. 


61Z • • 


End - . ■ 


1781 - ■ 




GI - 


none 


Score 


78 




Exons 


612. .665, 614. .661, 777. .941 


, 779. .943, 


780.. 941, 784.-. 


342 




1673. .1735, 1680. .1772, 1681 


..1779, 1683. .1781 




Seq. No. 


31454 


Seq. ID 


OJ990619_45.9C20 


.C4 


Gene No. 


65075 


Strand 






Start 


4084 


End 


4696 




Name 


OJ990619 45.9C20.C4.ol.tc 


Method 


TBLASTX: Cress 




Start 


1652 


End 


2354 




GI 


none 


Score 


206 




Exons 


1652. .1954, 1686. .1928, 2136 


..2354, 2141. .2353 




Seq. No. 


31454 


Seq. ID 


OJ990619__45.9C20 


C4 


Gene No. 


65075 


Strand 






Start 


4084 


End 


4696 





31406 



# 



Name 


OJ990619 45 


. 9C20 


. C4 . o2 . 


ts 


Method 


TRT.A9TY • 9nvhpan 




Start 


1680 ~~ 








End 






GI 


none 








Score 


C, JL 




Exons 


1680 . . 1889, 


1682 


. . 1927, 


1683. 


. 1925 






Sea No 


31454 








Seq. ID 


OJ990619_45. 9C20 


.C4 


Gene No. 


65075 








Strand 






Start 


4084 








End 


4696 




Name 


OJ990619 45 


. 9C20 


C4 . ol . 


tm 


Method 


TBLASTX: Maize 




Start 


1791 ~ 








End 


2370 




GI 


none 








Score 


200 




Exons 


1791 . . 1928, 


1792 


.1929, 


1794 . 


.1928, 2123. .2353, 2136. .2357, 




2140 . . 2370, 


2140 


.2352, 


2144 . 


.2356 






Seq. No. 


31454 








Seq. ID 


OJ990619_45. 9C20 


.C4 


Gene No. 


65075 








Strand 






Start 


4084 








End 


4696 




Name 


OJ990619 45 


. 9C20 


C4 . ol . 


ts 


Method 


TBLASTX : Soybean 




Start 


2136 ~ 








End 


2552 




GI 


none 








Score 


188 




Exons 


2136. .2372, 


2137 


.2304, 


2144 . 


.2380, 2382.. 2552 




Sea No 


31454 








Seq. ID 


OJ990619_45. 9C20 


-C4 


Gene No. 


65075 








Strand 






Start 


4084 








End 


4696 




Name 


OJ990619 45' 


* 9C20 . 


■C4 . o3 . 


tm 


Method 


TBLASTX: Maize 




Start 


2573 ~~ 








End 


2905 




GI 


none 








Score 


181 




E von <5 


2573 2731 


2574 . 


. 2714 , 


2591 . 


2725, 2718. .2810, 2723. .2824, 




2726. 2905 














Seq. No. 


31454 








Seq. ID 


. OJ990619_45. 9C20 


.C4 


Gene No. 


65075 








Strand 






Start 


4084 








End 


4696 




Name 


OJ990619 45 


9C20 . 


C4 . o2 . 


y O 


Method 


GENS CAN 




Start 


4084 ~ 








End 


4696 




GI 


none 








Score 


.76 




Exons 


4084 4142. 


4579. 


. 4696 










Seq. No. 


31455 








Seq. ID 


OJ990619_45.9C20 


.C5 


Gene No . 


65076 








Strand 


+ 




Start 


1 








End 


.6865 * 




Name 


OJ990619 45. 


9C20. 


C5.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


6237 




GI 


2462838 








Score 


1797 




Exons 


1..407, 671. 


.946, 


1678. 


.1874, 


2044. .2104, 2284. .2562, 






2641. .2713, 


3030. 


.3078, 


3868. . 


4132, 4275. .4330, 4727. .41 


363, 




5362. .5470, 


5654 . 


.5824, 


6148. . 


6237 






GI Descrip. 


(AF000657) unknown protein [Arabidopsis thaliana] 




Seq. No. 


31455 








Seq. ID 


OJ990619_45.9C20 


C5 


Gene No. 


65076 








Strand 


+ 




Start 


1 








End 


6865 




Name 


OJ990619_45. 


9C20. 


CS.ol. 


gs 


Method 


GEN SCAN 




Start 


135 








End 


6865 




GI 


none 








Score 


.82 




Exons 


135. .407, 671. .946, 167 


8. .1874 


, 1963.. 


2104, 2284. .2562, 





31407 



2641. .2713, 3030. .3078, 3946. .4132, 4275. .4330, 4476. .4544, 
4727. .4838, 5381. .5470, 5654. .5824, 6148. .6202, 6669. .6865 



Seq. No. 31455 
Gene No. 65076 
Start 1 

Name . OJ990.619_45 . 9C20 ,C5 . ol . gp 

Start . .3994 

GI LIB3432-040-P1-K1-E7 
Exons 3994.. 4132, 4275.. 4334 

GI Descrip. '2462838 3.0e-15 (AF000657) 
thaliana] ' 



Seq. ID OJ990619_45.9C20.C5 

Strand + 

End 68 65 

Method AAT/GAP 

End' 4334 

Score 227 

unknown protein [Arabidopsis 



Seq. No. 31455 

Gene No. 65077 

Start 7362 

Name OJ990619_45 . 9C20 . C5 . ol . 

Start 1710 

GI none 

Exons 1710.. 1874, 1711. .1878, 
2001. .2105, 2278. .2406, 

Seq. No. 31455 

Gene No. 65077 

Start 7362 

Name OJ990619_45 . 9C20 ,C5 . o3 . 

Start 1854 

GI none 

Exons 1854.. 1877, 1856.. 1888, 
1963. .2106, 2282. .2416, 



Seq. ID OJ990619_45. 9C20.C5 

Strand + 

End 8068 
ts Method TBLASTX : Soybean 

End 2406 

Score 197 
1817. .1879, 1936. .2106, 1958. .2104, 
2282. .2383, 2310. .2402 

Seq. ID OJ990619_45.9C20.C5 
Strand + 
End 8068 
tm Method TBLASTX : Maize 

End 2418 
Score 38 
1952. .2104, 1959. .2105, 1961. .2104, 
2283. .2402, 2284, .2418, 2310. .2417 



Seq. No. 31455 

Gene No. 65077 

Start 7362 

Name OJ990619_45 . 9C20 . C5 . o2 . tc 

Start 2035 

GI none 

Exons 2035. .2106, 2036.. 2104, 2268. 

2311. .2424, 2475. .2534 



Seq. ID OJ990619_45. 9C20.C5 

Strand + 

End 8068 

Method TBLASTX: Cress 

End 2534 

Score 88 

.2423, 2278. .2424, 2300. .2437, 



Seq. No. 31455 
Gene No. - 65077 
Start 7362 ' 

Name OJ990619__4 5 . 9C20 . C5 . o2 . tm 

Start 3995 
GI none 

Exons 3995.. 4141, 3995.. 4132, 3996. 

4272. .4334, 4274. .4342, 4453. 
4483. .4545, 4722. .4838, 4727. 
5378. .5473, 5383. .5469, 5644. 
5649. .5834 



Seq. ID OJ990619__45.9C20.C5 

Strand + 

End ■ 8068 

Method TBLASTX : Mai ze 

End 5834 

Score 173 

,4133, 4018. .4137, 4272. .4331, 
.4527, 4460. .4543, 4476. .4544, 
.4837, 4728. .4853, 4732. .4851, 
.5799, 5648. .5824, 5649. .5834, 



Seq. No. 31455 Seq. ID OJ990619_45 . 9C20 . C5 

Gene No. 65077 Strand + 

Start 7362 End 8068 

Name OJ990619_45 . 9C20 . C5 . o3 . ts Method TBLASTX : Soybean 

Start 4475 End 5824 



31408 



GI 

Exons 



none Score 99 

4475. .4546, 4483. .4545, 4722. .4838, 4727. .4837, 4728. .4841, 

5378. .5473, 5383. . 5505, 5644 5799, 5645. .5806, 5648. .5824, 
5659.. 5823 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990619 45.9C20.C5 



31455 
65077 
7362 

OJ990619_45 . 9C20 .C5 . o2 . np 
7350 
1143381 
7350. .7393, 7431. .8068 

(Z49063) polygalacturonase inhibitor [Actinidia deliciosa] 



Strand 

End/ 

Method 

End. 

Score 



+ 

8068 
AAT/NAP 
8068 
438 



31455 Seq. ID 

65077 Strand 

7362 End 
OJ990619_45. 9C20.C5.o2.gs " Method 

7362 End 

none Score 
7362. .8060 



OJ990619_45.9C20.C5 
+ 

8068 
GENSCAN 
8060 
. 63 



Seq. No. 31455 
Gene No. 65077 
Start 7362 

Name ' OJ9906T9_4 5 . 9C20 . C5 . ol . tm ' 
Start . 7424 
GI none 

Exons 7424.. 7657, 7452.. 7658, 7697. 

7803.. 7976 



Seq. ID OJ990619_45.9C20.C5 

Strand + 

End 8068 

Method TBLASTX : Mai ze 

End 7 976 

Score 226 

.7849, 7698. .7850, 7725. .7922, 



Seq. No. 31455 

Gene No. 65077 

Start 7362 

Name OJ990619_4 5 . 9C20 .C5.ol.tc 

Start 7461 

GI none 

Exons 7461.. 7577, 7599. 

7989.. 8021 



Seq. ID OJ990619_45. 9C20.C5 

Strand + 

End 8068 

Method TBLASTX: Cress 

End 8021 

Score 97 
,7937, 7700. .7864, 7701. .7886, 7770. .7967, 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 

t 

Exons 

GI Descrip. 



31455 . Seq. ID 

65077 . . - Strand 

7362 End 

OJ990619_45.9C20.C5.o2.ts Method' 

7512 End 

none Score 



OJ990619_45.9C20.C5 

+ 

8068 

TBLASTX: Soybean 

8018 

110 



7512.. 7634, 7596. 
7776. .7946, 7812. 



.7937, 7697.. 7864, 7700.. 7864, 7701.. 7880, 
.7943, 7848.. 7967, 7905.. 7946, 7989.. 8018 



31455 Seq. ID 

65077 Strand 

7362 End 

OJ990619_45 . 9C20 . C5 . o2 . gp Method 

7822 End 

LIB34 33-037-P1-K1-G8 Score 
7822. .8068 

1 1679733/gb|AAB19212.1| 4.0e-16 (U77041) 



OJ990619_45. 9C20.C5 
+ 

8068 
AAT/GAP 
8068 
438 



31409 




polygalacturonase-inhibiting protein [Malus domestical ' 



Seq. No. 


31456 


Seq. ID 


OJ990619_45. 9C20.C6 


Gene No. 


65078 


Strand 


+ 


Start 


2709 


End 


3109 


Name 


OJ990619 45. 9C20 . C6 . ol . gp 


Method 


AAT/GAP 


Start ■ 


2709 


End 


3054 


GI 


62575 1.R1084 . • 


Score 


597 


Exons- * 


2709. .3054 






GI Descrip. 


' 1143381/emb|CAA88846| 2.0e- 


09 (Z49063) polygalacturonase ' 




inhibitor [Actinidia deliciosa] 1 




Seq. No. 


31456 


Seq. ID 


OJ990619_45. 9C20.C6 


Gene No. 


65078 


Strand 


+ 


Start 


2709 


End 


3109 


Name 


OJ990619 45. 9C20 . C6 . ol . np 


Method 


AAT/NAP 


Start 


2757. 


End 


3109 


GI 


464367 


Score 


209 


Exons 


2757. .3109 






GI Descrip. 


POLYGALACTURONASE INHIBITOR 


PRECURSOR 






(POLYGALACTURONASE-INHIBITING PROTEIN) 


gi|543660|pir| UQ2262 




Polygalacturonase inhibitor 


precursor 


- Pyrus communis gi 116968 




(L09264) polygalacturonase inhibitor [Pyrus communis] 


Seq. No. 


31456 


Seq. ID 


OJ990619_45. 9C20.C6 


Gene No . 


65078 


Strand 


+ 


Start 


2709 


End 


3109 


Name 


OJ990619 45. 9C20 . C6 . ol . gs 


Method 


GENSCAN 


Start 


2763 


End 


2935 


GI 


none 


Score 


.62 


Exons 


2763. .2935 






Seq. No. 


31456 


Seq. ID 


OJ990619_45. 9C20.C6 - 


Gene No. 


65078 


Strand 


+ 


Start 


2709 


End 


3109 


Name 


OJ990619 45.9C20.C6.ol.tm 


Method 


TBLASTX: Maize 


Start 


2763 


End 


3104 


GI 


"* none 


Score 


199" 


Exons 


.2763.. 3035, 2882.. 3034, 3072 


..3104 




Seq. No. 


31457 


Seq. ID 


OJ990619_45. 9C20.C7 


Gene No - . . 


65079- - 


". Strand 




Start 


250 


End 


868 - • 


Name- 


OJ990619 45.9C20.C7.ol.gs 


Method 


GENSCAN • 


Start 


250 


End 


853 


GI 


none 


Score 


.55 


Exons 


250. .853 






Seq. No. 


31457 


Seq. ID 


OJ99'0619_45. 9C20.C7 


Gene No. 


65079 


Strand 




Start 


250 


End 


868 


Name 


OJ990619 45. 9C20 . C7 . ol . np 


Method 


AAT/NAP 


Start 


280 


End 


868 


GI 


6069646 


Score 


238 J ' 


17 , „ „ „ „ 

UAUH J 


^ s\ r\ y rs 
<£. O VJ . . O DO 






GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 




[Oryza sativa] gi | 6907 112 | dbj | BAA90639 


.11 (AP001129) Similar to 



31410 



Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 





putative non-LTR retroelement 


reverse 


transcriptase. (AC00624 




[Oryza sativa] 








Seq. No. 


31457 




Seq. ID 


OJ990619_45. 9C20.C7 


Gene No. 


65079 




Strand 




Start 


250 




End 


868 


Name 


OJ990619 45. 9C20.C7.ol. tm 




Method 


TBLASTX : Maize 


Start 


310 ~ 




End 


846 


GI *' 


none 




Score 


50 


Exons 


310. .519, 379. .459, 556. .6 


J46, 


557 . .835 




Seq. No. 


31458 




Seq. ID 


OJ990619_45. 9C20.C8 


Gene No. 


65080 




Strand 


+ 


Start 


228 




End 


6431 


Name 


OJ990619 45. 9C20 . C8 . ol . gs 




Method 


GENSCAN 


Start 


228 




End 


6431 


GI 


none 




Score 


.56 


Exons 


228. .399, 436. .2141, 2173. 


.2832, 2896. 


.4308, 4410. .4655, 



4689. .6431 



Seq. No. 31458 Seq. ID 

Gene No. 65080 Strand 

Start 228 End 

Name OJ990619_45 . 9C20 . C8 . ol . np Method 

Start 973 End 

GI 6498441 Score 

Exons 973. .2037, 2369. .2832, 2896.. 3269, 3453 

4656. .6053, 6147. .6428 

GI Descrip. (AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



OJ990619_45. 9C20.C8 
+ 

6431 
AAT/NAP 
64 28 
7147 

3587, 3762. .4484, 



Seq. No. 31458 

Gene No. 65081 

Start 8043 

Name OJ990619_45 . 9C20 . C8 . o2 .np 

Start 8043 

GI 6939228 

Exons 8043.. 8142, 11736 .. 11828 , 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
18230. .22218 



OJ990619_45. 9C20.C8 
+ 

25591 
AAT/NAP 
22218 
5162 



(AC020579) putative phosphoribosylf ormylglycinamidine synthase 
[Arabidopsis thaliana] ... ** ".*"." 



Seq. No. 31458 Seq. ID 

Gene No. 65081 Strand 

Start 804 3 End 

Name OJ990619_45 . 9C20 . C8 . o4 . gs Method 

Start 14815 End 

GI none Score 

Exons 14815.. 15834 



OJ990619_45.9C20.C8 
+ 

25591 

GENSCAN 

15834 

1 ■ ... . 



Seq. No. 31458 Seq. ID 

Gene No. 65081 Strand 

Start 8043 End 

Name OJ990619_45.9C20.C8.ob.gs Method 

Start 17885 End 

GI none Score 



OJ990619_45.9C20.C8. 
+ 

25591 
GENSCAN 
25591 
.74 



31411 



Exons 17885. .17950, 18034 22205 , 22623 .. 22757 , 22808 .. 2284 4 , 

23056. .23116, 23597 .. 24 585 , 25197 25394 , 25430.. 25591 



Seq. No. 


31458 


Seq. ID 


OJ990619_45.9C20 


.C8 


Gene No . 


65081 


Strand 


+ 




Start 


8043 


End 


25591 




Name 


OJ990619 45. 9C20.C8..ol.gp 


Method 


AAT/GAP 




Start 


19893 


End 


20785 




GI 


' 11343' 1.R1084 


Score 


1652 




Exons 


19893.. 20785 








GI Descrip. 


'2224663/dbj |BAA20816| 5.0e- 


74 (AB002359) KIAA0361 [Homo 




sapiens] ' 








Seq. No. 


31458 


Seq. ID 


OJ990619_45.9C20 


.C8 


Gene No . 


65081 


Strand 


+ 




Start 


8043 


End 


25591 




Name 


OJ990619 45.9C20.C8.o3.np 


Method 


AAT/NAP 




Start 


23719 


End 


24675 




GI 


4033532 


Score 


500 




Exons 


23719. .24675 








GI Descrip. 


(X78274 ) polygalacturonase-inhibiting 


protein [Glycine max] 


Seq. No. 


31458 


Seq. ID 


OJ990619_45. 9C20 


.C8 


Gene No . 


65082 


Strand 






Start 


70.56 


End 


9588 




Name 


OJ990619 45 . 9C20 . C8 . o2 .gs 


Method 


GENSCAN 




Start 


7056 


End 


9588 




GI 


none 


Score 


. 95 




Exons 


7056. .7600, 7654. .8828, 8897 


. . 9392, 9459. . 9588 




Seq. No. 


31458 


Seq. ID 


OJ990619_45. 9C20 


.C8 


Gene No . 


65083 


Strand 






Start 


11507 


End 


14719 




Name 


OJ990619 45.9C20.C8.o3.gs 


Method 


GENSCAN 




Start 


11507 


End 


14719 




GI 


none 


Score 


.47 ■ 




Exons 


11507. .12885, 12927. .13804, 


13842. .13998, 14254. .14719 




Seq. No. 


31458 


Seq. ID 


OJ990619_45. 9C20 


.C8 


Gene No . 


65084 


Strand 






Start 


26699 


End 


27964 




Name 


OJ990619 45.9C20.C8.ol0.tm 


Method 


TBLASTX : Maize 




Start 


1164 


End 


1403 




GI 


none 


Score 


190 




Exons 


1164. .1403, 1298. .1402 








Seq. No. 


31458 


Seq. ID 


OJ990619_45. 9C20 


C8 


Gene No . 


65084 


Strand 






Start 


26699 


End 


27964 




Name 


OJ990619 45.9C20.C8.o6.tw 


Method 


TBLASTX: Wheat 




Start 


1176 


End 


1514 




GI 


none 


Score 


112 




Exons 


1176.. 1274, 1193.. 1231, 1257 


. .1514, 1274. .1480 




Seq. Nu . 


314 56 


Seq. ID 


OJ990619_45. 9C20. 


C8 


Gene No. 


65084 


Strand 






Start 


26699 


End 


27964 





31412 




Name 


OJ990619 45 


. 9C20 


.C8 .o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


2253 ~~ 








End 


2739 




GI 


none 








Score 


403 




Exons 


2253. .2426, 


2254 


. . 2739, 


2448 . 


.2708, 2473. .2712 




Seq. No. 


31458 








Seq. ID 


OJ990619_45.9C20 


.C8 


Gene No. 


65084 








Strand 


- 




Start 


26699 








End 


27964 




Name 


OJ990619 45 


. 9C20 


.C8.ol 


tw 


Method 


TBLASTX: Wheat . 




Start 


'2904 ~ 








End 


3366 




GI 


none 








Score 


591 




Exons 


. 2904. .3359, 


2905 


. . 3366, 


2905. 


.3360 






Seq. No. 


31458 








Seq. ID 


OJ990619_45.9C20 


.C8 


Gene No. 


65084 








Strand 


- 




Start 


26699 








End 


27964 




Name 


OJ990619 45 


. 9C20 


. C8 . o9 . 


ts 


Method 


TBLASTX : Soybean 




Start 


2944 ~~ 








End 


3309 




GI 


none 








. Score 


126 




Exons 


2944. .3168, 


3175 


. . 3309 










Seq. No. 


31458 








Seq. ID 


OJ990619_45. 9C20 


.C8 


Gene No. 


65084 








Strand 


- 




Start 


26699 








End 


27964 




Name 


OJ990619 45. 


9C20 


. C8 . 06 . 


tm 


Method 


TBLASTX: Maize 




Start 


3034 ~~ 








End 


3390 




GI 


none 








Score 


389 




Exons 


' 3034 . . 3390, 


3069 


. . 3380, 


3274 . 


.3390 






Seq. No. 


31458 








Seq. ID 


OJ990619_45.9C20 


.C8 


Gene No. 


65084 








Strand 


- 




Start 


26699 








End 


27964 




Name 


OJ990619 45. 


9C20 


C8 . 08 . 


tm 


Method 


TBLASTX: Maize 




Start 


3417 ~ 








End 


3801 




GI 


none 








Score 


363 




Exons 


3417. .3782, 


3418 


. 3801 










Seq. No. • 


31458 








Seq. ID 


OJ990619_45.9C20 


C8 


Gene No. 


65084 








Strand 


- 




Start 


26699 








End 


27964 




Name 


OJ990619 45. 


9C20 . 


C8 . o2 . 


t w 


Method 


TBLASTX: Wheat 




Start 


3474" ~ 








End 


38 94 - 




GI " 


none 








Score " 


4 93 




Exons 


3474 . . 3869, 


3475 . 


. 3894 










Seq. No. 


31458 








Seq. ID 


OJ990619_45.9C20. 


C8 


Gene No. 


65084 








Strand 






Start 


26699 








End 


27964 




Name 


OJ990619 45. 


9C20 . 


C8 . o7 . 


ts 


Method 


TBLASTX: Soybean 




Start 


3553 ~ 








End 


3924 




GI 


none 








Score 


278 




Exons 


3553. .3924, 


3570. 


.3713 










Seq. No\ 


31458 








Seq. ID 


OJ990619 45.9C20. 


C8 


Gene No. 


65084 








Strand 






Start 


26699 








End 


27964 




Name 


OJ990619 45. 


9C20. 


C8.o5. 


tw 


Method 


TBLASTX: Wheat 





31413 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI - 
* Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



4356 End ' 4790 

none Score 241 

4356. .4607, 4371. .4553, 4421. .4606, 4641. .4790, 4652. .4789 



31458 
65084 
26699 

OJ990619_4 5. 9C20.C8.o9. tw 
'4793 
none 

4793. .4969, 4845. .5105 

31458 
65084 
26699 

OJ990619_45. 9C20.C8 . o7 . tm 

5298 

none 

5298. .5621, 5315. .5608 

31458 
65084 
26699 

OJ990619_45. 9C20.C8 .o4 . tw 

5435 

none 

5435. .5785, 5436. .5816 

31458 
65084 
26699 

OJ990619_4 5. 9C20.C8 .o7. tw 

5817 

none 



Seq. ID OJ990619_45. 9C20.C8 
Strand 

End 27964 

Method- TBLASTX : Wheat 

End 5105 

Score 182 



Seq. ID OJ990619_45. 9C20.C8 
Strand 

End 27964 

Method TBLASTX : Mai ze 

End 5621 

Score 368 



Seq. ID OJ990619_45. 9C20.C8 
Strand 

End 27964 

Method TBLASTX : Wheat 

End 5816 

Score 380 



Seq. ID OJ990619_45. 9C20.C8 
Strand 

End 27964 

Method TBLASTX : Wheat 

End 6419 

Score 261 



5817. .6101, 5822. .6100, 5957. .6127, 6293. .6415, 6294. .6419 



31458 
65084 
26699 

OJ990619_4 5. 9C20.C8 .olO.ts 

11708 

none' 



Seq. ID OJ990619__45. 9C20.C8 
Strand 

End 27964 

Method TBLASTX : Soybean 

End 12256 

Score * 60 



11708. .11830, * 11745. .11849, 11906 .. 12256, 11928. .12047 



31458 
65084 
26699 

OJ990 61 9_4 5 . 9C20 . C8 . o3 . tm 

11876 

none 

1187 6. .12562, 12024. .12563 

31458 
65084 

n r? /? r\r\ 

OJ990619_4 5. 9C20 . C8 . 08 . tw 
12348 



Seq. ID OJ990619_45. 9C20.C8 
Strand 

End 27964 

Method TBLASTX : Mai ze 

End, 12563 

Score 187 



Seq. ID OJ990619_45. 9C20.C8 
Strand 

End 27964 

Method TBLASTX : Wheat 

End 12673 



31414 




GI 


none 








Score 


80 






Exons 


12348. 


.12506, 


12359 


12673 












Seq. No. 


31458 








Seq. 


ID 


OJ990619_ 


45. 9C20 


• C8 


Gene No. 


65084 








Strand 








Start 


26699 








End 




27964 






Name 


OJ990619 45.9C20.C8 


. o9 . tm 


Method. 


TBLASTX: Maize 




Start 


12564 








End * 




12907 






GI 


none 








Score 


196 






Exons 


12564 . 


. 12905, 


12590 


. . 12907 












Sea No 


31458 








Seq. 


ID 


OJ990619_ 


45.9C20 




Gene No 


65084 








Strand 








Start 


26699 








End 




27964 






Name 


OJ990619 45.9C20.C8 


, o2 . tc 


Method 


TBLASTX: Cress 




Start 


14902 








End 




25562 






GI 


none 








Score 


76 






Exons 


14902. 


. 15012, 


15097 


. .15246, 


15148. 


15240, 15199. 


.15393, 






15253. 


. 15399, 


15262 


. . 15549, 


15264. 


15548, 15421. 


.15519, 






15490. 


. 15591, 


15571 


. .15678, 


15700. 


15825, 23725. 


.23826, 






24067. 


.24240, 


24100 


.24246, 


24112. 


24396, 24123. 


.24395, 






24268. 


.24366, 


24337 


. 24438, 


24394 . 


24525, 24547. 


.24672, 






25512. 


.25562 
















Sea No 


31458 








Seq. 


ID 


OJ9906'19_ 


45. 9C20 


PR 




65084 








Strand 








Start 


26699 








End 




27964 






Name 


OJ990619 45.9C20.C8 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


14902 








End 




24675 






GI 


none 








Score 


43 






Ex on s 


14902. 


. 14985, 


14980 


. 15012, 


15093. . 


15236, 15094. 


.15237, 






15148. 


.15240, 


15192. 


. 15323, 


15220. . 


15408, 15256. 


.15405, 






15256. 


.15393, 


15259. 


. 15384 , 


15262. . 


15387, 15265. 


.15384, 






15274. 


.15327, 


15274. 


. 15327 , 


15276. . 


15395, 15313. 


.15384, 






15334. 


.15387, 


15405. 


. 1554 5 , 


15406. . 


15549, 15417. 


.15461, 






15421. 


.15519, 


15427. 


.15468' 


15435. . 


15518, 15492. 


.15536, 






15562. 


.15729, 


15571. 


. 15825, 


15625. . 


15795, 24073. 


.24255, 






24100. 


.24231, 


24109. 


. 24174 , 


24112. . 


24231, ,-24117. 


.24242, 






24117. 


.24242, 


24121. 


. 24234 , 


24190. . 


24234, 24252. 


.24392, 






24253. 


.24396, 


24268. 


.24366, 


24337. . 


24366, 24397. 


.24591, 






24403. 


.24675, 


24405. 


. 24 674 , 


24472. . 


24522, 24502. 


.24591, 






. 24 553'. 


.2-4 642-' 
















Seq. No. 


' 31458 








Seq. 


ID ' 


OJ990619_ 


45. 9C20 


. C8 


Gene ^o b 


65084 








Strand 








Start 


26699 








End 




27964 






Name 


OJ990619 45.9C20.C8. 


o3 . ts 


Method 


TBLASTX: Soybean 




Start 


14962 








End 




25562 






GI 


none 








Score 


62 






Rxon^ 

■4*1 A N-^ 1 1 O 


14962. 


15006, 


15094. 


1524 6 


15135. . 


15242, 15148. 


.15240, 






15148. 


15249, 


15148. 


. 15198, 


15253. . 


15549, 15255. 


.15383, 






15259. 


15387, 


15429. 


.15539, 


15478. . 


15591, 15568. 


.15711, 






15571. 


15825, 


15625. 


.15744, 


15640. . 


15705, 15732. 


.15812, 






23725. 


23826, 


23941. 


.24093, 


23995. . 


24171, 24100. 


.24396, 






24102. , 


24230, 


24106. 


.24234, 


24175. . 


24231, 24280. 


.24384, 






' 24325. . 


24438, 


24412. 


.24672, 


24469. . 


24594, 24472. 


.24591, 






24487. . 


24537, 


25460. 


.25483, 


25509. . 


25562 







31415 



Seq. No. 


31458 






Seq. ID 


OJ990619_45. 9C20 


.C8 


Gene No . 


65084 






Strand 






Start 


26699 






End 


27964 




Name 


OJ990619 45.9C20.C8, 


o2.ts ' 


Method 


TBLASTX : Soybean 




Start 


19437 






End 


19815 




GI 


none 






Score 


520 




Exons 


' 19437. 


.19592, 19438. 


. 19815, 


19460. . 198 


13, 19641 19814 

■J~--.fl J. ^ ± • 9 J. ~/ \J J- 




Seq. No. 


31458 






Seq. ID 


OJ990619_45. 9C20 


.C8 


Gene No . 


65084 






Strand 






Start 


26699 






End 


27964 




Name 


OJ9906 


19_45.9C20.C8. 


ol . ts 


Method 


TBLASTX: Soybean 




Start 


19821 






End 


20703 




GI 


none 






Score 


1232 




Exons 


19821. 


.20531, 19822. 


.20703, 


20640. .20702 




Seq. No. 


31458 






Seq. ID 


OJ990619_45. 9C20 


.C8 


Gene No. 


65084 






Strand 






Start 


26699 






End 


27964 




Name 


OJ990619 45.9C20.C8. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


19864 






End 


20196 




GI 


none 






Score 


472 




Exons 


19864. 


.20196, 19864. 


.20193, 


20142. .20195 




Seq. No. 


31458 






Seq. ID 


OJ990619_45.9C20 


,C8 


Gene No . 


65084 






Strand 






Start 


26699 






End 


27964 




Name 


OJ990619 45.9C20.C8. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


20469 






End 


22221 




GI 


none 






Score 


2650 




Exons 


20469. 


.22196, 20470. 


. 22221, 


20473. .22221 




Seq. No. 


31458 






Seq. ID 


OJ990619_45.9C20 


C8 


Gene No . 


65084 






Strand 






Start 


26699 






End 


27964 




Name 


OJ990619 45.9C20.C8. 


o 6 . t s 


Method 


TBLASTX : Soybean 




Start 


20803 






End 


•21159 




GI 


none 






Score 


328 




Exons 


20803. 


.21159, 20808. 


. 21017, 


20942. .211 


06 




Seq. No. 


• 31458 






Seq. ID 


OJ990619_45.9C20 


C8 


Gene No. 


65084 






Strand 






Start 


26699 






End 


27964 




Name 


OJ9906 


19_45.9C20.C8*. 


o4 . t s 


Method 


TBLASTX: Soybean 




Start 


21433 






End 


21686 




GI 


none 






Score 


365 




Exons 


21433. 


.21684, 21433. 


. 21681, 


21483. .21686 




Seq. No. 


31458 






Seq. ID 


OJ990619_45. 9C20. 


C8 


Gene No. 


65084 






Strand 






Start 


26699 






End 


27964 




Name 


OJ990619 45.9C20.C8. 


ol. tc 


Method 


TBLASTX: Cress 




Start 


21585 






End 


22092 




/*-< T 


none 






Score 


237 




Exons 


21585. 


.21731, 21586. 


.21729, 


21586. .21744, 21597 .. 2174 6, 






21750. 


.21881, 21752. 


.21871, 


21765. .21944, 2 1775 .. 21 942, 





31416 



21967. .22008, 22014 .. 22091, 22015. .22092 



Seq. No. 31458 

Gene No. 65084 

Start 26699 

Name OJ990619_45 . 9C20 . C8 . 08 . ts 

Start 21688 

GI none. 

Exons 21688. .21924, 21690 .. 21926, 
21775. .21927 



Seq.' ID 

Strand 

End 

Method 

End 

Score 



OJ990619_45.9C20.C8 
27964 

TBLASTX : Soybean 

21927 

75 



21691. .21729, 21771 .. 21926, 



Seq*. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31458 
65084 
26699 

OJ990619_45. 9C20 . C8 . o2 . gp 
26548 

23131 1.R1084 



OJ990619 45.9C20.C8 



Seq. ID 
Strand 

End 27964 
Method AAT/GAP 
End 27816 
_ Score 1258 

26548..26788, 26877 .. 26990, 27069 .. 27 190, 27587. .27816 
'2088652 9.0e-95 (AF002109) 26S proteasome regulatory subunit 
S12 isolog [Arabidopsis thaliana] >gi__2351376 (U54561) 
translation initiation factor eIF2 p47 subunit homolog 
[Arabidopsis thaliana] 1 



Seq. No. 


31458 








Seq. ID 


OJ990619 


_45.9C20 


.C8 


Gene No. 


65084 








Strand 








Start 


26699 








End 


27964 






Name 


OJ990619 45.9C20.C8 


. o5 . tm 


Method 


TBLASTX: 


Maize 




Start 


26577 








End 


27821 






GI 


none 








Score. 


35 






Exons 


26577. 


.26618, 


26581 


. .26601, 


26695. .267 


90, 26699 


. .26794, 






26700. 


.26789, 


26721 


. .26795, 


26722. .26796, 26867 


. .26899, 






26877. 


.26990, 


26914 


. .26991, 


27063. .27188, 27064 


. .27183, 






27069. 


.27188, 


27118 


. .27189, 


27586. .27816, 27588 


. .27779, 






27609. 


.27821 














Seq. No. 


31458 








Seq. ID 


OJ990619 


_45.9C20 


.C8 


Gene No. 


65084 








Strand 








Start 


26699 








End 


27964 






Name 


OJ990619 45.9C20.C8 


o5 . ts 


Method 


TBLASTX: 


Soybean 




Start 


26625 








End 


27698 






GI 


none 








Score 


80 






Exons 


26625. 


.26792," 


26696. 


.26794, 


■26877. .26990, 26914 


. .26991, 






270-66. 


.27167, 


27069, 


.27188, 


27586. .27696, 27588 


. .27698- 




Seq. No. 


31458 








Seq. ID 


OJ990619 


_45. 9C20 


.C8 


Gene No. 


65084 








Strand 








Start 


26699 








End 


27964 






Name 


OJ9906 


19 45.9C20.C8. 


o3 . tc 


Method 


TBLASTX: Cress 




Start 


26699 








End 


27837 






GI 


none 








Score 


35 






Exons 


26699. 


.26794, 


26775. 


.26828, 


26877. .26987, 26914 


. .26988, 






27065. 


.27172, 


27068 . 


.27160, 


-27069. .27197, 27586 


. .27837,. 






27588. 


.27779, 


27616. 


.27825 










Con M/-v 


n i a c n 








Seq. ID 


OJ990619_ 


J5.9C20 


.C8 


Gene No. 


65084 








Strand 








Start 


26699 








End 


27964 







31417 



Name 

Start 

GI 

Exons 



OJ990619J5. 9C20.C8.o6.gs Method GENSCAN 

26699 End 27190 

none Score . 8 6 

26699.-26788, 2 6877 26990, 27069.. 27190 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990619 45.9C20.C8 



31458 
65084 
26699 

OJ990619'2_45. 9C20.C8.o4 .np 
26702 
2088652 

26702. .26788, 26877 .. 26990, 
27913. .27964 

(AF002109) 26S proteasome regulatory subunit [Arabidopsis 
thaliana] gi 12351376 (U54561) translation initiation factor eIF2 
p47 subunit homolog [Arabidopsis thaliana] 



Seq. ID 

Strand 

End . 

Method 

End 

Score 



27964 
AAT/NAP 
27964 
549 



27069. .27190, 27587 .. 27817, 



31459 
65085 
1541 

OJ990619_45.9C20.C9.ol.gs 
1541 
none 

1541.. 1666, 3198 
7635.. 7814, 7924 
9404.. 9613, 9812 



Seq. ID OJ990619_45. 9C20.C9 
Strand 

15539 
GENSCAN 
15539 
.89 



11861. .12160, 15284.. 15539 



End 

Method 
End 
Score 

3296, 3369.. 3432, 5901. .6049, 6378 
8229, 8476. .8610, 8693. .8929, 9003 
9907, 10000. .10206, 10583 .. 10776, 



7343, 
9191, 



Seq. No. 


31459 








Seq. ID 


OJ990619_ 


_45. 9C20.C9 


Gene No. 


65085 








Strand 






Start 


1541 








End 


15539 




Name 


OJ990619 45. 


9C20 


.C9.ol. 


gp 


Method 


AAT/GAP 




Start 


1626 








End 


1952 




GI 


286398 








Score 


642 




Exons 


1626. .1952 














Seq. . No. 


31459 








Seq. ID 


OJ990619_ 


_4 5. 9C20.C9"* 


Gene No. 


65085 








Strand 






Start 


1541 








End 


15539 




Name 


OJ990619 45. 


9C20 


C9.o2. 


gp 


Method 


AAT/GAP 




Start 


3534 








End 


3984 




GI-- 


. 2310119 • 








Score 


650 




Exon-s 


• 3534. .3583, 


3688 


.3984 










Seq. No. 


31459 








Seq. ID 


OJ990619_ 


_45. 9C20.C9 


Gene No. 


65085 








Strand 






Start 


1541 








End 


15539 




Name 


OJ990619 45. 


9C20. 


C9.ol. 


np 


Method 


AAT/NAP 




Start 


5745 








End 


12109 




GI 


4960024 








Score 


4521 




Exons 


5745. .6049, 


6378. 


.7343, 


7635. 


.7814, 7924. .8244, 


8476. .8610, 




8693. .8929, 


9003. 


.9191, 


9404 . 


.9592, 9812. . 9907, 


.10000. .1020 




10583. . 10776 


, 11861. .12109 









GI Descrip. (AF144079) S-adenosyl-L-methionine : L-methionine 
S-methyltransf erase [Zea mays] 

Seq. No. 31459 Seq. ID OJ990619_4 5 . 9C20 . C9 

31418 



Gene No.. 65085 Strand 

Start ■ 1541 End 15539 

Name OJ990619_45 . 9C20 . C9 . o3 . gp Method AAT/GAP 

Start 6393 End 7343 

GI 5994_1.R1084 Score 1881 

Exons 6393.. 7343 

GI.Descrip. 1 4960024/gb | AAD34585 . 1 | 1.0e-153 (AF144079) 

S-adenosyl-L-methionine : L-methionine S-methyltransf erase [Zea 
mays]. 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31459 
65085 
1541 

OJ990619_4 5.9C20.C9.o4 . gp 



OJ990619 45.9C20.C9 



Seq. ID 
Strand 

End 15539 
Method AAT/GAP 
7693 End 8842 

4715491 Score 1337 

7693. .7814, 7924. .8229, 8476. .8610, 8693. .8842 
4960024/gb|AAD34585.1| 2.0e-75 (AF144079) 

S-adenosyl-L-methionine : L-methionine S-methyltransf erase [Zea 
mays] 



Seq. No. 31459 Seq. ID 

Gene No. 65086 Strand 

Start 17000 End 

Name ' OJ990619_45 . 9C20 . C9 . o7 . tm Method 

Start 1541 End 

GI none Score 

Exons 1541. .1666, 1545. .1667. 



OJ990619_45.9C20.C9 
17901 

TBLASTX: Maize 

1667 

137 



Seq. No. 31459 

Gene No. 65086 

Start 17000 

Name OJ990619_4 5 . 9C20 . C9 . o5 . tm 

Start 2112 

GI none 

Exons 2112.. 2207, 2124.. 2210, 2301. 

2373. .2432, 2389. .2433 



Seq. ID OJ990619_45.9C20.C9 
Strand 

End 17901 

Method TBLASTX : Mai ze 

End 24 33 

Score 110 

.2378, 2301.. 2384, 2302. .2379, 



Seq. No. 31459 

Gene No. 65086 

Start 17000 

Name OJ990619_45 . 9C20 .C9_. o3 . tm 

Start 3222 

GI none 

Exons 3222.. 3302, 3225.. 3308, 3232. 

3512. .3592, 3515. .3586, 3683. 



Seq. ID OJ990619_45. 9C20.C9 
Strand 

End 17901 
Method TBLASTX rMai ze 
End 3813 
Score 77 

.3309, 3368. .3436, 3369.-3434, 
.3802, 3685.. 3813 



Seq. No... 31459 

Gene No. 65086 

Start 17000 

Name OJ990619_4 5 . 9C20 . C9 . o5 . ts 

Start 3369 

GI none 

Exons 3369.. 3431, '3516.. 3584, 3518. 



Seq. ID OJ990619_45. 9C20.C9 
Strand 

End 17901 

Method TBLASTX : Soybean 

End 3843 

Score 54 

.3586, 3683. .3781, 3685. .3843 



Seq. No. 
Gene No. 



31459 
65086 



Seq. ID OJ990619_45.9C20.C9 
Strand 



31419 



Start 
Name 
Start 
GI 

Exons 



17000 

OJ990619_4 5. 9C20.C9.ol.tm 

5763 
none 

5763. .5819, 5766. .5819, 5823. 
6378.. 7346, 6382.. 7344, 7635. 
7921.. 8223, 7922.. 8224 



End 

Method 

End 

Score 



17901 

TBLASTX: Maize 

8224 

70 



.6011, 5823.. 6023, 5825.. 6052, 
.7841, 7636. .7815, 7921. .8223, 



Seq. No. 31459 

Gene No. 65086 

Start 17000 

Name OJ990619_45 . 9C20 . C9 . o4 . ts 

Start 5766 

GI none 

Exons 5766.. 5825, 5811.. 5945, 5816. 

Seq. No. 31459 

Gene No. 65086 

Start 17000 

Name OJ990619_4 5 . 9C20 . C9 . ol . tc 

Start 6558 

GI none 

Exons 6558.. 6635, 6675.. 6752, 6807. 
7635. .7697 



Seq. ID OJ990619_45; 9G20.C9 
Strand 

End 17901 

Method TBLASTX : Soybean 

End 6503 

Score 111 

.5938, 5954.. 6061, 6375.. 6503 

Seq. ID OJ990619_45.9C20.C9 
Strand 

End 17901 

Method TBLASTX : Cress 

End 7697 

Score 210 

.7319, 6808. .7227, 6813. .7331, 



Seq. No. 31459 

Gene No. 65086 

Start 17000 

Name OJ990619_4 5 . 9C20 . C9 . o2 . ts 

Start 6870 

GI none 

Exons 6870.. 7247, 6889.. 7227, 6954, 

Seq. No. 31459 

Gene No. 65086 

Start 17000 

Name OJ990619_45 . 9C20 . C9 . o3 . ts 

Start 7771 

GI none 

Exons 7771.. 7815, 7773.. 7850, 7930, 
8489. .8536 



Seq. ID OJ990619_45.9C20.C9 
Strand 

17901 

TBLASTX: Soybean 
7247 
213 



End 

Method 
End 
Score 
.7232 



Seq. ID OJ990619_45. 9C20.C9 
Strand 

End 17901 

Method TBLASTX : Soybean 

End 8536 . 

Score 47 

.8217, 7931. .8218, 8476. .8535, 



Seq. No. 31459 

Gene No. 6508 6 

Start 17000 

Name OJ990619_45 . 9C20 . C9 . o3 . tc 

Start 7921 

GI none 

Exons 7921.. 8172, 7922.. 8170 



Seq. ID OJ990619_45. 9C20.C9 
Strand 

End 17901 

Method TBLASTX : Cress 

End 8172 

Score ■ 219 



Seq. No. 31459 

Gene No. 65086 

Start 17000 

Name OJ990619_4 5 . 9C20 . C9 . o4 . tm 

StarL 8551 

GI none 

Exons 8551.. 8610, 8552.. 8608, 8665. 



Seq. ID OJ990619_45. 9C20.C9 
Strand 

End 17901 

Method TBLASTX: Maize 

End 8825 

Score 75 

.8817, 8693. .8824, 8694. .8825 



31420 





31459 




Seq. ID 


OJ990619_45.9C20 


• C9 


VJCilC I N U . 


65086 




Strand 






Start 


17000 




End 


17901 




Name 


OJ990619 45. 9C20 . C9 . o2 . tm 


Method 


TBLASTX: Maize 




Start 


8826 




End 


10222 




GI - 


•none 




Score 


110 






8826. 


8930, 8826.. 8930, 8827 


. .8931, - 8\ 


328. .8932, 8979. .9194, 




8988. 


9197, .'9001. .9195, 9403 


..9543, 9404.. 9598, 9'405 . . 9593; 




9811. . 


9909, 9812.. 9910, 9813 


..9908, 9997.. 10209, 10000. 


. 10209, 




10001. 


.10213, 10082.. 10222 








Seq. No. 


31459 




Seq. ID 


OJ990619_45. 9C20 


.C9 


W CI 1 C 1<V i 


65086 




. Strand 






OLC1I L 


17000 




End 


17901 






OJ990619 45.9C20.C9.o4.tc 


Method 


TBLASTX: Cress 




Start 


8840 




End 


9102 




GI 


none 




Score 


67 




R v o n cr 


8840. . 


8929, 8841. .8933, 8988 


. .9101, 9001. . 9102 




Seq. No. 


31459 




Seq. ID 


OJ990619_45. 9C20 


.C9 


Gene No. 


65086 




Strand 






Start 


17000 




End 


17901 




Name 


OJ9906 


S19_45.9C20.C9.ol.ts 


Method 


TBLASTX: Soybean 




O Lai L 


9824 




End 


10745 






none 




Score 


107 






9824. . 


9913, 9824.. 9910, 9997 


. .10209, 10000. .10209, 10004. .10219, 




10085. 


.10222, 10580. .10741, 


10581. .10745 




Seq. No. 


31459 




Seq. ID 


OJ990619_45.9C20 


C9 


Gene No. 


65086 




Strand 






Start 


17000 




End 


17901 




Name 


OJ990619 45.9C20.C9.o2.tc 


Method 


TBLASTX: Cress 




Start 


10165 




End 


15518 




GI 


none 




Score 


197 




Ex on s 

J_J *\ \J llu 


10165. 


.10212, 10585. .10770, 


10589. .107 77, 10590. .107 66, 






11946. 


.12023, 12029. . 12097, 


15423. . 15518 




kJ . LNU • 


* 31459 




Seq. ID 


OJ990619_45. 9C20. 


C9 * 


Gene No. 


65086 




Strand 






Start 


17000 




End 


17901 




Name * ~ " 


- .OJ990619 45..-9.C20 .C9.O6. tm 


Method * 


TBLASTX": Maize - 




Start 


10657 




End 


15497 




GI 


none 




Score - 


■ 178 - 




K x o n *=; 


10657. 


.10773, 10658. . 10816, 


10659. .10778, 11859. .11954, 






11860. 


.11925, 11919. .12023, 


12029. .12082, 12030 .. 12092 , 






15315. 


.15359, 15426. .15497 








Seq. No. 


31459 




Seq. ID 


OJ990619_45. 9C20. 


C9 


Gene No. 


65086 




Strand 






Start 


17000 




End 


17901 




Name 


OJ990619 45.9C20.C9.o2.gs 


Method 


GENS CAN 




Start 


17000 




End 


17901 




GI 


hone 




Score 


.83 




Exons 


17000 . 


. 1 fQs9, 1/821. . 17901 








Seq. No. 


31460 




Seq. ID 


OJ990619_45. 9C20. 


C10 



31421 



Gene No. - 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



65087 Strand + 

176 End 2720 

OJ990619_4 5 . 9C20 . CIO . ol . gp Method AAT/GAP 

176 End 2720 

58662_1.R1084 Score 2335 
176. .442, 1754. .2720 

1 1405561/emb|CAA67153| 2.0e-39 (X98540) FSGTP1 [Fagus 
sylvatica] ' 



31460 Seq. ID 

65087 Strand 
176 End 
OJ990619_45 . 9C20 . C10 . ol . np Method 
278 End 
3024516 Score 
278. .442, 1754. .2245 

RAS-RELATED PROTEIN RAB11C gi 12160157 
similarity to A. thaliana ara-2 ( gb | ATHARA2 ) . ESTs 
gb|ATTS2483,gb|ATTS2484,gb|AA042159 come from this gene. 
[Arabidopsis thaliana] gi 12231303 (U74669) ras-related small 
GTPase [Arabidopsis thaliana] 



OJ990619_45.9C20.C10 
+ 

2720 
AAT/NAP 
2245 
823 

(AC000132) Strong 



31460 • Seq. ID 

65087 Strand 

176 End 
OJ990619_4 5. 9C20 . C10 . ol . gs Method 

320 End 

none Score 

320. .442, 1754. .2245 



OJ990619_4 5. 9C20.C10 
+ 

2720 
GENSCAN 
2245 
.65 



Seq. No. 31460 
Gene No. 65088 
Start 6616 

Name OJ990619_4 5 . 9C20 . C10 . o3 . gs 

Start 6616 
GI none 

Exons 6616. .6916, 7388. .7558, 8300. 

9567. .9694, 9903. .9964, 10176 
10528. .10686, 11073 .. 11164 , 11253 11329, 11737 11814 , 
11969.. 12067 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990619_45.9C20.C10 
+ 

13615 
GENSCAN 
12067 
.68 

8346, 8802. .8948, 9361. .9470, 
.10283, 10362. . 10396, 



Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 



GI Descrip. 

Seq. No. 
Gene No. 

0+- — J- 

Name 
Start 



31460 
65088 
6616 

OJ990619_4 5.9C20.C10.o2.np 
7393 
6682622 

7393. .7590, 8293. .8346, 8802 
9903. .9964, 10176 .. 10283, 10362 10396, 10618 .. 10686, 
11073.. 11175 

(AC016163) unknown protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990619_45.9C20.C10 
+ 

13615 
AAT/NAP 
11175 
542 



.8948, 9361. .9470, 9567. .9694, 



31460 
65088 

■ yuio 

OJ990619_4 5.9C20.C10.o2.gp 
9577 



Seq. ID OJ990619_45. 9C20.C10 

Strand + 

End 13615 

Method AAT/GAP 

End 12312 



31422 



GI 85389_1.R1084 Score 1758 

Exons 9577.. 9694, 9903.. 9964, 10176: . 10283, 10362 . .10396, 

10618. . 10686, 11073. . 11164, 11253 11329, 11737 .. 118 14 , 

11969. .12312 

GI Descrip. '4960024/gb|AAD34585. 1 | 2.0e-75 (AF144079) 

S-adenosyl-L-methionine : L-methionine S-methyltransf erase [Zea 
.mays] 1 




Seq. No. 314 60 

Gene No. 65088 

Start 6616 

Name OJ990619_4 5 . 9C20 . C10 . o3 . 

Start 9644 

GI 4680207 

Exons 9644.. 9673, 12924.. 13260 

GI Descrip. (AF114171) disease resis 
bicolor] 

Seq. No. 31460 

Gene No. 65089 

Start 2855 

Name OJ990619__4 5 . 9C20 . C10 . o2 . 

Start 2855 - 

GI none 

Exons 2855.. 2906, 3432.. 3535, 
5608.. 5680, 5773.. 5786 

Seq. No. 31460 
Gene No. 65090 
Start 13348 

Name OJ990619_4 5 . 9C20 . C10 . ol . 

Start 275 
GI none 

Exons 275.. 445, 313.. 444, 1691 

1958. .2146, 2171. .2242, 
5603. .5680, 5611. .5679 

Seq. No. ^ 31460 
Gene No. 65090 
Start 13348 

Name OJ990619_4 5 . 9C20 . C10 . ol . 

Start . 28.4 -. . . 

GI none 

Exons 284. .445, 287 . . 34 6, ■ 313 . 

1947. .2162, 2171. .2242, 
4287. .4361, 5603. .5734, 



Seq. ID OJ990619_45.9C20.C10 

Strand + 

End 13615 

np Method AAT/NAP 

End 13615 

Score 145 
, 13582.. 13615 

tance protein RPM1 homolog [Sorghum 



Seq. ID OJ990619_45.9C20.C10 
Strand 

End 5786 

gs Method GENSCAN 

End 5786 

Score .88 
3884. .4039, 4290. .4361, 5274. .5321, 



Seq. ID OJ990619_45. 9C20.C10 
Strand 

End 13545 
ts Method TBLASTX: Soybean 
End 5680 
Score 266 
..I960, 1751. .1957, 1957. .2145, 
3440. .3538, 3935. .4039, 4287. .4361, 



Seq. ID ;OJ990619_45:'9C20.C10 
Strand 

End 13545 
tc Method TBLASTX : Cress 

- End 5734 \ - , 

Score 257 
.444, 1691. .2146, 1750. .2142, 
2173. .2238, 344 0. .3538, 3884. .4 039, 
5611. .5679 



Seq. No. 31460 

Gene No. 65090 

Start 13348 

Name OJ990619_4 5 . 9C20 . C10 . o2 . tw 

Start . 287 

GI none 
Exons 



Seq. ID OJ990619_45. 9C20.C10 
Strand 
End 

Method 
End 
Score 



13545 

TBLASTX: Wheat 

5698 

245 



287. .445, 293. .346, 316. .444, 5587. .5679, 5603. .5698, 5611. .5679 



Seq. No. 
Gene No. 



31460 
65090 



Seq. ID 
Strand 



OJ990619 45.9C20.C10 



31423 



Start 
Name 
Start 
GI 

Exons 



13348 End 

OJ990619_45 . 9C20 . CIO . ol . tm Method 

2 96 End 

none Score 



13545 

TBLASTX: Maize 

5679 

222 



296. .445, 316. .444, 1691. .2146, 1750. .2145, 3440. .3535, 
3887. .4039, 4287. .4361, 5611. .5679 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31460 . 

65090 

13348 

OJ990619_45.9C20.C10.ol.tw 

1754 
none 

1754. .2128, 1771. .2127, 1781. 
3884. .4039, 4287. .4361 

31460 
65090 
13348 

OJ990619_45. 9C20 . C10 . o2 . tm 

6610 

none 

6610. .6882, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990619_45.9C20.C10 
13545 

TBLASTX : Wheat 

4361 

433 



,2131, 1932. .2132, 3440. .3538, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990619_45. 9C20.C10 
13545 

TBLASTX: Maize 

6882 

367 



6615. .6881 



Seq. No. 31460 
Gene No. 65090 
Start 13348 

Name OJ990619_4 5 . 9C20 . C10 . o3 . tm 

Start 9572 
GI none 
Exons 9572. . 

10169. 

10359. 

10618. 

11255. 

11744 . 



9694, 9573..969S, 9574 
.10282, 10170 
.10394, 10361 
.10707, 11049 
.11332, 11736 
.11827, 11953 



OJ990619_45. 9C20.C10 
13545 

TBLASTX: Maize 

12070 

146 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.9696, 9901. .9984, 9902. .9961, 



10286, 10176. .10289, 1035 9 .. 104 03, 

10402, 10616. .10687, 10618 .. 10692, 

11171, 11071. . 11166, 11254. .11331, 

11753, 11737. .11814, 1174 3 .. 118 14 , 

12069, 11966. .12070 



Seq. No. 31460 Seq. ID 

Gene No. 65090 Strand 

Start 13348 End 

Name OJ990619_45 . 9C20 . C10 . o4 . gs Method 

Start 1334 8 ... End 

GI none Score ' 

Exons 13348. .13545 



OJ990619_45.-9C20.C10' 

13545 
GENSCAN 
13545 
.83 



Seq. No. 31461 Seq. ID 

Gene No. 65091 Strand 

Start 777 End 
Name OJ990619_45 . 9C20 . Cll . ol . gp Method 

Start 777 End 

GI 2427831 Score 

Exons . 777 . . 1009 

GI Descrip. 5852181/emb j CAB554 19 . 1 | 3.0e-21 (AL117265) zhbOOll.l [Oryza 
sativa] 



OJ990619_45.9C20.C11 
+ 

1009 
AAT/GAP 
1009 
346 



Seq. No. 
Gene No. 



31461 
65092 



Seq. ID OJ990619_45. 9C20.C11 
Strand + 



31424 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2837 End 

OJ990619_4 5. 9C20 . Cll . ol . np Method 

2837 End 

4538978 Score 



5145 
AAT/NAP 
5145 
423 



2837. .2915, 3038. .3108, 3766. .3871, 4524. .4656, 4762. .4890, 
5113. .5145 

(AL049487) hypothetical protein [Arabidopsis thaliana] 



31461 
65092 
2837 

OJ990619_4 5.9C20.Cll.o3.gp 

3807 

77222 3.R1084 



Seq. ID OJ990619_45.9C20.C11 

Strand + 

End 5145 

Method AAT/GAP 

End 5144 

Score 948 



3807. .3871, 4524. .4656, 4762. .5144 

, 4538978/emb|CAB39766.1| 4.0e-30 (AL049487) hypothetical protein 
[Arabidopsis thaliana] 1 



31461 
65093 
5458 

OJ990619_45. 9C20 . Cll . o4 . gp 

5458 

none 

5458. .5818 . 



Seq. ID OJ990619_45.9C20.C11 

Strand + 

End 5818 

Method AAT/GAP 

End 5818 

Score 505 



Seq. No. 31461 

Gene No. 65094 

Start 14104 

Name OJ990 619_4 5. 9C20.C11 .06. gp 

Start 14104 

GI none 
Exons 



Seq. ID OJ990619_45.9C20.C11 

Strand + 

End 14893 

Method AAT/GAP 

End 14893 

Score 802 



14104. . 14229, 14351. .14410, 14502 .. 14 54 8 , 14692.. 14893 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



31461 
65094 
14104 

OJ990619_45. 9C20 . CI 1 . o3 . np 

14351 

6587827 



Seq. ID OJ990619_45.9C20.C11 

Strand + 

End 14893 

Method AAT/NAP 

End 14776 

Score 225 



14351. .14410, 14502. .14548, 14692. .14776 
(AC006551) Unknown protein [Arabidopsis thaliana] 



31461 
65095 
325 

OJ990619_4 5. 9C20 . CI 1 . ol . gs 

325 

none 



Seq. ID OJ990619_45.9C20.C11 
Strand 

End 14201 

Method GENS CAN 

End 14201 

Score .79 

6787, 7149. .7361, 



325. .518, 738. .947, 2312. .2699, 6605 
8162. .8977, 9114. .9506, 10578 10696, 107 94 .. 10932, 14127. .14201 



31461 
65095 
6'2b 

OJ990619_4 5 . 9C20 . Cll . o2 . tm 
2756 



Seq. ID OJ990619_45.9C20.C11 
Strand 

End 14201 

Method TBLASTX : Mai ze 

End 4907 



31425 



GI 


none 








Score 


94 


Exons 


2756. .2785, 


2838. 


.2927, 


2839. 


.2916, 3006.. 3110, 




3753. .3869, 


3758. 


.3877, 


3765. 


.3857, 4518.. 4655, 




4522 . .4659, 


4522. 


.4659, 


4761. 


.4907, 4762. .4899 


Seq. No. 


31461 








Seq. ID 


OJ990619 


Gene No. 


65095 








Strand 




Start. 


325 








End 


14201 


Name 


OJ990619 45 


.9C20. 


C11.02 


. ts 


Method 


TBLASTX: 


Start 


2869 ' 








End 


4886 


GI 


none 








Score 


62 , 


Exons 


2869. .2916, 


3006. 


.3110, 


3035. 


.3109, 37 


11. .3869, 




4477 . .4659, 


4518 . 


.4655, 


4762. 


.4884, 47 


64. .4886 


Seq. No. 


31461 








Seq. ID 


OJ990619^ 


Gene No. 


65095 








Strand 




Start 


325 








End 


14201 


Name 


OJ990619 45 


.9C20. 


Cll.o2 


.np 


Method 


AAT/NAP 


Start 


5602 








End 


8468 


GI 


3152559 








Score 


546 


Exons 


5602. .5649, 


6605. 


.6787, 


7149. 


.7361, 8162. .8468 



GI Descrip. (AC002986) Similarity to A. thaliana gene product F21M12.20, 



gb| AC000132, 
thaliana] 



EST gb|Z25651 comes from this gene. [Arabidopsis 



Seq. No. 31461 Seq. ID, 

Gene No. 65095 Strand 

Start 325 End 

Name OJ990619_45 . 9C20 . Cll . ol . tw Method 

Start 6641 End 

GI none Score 

Exons 6641.. 6787, 7146.. 7370, 7156.. 7368 



OJ990619_45. 9C20.C11 
14201 

TBLASTX: Wheat 

7370 

241 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31461 
65095 
325 

OJ990619_4 5. 9C20.Cll.ol. tc 

6653 

none 

6653. .6787, 7146. .7370, 7147. 
8206. .8367, 8213. .8380, 8213. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7374, 8156 
.8380, 8250 



OJ990619 45.9C20.C11 



14201 

TBLASTX: Cress 
8381 
249 

8185, 8157.. 8183, 
8381 



Seq. No. 31461 

Gene No. * 65095 

Start 325 

Name OJ990619_45 . 9C20 . Cll . ol . ts 

Start 6689 

GI none 

Exons 6689.. 6781, 7146 ; . .7370, 7147, 
8250. ..8378 



Seq. ID ' OJ990619_45. 9C20.C11 
Strand 

End 14201 

Method TBLASTX : Soybean 

End 8380 

Score 256 

.7374, 8156. .8185, 8213. .8380, 



Seq. No. 31461 Seq. ID 

Gene No. 650 95 Strand 

Start 325 End 

Name GJ 9906I9_4 5 . 9C20 .Cll . o4 . tm Method 

Start 7107 End 

GI none Score 



OJ990619_45. 9C20..C11 
14201 

TBLASTX: Maize 

7278 

98 



31426 




Exons 


7107 . . 7277, 


7137 


. 7277, 7138 


. 7278 








Seq. No. 


31461 






-Seq. ID 


OJ990619 


__45.9C20 


.Cll 


Gene No. 


65095 






Strand 








Start 


325 






End 


14201 






Name 


OJ990619 45 


. 9C20 


.Cll .ol . tm 


Method 


TBLASTX: 


Maize 




Start 


7278 • 






End. 


8499 






GI 


none 






Score 


107 






Exons 


7278. .7370, 


7284 


. .7370, 7285. 


.7374, 7285. .7377, 


8154. .'8201, 




• 8156. .8206, 


8194 


. . 8499, 8204 . 


.8497 








Seq. No. 


31461 






Seq. ID 


OJ990619 


_45. 9C20 


.Cll 


Gene No. 


65095 






Strand 








Start 


325 






End 


14201 






Name 


OJ990619 45 


. 9C20 


. Cll . o3 . tm 


Method 


TBLASTX : 


Mai ze 




Start 


8537 ~ 






End 


8753 






GI 


none 






Score 


136 






Exons 


8537 . .8752, 


8538 


..8753, 8553. 


.8732, 8554.. 8745 






Seq. No. 


31461 






Seq. ID 


OJ990619 


_45.9C20 


.Cll 


Gene No. 


65095 






Strand 


- 






Start 


325 






End 


14201 






Name 


OJ990619 45 


. 9C20 


.Cll.o5.gp 


Method 


AAT/GAP 






Start. 


9352 ~ 




End 


12377 






GI 


none 






Score 


912 






Exons 


9352 . . 9506, 


10577. .10696, 10794 .. 10932 , 


12269. . 


12377 




Seq. No. 


31462 






Seq. ID- 


OJ990619 


__45. 9C20 


C15 


Gene No. 


65096 






Strand 








Start 


170 






End 


331 






Name 


OJ990619 45 


. 9C20 


C15.ol.gs 


Method 


GENSCAN 






Start 


170 ~ 






End 


331 






GI 


none 






Score 


.63 






Exons 


170. .331 














Seq. No. 


31463 






Seq. ID 


OJ990619 


_41. 9C17, 


CI 


Gene No. 


65097 






Strand 


+ 






Start 


68 






End 


851 






Name 


OJ990619 41 


9C17. 


CI .ol .gs 


Method 


GENSCAN 






Start 


68 






End 


851 






GI 


none 






Score 


.43 






Exons 


.68. .851 














Seq. No. 


31463 






Seq. ID 


CJ990619_ 


_41.9C17. 


CI 


Gene No. 


65098 






Strand 


+ 






Start 


1330 






End 


8346 






Name 


OJ990619 41. 


9C17. 


Cl.o2.gs 


Method 


GENSCAN 






Start 


1330 




End 


7424 






GI 


none-. 






Score 


.42 






Exons 


1330 . .'1476, 


1998. 


.2201, 2834. 


.2876, 3115.. 3239, 


3612. .3653, 




4168 . .4949, 


5028. 


.5398, 5503. 


.6690, 6871.. 7424 






Seq. No. 


31463 






Seq. ID 


OJ990619_ 


_41.9C17. 


CI 


Gene No. 


65098 






Strand 


+ 






Star L 


1330 






End 


8346 






Name 


OJ990619 41. 


9C17. 


Cl.ol.np 


Method 


AAT/NAP 






Start 


2852 






End 


7403 







31427 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



S€q. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



4680203 Score 3029 

2852. .2875, 4174. .5765, 5919. .6149, 6426. .7403 
(AF114171) TNP2-like protein [Sorghum bicolor] 



31463 Seq. ID 

65098 , Strand 
1330 End 
OJ990619_41.9C17.Cl.ol.gp ' Method • 
3680 End 
2310235 Score 

3680. .3717, 4168. .4307, 5281. .5301 

5852182/emb|CAB55420.1| 9.0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] 



OJ990619_41.9C17.C1 
+ 

8346 
AAT/GAP 
5301 
299 



31463 Seq. ID 

65098 Strand 
1330 End 
OJ990 619_4 1 . 9C17 . CI . o2 . gp Method 
4176 End 
342_1.R1084 Score 

4176. .7495, 7640. .7661, 7739. .8263 

'4574406/gb | AAD24 042 . 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



OJ990619_41.9C17.C1 
+ 

8346 
AAT/GAP 
8263 
6519 



31463 Seq. ID 

65098 Strand 
1330- " End 

OJ990619_4 1 . 9C17 . CI . o4 . gp Method 
417 6 End 
342_1.R1084 Score 

4176. .7495, 7640. .7661, 7739. .8178 

f 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



OJ990619_41.9C17.C1 
+ 

8346 
AAT/GAP 
8178 
6389 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI. Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 



31463 Seq. ID. 

65098 Strand 

1330 End 

OJ990619_41. 9C17.Cl.o3.gp Method 

4176 End 

342 1.R1084 Score 



OJ990619_41.9C17.C1 
+ 

8346 
-AAT/GAP 
8216 
6449 



4176. .7495, 7640. .7661, 7739. .8216 

M57.4406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein.. [Oryza. 
sativa] ' 



31463 Seq. ID 

65098 Strand 
1330 End 
OJ990619_4 1 . 9C17 . CI . 06 . gp Method 
4257 End 
342_1.R1084 Score 

4257. .7495, 7640. .7661, 7739. .8346 

T 4574406/gb| AAD24 042 . 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



OJ990619_41. 9C17.C1 
+ 

8346 
AAT/GAP 
8346 
6533 



Gene No. 
Start 



65098 
1330 



Seq. ID OJ990619_41. 9C17.C1 
Strand + 
End 8346 



31428 




Name 


OJ990619 41 


. 9C17 


.Cl.o5. 


gp 


Method 


AAT/GAP 


Start 


4259 ■ 








End 


8346 


GI 


342 1 


.R1084 








Score 


6529 


Exons 


4259. 


.7495, 


7640 


. .7661, 


7739. 


.8346 




GI Descrip. 


'4574406/gb|AAD24042.1| 


0.0e+00 (AF121139) RIM2 protein [Or 




sativa] 1 












Seq. No. 


31463 










Seq. ID 


OJ990619_41.9C17.C1 


Gene No. 


65098 










Strand 


+ 


Start 


1330 










End 


8346 


Name 


OJ990619 41 


. 9C17 


.Cl.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


4482 










End 


4870 


GI 


none 










Score 


98 


Exons 


4482. 


.4604, 


4519 


. . 4 626, 


4609 . 


.4860, 4617. .4859, 4619. .4870 


Seq. No. 


31463 










Seq. ID 


OJ990619_41. 9C17.C1 


Gene No. 


65098 










Strand 


+ 


Start 


1330 










End 


8346 


Name 


OJ990619 41 


. 9C17 


Cl.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


4791 










End 


5220 


GI 


none 










Score 


93 


Exons 


4791. 


.4874, 


47 92 , 


48 66 




.5207, 4957. .5220 


Seq. No. 


31463 










Seq. ID 


OJ990619_41.9C17.C1 


Gene No. 


65098 










Strand 


+ 


Start 


1330 










End 


8346 


Name 


OJ990619 41 


.9C17. 


Cl.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


4953 










End 


5301 


GI 


none 










Score 


306 


Exons 


4953. 


5105, 


4 960 


■ ~J J \J X f 


^1 4 R 


.5297 




Seq. No. 


31463 










Seq. ID 


OJ990619_41.9C17.C1 


Gene No. 


65098 










Strand 


+ 


Start 


1330 










End 


8346 


Name 


OJ990619 41 


9C17 . 


CI . ol . 


tm 


Method 


TBLASTX: Maize 


Start 


4960 










End 


5348 


GI 


none 










Score 


57 


Exons 


4960. . 


5049, 


5065. 


.5346, 


5088. 


.5348 




Seq. No. 


31463 










Seq. ID 


OJ990619_41. 9C17.C1 


Gene No. 


65098 










Strand 


+ 


Start 


1330 










End 


8346 


Name 


OJ9906 


>19_41. 


9C17 . 


CI . o2 . 


t w 


Method 


TBLASTX: Wheat 


Start 


5089 










End 


5512 


GI 


none 










Score 


72 


Exons 


5089. . 


5142, 


5097. 


.5141, 


5143. 


.5247, 5154. .5243, 5251. .5349, 




5256. . 


5348, 


5259. 


.5351, 


5329. 


.5487, 5351. .5488, 5352. .5480, 




5478. . 


5507, 


5486. 


.5512 








Seq. No. 


31463 










Seq. ID 


OJ990619_41. 9C17.C1 


Gene No. 


65098 










Strand 


+ 


Start 


1330 










End 


8346 


Name 


OJ990619 41. 


9C17. 


Cl.o4 . 


tw 


Method 


TBLASTX: Wheat 


Start 


5645 










End 


6031 


GI 


none 










Score 


51 


Exons 


5645. . 


5671, 


5646. 


.5684, 


5670. 


5912, 5690.. 5872, 5945.. 6031, 



5946. .6029 



31429 




Con Mn 
o fc2 q . IN O . 


jl'tDJ 






Seq. ID 


OJ990619_41.9C17.C1 


Gene No. 


65098 






Strand 


+ 


Start 


1330 






End 


8346 


LN CHUG 


Pj,TQQ061 Q 41 


Qpl 7 


PI r\ 1 1-1*7 


Method 


TBLASTX: Wheat 


C •(- -3 


60 79 ~~ 






End 


7343 




none 






Score 


907 


DAUi 1 0 


6079 6Q74 


6077 

.DU J J 


69R0 6Q41 


.6988, 6945. .6989,. 6992. .7054 




6996 70^ 
\j y \j * . i \j -j -j f 


7074 


7174 7 0 7 S 

. . / X f 4 , / U J J • 


.7163, 7065. .7181-', 7188.. 7268 




70c; 7 7^47 










Seq. No. 


31463 






Seq. ID 


OJ990619_41.9C17.C1 




6so 9ft 

O J U -7 O 






St rand 

J Ll Gil 1 \JL 


+ 


O Lai L 


i 770 






End 


ft 74 6 

O J4 U 


Name 


D.T990 61 9 41 


9P1 7 


PI r»9 f-m 


L JtS L11UU 


1 DLirlO 1 /\ • L id lie 


O Lai L 


607 S ~~ 






End 


67ft 9 


P,T 


none 






S core 


299 




607S 67ft9 


60 99 

UU JL 


6761 61 RQ 


67ft 9 

1 U JO J 




Seq. No. 


31463 






Seq. ID 


OJ990619_41.9C17.C1 


UCllC LNU . 


6 SOQP 






Strand 


+ 




IjjU 






End 


ft 74 6 

O J 1 u 


Name 


p, 7Q 90 61 9 4 1 


QP1 7 

. J7L, X / 


PI r\ 1 -h ^ 
L.1 .Ol . LC 


ric LHUU 


TRT A CITY * Pr-*3 c; c? 


O Lcix U 


non — 

DjZU 






r nr ] 


67 67 


ox 


none 








1 07 
x u / 


TP \* s~\t~i c? " 
JjAUIIo 


6790 64 7 ^ 


67 90 


67 67 6794 
. 0 / Dj, 0jZ4 . 


67 67 




Seq. No. 


31464 






Seq. ID 


OJ990619_41.9C17.C2 


Gene No. 


65099 






Strand 


+ 




108 






End 


4915 


Name 


OJ990619 41 


. 9C17. 


C2.ol.gs 


Method 


GENSCAN 


Of a r-+- 
O Ldx L 


108 






End 


4874 


(IT 
ox 


none 






Score 


.74 


IT 1 v /-\ r\ o 


108. .244, 1280. .2635, 2731. .2 


872, 2922 


..3831, 4213.. 4323, 




4408. .4480, 


4583. 


.4681, 4761. 


.4874 




Seq. No. 


31464 






Seq. ID 


OJ990619_41.9C17.C2 


Gene No. 


65099 






Strand 


+ 


Qf arf 
i_> L. d X L. 


108 






End 


4915 


Name 


OJ990619 41 


. 9C17. 


C2.ol.np 


Method 


AAT/NAP 


Qf a r f 

OLal L 


1199 






End 


4915 


O X 


4680.204 . 






Score 


1006 ... -_. 




1199. .2635, 


•2731. 


.3868, 3980. 


.4116, 4213. .4432, 4791. .4915. 


PT Hdcpti r^i 
OX UcoLIlLj. 


(AF114171) hypothetical protein [Sorgh 


am bicolor] 


Seq. No. 


31464 






Seq. ID 


OJ990619_41. 9C17.C2 


(Z a n o KTi^i 


65100 






Strand 




uLdlL 


3266- 






End 


3731 


Name 


OJ990619 41 


9C17. 


C2.ol . tw 


Method 


TBLASTX: Wheat 


Of a vf- 
OLdlC 


1842 






End 


2245 


GI 


none 






Score 


221 


Exons 


1842. . 1958, 


1844. 


.2080, 1844. 


.2038, 1945.. 2112, 2075.. 2245 


Seq. No. 


31464 






Seq. ID 


OJ990619_41.9C17.C2 


Ciene No . 


65100 






Strand 




Start 


3266 






End 


3731 


Name 


OJ990619 41. 


9C17. 


C2.o2.tw 


Method 


TBLASTX: Wheat 



31430 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name * 
Start 
GI 

Exons 

Seq. No. ; 

Gene No. 

Start 

Name 

Start 

GI 



Seq. No. 



2246 - End 2943 

none Score 70 

2246. .2326, 2566. .2637, 2567. .2641, 2724. .2798, 2725. .2943 



Seq. ID OJ990619_41.9C17.C2 
Strand 

End . 3731 

Method AAT/GAP 
End ■; , 3731 
Score ' 84 4 



31464 
65100 
3266 

OJ990619_41. 9C17 .C2.ol.gp 
3266 

uC-osflcypl76fl0bl ' 
3266. .3731 

, 6041757/gb|AC011806.1 IAC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence ' 



31464 
65101 
3758 

OJ990619_41. 9C17 .C2.o3.tw 

3758 

none 



Seq. ID OJ990619_41. 9C17.C2 
Strand 

End 4282 

Method TBLASTX : Wheat 

End 4282 

Score 61 



3758. .3838, 3929. .4111, 3979. .4104, 4211. .4282 



31465 
65102 
780 

OJ990619_41. 9C17.C3.ol . gs 

780 

none 

780. .869 



Seq. ID OJ990619_41.9C17.C3 

Strand 

End 869 

Method GENSCAN 

End 869 

Score .52 



31466 
65103 
1 

OJ990619_41. 9C17 ,C4 .ol.np 
1 

5902445 
1. .589 

(AB030283) GAG-POL precursor [Oryza sativa] 



Seq. ID OJ990619_41. 9C17.C4 

Strand + 

End 589 

Method AAT/NAP 

End 58 9 

Score 930 



31466 
65103 
1 

OJ990619_41. 9C17 .C4 .o2.tw 
1 

none 

1..219, 6. .191, 37. .192 

31466 
65103 
1 

OJ990 619^41 . 9C17 .C4 .ol.tw 

231 

none 



Seq. ID OJ990619_41.9C17.C4 

Strand + 

End- 58 9 . 

Method TBLASTX : Wheat 

End 219 

Score 225 



Seq. ID OJ990619_41.9C17.C4 

Strand + 

End 589 

Method TBLASTX : Wheat 

End 587 

Score 221 



231. .434, 269. .446, 4fc>4..586, 465. .587 

31467 Seq. ID OJ990619_41 . 9C17 . C5 



31431 



Gene No. 65104 Strand 

Start 420 End 

Name OJ990619_41 . 9C17 . C5 . ol . tc Method 

Start 245 End 

GI none Score 

Exons 245. .322, 246. .323, 261. .326, 450. .887, 

456. .884, 487. .888 



1568 

TBLASTX: Cress 

888 

100 

454. .888, 455. .676, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31467 Seq. ID OJ99061 9_4 1 . 9C17 . C5 

65104 Strand 

420 End 1568 

OJ990619_41 . 9C17 . C5 . ol . gp Method AAT/GAP 

416 End 832 

LIB3431-040-P1-K2-C1 Score 684 

416. .832 

' 114521/ sp I PI 2084 | ATPA_ORYSA 6.0e-53 ATP SYNTHASE ALPHA CHAIN 

>gi_67827_pir PWRZA H+-transporting ATP synthase (EC 3.6.1.34) 

alpha chain - rice chloroplast >gi_1197 9_emb_CAA33993_ (X15901) 

ATPase alpha subunit [Oryza sativa] >gi_22 6696_prf 1603356X 

ATPase alpha [Oryza sativa] 1 



Seq. No. 31467 

Gene No. 65104 

Start 420 

Name OJ990619_41v9G17.C5.ol. 
Start " 420 

GI none 

Exons 420.. 1069, 1154.. 1301 



gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990619_41.9C17.C5 

1568 
GENSCAN 
1301 
.78 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31467 Seq. ID OJ99061 9_4 1 . 9C17 . C5 

65104 Strand 

420 End 1568 

OJ990619_41. 9C17 .C5.ol.np Method AAT/NAP 

447 End 1568 

114521 Score 1262 

447. .1309, 1514. .1568 

ATP SYNTHASE ALPHA CHAIN gi | 67 827 | pir | | PWRZA H+-transporting ATP 
synthase (EC 3.6.1.34) alpha chain - rice chloroplast 
gi|11979|emb|CAA33993| (X15901) ATPase alpha . subunit [Oryza 
sativa] gi | 226696 | prf | | 1603356X ATPase alpha [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31467 . . . 

65104 

420 

OJ990619_41. 9C17.C5.ol.ts 

450 

none 

450. .890, 450. .944, 487. .942 



Seq. ID OJ990619_41. 9C17.C5 

Strand - 

End 1568 

Method TBLASTX : Soybean 

End 94 4 

Score 373 



Seq. No. 
Gene No. 
Start 
Name 
Start 

t 

Exons 



31467 
65104 
420 

OJ990619_41. 9C17.C5.o2.tc 

888 

none 

888. .1133, 889. .1131 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990619_41.9C17.C5 

1568 

TBLASTX: Cress 

1133 

327 



31432 




Seq. No. 


31468 


Seq. ID 


OJ990619_ 


41.9C17 


.C6 


Gene No. 


65105 


Strand 


+ 






Start 


78 


End 


18 6 






Name 












Start 


78 ~~ 


End 


18 6 






GI 


none 










Exons 


. 78 . . 186 










Q prr No 


314 69 


Seq. ID 


OJ990619_ 


41 Qfl 7 


• ^ o 


Gene No. 


65106 


Strand 








Start 


374 


End 


9723 






Name 


OJ990619 41.9C17.C8.ol.gs 


Method 


GENSCAN 






Start 


374 


End 


8907 






GI 


none 


Score 


.44 






Exons 


374..56S, 653. .745, 840. .921, 


1202. .1453, 1539. . 


2109, 






3119. .3806, 3897. .4020, 4046. 


.4101, 4 


691. .5044, 


5767. .8 


907 



Seq. No. 


31469 






Seq. ID 


OJ99061 


Gene No. 


65106 






Strand 




Start 


374 






End 


9723 


Name 


OJ990619 41 


.9C17 


.C8 .o2 .np 


Method 


AAT/NAP 


Start 


5854 






End 


9723 


GI 


4680203 






Score 


1694 


Exons 


5854. .6705, 


6982 


..7206, 7363. 


.9084, 9656..9723 


GI Descrip. 


(AF114171) 


TNP2- 


like protein 


[Sorghum 


bicolor] 


Seq. No. 


31469 






Seq. ID 


OJ99061 


Gene No. 


65106 






Strand 




Start 


374 






' End 


9723 


Name 


OJ990619 41 


.9C17 


.C8 .o3.ts 


Method 


TBLASTX 


Start 


5899 






End 


6111 


GI 


none 






Score 


90 


Exons 


5899. .6111, 


5953 


. . 6111 







Seq. No. 


31469 








Seq. ID 


OJ990619_41.9C17.C8 


Gene No. 


65106 








Strand 




Start 


374 








End 


9723 


Name 


OJ990619 41 


. 9C17 


.C8.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


5959 








End 


7092 


GI 


none 








Score 


64 


Exons 


5959. . 6060, 


5966 


.6058, 


6062. 


.6181, 6091. .6192, 6169. .6357 




6185. . 6367, 


6376 


.7092, 


6464. 


.7039 




Seq. No. 


31469 








Seq. ID 


OJ990619_41.9C17 ,C8 


Gene No. 


65106 








Strand 




Start 


374 








End 


9723 


Name 


OJ990619 41 


. 9C17 


C8.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


6193 








End 


6483 


GI 


none 








Score 


112 


Exons 


6193. .6300, 


6194 


.6301, 


6313. 


.6483, 6319. .6435 



Seq. No. 31469 Seq. ID OJ990619_4 1 . 9C17 . C8 

Gene No. 65106 Strand - * 

Start 374 End 9723 

Name GJ9906I9_4I. 9C17 .C8.ol.tc Method TBLASTX : Cress 

Start 6376 End 6801 

GI none Score 134 



31433 




Exons 


6376. . 6801, 


6464 


. . 6793 


Seq. No. 


31469 






Gene No. 


65106 






Start 


374 






Name 


OJ990619 41 


. 9C17 


. C8 . ol . 


Start 


6733 ~ 






GI 


none 






Exons 


6733. .7047, 


6734 


..7048, 


Seq. No. 


31469 






Gene No. 


65106 






Start 


374 






Name 


OJ9-90619 41 


. 9C17 


.C8.o2. 


Start 


7621 






GI 


none 






Exons 


7621. .7710, 


7625 


. .7714, 




7906. .7995, 


7907 


. .7999, 




Seq. ID OJ990619_41. 9C17 .C8 
Strand 

End 9723 

tm Method TBLASTX : Maize 

End 7116 

/Score .273 
6923". .7048, 7048.. 7116 

Seq. ID OJ990619_41. 9C17 .C8 
Strand 

End 9723 
tm Method TBLASTX : Maize 

End 8106 

Score 74 
7714. .7761, 7762. .7809, 7803. .7838, 
8002.. 8106, 8003.. 8098 



Seq. No. 31469 

Gene No. 65106 

Start 374 

Name OJ990619_41 . 9C17 . C8 . o3 . tw 

Start 7672 

GI none 

Exons 7672.. 7710, 7720.. 7818, 7736. 
7966.. 8007 



Seq. ID OJ990619_41.9C17.C8 
Strand 

End 9723 
Method TBLASTX : Wheat 
End .. 8007 : . 

Score 57 

.7807, 7864. .7962, 7871. .7960, 



Seq. No. 31469 

Gene No. 65106 

Start 374 

Name OJ99061 9_4 1 . 9C17 . C8 . o2 . tc 

Start 7912 

GI none 

Exons 7912. .8244, 7967. .8074, 8108, 

Seq. No. 31469 

Gene -No. . 65106 

Start 374 

Name OJ990 619_41 . 9C17 . C8 .o2 . ts 

Start 7993 

GI . ' none 

Exons . 79931.8268, 7994.. 8233 

Seq. No. 31469 

Gene No. 65106 

Start 374 

Name OJ990 61 9_4 1 . 9C17 . C8 . o2 . tw 

Start ■ 8008 

GI none 

Exons 8008.. 8133, 8009.. 8116, 8137. 
8311. .8601- . 



Seq. ID OJ990619_41.9C17.C8 
Strand 

End 9723 

Method TBLASTX: Cress 

End 8244 

Score 82 
.8158 

Seq. ID OJ990619_41. 9C17 .C8 
Strand 

End 9723 . 

Method TBLASTX: Soybean 

End 8268 

Score 130 



Seq. ID OJ990619_41.9C17.C8 
Strand 

End 9723 

Method TBLASTX : Wheat 

End 8601-, 

Score 69 

.8253, 8152. .8250, 8309. .8599, 



Seq. No. 

Start 
Name 



31469 



374 



OJ990619 41.9C17.C8.ol.ts 



Seq. ID OJ990619_41. 9C17.C8 
Strand 

End 9723 

Method TBLASTX : Soybean 



31434 



Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 

Name . - 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8311 
none 

8311. .8583, 8318. .8566 

31470 
65107 
875- 

•OJ990619_41.9C17.C9.ol.gs 

875 

none 

875. .992, 1319. .1476 



End 
Score 



8583 
101 



Seq. ID OJ990619_41.9C17.C9 

Strand + 

End- 1476 

Method GENSCAN 

End r4 7 6 

Score .73 



31470 
65108 
2790 

OJ990619_41.9C17.C9.ol.np 
2790 
6721547 
2790. .2874, 6178. .6219 

(AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 



Seq. ID OJ990619_41.9C17.C9 

Strand + 

End 6219 

Method AAT/NAP 

End 6219 

Score 84 



31470 
65108 
2790 

OJ990619_41. 9C17.C9.o2.gs 

4578 

none 

4578. .5168, 5631. .6027 

31470 
65108 
2790 

OJ990619_41. 9C17.C9.o3.np 

4829 

2746847 



Seq. ID OJ990619_41. 9C17.C9 

Strand + 

End 6219 

Method GENS CAN 

End 6027 

Score .52 



Seq. ID OJ990619_41.9C17.C9 

Strand + 

End 6219 

Method AAT/NAP 

End 6219 

Score 476 



4829. .5054, 5313. .5527, 5631. .6219 

(AF040649) contains similarity to helicases [Caenorhabditis 
elegans] 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



31470 
65109 
4541 - 

OJ990619_41. 9C17.C9.o2.tm 

3873 
none 

3873. .4133, 3879. .3959 

31470 . 

65109 

4541 

OJ990619_41. 9C17.C9.o3.tw 

3879 

none 

3879. .4145, 3943. .4137 

31470 
65109 



Seq. ID OJ990619_41.9C17.C9 
Strand 

End 6219 . - .' 

Method TBLASTX: Maize 

End 4133 

Score 58 



Seq. ID OJ990619_41.9C17.C9 
Strand 

End 6219 

Method TBLASTX : Wheat 

End 4145 

Score 68 



Seq. ID OJ990619_41. 9C17.C9 
Strand 



31435 



Start 


4541 








End 


6219 




Name 


OJ990619 41 


. 9C17 


.C9.ol 


tm 


Method 


TBLASTX: Maize 




Start 


4518 ~~ 








End 


4811 




GI 


none 








Score 


77 




Exons 


4518 . .4790, 


4534 


. .4632, 


4538 . 


.4810, 4539. .4811 




Seq. No. 


31470 








Seq. ID 


OJ990619_41.9C17 


.C9 


Gene No. 


65109 








Strand 






Start 


4 541/ 








End 


6219 




Name 


OJ990619 41 


.9C17 


.C9.o2. 


np 


Method 


AAT/NAP 




Start 


4541 








End 


6219 




GI 


1171579 








Score 


259 




Exons 


4541. .4799, 


6197 


. .6219 










GI Descrip. 


(X95342) cytochrome P450 [Nicotiana tabacum] 




Seq. No. 


31470 








Seq. ID 


OJ990619_41.9C17 


.C9 


Gene No. 


65109 








Strand 






Start 


4541 








FnH 

ULIKJL 


VJ J. Z> 




Name 


OJ990619 41 


. 9C17 


.C9.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


4544 








End 


4811 




GI 


none 








Score 


198 




Exons 


4544. .4810, 


4548 


. .4811 










Seq. No. 


31470 








Seq. ID 


OJ990619_41.9C17 


.C9 


Gene No. 


65109 








Strand 






Start 


4 541 








End 


6219 




Name 


OJ990619 41 


. 9C17 


.C9.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


4586 








End 


4811 




GI 


none 








Score 


126 




Exons 


4586. .4810, 


4590 


. . 4811 










Seq. No. 


31470 








Seq. ID 


OJ990619_41. 9C17 


.C9 


Gene No. 


65109 








Strand 






Start 


4541 








End 


6219 




Name 


OJ990619 41 


. 9C17 


C9.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


4587 








End 


4810 




GI 


■ none 








Score 


119 




Exons 


4587. .4793, 


4595 


.4810 










Seq. No. 


31470 








Seq. ID 


OJ990619_41. 9C17 


C9 


Gene No. 


65109 








Strand 






Start. 


4 5"41 








End 


6219 




Name 


OJ990619 41 


. 9C17. 


C9.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


5627 








End: 


5975 




GI 


none 








Score 


69 




Exons 


5627. .5824, 


5654. 


.5929, 


5655. 


.5975, 5685.. 5975 




Seq. No. 


31470 








Seq. ID 


OJ990619__41.9C17. 


C9 


Gene No. 


65109 




*} 




Strand 






Start 


4541 








End 


6219 




Name 


OJ990619 41 


9C17. 


C9.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


5667 








End 


6011 




GI 


none 








Score 


135 




Exons 


5667. .5852, 


5847. 


.6011 










Seq. No. 


31471 








Seq. ID 


OJ990619_41.9C17. 


CIO 


Gene No. 


65110 








Strand 


+ 





31436 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2203 End 7865 

OJ990619_41. 9C17.C10.o3.np Method AAT/NAP 

2203 End 2660 

82484 Score 711 
2203. .2660 

hypothetical protein 1 - rice gi | 20382 | emb | CAA29825 | (X06611) 
put. ORF 2 [Oryza sativa] 



31471 
65110 
2203 

OJ990619_41. 9C17.C10.ol.gs 

2397 

none 



Seq. ID OJ990619_41.9C17.C10 

Strand + 

End 7865 

Method GENSCAN 

End 7865 

Score .65 



2397. .2654, 4903. .5826, 5973. .6642, 6716. .6855, 6977. .7166, 
7238. .7342, 7414. .7865 



Seq. No. 31471 
Gene No. 65110 
Start 2203 

Name OJ990619_4 1 . 9C17 . C10 . o4 . np 

Start 4942 
GI 6691716 

Exons 4942.. 5826, 6024.. 6202, 

6977. .7076, 7226. .7342, 

GI Descrip. (AP000492) hypothetical 
gi I 6691717 |dbj IBAA8 9397 
[Oryza sativa] 



6284 
7414 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990619_ 
+ 

7865 
AAT/NAP 
7862 
2466 



41.9C17.C10 



6466. .6642, 6716. .6902, 



6389, 
7 8 62 

protein [Oryza sativa] 
1| (AP000570) hypothetical protein 



Seq. No. 


31471 


Seq. ID 


OJ990619_41.9C17.C10 


Gene No. 


65111 


Strand 




Start 


549 


End 


1165 


Name 


OJ990619 41.9C17.C10 


. ol.np Method 


AAT/NAP 


Start 


549 


End 


1165 


GI 


5852179 


Score 


344 


Exons 


549. .614, 856. .1165 






GI Descrip. 


(AL117265) zhb0009.1 


[Oryza sativa] 




Seq. No. 


31471 


Seq. ID 


OJ990619_41 . 9C17 .C10 


Gene No. 


65112 


Strand 




Start 


1643 


End 


1897 


Name 


OJ990619 41.9C17.C10 


o2 . np Method 


AAT/NAP 


Start 


1643 


End 


1897 


GI 


82486 


Score 


437 


Exons 


1643. .1897 






GI Descrip. 


hypothetical protein 


3 - rice gi 120381 


|emb|CAA29824 | (X0 6611) 



put. ORF 1 [Oryza sativa] 



Seq. No. 31471 Seq. ID 

Gene No. 65113 * Strand 

Start 8191 End 

Name OJ990619_41 . 9C17 . C10 . o2 . gs Method 

Start 8191 End 

GI none Score 
_xons 



OJ990619_41.9C17.C10 

14301 
GENSCAN 
14301 
.58 



8191. .92 64, 94 90. .1034 4, 104 30. .10606, 10618. .11272, 
11369. .12657, 12724 .. 13260, 13339 .. 134 52, 13618. .14301 



31437 



OJ990619 41.9C17.C10 



Seq. No. 31471 Seq. ID _ 

Gene No. 65113 Strand 

Start 8191 End ' 14301 

Name OJ990619_41 . 9C17 . CIO . o5 . np Method AAT/NAP 

Start 8227 End 14301 

GI 5922631 Score 6645 

Exons 8227. .10754, 11361 .. 12284 , 124 11 .. 12570, 12613 .. 1317 6, 

13222. .13424, 13674 .. 13918 , 14177.. 14301 
GI Descrip.' (AP000.492) ESTs C26347 (C12145 ) , AU078074 (C12145 ) correspond to a 

region of the "predicted gene.; similar to prpol; Zea mays 

retrotransposon Cinful-1. (AF049110) [Oryza sativa] 

gi I 6016864 |dbj IBAA85207. 1 1 (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 


31471 








Seq. ID 


OJ990619_41.9C17.C10 


Gene No. 


65114 








Strand 




Start 


14 734 








End 


15185 


Name 




QP1 7 


P1 fi nQ 


• L W 


Method 


TBLASTX : Wheat 


Start 


*J \J U t. 








End 


5352 


GI 


none 








Score 


212 




JU U^. • • -J O -J i 


S944 

•J C. H *i • 


. j jij 








Seq. No. 


31471 








Seq. ID 


OJ990 6i9_41. 9C17.C10 


Gene No. 


65114 








Strand 




Start 


14734 








End 


15185 


Name 


O.TQQn 61 Q 41 


QP1 7 


PI 0 n4 


. L W 


Method 


TBLASTX: Wheat 


O U d J- u 


fi?n? ~~ 








End 


8817 












Score 


83 


TT von <^ 


ft?fH R^4D 


ft 


ft 4 ft 4 

. 0 104/ 


ft R^Q 


.8817, 8555. .8662, 8711. .8797 


Seq. No. 


31471 








Seq. ID 


OJ990619_41.9C17.C10 


Gene No. 


65114 








Strand 




Start 


14734 








End 


15185 


Name 


OJ990619 41 


9C17. 


C10.O4 


. tm 


Method 


TBLASTX: Maize 


Start 


8240 








End 


8475 


GI 


none 








Score 


104 


Exons' 


8240. .8344, 


8242. 


. 8343, 


8323. 


.8475 




Seq. No. 


31471 








Seq. ID 


OJ990619_41.9C17.C10 


Gene No. 


65114 








Strand 




Start 


14734 








End 


15185 


Name 


OJ990619 41. 


9C17. 


C10.o5 


. tm 


Method 


TBLASTX: Maize 


Start 


8587 








End 


8860 


GI 


none 








Score 


54 


Exons 


8587. .8673, 


8683. 


.8766, 


8696. 


.8770, 8753. .8860, 8761. .8859 


Seq. No. - 


31471 








Seq. ID 


OJ990619_41.9C17.C10 


Gene No. 


65114 








Strand 




Start 


14734 








End 


15185 


Name 


OJ990619 41. 


9C17. 


C10.o3 


tw 


Method 


TBLASTX: Wheat 


Start 


8932 








End 


9319 


GI 


none 








Score 


100 


Exons 


6932. . 9123, 


8932. 


. 9318, 


*9008. 


. 9319 




Seq. No. 


31471 








Seq. ID 


OJ990619_41.9C17.C10 



31438 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



65114 Strand 

14734 End 

OJ990619_4 1 . 9C17 . CIO . ol . tm Method 

8962 End 

none Score 



15185 

TBLASTX: Maize 

9325 

67 



8962. .9009, 8963. .9010, 8981. .9316, 9001. .9324, 9014. .9325 



Seq. No. 31471. *" 

Gene No. 65114 

Start 14734 

Name OJ990619_41 . 9C17 .C10 . olO . tw 

Start 9322 

GI none 

Exons 9322.. 9462, 9475.. 9621 

Seq. No. 31471 

Gene No. 65114 

Start 14734 

Name OJ990619_4 1 . 9C17 . C10 . o5 . tw 

Start 9646 

GI none 

Exons 9646.. 10059, 9647.. 10051 

Seq. No. 31471 

Gene No. 65114 

Start 14734 

Name OJ990619_4 1 . 9C17 . C10 . o2 . ts 

Start 9682 

GI none 

Exons 9682. .9924, 9683 10060, 9964 , 



Seq. ID OJ99.0619_41.9C17. C10 

Strand - 

End 151&5. 

Method TBLASTX : Wheat 

End 9621 

Score 137 



Seq. ID OJ990619_41.9C17.C10 
Strand 

End 15185 

Method TBLASTX : Wheat 

End 10059 

Score 261 



Seq. ID OJ990619_41.9C17.C10 
Strand 

End 15185 

Method TBLASTX : Soybean 

End 10068 

Score 147 

. 10068 



Seq. No. 31471 

Gene No. 65114 

Start 14734 

Name OJ990619_4 1 . 9C17 . C10 . 06 . tw 

Start 10096 

GI none 

Exons " 10096. .10524, 10097.. 10525 



Seq. No, 
Gene No. 
Start 
Name 
Start • 
GI 

Exons 



31471 
65114 

14734 " 
OJ990619_41.9C17.C10.o3. tm 

10183 
none 



Seq. ID OJ990619_41 . 9C17.C10 
Strand 

End 15185 

Method TBLASTX : Wheat 

End 10525 

Score 155 



Seq. ID OJ990619_41.9C17.C10 
Strand 

End * 15185 - - - 

Method * TBLASTX: Maize 



End 
Score 



10627 
79 



10183. .10209, 10207. .10350, 10220 .. 10351 , 10372 .. 1062 6, 
10373. .10627 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



Seq. No. 



31471 
65114 
14734 

OJ990619_41.9C17.C10.ol.ts 

10294 

none 

10294 .. 10695, 10535 .. 106'/ b 
31471 



Seq. ID OJ990619_41.9C17.C10 
Strand 

End 15185 

Method TBLASTX : Soybean 

End 10695 

Score 123 



Seq. ID OJ990619_41.9C17.C10 



31439 



Gene No. 


65114 






Strand 






Start 


14734 






End 


15185 




Name 


OJ990619 41.9C17.C10 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


10570 






End 


10989 




GI 


none 






Score 


236 




Exons 


10570. 


.10989, 10571. 


. 10987, 


10765. .10989 




Seq. No. 


31471 






Seq. ID 


OJ990619_41. 9C17 


.C10 


Gene No. 


65114 






Strand 






Start 


14734 






End 


15185 




Name 


OJ9906 


19_41.9C17.C10 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


10858 






End 


11214 




GI 


none 






Score 


204 




Exons 


10858. 


.11214, 10868. 


11173 








Seq. No. 


31471 






Seq. ID 


OJ990619_41. 9C17 


.C10 


Gene No. 


65114 






Strand 






Start 


14734 






End 


15185 




Name 


OJ990619 41.9C17.C10 


o3 . ts 


Method 


TBLASTX : Soybean 




Start 


10939 






End 


11304 




GI 


none 






Score 


138 




Exons 


10939. 


.11073, 11080. 


11304 








Seq. No. 


31471 






Seq. ID 


OJ990619_41. 9C17 


C10 


Gene No. 


- 65114 






Strand' 






Start 


14734 






End 


15185 




Name 


OJ990619 41.9C17.C10, 


08 . tw 


Method 


TBLASTX: Wheat 




Start 


10990 






End 


11223 




GI 


none 






Score 


124 




Exons 


10990. 


.11202, 10990.. 


11223, 


10991. . 11203 




Seq. No. 


31471 






Seq. ID 


OJ990619_41. 9C17 


C10 


Gene No. 


65114 






Strand 






Start 


14734 






End 


15185 




Name 


OJ9906 


19_41.9C17.C10. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


11224 






End 


12021 




GI 


none 






Score 


122 




Exons 


11224 . 


.11517, 11228.. 


11389, 


11564. .118 


00, 11566. .11802, 






11845. 


.12021 










Seq. No. 


31471 






Seq. ID 


OJ990619_41.9C17. 


C10 


Gene No. 


65114 






'■ Strand 






Start 


14734 






End 


15185 




Name 


OJ990619 41.9C17.C10. 


06 . tm 


Method 


TBLASTX: Maize 




Start 


11536 






End 


11713 




GI 


none 






Score 


114 




Exons 


11536. 


.11712, 11567.. 


11713 









Seq. No. 31471 

Gene No. 65114 

Start ' 14734 

Name OJ990619_41. 9C17 . C10 . o7 . tw 

Start 12598 

GI none 

tfvrmo 12509 



Seq. ID OJ990619_41.9C17.C10 
Strand 

End 15185 

Method TBLASTX: Wheat 

End 13000 

Score 123 



Seq. No. 



31471 



Seq. ID OJ990619_41.9C17.C10 



3144-0 



Gene No. 65114 Strand 

Start 14734 End 15185 

Name OJ990619_41 . 9C17 . CIO . o3 . gs Method GENSCAN 

Start 14734 End 15185 

GI none Score . 9 

Exons 14734. .15071, 15152.. 15185 



Seq. No. 31472 Seq. ID 

Gene No. 65115 Strand 

Start 597 End 

Name OJ990619_41 . 9C17 . Cll . ol . gs Method 

Start 597 End 

GI none Score 

Exons 597.. 618, 818.. 897 



OJ990619_41.9C17.C11 
+ 

897 

GENSCAN 

897 

.77 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990619_41.9C17.C11 



31472 
65116 
936 

OJ990619_41.9C17.Cll.o2.np 
936 

2326759 
936. .1088, 1555. .1584 

(Y14433) NADH dehydrogenase subunit 2 [Triticum aestivum] 



Strand 
End 

Method 

End 

Score 



+ 

1584 
AAT/NAP 
1584 
230 



Seq. No. 31472 Seq. ID OJ990619_4 1 . 9C17 . Cll 

Gene No. 65117 Strand 

Start 1 End 1584 

Name OJ990619_4-1. 9C17 . Cll . ol . np Method AAT/NAP 

Start 1 End 1584 

GI 114534 Score 330 

Exons 1..237, 1544.. 1584 

GI Descrip. ATP SYNTHASE ALPHA CHAIN gi | 67828 | pir | | PWWTA H+-transport ing ATP 
synthase (EC 3.6.1.34) alpha chain - wheat chloroplast gi 1552976 
(M16842) ATP synthase alpha subunit [Triticum aestivum] 



Seq. No. 31472 

' Gene No. 65117 

Start 1 

Name OJ990619_41 . 9C17 . Cll . ol 

Start 20 

GI none 

Exons 20.. 133, 21.'. 89, 87.. 13 
149. .244, 150. .236 

Seq. No. 31472 

Gene No. 65117 

Start 1 

Name OJ990619_41 . 9C17 . Cll . ol 

Start 1399 

GI none 

Exons 1399.. 1449, 1399.. 1449, 
1444. .1527, 1527. .1580, 

Seq. No. 31473 

uciic V*\J . UJllO 

Start 1 

Name OJ990619 4 1 . 9C17 . C12 . o2 



Seq. ID OJ990619_41.9C17.C11 
Strand 

End 1584 

.ts Method TBLASTX : Soybean 

End 244 

Score 74 
4, 131. .157, 132. .158, 148. .243, ' 



Seq. ID OJ990619_41.9C17.C11 
Strand 

End 1584 
.tc Method TBLASTX : Cress 

End 1582 

Score 83 
14 00. .14 59, 14 36. .1519, 14 4 3. .152 6, 
1529. .1582, 1530. .1580 

Seq. ID OJ990619_41.9C17.C12 

Strand + 

End 3326 

.np Method AAT/NAP 



31441 



Start 


1 


End 


3326 


GI 


629764 


Score 


J. xu 


P v n n 


1 63 -1971 2091 330S 3326 






GI DPSCriD 

V— f -1- J-/ -— ' * 


NADH d^h vdrncrpna 9P ^iihnn i f -4 

L. N 41 LS 1 1 \wA 1 1 y \^ _1_ v^,/ 1 1 GL O ^ O UK/ LI 1 1 JL ^- i 


— Garden 






NADH deh vd rodent sp snhnnit 4 




oo l. J. vaj 


Seq. No. 


31473 ' 


Seq. ID 


OJ990619 41 9C17 CI? 


Gene No. 


65118 


Strand 


+ — 


Start 


1 


End 


3326 


Name 


OJ990619 41.9C17.C12.ol.np 


Method 


AAT/NAP 


Start 


382 


End 


2848 


GI 


2326759 


Score 


602 


Exons 


382.-933, 2740.. 2848 






GI Descrip. 


(Y14433) NADH dehydrogenase subunit 2 


rTTitipnin p p 1~ i vnm 1 

]_ J. J_ -I- I L, LAI LI O. \^ O I— . X V IXltL J 


Seq. No. 


31473 


Seq. ID 


OJ990619 41 9C17 C12 


Gene No. 


65119 


Strand 


+ ~~ 


Start 


3729 


End 


4580 


Name 


OJ990619 41.9C17.C12.o3.np 


Method 


AAT/NAP 


Start 


3729 


End 


4580. 


GI 


629811 


Score 


1426 


Exons 


3729. .4580 






GI Descrip. 


hypothetical protein 33 (coxl 


5 f region) - rice mitochondrion 



gi 1 870713 (M57903) unknown protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990619_41.9C17.C12 
+ 

5432 
AAT/NAP 
5432 
359 



31473 Seq. ID 

65120 Strand 
4782 End 
OJ990619_4 1 . 9C17 . C12 . o4 . np Method 
4782 End 
1169027 Score 
4782. .5006, 5395. .5432 

CYTOCHROME C OXIDASE POLYPEPTIDE I gi | 66231 | pir | | 0DZM1 
cytochrome-c oxidase (EC 1.9.3.1) chain I - maize mitochondrion 
gii 12889|emb|CAA26496| (X02660) cytochrome c oxidase subunit I 
(aa 1-528) [Zea mays] gi | 224 651 | prf | | 1110159A oxidase 
I, cytochrome c [Zea mays] 



31474 Seq. ID 

65121 Strand 
7 66 End 
OJ990619_41.9C17.C13.ol.gp Method 
766 . End 

uC-osf Icyp033a04bl Score 
766. .1150 

? 6016845/dbj | AP000570. 1 IAP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



OJ990619_41.9C17.C13 
+ 

1150 
AAT/GAP 
1150 
682 



Seq. No. 31474 Seq. ID 

Gene No. 65122 Strand 

Start 1808 End 

Name OJ99061 9_41 . 9C17 . C13 . o2 . np Method 

Start 1808 End 

GI 3288534 Score 

Exons 1808.. 2118 

GI Descrip. (AJ223433) cytochrome c oxidase subunit I [Malpighia glabra 



OJ990619_41.9C17.C13 
+ 

2118 
AAT/NAP 
2118 
369 



314 42 



Seq. No. 31474 

Gene No. 65123 

Start 192 

Name OJ990619_4 1 . 9C17 . C13 . ol . gs 

Start 192 

GI none 
Exons 



Seq. ID OJ990619 41.9C17.C13 



Strand 
End 

Method 

End 

Score 



1997 
GENSCAN 
1997 
. 64 



192. .268, 668. .808, 999. .1052, 1916. .1997 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31474 Seq. ID 

65123 Strand 

192 End 
OJ990619_4 1 . 9C17 . CI 3 . ol . np Method 

695 End 

4680186 Score 
695. . 917 

(AF111709) unknown [Oryza sativa subsp. indica] 



OJ990619_41.9C17.C13 

1997 
AAT/NAP 
917 
224 



31475 
65124 
1 

OJ990619_41.9C17.C14 .ol.np 
1 

1169030 
,1..787 

CYTOCHROME C OXIDASE POLYPEPTIDE I gi | 662 30 | pir | | ODRZ 1 
cytochrome-c oxidase (EC 1.9.3.1) chain I - rice mitochondrion 
gi 1 132191 emb|CAA34122 | (X15990) cytochrome oxidase subunit I 
[Oryza sativa] 



Seq. ID OJ990619_41.9C17.C14 

Strand + 

End 34 63 

Method AAT/NAP 

End 787 

Score 1383 



Seq. No. 31475 

Gene No. 65124 

Start 1 

Name OJ990619_4 1 . 9C17 . C14 . ol . gs 

Start 81 

GI none 
Exons 



Seq. ID OJ990619_41.9C17.C14 



Strand 
End 

Method 

End 

Score 



+ 

3463 
GENSCAN 
3463 
.64 



11. .209, 516. .724, 1381. .1522, 2249. .2286, 3143. .3463 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



31475 
65125 
5708 

OJ990619_41.9C17.C14.o4.np 
5708 

6015578 • ■ 

5708.. 5808, 5986. .6178 
(X02451) URF 4 [Zea mays] 

31475 
65126 
3271 

OJ990619_41. 9C17.C14 .o2 . np 
3271 
4164413 
3271.. 3547 

(AJ132231) ribosomal protein S14 [Pisum sativum! 



OJ990619_41.9C17.C14 
+ 

6178 
AAT/NAP 
6178 
57 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990619_41.9C17.C14 

3547 .. 
AAT/NAP 
3547 
305 



31475 
65127 



Seq. ID 
Strand 



OJ990619 41.9C17.C14 



31443 



Start 


3549 








End 


4118 




Name 


OJ990619 41 


.9C17 


.C14 .o2 


. as 


Method 


GENSCAN 




Start 


3549 






End 


4118 




GI 


none 








Score 


.45 




Exons 


3549. .4118 














Seq. No. 


31475 








Seq. ID 


OJ990619 41.9C17 


. C14 


Gene No. 


65127 








Strand 






Start 


- 354 9 








E-nd 


4118 




Name 


OJ990619 41 


. 9C17 


.C14.o3 


.np 


Method 


AAT/NAP 




Start 


3552 








End 


4115 




GI 


5688943 








Score 


978 




Exons 


3552. .4115 














GI Descrip. 


(AB017426) 


ribosomal protein 


L5 [Oryza 


sativa] 




Seq. No. 


31475 








Seq. ID 


OJ990619_41. 9C17 


C14 


Gene No. 


65128 








Strand 






Start 


5526 








End 


5645 




Name 


OJ990619 41 


.9C17 


.C14 .o2 


. tm 


Method 


TBLASTX: Maize 




Start 


247 








End 


595 




GI 


none 








Score 


310 




Exons 


247. .591, 248. .595 










Seq. No. 


31475 








i 

Seq. ID 


OJ990619_41.9C17. 


C14 


Gene No. 


65128 








Strand 






Start 


5526 








End 


5645 




Name 


OJ990619 41 


. 9C17 


.C14.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


3259 








End 


3540 




GI 


none 








Score 


156 




Exons 


3259. .3444, 


3262 


. .3447, 


3269. 


.3454, 3472. .3537, 3473. .3538, 




3475. .3540 














Seq. No. 


31475 








Seq. ID 


OJ990619_41.9C17. 


C14 


Gene No. 


65128 








Strand 






Start 


5526 








End 


5645 




Name 


OJ990619 41 


. 9C17 


.C14.o3 


tm 


Method 


TBLASTX: Maize 




Start 


3573 








End 


3782 




GI 


none 








Score 


82 




Exons 


3573. .3782, 


3585 


.3779 










Seq. No. 


31475 








Seq. ID 


OJ990619_41.9C17. 


C14 


Gene No. 


65128 








Strand 






Start 


5526 








End 


5645 




Name 


OJ990619 41 


. 9C17 


C14 .ol. 


tm - 


Method 


TBLASTX: Maize 




Start 


5347 








End 


5639 




GI 


none 








Score 


184 




Exons 


5347. .5448, 


5353. 


.5448, 


5354 . 


.5479, 5450. .5470, 5464. .5637, 




5464. .5637, 


5466. 


.5639 










Seq. No. 


31475 








Seq. ID 


OJ990619J41.9C17. 


C14 


Gene No. 


65128 








Strand 






Start 


5526 








End 


5645 




Name 


OJ990619 41 


9C17. 


C14.o3. 


gs 


Method 


GENSCAN 




Start 


5526 








End 


5645 




T 
\JT_L 


none 








Score 


.85 





Exons 



5526. .5645 



31444 




Seq. No. 


31476 








Seq. ID 


OJ990619_41.9C17 


.C15 


Gene No. 


65129 








Strand 






Start 


33 








End 


78 6 




Name 


OJ990619 41 


.9C17 


.C15.ol 


. gs 


Method 


GENSCAN 




Start 


33 








End 


786 




GI 


none 








Score 


.59 




Exons 


33.. 200, 217.. 377, 771. 


.786 








Seq. No. 


31477 








Seq. ID 


OJ990619 41.9C17 


.C16 


Gene No. 


65130 








Strand 


+ 




Start 


1935 








End 


6497 




Name 


OJ990619_41 


.9C17 


,C16.ol 


.np 


Method 


AAT/NAP 




Start 


1935 








End 


6497 




GI 


4680179 








Score 


7802 




Exons 


1935. . 6497 














GI Descrip. 


(AF111709) 


polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


31477 








Seq. ID 


OJ990619_41. 9C17 


.C16 


Gene No. 


65130 








Strand 


+ 




Start 


1935 








End 


6497 




Name 


OJ990619 41 


. 9C17 


C16.o7 


. tw 


Method 


TBLASTX: Wheat 




Start 


2202 








End 


2561 




GI 


none , 








Score 


308 




Exons 


2202 . . 2561, 


2228 


.2302, 


2232. 


.2558, 2327.. 2560 




Seq., No. 


31477 








Seq. ID 


OJ990619_41. 9C17 


.C16 


Gene No. 


65130 








Strand 


+ 




Start 


1935 








End 


6497 




Name 


OJ990619 41 


. 9C17 . 


CI6.06 


. tm 


Method 


TBLASTX: Maize 




Start 


2442 








End 


2774 




GI 


none 








Score 


212 




Exons 


2442. .2774, 


2442 . 


.2696, 


2459. 


.2629 






Seq. No. 


31477 








Seq. ID 


OJ990619_41. 9C17 


.C16 


Gene No. 


65130 








Strand 


+ 




Start 


1935 








End 


6497 




Name 


OJ990619 41 


. 9C17. 


CI6.08 


. tw 


Method 


TBLASTX: Wheat " 




Start ' 


3081 








End 


3497 




GI 


none 








Score 


156 




Exons 


3081 . . 3275, 


3131. 


.3229, 


3315. 


3497, 3341. .3496 




Seq. No. 


31477 








Seq. ID 


OJ990619_41. 9C17 


.C16 


Gene No. 


65130 ' • 








Strand 


+ 




Start 


1935 








End ■ • 


6497 




Name 


OJ990619 41 


. 9C17. 


C16.o4 


. tw 


Method 


TBLASTX: Wheat 




Start 


3660 








End 


4142 




GI 


none 








Score 


543 




Exons 


3660. .4142, 


3764 . 


.4099, 


3771. . 


4133 






Seq. No. 


31477 








Seq. ID 


OJ990619_41. 9C17 


.C16 


Gene No. 


65130 








Strand 


+ 




Start 


1935 








End 


6497 




Name 


OJ990619 41 


9C17. 


C16.o5 


tm 


Method 


TBLASTX :Maize 




Start 


3672 








End 


3961 




r> t 

VJl 


none 








Score 


322 




Exons . 


3672. .3959, 


3703. 


.3930, 


3770. . 


3961 







31445 



Seq. No. 


31477 








Seq. ID 


OJ990619_41.9C17 


Gene No. 


65130 








Strand 


+ 


Start 


1935 








End 


6497 


Name 


OJ990619 "41 


. 9C17 


.C16.04 


. ts 


Method 


TBLASTX : Soybean 


Start 


3696 








End 


4010 


GI 


none 








Score 


183 


Exons 


3696. .4010, 


3812 


. .4009 








Seq. No. 


31477 








Seq. ID 


OJ990619_41. 9C17 


Gene No. 


65130 








Strand 


+ 


Start 


1935 








End 


6497 


Name 


OJ990619 41 


. 9C17 


.C16.o3 


.tm 


Method 


TBLASTX: Maize 


Start 


4029 








End 


4529 


GI 


none 








Score 


154 


Exons 


4029. .4208, 


4194 


. .4529, 


4280. 


.4411, 4436. .4486 


Seq. No. 


31477 








Seq. ID 


OJ990619_41.9C17 


Gene No. 


65130 








Strand 


+ 


Start 


1935 








End 


6497 


Name 


OJ990619 41 


. 9C17 


C16.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


4083 








End 


4478 


GI 


none 








Score 


57 


Exons 


4083. .4115, 


4083 


.4127, 


4119. 


..4478, 4119. .4199, 4223. .4 


Seq. No. 


31477 








Seq. ID. 


OJ990619_41. 9C17 


Gene No. 


65130 








Strand 


+ - 


Start 


1935 








End 


6497 


Name 


OJ990619 41 


9C17. 


C16.o5 


.tw 


Method 


TBLASTX .-Wheat 


Start 


4191 








End 


4493 


GI 


none 








Score 


400 


Exons 


4191. .4493, 


4192. 


.4293, 


4223. 


. 4492 




Seq. No. 


31477 








Seq. ID 


OJ990619_41. 9C17 


Gene No. 


65130 








Strand 


+ 


Start 


1935 








End- 


6497 


Name 


OJ990619 41. 


9C17. 


C16.o2 


tw 


Method 


TBLASTX: Wheat 


Start 


4494... . 








End 


5003 


GI 


none 








Score 


629 


Exons 


4494. .5003, 


4526. 


.4837, 


4572. 


.4919 




Seq. No. . 


31477 








Seq. ID 


OJ990619_41. 9C17 


Gene No. 


65130 








Strand 


+ 


Start 


1935 








End 


6497 


Name * 


OJ990619 41. 


9C17. 


C16.o3-. 


ts 


Method 


TBLASTX: Soybean 


Start 


4500 








End 


4745 


GI 


none 








Score 


202 


Exons 


4500. .4745 












Seq. No. 


31477 








Seq. ID 


OJ990619_41. 9C17 


Gene No. 


65130 








Strand 


+ 


Start 


1935 








End 


6497 


Name 


OJ990619 41. 


9C17. 


C16.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


4566 








End 


4931 


GI 


none 








Score 


488 


Exons 


456S. .4919, 


a rr f r\ 


.4 834, 


4586. 


.4924, 4b2U. .4931 


Seq. No. 


31477 








Seq. ID 


OJ990619_41.9C17. 



31446 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No-. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



65130 
1935 

OJ990619_41. 

5007 

none 

5007. .5486, 

.31477 
65130 
1935 

OJ990619_41. 

5274 

none 

5274 . .5534, 

31477 
65130 
1935 

OJ990619_41. 

5333 

none 

5333. .5620, 



9C17.C16.o3.tw 



5040. .5480, 5231, 



9C17.C16.o2.ts 



5279. .5533 



9C17.C16.o4.tm 



5334 . .5624 



Strand 
End . 
Method 
End 
Score 
.5485 



.+ 

6497 

TBLASTX: Wheat 

5486 

577 



Seq. ID OJ990619_41.9C17.C16 

Strand . + 

End 6497 

Method TBLASTX : Soybean 

End 5534 

Score 286 



Seq. ID OJ990619_41.9C17.C16 

Strand + 

End 6497 

Method TBLASTX: Maize 

End 5624 

Score 377 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start- 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



31477 
65130 
1935 

OJ990619_41. 

5493 

none 

5493. .6119, 

31477 
65130 
1935 

OJ990619_41. 

5673 

none 

5673. .5834, 

31477 
65130 
1935 

OJ990§19_41. 
6119 ' 
none 

6119. .6172, 
6270. .6431, 

31477 
65130 
1935 

OJ990619_41. 

6276 

none 



9C17.C16.ol.tw 



5495. .6118 



9C17.C16.ol.tm 



Seq. ID OJ990619_41.9C17.C16 

Strand + 

End 64 97 

Method TBLASTX : Wheat 

End 6119 

Score 735 



Seq. ID OJ990619_41.9C17.C16 

Strand + 

End 64 97 

Method TBLASTX: Maize 

End 6272 

Score 223 



5676. .5825, 5681. .5827, 5832. .6272, 5834. .6259 



Seq. ID OJ990619_41.9C17.C16 

Strand + 

End 64 97 

Method TBLASTX : Wheat 

'End 64 87 

Score 368 

.6227, 6151. .6252, 6212. .6328, 



9C17.C16.o6.tw 



6120. .6440, 6147. 
6434. . 6487 



9C17.C16.o7.tm 



Seq. ID OJ990619_41.9C17.C16 

Strand + 

End 6497 

Method TBLASTX: Maize 

End 6473 

Score 187 



Seq. No. 



31478 



Seq. ID OJ990619 41.9C17.C17 



31447 



Gene No. 65131 Strand + 

Start 9152 End 10678 

Name OJ990619_41 . 9C17 . C17 . ol . np Method AAT/NAP 

Start 9152 End 10678 

GI 114409 Score 2520 

Exons 9152.. 10678 

GI .Descrip. ATP SYNTHASE ALPHA CHAIN, MITOCHONDRIAL gi | 67822 | pir | | PWRZAM 
H+-transporting ATP synthase (EC 3.6.1.34) alpha chain - rice 
mitochondrion gi | 13959 | emb | CAA35787 | (X51422) F-l-ATPase alpha 
subunit (AA 1-509) [Oryza sativa] 



Seq. No. 31478 

Gene No. 65132 

Start 7734 

Name OJ990619_41 . 9C17 . C17 . o2 . np 

Start 7734 

GI 133443 

Exons 7734. .7798, 
GI Descrip. DNA- DIRECTED 



Seq. ID 
Strand 
End 

Method 
End 
Score 

11713. .12164, 14019. .14055 
RNA POLYMERASE BETA" CHAIN 



OJ990619_41.9C17.C17 

15557 
AAT/NAP 
14055 
232 

gi | 66987 | pir | | RNZMB2 



DNA-difected RNA polymerase (EC 2.7.7.6) beta 1 -2 chain - maize 
chloroplast gi | 12482 | emb | CAA35197 | (X17318) RNA polymerase 
beta-2 subunit (AA 1-1527) [Zea mays] gi | 902214 | emb | CAA60278 | 
(X86563) RNA polymerase beta' subunit-2 [Zea mays] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31478 



Seq. ID OJ990619 41.9C17.C17 



65132- Strand 
7734 End 
OJ990619_41 . 9C17 . C17 . ol . tm Method 
9164 End 
none Score 
9164. .9487, 9212. .9487, 9235.-9489- 



15557 

TBLASTX: Maize 

9489 

348 



Seq. No. 31478 Seq. ID 

Gene No. 65132 Strand 

Start 7734 End 

Name OJ990619_4 1 . 9C17 . C17 . ol . tc Method 

Start 9167 End 

GI none Score 

Exons 9167.. 9631, 9238.. 9630 



OJ990619_41.9C17.C17 
15557 

TBLASTX: Cress 

9631 

411 



Seq. No. 31478 

Gene No. 65132 . - 

Start 7734 

Name ■ ■ OJ990619_4 1 . 9C17 . C17 . ol . ts - 

Start 9167 

GI none 

Exons 9167.. 9727, 9215.. 9508, 9238, 
9763.. 9990 



OJ990619_41.9C17.C17 
15557 

TBLASTX : Soybean 

10057 

552 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.9705, 9530. .9718, 9743. .10057, 



Seq. No. 31478 Seq. ID 

Gene No. 65132 Strand 

Start 7734 End 

Name OJ990619_4 1 . 9C17 . C17 . o2 . tw Method 

Start 9409 End 

GI none Score 

Exons 9409.. 9630, 9410.. 9712 



OJ990619_41.9C17.C17 
15557 

TBLASTX: Wheat 

9712 

185 



31448 




Seq. No. 


31478 




Seq. ID 


OJ990619 


_41.9C17 


.C17 


Gene No. 


65132 




Strand 








Start 


7734 




End 


15557 






Name 


OJ99061 9 41 QP1 7 PI 7 




Method 


TBLASTX : 


Ores s 




Start 


10015 _ 




End 


10307 






GI 


none 




Score 


395 








10015 102'99 10016 


10300 


10020. .10307 






Seq. No. 


31478 




Seq. ID 


OJ990619 


_41. 9C17 


.C17 


Gene No. 


65132 




>Zj L. X Cli L\JL 








Start 


7734 




End 


15557 






Name 


OJ990619 41 9C17 C17 




Method 


TBLASTX: 








i o?05 — 

X U £~ \J -J 




End 


10579 




PT 

\J X 


none 




Score 


322 








10205 10579 10207 


. 10521 










Seq. No. 


31478 




Seq. ID 


OJ990619 


_41.9C17 


.C17 


Gene No. 


65132 




Strand 








Start 


7734 




End 


15557 






Name 


OJ99061 9 41 9f1 7 CM 

WU y U 1 ^ 1X*^^Xf.^/X/ 


. o2 . tm 


Method 


TBLASTX : 


Via Xtc 




Start 


10207 ~~ 




End 


10384 






(IT 
O X 


none 




Score 


246 






V von d 


1 0207 1 03R3 1 0?08 


.10384 












?1 47ft 
J x *± / o 




Seq. ID'' 


OJ990619 


A 1 QP1 7 


. X / 




651 ^9 
u *j x o 




Strand 








Start 


7734 




End . 


15557 






Name 


O.T99061 9 41 9P1 7 T17 

\JKJ Zs Zs \J \J J. Zs IX.^^X/.^/X/ 


f~1 1 "t" TaT 
. KJ X . l_ W 


Method 


TBLASTX: 






Start 


10271- 




End 


10633 






GI 


none 




Score 


97 






R von s 


10271 10354 10272 


1 0355 


10294. .10380, 10298 


1 O^QO 






i o^m 10414 in^sfi 


10415 


10356. .10415, 10357 


1 0 4 1 £ 






10415 10477 10416 


1 047 ft 

■ X VJ *± 'Of 


10417. .10479, 10417 


1 04 7 Q 






1 047^ 10544 1047R 


1 055ft 


10478. .10555, 10535 


1 0 £1 R 






10536 10610 10586 


1 06"^ 

. X U VJ -J J , 


10591. . 10632 






Seq. No. 


31478 




Seq. ID 


OJ990619 


_41. 9C17 


-C17 


Gene No. ■ . 


' 65132 




Strand 








Start 


7734 




" End 


15557 






Name 


O.T99061 9 41 QP1 7 PI 7 




Method 


TBLASTX: 






Start 


10309 ~ 




End 


10552 






GI 


none 




Score 


196. 






F. y on s 


10309 10521 10310 ' 


1 0 5 59 










k_) c ^ • • 


31 47R 

J X *i / o 




Seq. ID 


OJ990619 


_41. 9C17 


r*i 7 

• ox/ 


Gene No. 


65132 




Strand 








Start 


7734 




End 


15557 






Name 


OJ990619 41 9C17 C17 


o4 1~ p 


Method 


TBLASTX: Cress 




Start 


1 1 R07 ~ 

X X o u / 




End 


12163 






PT 

O X 


i lUilc 




Score 


51 






Exons 


11807 . . 11878, 11810. . 


11884, 


11891. .11962, 11894 


. .11980, 






11995. .12030, 12029.. 


12163, 


12031. .12156 






Seq. No. 


31478 




Seq. ID 


OJ990619_ 


_41. 9C17 


.C17 


Gene No. 


65132 




Strand 








Start 


7734 




End 


15557 






Name 


OJ990619 41.9C17.C17. 


o2 . gs 


Method 


GENSCAN 







31449 




Start 


12179 






End 


15557 




GI 


none 






Score 


.69 




Exons 


12179. .12370, 12887. .12960, 


14203. .14287, 1554 6. .15557 




Seq. No. 


31479 






Seq. ID 


OJ990619_41.9C17 


.C18 


Gene No. 


65133 






Strand 


+ 


* 


Start 


393 






End 


560 




Name 


OJ990619 41 


.9C17 


.C18.ol.gs 


Method 


GENSCAN 




Start 


393 






End 


560 




GI 


none 






Score 


. 94 




Exons 


393. .560 












Seq. No. 


31479 






Seq. ID 


OJ990619_41.9C17 


.C18 


Gene No. 


65134 






Strand 


- 




Start 


2115 






End 


5814 




Name 


OJ990619 41 


-9C17 


.C18 .o2 .gs 


Method 


GENSCAN 




Start 


2115 






End 


5814 ' 




GI 


none 






Score 


. 59 




Exons 


2115. .2837, 


5743 


. .5814 








Seq. No. 


31479 






Seq. ID 


OJ990619_41.9C17 


.C18 


Gene No. 


65134 






Strand 


- 




Start 


2115 






End 


5814 




Name 


OJ990619 41 


. 9C17 


,C18 .ol.tm 


Method 


TBLASTX: Maize 




Start 


2238 






End 


2846 




GI 


none 






Score 


368 




R vnn c; 

1—1 ^i. v_/ 1 1 O 


2238. .2840, 


2259 


..2846, 2260 


. .2841 






Sea No 


31479 






Seq. ID 


OJ990619_41.9C17 


• V/IO 


Gene No. 


65134 






Strand 






Start 


2115 






End 


5814 




Name 


OJ990619 41 


. 9C17 


.C18.ol.np 


Method 


AAT/NAP 




Start 


2241 






End 


4740 




GI 


1237250 






Score 


658 




pyrin S 

i—l *i W 1 1 o 


2241. .2845, 


4701 


. . 4740 








GI Descrip. 


(X96784) cytochrome P450 [Nicotiana tabacum] 




Seq. No. 


31479 






Seq. ID 


OJ990619_41.9C17 


.C18 


Gene No. 


65134 






Strand 






Start 


2115 






End 


5814 




Name 


OJ990619 41 


. 9C17 


C18.o2. tw 


Method 


TBLASTX: Wheat 




Start 


2248 - - 






End 


2511 ■ — 




GI 


none 






Score 


142 • 




Exons 


2248. .2511, 


2265 


.2504 








Seq. No. 


31479 






Seq. ID 


OJ990619_41.9C17 


.C18 


Gene No. 


65134 






Strand 






Start 


2115 






End 


5814 




Name 


OJ990619 41 


. 9C17. 


C18.ol.ts 


Method 


TBLASTX: Soybean 




Start 


2259 






End 


2847 




GI 


none 






Score 


425 




Exons 


2259. .2840, 


2260. 


.2847 








Seq. No. 


31479 






Seq. ID 


OJ990619_41.9C17 


.C18 


Gene No . 


65134 






Strand 






Start 


2115 






End 


5814 




Name 


OJ990619 41 


. 9C17. 


C18.ol. tc 


Method 


TBLASTX: Cress 





31450 



Start 2319 End 2846 

GI none Score 233 

Exons 2319.. 2846, 2401.. 2823 



Seq. No. 31479 Seq. ID 

Gene No. 65134 Strand 

Start . 2115 End 

Name OJ990619_4 1 . 9C17 . C18 . ol . tw Method 

Start 2538 End 

GI none Score 

Exons 2538.. 2852, 2539.-2847 



OJ990619_41.9C17.C18 
5814 

TBLASTX: Wheat 

2852 

168 



Seq. No. 


31480 


Seq. ID 


OJ990619 41.9C17.C2 


Gene No. 


65135 


Strand 


+ 


Start 


467 


End 


1108 


Name 


OJ990619 41.9C17.C20.ol.gs 


Method 


GENSCAN 


Start 


467 


End 


1088 


GI 


none 


Score 


1 


Exons 


467. .526, 694. .1088 






Seq. No. 


31480 


Seq. ID 


OJ990619_41.9C17.C2 


Gene No. 


65135 


Strand 


+ 


Start 


467 


End 


1108 


Name 


OJ990619 41.9C17.C20.ol.np 


Method 


AAT/NAP 


Start 


467 


End 


1108 


GI 


.2498930 


Score 


741 


Exons 


467. .526, 694. .1108 






GI Descrip. 


DORSAL-VENTRAIi PATTERNING PROTEIN SOG 


(SHORT GASTRULATION 




PROTEIN) gi| 1203794 (U18774) 


Sog [Drosophila melanogaster ] 



Seq. No. 


31481 




Seq. ID 


OJ990619_41.9C17 


Gene No. 


65136 




Strand 


+ 


Start 


1 




End 


1883 


Name 


OJ990619 41. 9C17.C21.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


1883 


GI 


6862956 




Score 


683 


Exons 


1. .433, 524. .1883 








GI Descrip. 


(AC019018) hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


31481 




Seq. ID 


OJ990619_41. 9C17 


Gene No. 


65136 




Strand 


+ 


Start 






End 


1883- : 


Name 


OJ990619 41. 9C17.C21.ol 


gs 


Method 


GENSCAN 


Start 


278 




End 


1333 


GI 


none 




Score 


.71 


Exons 


278. .413, 513. .729, 852 


.992, 


1171. .1333 



Seq. No. 31481 Seq. ID OJ990619_41.9C17.C21 

Gene No. 65137 Strand + 

Start 15768 End 15853 

Name OJ990619_41 . 9C17 . C21 . o4 . gs Method GENSCAN 

Start 15768 End 15853 

GI none Score .79 

Exons 15768. .15853 



Seq. No. 31481 Seq. ID OJ990619_41.9C17.C21 

Gene No. 65138 Strand 



31451 




Start 


116 






End 


8407 




Name 


O.T 99061 9 4 1 


. 9C17 


.C21.o2.np 


Method 


AAT/NAP 




Start 


116 "~ 






End 


3872 




(IT 


50494 fi? 






Score 


126 






X X \J . i 1 J J / X 


872. . 


1946, 2655.. 


3001, 3654 


. .3872 




\J X UCO^J — L^/t 


f AC007789) 


unknown protein [Oryza sativa] 




C f^rr Ma 


31481 






Seq. ID 


OJ990619_41. 9C17 


.C21 


Gene No. 


65138 






Strand 






Start 


116 






End 


8407 




Name 


OJ990619 41 


. 9C17 


.C21.o2.gs 


Method 


GENSCAN 




O U d X L. 


1438 ~~ 






End 


8407 






none 






Score 


.82 




P 1 von c 


1 4 155ft 


1773 


..1954, 2807 


..2892, 3138. .3333, 4177. .4266, 




7514 7627 


7791 


..7823, 7893 


..8183, 8345. .8407 




Seq. No. 


31481 






Seq. ID 


OJ990619_41.9C17 


C0 1 


Gene No. 


65139 






Strand 






Start 


114 68 






End 


14112 




Naine 


OJ99061 9 41 


. 9C17 


.C21.o3. tm 


Method 


TBLASTX: Maize 




Of- a r -f- 
O Lai L 


J X 






End 


430 




u x 








Score 


381 




Hi /V 1 1 o 


31 . . 4 14 , 32 


..430, 141. .422 








Seq. No. 


31481 






Seq. ID 


OJ990619_41.9C17 


.C21 


Gene No. 


65139 






Strand 






Start 


114 68 






End 


14112 




Mo mo 

LM CliLLt; 


0.799061 9 4 1 


.9C17 


.C21.o6. tm 


Method 


TBLASTX: Maize 




C-|- a r -|- 


1071 ~~ 

X U 1 X 






End 


1264 




va x 


n on o 






Score 


86 






1071 1 9 6? 


1072 


..1260, 1079 


. .1264 






Seq. No. 


31481 






Seq. ID 


OJ990619_41.9C17 


-C21 


Gene No. 


65139 






Strand 






Start 


114 68 






End 


14112 




Naine 


O.T99061 9 41 


.•9C17 


.C21.o4.tw 


Method 


TBLASTX: Wheat 




Start 


1309 ~ 






End 


1573 




GI 


none 






Score 


48 




l_i w no 


1 ^09 1 "365 


1368 


. . 1541, 1369 


..1542, 1541. .1573, 1546. .1572 


OCLJ • LN \J t 


? 1 4 ft 1 






Seq. ID 


OJ990619_41.9C17 


.C21 


Gene No. 


65139 - - -■ - 






Strand 






Start 


' 11468 






End • 


14112 




Name 


OJ990 619 41 


.9C17 


.C21.o4.tm 


Method 


TBLASTX: Maize 




O U d X l_ 


14^1 ~ 

X *i .J X 






End 


1767 




GI 


n on e± 






Score 


136 






14^1 1541 


1432 


..1542, 1541 


..1660, 1656. .1766, 1657. .1767, 




1675 1767 












Sea No 


31481 






Seq. ID 


OJ990619_41. 9C17 


C21 


Gene No. 


65139 






Strand 






Start 


11468 






End 


14112 




Name 


OJ990619 41 


9C17 


C21 .o7 . tm 


Method 


TBLASTX: Maize 




Start 


10801 






End 


11025 




GI 


none 






Score 


78 




Exons 


10801. .11025, 10816. .11022 










Seq. No. 


31481 






Seq. ID 


OJ990619_41.9C17 


.C21 


Gene No. 


65139 






Strand 






Start 


11468 






End 


14112 




Name 


OJ990619 41.9C17.C21 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


10822 






End 


11040 




GI 


none 






Score 


80 




Exons 


10822. . 


11040, 10844'. 


. 11038 








Seq. No. 


31481 






Seq. ID 


OJ990619_41. 9C17 


.C21 


Gene No. 


65139 






Strand 






Start 


11468 






End 


14112 




Name 


OJ990619 41.9C17.C21 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


11441 






End 


13344 




GI 


none 






Score 


86 




Exons 


11441. . 


11572, 11480. 


. 12109, 


114 84 . . 12104, 13207. . 1334 4 




Seq. No. 


31481 






Seq. ID 


OJ990619_41.9C17 


.C21 


Gene No. 


65139 






Strand 






Start 


11468 






End 


14112 




Name 


OJ990619 41.9C17.C21 


. o3 . gs 


Method 


GENSCAN 




Start 


11468 






End 


14112 




GI 


none 






Score 


.54 




Exons 


11468. . 


12128, 13184. 


. 14112 








Seq. No. 


31481 






Seq. ID 


OJ990619_41. 9C17 


. C21 


Gene No . 


65139 






' Strand 






Start 


11468 






End 


14112 




Name 


OJ990619 41.9C17.C21 


.ol. ts 


Method 


TBLASTX: Soybean 




Start 


11477 






End 


14070 




GI 


none 






Score 


474 




Exons 


11477. . 


12103, 11481. 


12110, 


13216. . 132 


34, 13226. . 13282, 






13300. . 


13497, 13324. 


13449, 


13355. . 134 98, 13519. . 13614, 






13523. . 


13594, 13618. 


14016, 


13712. .14014, 13894. .14067, 






14023. . 


14070 










Seq. No. 


31481 






Seq. ID 


OJ990619_41. 9C17 


C21 


Gene No. 


65139 






Strand 






Start 


11468 






End 


14112 




Name 


OJ990619 41.9C17.C21 


ol . tc 


Method 


TBLASTX: Cress 




Start 


11498 






End 


14011 




GI 


none 






Score 


261 




Exons 


11498, . 


11572, ---1.1582;:, 


12109, 


11583-. . 12110,. 1374-7; .1-4010-; 






13748. . 


14011 










Seq. No. 


31481 






Seq. ID 


OJ990619_41.9C17. 


C21 


Gene No. 


65139 






Strand 






Start 


11468 






End 


14112 




Name 


OJ990619 41.9C17.C21. 


o3 . np 


Method 


AAT/NAP 




Start 


11507 






End 


14112 




GI 


1237250 






Score 


1526 




Exons 


11507. . 


12100, 13185.. 


14112 








GI Descrip. 


(X96784) cytochrome P450 [Ni 


cotiana tabacum] 




Seq. No. 


31481 






Seq. ID 


OJ990619_41.9C17. 


C21 


Gent; NO . 


65139 






Strand 






Start 


11468 






End 


14112 




Name 


OJ990619 41.9C17.C21. 


o3 . tw 


Method 


TBLASTX: Wheat 





31453 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name' 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI " 

Exoiis 



11520 

none 

11520. 



End 
Score 



11774 
139 



11774, 11528. .11767 



31481 
65139 
11468 

OJ990619_41. 9C17.C21.ol. tw 

11801 

none 

11801. . 12133, 11802. . 12134 



Seq. ID OJ990619__41.9C17.C21 
Strand 

End 14112 

Method TBLASTX : Wheat 

End 12134 

Score 168 



31481 
65139 
11468 

OJ990619_41. 9C17.C21.o5.tm 
13351 
none 

13351. .134 97, 13355. .134 98, 13480. .13641, 134 90. .13642 



Seq. ID OJ990619_41.9C17.C21 
Strand 

14112 

TBLASTX: Maize 
13642 
141 



End 

Method 

End 

Score 



31481 
65139 
11468 

OJ990619_41.9C17.C21.o2 . tm 

13645 

none 

13645. .13728, 13645. .14016, 

31481 
65139 
11468 

OJ990619_41.9C17.C21.o2.tw 

13693 

none 

13693. .14013, 13805. .14011 

31482 
65140 
311 

OJ990619_41.9C17.C22.ol.gs 
311 

none ..; * 
311. .378 ' 



Seq. ID OJ990619_41.9C17.C21 
Strand 

End 14112 

Method TBLASTX : Mai ze 

End ' 14 031 

Score 100 
13712. .14 014, 13894. .14 031 

Seq. ID OJ990619_41.9C17.C21 
Strand 

End 14112 

Method TBLASTX : Wheat 

End 14013 

Score 152 



Seq. ID OJ990619_41.9C17.C22 

Strand 

End 378 

Method GENSCAN 

End 378 

Score ; . 54 • :\ . - . r\ 



Seq. No. 31483 

Gene No. 65141 

Start 334 

Name OJ990619_4 1 . 9C17 . C23 . ol . gs 

Start 334 

GI none 

Exons 334 . .439 



Seq. ID OJ990619_41.9C17.C23 
Strand 

End 439 

Method GENSCAN 

End 439 

Score . 5 



Seq. No. 31484 

Gene No. 65142 

Start oz4 

Name OJ990619_4 1 . 9C17 . C28 . ol . gs 

Start 324 



Seq. ID OJ990619_41.9C17.C2£ 
Strand 

End 4 08 

Method GENSCAN 

End 408 



31454 



GI 

Exons 



none 
324. .408 



Score 



,69 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



,.470, 808.. 
1845. .1928, 



959, 



OJ990619_ 
+ 

3161 
AAT/NAP 
3158 
2045 
1298. .1363, 



40. 9C03.C3 



31485 
65143 
1 

OJ99061 9_4 0 . 9C03 . C3 . ol . np 

1 ' 

1346485 
1..107, 275. 
1668. .1739, 
2778. .3158 

NADP- DEPENDENT MALIC ENZYME (NADP-ME) gi | 204 69 | emb | CAA39690 | 
(X56233) malic enzyme [Populus balsamifera subsp. trichocarpa] 



Seq. ID 

Strand 

End 

Method 
End 
Score 
1066. .1171, 



1460. .1555, 



2047. .2193, 2303. .2545, 2636. .2713, 



Seq. No. 31485 

Gene No. 65143 

Start 1 

Name OJ990619_4 0 . 9C03 . C3 . ol . gp 

Start 272 

GI 33542_1.R1084 

Exons 272.. 470, 808.. 959, 1066.. 

GI Descrip. • 269594 1 /emb | CAA1098 9 | 2.0 
* [Hordeum vulgare] 1 

Seq. No. 31485 
Gene No. 65143 
Start 1 

Name OJ990619_40 . 9C03 .C3 . ol . gs 

Start 275 
GI none 

Exons 275.. 470, 808.. 959, 1066.. 

1668. .1739, 1845. .1928, 20 
2778 . .3161 



Seq. ID OJ990619_40.9C03.C3 

Strand + 

End 3161 

Method AAT/GAP 

End 1539 

Score 1072 
1171, . 1298. . 1363, 14 60. .1539 
e-20 (AJ222784) ribosomal like-protein 



Seq. ID OJ990619_40.9C03.C3 

Strand + 

End 3161 

Method GENSCAN 

End 3161 

Score .94 
1171, 1298. .1363, 1460. .1555, 
47. .2193, 2303. .2545, 2636. .2713, 



OJ990619_40. 9C03.C3 
+ 

3161 ^ 

AAT/GAP 

2854 

1106 



Seq. No. 31485 Seq. ID 

Gene No. 65143 Strand 

Start 1 End 

Name OJ990619_4 0 . 9C03 . C3 . o2 . gp Method 

Start 1831 End 

GI 64785JL.R1084 Score 

Exons . 1831. .1928, 2047. .2193, 2303.. 2545, 2636 .. 271.3, . 2778 .. 2854 

GI Descrip. ■ 1170871/sp | P43279 | MAOC_ORYSA' 2 . Oe-82 MALATE OXIDOREDUCTASE, 

CHLOROPLAST PRECURSOR (MALIC ENZYME) (ME) (NADP- DEPENDENT MALIC 
ENZYME) (NADP-ME) >gi 1076749 pir S46499 NADP-dependent malic 
enzyme - rice >gi_415315_dbj_BAA0394 9_ (D16499) NADP-dependent 
malic enzyme [Oryza sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



31485 
65144 
3057 

OJ990619_ 

272 

none 



40. 9C03.C3.o2.ts 



Seq. ID OJ990619_40. 9C03.C3 
Strand 
End 

Method 
End 
Score 



3486 

TBLASTX: Soybean 

855 

276 



272. .322, 273. .467, 36s. .46b, 802. .855, 805. .855 



Seq. No. 



31485 



Seq. ID OJ990619 40.9C03.C3 



31455 



Gene No. 


65144 




Strand 




Start 


30^7 




End 


3486 


Name 






M^i~ HoH 




Start 


273 _ 




End 


951 


GI 


none 




Score 


280 


R von ^ 


273 467. 279 377 


4 66, 


802 837 


80S QS1 864 QSO 


OCU • lxU • 


314 85 




Seq. ID 






65144 




Strand 




O Lai L 


3057 




End 


3486 


lvalue 


OJ990619 40.9C03.C3.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


273 




End 


2199 


GI 


none 




Score 


279 


R von 


273. .467, 365. .466, 383 


. .472, 


802. .837, 


805. .960, 864. .956, 




892. .963, 1060. .1128, 1064. .1171, 1070. 


.1177, 1291. .1362, 




1292. .1363, 1297. .1362, 


1456. 


.1524, 1460. .1555, 1463. .1558, 




1665. .1739, 1665. .1739, 


1835. 


.1951, 1842. .1958, 1842.. 1928, 




1843. .1968, 2010. .2129, 


2012. 


.2173, 2020. .2193, 2020. .2199 


Q /-r Mpj 
UCU • IS* <J • 


31485 




Seq. ID 


OJ990619_40.9C03.C3 


Gene No . 


65144 




Strand 




Start 


3057 




End 


3486 


Name 


OJ990619 40.9C03.C3.o2. 


tm 


Method 


TBLASTX : Maize 


Start 


30 6 




End 


1141 


GI 


none 




Score 


148 


Exons 


306. .467, 368. .472, 380 


. .472, 


802. .837, 


805. .960, 864. .956, 




1060. .1140, 1064. .1141 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31485 
65144 
3057 

OJ990619_40. 9C03.C3.ol.ts 
856 
none 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990619 40.9C03.C3 



3486 

TBLASTX: Soybean 
3161 
164 

856. .960, 864. .956, 1060. .1128, 1064. .1171, 1282. .1362, 
1292. .1363, 1409. .1555, 1459. .1551, 1665. .1739, 1665. .1739, 
1836. .1928, 1842. .1928, 1921. .1950, 2004. .2192, 2020. .2193, 
2020. .2193, 2302.. 2544, 2303.. 2545, 2629.. 2697, 2633.. 2719', 
2787. .2876, 2792. .2875, 2865. .3161, 2870. .3145 



Seq. No. 

Gene- No. 

Start 

Name 

Start 

GI 

Exons 



31485 
65144. 
3057 

OJ990619_40, 

1142 

none 

1142. . 1171, 
1460. . 1594, 
1842. .1928, 
2311. .2532, 
2769. .3161 



OJ990619 40.9C03.C3 



9C03.C3.ol . tm 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1292. .1363, 1296. .1364, 1297. .1362, 1456. .1563, 
1460. .1555, 1665. .1739, 1665. .1742, 1842. .1958, 
1843. .1956, 2020. .,2190, 2020. .2184, 2303. .2545, 
2624. .2719, 2635.^2727, 2635. .2712, 2765. .3157, 



3486 ' * 

TBLASTX: Maize 
3161 
54 



Seq. No. 31485 

Gene No. 65144 

Start 3057 

Name OJ990619_40 . 9C03 . C3 . o2 . tw 

Start 1469 



Seq. ID OJ990619_40. 9C03.C3 
Strand 

End 3486 

Method TBLASTX : Wheat 

End 2142 



31456 



GI none Score 123 

Exons 1469.. 1555, 1469.. 1555, 1665^. 1739, 1665.. 1742, 1842.. 1958, 

1842. .1928, 1843. .1935, 2016. .2129, 2020. .2142, 2020. .2142 



Seq. No. 31485 
Gene No. 65144 
Start 3057 

Name ' OJ99061 9_4 0 . 9C03 . C3 . ol . tc 
Start 2330 
GI none 
Exons 2330.. 2545, 

2777. .3157 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990619_40.9C03.C3 
3486 

TBLASTX: Cress 

3161 

302 



2332. .2544, 2629. .2709, 2633. .2719, 2775. .3161, 



Seq. No. 31485 Seq. ID OJ990619_4 0 . 9C03 . C3 

Gene No. 65144 Strand 

Start 3057 End 3486 

Name OJ990619_40 . 9C03 . C3 . o3 . gp Method AAT/GAP 

Start 3057 End 3486 

GI 39147_1.R1084 Score 848 

Exons 3057.. 3486 

GI Descrip. 1 2911148 /dbj | BAA24 950 | 1.0e-10 (AB005808) NADP-malic enzyme 
[Aloe arborescens] 1 



Seq. No. 31486 Seq. ID 

Gene No. 65145 . Strand 

Start 779 End 

Name OJ990 619_40 . 9C03 .C5.ol.gs Method 

Start 779 End 

GI none Score 

Exons 779. .1016, 1833. .1982, 2186. .2310, 2887. .3005, 4701. .4752, 

6306. .6387, 7111. .7196, 1014 6 .. 1027 6, 10703 .. 10774 , 
10873. .10945, 10999 .. 11085, 11833 .. 12141, 1228 9 .. 12424 , 
12545. .12663 



OJ990619_40.9C03.C5 

+ 

12900 
GEN SCAN 
12663 
.75 



Seq. No. 


31486 


Seq. ID 


OJ990619_40.9C03 


.C5 


Gene No. 


65145 


Strand 


+ 




Start 


779 


End 


12900 




Name 


OJ990619 40. 9C03.C5.o2.np 


Method 


AAT/NAP 




Start 


10119 


End 


10954 




GI 


2062168 


Score 


277 




Exons 


10119. .1027 6, 10391. .10459, 


10703. .10774, 10873. .10954 




GI" De.scrip. 


' (AC001645) hypothetical protein [Arabidopsis thaliana]. 




Seq. No. ' 


31486 . 


■ Seq. ID 


OJ990619_40*.9C03 


.C5 


Gene No. 


65145 


Strand 


+ 




Start 


779 


End 


12900 




Name 


OJ990619 40. 9C03.C5.ol.gp 


Method 


AAT/GAP 




Start 


11924 


End 


12900 




GI 


5421 1.R1084 .. 


Score 


1180 




Exons 


11924. .12141, 12360. .12424, 


12545. . 12900 




GI Descrip. 


'3688173/emb|CAA21201| 2 . Oe- 


13 (AL031E 


i 0 4 ) putative protein 




[Arabidopsis thaliana] 1 








Seq. No. 


31486 . 


Seq. ID 


OJ990619 40. 9C03 


.C5 


Gene No. 


65146 


Strand 


+ 




Start 


14615 


End 


15300 




Name 


OJ990619_4 0 . 9C03 . C5 . o2 . gs 


Method 


GENSCAN 





31457 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14615 
none 

14 615. .14 666, 15179. .15300 
31486 



End 
Score 



15300 
.7 



Seq. ID OJ990619 40.9C03.C5 



65147 Strand 
739 End 1278 

OJ990619_40. 9C03.C5.ol.np Method AAT/NAP 

739 " End 1278 

6069646 ' - Score 233 

739. . 1278 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, - 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 


31486 


Seq. ID 


OJ990619_40. 9C03. 


C5 


Gene No . 


65148 


Strand 






Start 


15287 


End 


15516 




Name 


OJ990619 40. 9C03.C5.ol.tm 


Method 


TBLASTX: Maize 




Start 


773 ~ 


End 


1211 




GI 


none 


Score • 


80 




Exons * 


773. .955, 983. .1210, 998.. 


1210, 1014.. 


1211 




Seq. No. 


31486 


Seq. ID 


OJ990619_40.9C03. 


C5 


Gene No. 


65148 


Strand 






Start 


15287 


End 


15516 




Name 


OJ990619 40 . 9C03.C5.ol. tw 


Method 


TBLASTX: Wheat 




Start 


782 ~ 


End 


1147 




GI 


none 


Score 


200 




Exons 


782 . . 1147 








Sea No 


31486 


Seq. ID 


OJ990619_40. 9C03. 




Gene No. 


65148 


Strand 






Start 


15287 


End 


15516 




Name 


OJ990619 40.9C03.C5.o3. tm 


Method 


TBLASTX: Maize 




Start 'i:.: 


9094 


End 


10459 




GI 


none 


Score 


73 




Exons 


9094. .9153, 10134. .10277, 


10144. .10236,' 10217. . 10276, 






10388. .104 59, 10392. .104 57 








Seq. No. 


31486 


Seq. ID 


OJ990619_40.9C03. 


C5 


Gene No. 


65148 


Strand 






Start 


15287 


End 


15516 




Name 


OJ990619 40.9C03.C5.o2. tm 


Method 


TBLASTX: Maize 




Start 


12359 


End 


12748 




GI 


none 


Score 


91 




Exons 


12359. ; 12451, 12361. .12444 


, 12544. .12696, . 12545. .12748 




Seq. No. 


31486 


Seq. ID 


OJ990619_40. 9C03. 


C5 


Gene No. 


65148 


Strand 






Start 


15287 


End 


15516 




Name 


OJ990619_4 0. 9C03.C5.o2.gp 


Method 


AAT/GAP 




oj ni_ 

j tai L 


15287 


End 


15516 




GI 


LIB34 31-00 9-P1-N1-D10 


Score 


445 




Exons 


15287. . 15516 









31458 



GI Descrip. ' 310316/gb | L19598 | RICRTUB1X 7.0e-ll Rice beta-tubulin (RTUB-1) 
mRNA, complete cds 1 



*J C • LNU ■ 


31487 








fipnp No 


6514 9 




O LI CXI l\JL 


-|- 


Start 


62 




End 


T 4 4 


Name 


OJ990619 40 9C03 ffi ol 




Mo t" h nH 


VJ Cj LN O V^rtLN 


Start 


62 — 




End 


X rt *3 


GI 


none 








a v^y 1 1 o 


62. .144 








Seq. No. 


31487 




Seq. ID 


OJ990619_40. 9C03.C6 


Gene No . 


65150 




Strand 




Start 


382 




End 


2898 


Name 


OJ990619 40.9C03.C6.ol. 


np 


Method 


AAT/NAP 


Start 


382 




End 


2898 


\3 JL 


4493973 




Score 


161 


Cj A. \J 1 1 O 


382.. 603, 2822. .2898 








f^T Dp s p t "i id 


(AL034559) predicted using hexExon; MAL3P7.14 (PFC0925w), 




Hypothetical protein, len: 489 aa [Plasmodium falciparum] 


Seq. No. 


31487 




Seq. ID 


OJ990619_40. 9C03. C6 


VJC11C LSKJ m 


65151 




Strand 




u L al u 


3369 




End 


■7 551 


Mam o 


* OJ990619 40.9C03.C6.o2. 


np 


Method 


AAT/NAP 


Start 


.2719 




End 


6080 


GI 


■'.■4220455 




Score 


598 


i_j a. 1 1 o 


2719.. 2756, 3398.. 3693, 


3766 


.4198, 4425. .5175, 5883. .6080 


GI Descrip. 


(AC006216) Identical to gene 


gb| D88746 


AR7 91 from Arabidopsis 




thaliana . [Arabidopsis 


thaliana] 




Qpn No 


31487 




Seq. ID 


OJ990619_40. 9C03.C6 




65151 




Strand 




Start 


3369 




End 


7551 


Name 


OJ990619 40. 9C03.C6.ol. 


gp 


Method 


AAT/GAP 


Start 


3093 




End 


3498 


GI 


none 




Score 


7 92 


Ex on > 


-3093. .3498 








Seq. No. 


31487 




Seq. ID 


OJ990619__40.9C03.C6 


Gene No. 


65151 




Strand 




Start 


3369. 




End . 


7551 


Name 


OJ990619 40.9C03.C6.ol. 


tm 


Method 


TBLASTX: Maize 




• 3183 




End 


4610 


GI 


none 




Score 


36 




3183.. 3203, 3255.. 3278, 


3284. 


.3325, 3304.. 3336, 3378.. 3440, 




3382.. 3450, 3461.. 3601, 


3502. 


.3606, 3603.. 3833, 3603.. 3785, 




3655.. 3903, 3655.. 3828, 


3811. 


.4125, 3840. .3899, 3882. .4214, 




3894. .4211, 4434. .4610, 


4435. 


.4551 




Seq. No. 


31487 




Seq. ID 


OJ990619__40. 9C03.C6 


Gene No. 


65151 




Strand 




Start 


3369 




End 


7551 


Name 


OJ990619_40. 9C03.C6.o2. 


gs 


Method 


GENSCAN 


Start 


3369 




End 


7551 


GI 


none 




Score 


.77 


Exons 


3369. .4208, 4438.-5223, 


5582. 


.5640, 5936.. 6033, 6906.. 7092, 



31459 



7317. .7551 



Seq. No. 31487 

Gene No. 65151 

Start 3369 

Name OJ990619_4 0 . 9C03 . C6 . ol . tc 

Start 3769 

GI none 
Exons 



Seq. ID OJ990619_40.9C03.C6 
Strand 

End 7551 

Method TBLASTX : Cress 

End 5115 

Score 130 



3769. .3849, 3951. .4196, 3958. .4119, 4482. .4562, 4621. .5031, 
5074. .5115 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31487 
65151 
3369 

OJ990619_4 0.9C03.C6.ol.ts 

3951 
none 

3951. .4220, 3958. .4125 



Seq. ID OJ990619_40.9C03.C6 
Strand 

End 7551 

Method TBLASTX : Soybean 

End 4220 

Score 137 



31487 
65151 
3369 

OJ990619_40. 9C03.C6.o2.gp 
4068 

LIB3477-010-P1-K1--F8 
4068. .4208, 4438. .4679 

? 1669599/dbj |BAA13687| 2.0e-13 (D88746) AR791 [Arabidopsis 
thaliana] ' 



Seq. ID OJ990619_40. 9C03.C6 
Strand 

End 7551 

Method AAT/GAP . 

End 4 67 9 

Score -678 



Seq. No. 31487 

Gene No. 65151 

Start 3369 

Name OJ99061 9_4 0 . 9C03 . C6 . ol . tw 

Start 4471 

GI none 
Exons 



Seq. ID OJ990619_40. 9C03.C6 
Strand 

End 7551 

Method TBLASTX : Wheat 

End 4931 

Score • 92 



4471. .4530, 4473. .4625, 4474. .4551, 4617. .4847, 4618. .4929, 
4619. .4930, 4620. .4931 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31487 
65151 
3369 

OJ990619_4 0. 9C03.C6.o2. tm 

4718 

none 



Seq. ID OJ990619_40. 9C03.C6 
Strand 

End 7551 

Method TBLASTX: Maize 

End ' 4983 - - 

Score 209 



4718. .4969, 4719. .4970, 4729. .4983 



31487 
65151 
3369 

OJ990619_4 0.9C03.C6.o3.gp 
5946 

43649_2.R1084 
5946. .6209, 6313... 6451 

1 368 8173/emb | CAA21201 | 2.0e-13 (AL031804) putative protein 
[Arabidopsis thaliana] 1 



Seq. ID OJ990619_40. 9C03.C6 
Strand 

End 7551 

Method AAT/GAP 

End 64 51 

Score 767 



Seq. No. 



31488 



Seq. ID OJ990619_40. 9C03.C7 



31460 



Gene No. 


65152 


Strand 


+ 


Start 


4307 


End 


" 11291 


Name 


OJ990619 40.9C03 C7.ol.ao 


Method 


AAT/GAP 


Start 


3948 ~~ 


End 


7307 


GI 


700823 


Score 


643 


Exons 


3948.. 4067, 6913.. 7089, 7224. 


. 7307 




Seq. No. 


31488 


Seq. ID 


. OJ990619_40.9C03.C7 - 


Gene No 


65152 


Strand 


+ 


Start 


4307 


End 


11291 


Name 


OJ990619 40.9C03.C7.o2.gs 


Method 


GENSCAN 


Start 


4307 


End 


11291 


GI 


none 


Score 


.75 


Exons 


4307. .4519, 4715 .4851, 4928. 


.5039, 6913.. 7089, 7224.. 7340, 




7928.. 8030, 8160 .8207, 8870. 


.8967, 9064.. 9178, 10108 .. 10137 , 




10557. .10639, 10722. .11291 






Sea. No. 


31488 


Seq. ID 


OJ990619_40. 9C03.C7 


Gene No. 


65152 


Strand 


+ 


Start 


4307 


End 


11291 


Name 


OJ990619 40.9C03.C7.o2.np 


Method 


AAT/NAP 


Start 


4336 


End 


5021 


GI 


3128304 


Score 


119 


Exons 


4336. .4596, 4729. .4848, 4928. 


.5021 




GI Dp^rriD 


(AF010496) hypothetical protein [Rhodobacter capsulatus] 


Sea No 


31488 


Seq. ID 


OJ990619_40.9C03.C7 


Gene No. 


65152 


Strand 


+ 


Start 


4307 


End 


11291 


Name 


OJ990619 40.9C03.C7.o3.np 


Method 


AAT/NAP 


Start 


7251 


End 


11288 


GI 


5430774 


Score 


494 


Exons 


7251. .7340, 7928. .8030, 8870. 


.8967, 10722.. 11288 


GI Descrip. 


(AC007504) Hypothetical Protein [Arabidopsis thaliana] 


Seq. No. 


31488 


Seq. ID 


OJ990619_40. 9C03.C7 


Gene No. 


65153 


Strand 


+ 


Start 


11485 


End 


11762 


Name 


OJ990619 40.9C03.C7.o2.gp 


Method 


AAT/GAP 


Start 


11485 


End 


11762 


GI 


5851098 


Score 


479 


Exons 


11485. . 11762 






Seq.. No." 


31488 •: . 


Seq. ID 


OJ990619_40.9C03-.C7 


Gene No. 


65154 


Strand 


+ 


Start 


12592 


End 


15765 


Name 


OJ990619 40.9C03.C7.o3.gs 


Method 


GENSCAN 


Start 


12592 


End 


15277 


GI 


none 


Score 


.55 


Exons 


12592. .12658, 13970 .. 14377 , 14599. .148 


14, 14901. .15277 


Seq. No. 


31488 


Seq. ID 


OJ990619_40.9C03.C7 


Gene No. 


65154 


Strand 


+ 


Start 


12592 


End 


15765 


Name 


OJ9906I9 40. 9C03.C7.o6.np 


Method 


AAT/NAP 


Start 


14906 


End 


15765 


GI 


6691193 


Score 


650 



31461 




Exons 


14906. 


.15765 






GI Descrip. 


(AC007534) F7F22.17 [Arabidopsis thaliana] 


Seq. No. 


31488 




Seq. ID 


OJ990619_40. 9C03.C7 


Gene No. 


65155 




Strand 


- 


Start 


1 




End 


626 


Name 


OJ990619 40.9C03.C7.ol.np 


Method 


. AAT/NAP 


Start 


1 




End 


626 


GI 


6539588 


Score 


190 


Exons 


i;.20, 


308. .626 






GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 


Seq. No. 


31488 




Seq. ID 


OJ990619_40. 9C03.C7 


Gene No. 


65156 




Strand 


- 


Start 


12119 




End 


12856 


Name 


OJ990619 40.9C03.C7.o4.np 


Method 


AAT/NAP 


Start 


12119 




End 


12856 


GI. 


82638 




Score 


91 


Exons 


12119. 


.12329, 12625. .12856 






GI Descrip. 


hypothetical 16K protein (nad5 intron) 


- wheat mitochondrion 


Seq. No. 


31488 




Seq. ID 


OJ990619_40. 9C03.C7 


Gene No. 


65157 




Strand 




Start 


16098 




End 


17767 


Name 


OJ990619 40. 9C03.C7.o3.tm 


Method 


TBLASTX: Maize J: 


Start 


7245 




End 


8206 


GI 


none 




Score 


148 


Exons 


7245. . 


7349, 7246. .7350, 7246 


..7341, 7256. .7348, 7260. .7349, 




7927. . 


8040, 7928. .8032, 7928 


..8047, 8155. .8205, 8156. .8206 


Seq. No. 


31488 




Seq. ID 


OJ990619_40. 9C03.C7 


Gene No. 


65157 




Strand 




Start 


16098 




End 


17767 


Name 


OJ990619 40. 9C03.C7.o2.tm 


Method 


TBLASTX: Maize 


Start 


11129 




End 


11455 


GI 


none 




Score 


188 


Exons 


11129. 


.11278, 11130. .11279, 


11131. .1128 9, 11196. .1127 9, 




11396. 


.11455, 11401; .11454 






Seq. No. 


31488 




Seq. ID 


OJ990619_40.9C03.C7 


Gene No. 


65157 




Strand 




Start 


16098 




End ' 


17767 . -- .; - 


Name 


OJ990619 40. 9C03.C7.o2.tw 


Method 


TBLASTX: Wheat 


Start 


14897 




End 


15064 - - 


GI 


none 




Score 


177 


Exons 


14897. 


.15046, 14900. .15064 






Seq. No. 


31488 




Seq. ID 


OJ990619_40.9C03.C7 


Gene No. 


65157 




Strand 




Start 


16098 




End 


17767 


Name 


OJ9906 


19_40. 9C03.C7.ol.tw 


Method 


TBLASTX: Wheat 


Start 


15151 




End 


15528 


GI 


none 




Score 


82 


Exons 


15151. 


.15246, 15152. .15247, 


15233. . 15337, 15236. . 1534 3, 






.15526, 15363. .i^^Ot) 






Seq. No. 


31488 




Seq. ID 


OJ990619_40.9C03.C7 



31462 




Gene No. 


65157 


'Strand 






Start 


16098 


End 


17767 




Name 


OJ990619 40.9C03.C7.o3.gp 


Method 


AAT/GAP 




Start 


16098 


End 


16729 




GI 


2798991 


Score 


876 




Exons 


16098. .16544, 16663. .16729 








GI Descrip. 


3402815/emb| AJ007829 ICVE7829 1.0e-20 Cloning Vector pGreen 


Seq. No. 


31488 


Seq. ID 


OJ990619_40. 9C03 


.C7 


Gene No. 


65157 


Strand 






Start 


16098 


End 


17767 




Name 


OJ990619 40.9C03.C7.ol.tm 


Method 


TBLASTX: Maize 




Start 


16327 


End 


17765 




GI 


none 


Score 


55 




Exons 


16327 .. 164 04, 16330 .. 16368, 


16334. .16369, 16350. .16535, 






16393. .16563, 16401 1 6568 , 


16406. .16567, 16665 167 45 , 






16666. .16743, 17373. .17513, 


17379... 17627, 17380 .. 17 625, 






17694.. 17765 








Seq. No. 


31488 


Seq. ID 


OJ990619 40.9C03 


-C7 


Gene No . 


65157 


Strand 






Start 


16098 


End 


17767 




Name 


OJ990619 40.9C03.C7.ol.ts 


Method 


TBLASTX: Soybean 




Start 


16401 


End 


17520 




GI 


none . 


Score 


114 




Exons 


16401. .16550, 16406. .16546, 


16668. .167 


09, 16678. .16710, 






16701. .16745, 17334. .17 4 8 6, 


17351. .174 


82, 17358. .17483, 






17359. .17520 








Seq. No. 


31488 


Seq. ID 


OJ990619_40. 9C03 


.C7 


Gene No. 


65157 . 


Strand 






Start 


16098 


End 


17767 




Name 


OJ990619 40.9C03.C7.o7.np 


Method 


AAT/NAP 




Start 


16428 


End 


17767 




GI 


3688173 


Score 


312 




Exons 


164 28. .16547, 17382. .17624, 


17732. .177 


67 




GI Descrip. 


(AL031804) putative protein 


[Arabidops 


is thaliana] 




Seq. No. 


31488 


Seq. ID 


OJ990619_40. 9C03 


C7 


Gene No. 


65157 


Strand 






Start 


16098 


End 


17767 




Name 


OJ990619 40.9C03.C7.o4.gp ' 


Method ' 


AAT/GAP 




Start 


17558 


End 


17767 




GI " 


2427656 


Score 


182 • - 




Exons 


17558. .17624, 17732. .17767 








GI Descrip. 


3688173/emb|CAA21201| 2.0e- 


13 (AL031804) putative protein 




[Arabidopsis thaliana] 








Seq. No. 


31489 


Seq. ID 


OJ990619_40. 9C03. 


C8 


Gene No. 


65158 


Strand 


+ 




Start 


19416 


End 


21013 




Name 


OJ990619 40. 9C03.C8.o3.gs 


Method 


GENSCAN 




Start 


19416 


End 


21013 




GI 


none 


Score 


.85 




Exons 


1 34 16 . . 1 9587 , 1 9665 . . 1 984 8 , 


20212. .20 4, 20678. .21013 




Seq. No. 


31489 


Seq. ID 


OJ990619_40. 9C03. 


C8 



31463 



Gene No. 


65159 




Strand 


+ 




Start 


31182 




End 


31601 

■J -L U \J -L 




Name 


OJQQ061 9 40 Qrfn PR 06 rrc: 




L JC L11UU 


\J Hi L M O v-- r\ LN 




Start 


31182 "~ 




End 


31 601 




GI 


none 




Score 


• Z* Zf 




F* von ^ 


311 R2 31 601 










Sea No 


31489 




Seq. ID 


O.TQQO 61 Q 

vU Z> Z* \J \J X ^ 


40 QPO^ Pfl 


Gene No . 


65160 




Strand 






Start 


1 




End 


31336 




Name 


OJ990619 40.9C03.C8.o2.np 




Method 


AAT/NAP 




Start 


1 




End 


31336 




GI 


4996894 




Score 


85 




DAU11D 


1..26, 9651. .9864, 31229. 


.31336 






PT np^pfi n 


(AF065164) hyperpolarization-activated, cyclic nucleotide-gated 




channel 2 [Homo sapiens] 












31489 




Seq. ID 


OJ990619_ 


40.9C03.C8 


f2pnp> No 


65160 




Strand 






Start 


1 




End 


31336 




Name 


OJ990619 40.9C03.C8.ol.gs 




Method 


GENSCAN 




Start 


76 




End 


10917 




QT 
O -L. 


none 




Score 


.7 




J_i J\,\JL L O 


76. .356, 443. .631, 1214..: 


1473, 


1594. .: 


1741, 2865. 


.2958, 




3325. .3637, 3745-.. 3954, 4758.. 


4926, 51 


334 . .5959, 


6050. . 6178, 




6282. .6401, 6820. .7028, 7! 


B90. . 


7945, 9040. .10095, 


10826. .10917 


o . imu • 


31489 




Seq. ID 


OJ990619_ 


40. 9C03.C8 


Gene No. 


65160 




Strand 






Start 


1 




End 


31336 




Name 


OJ990619 40. 9C03.C8.ol.np 




Method 


AAT/NAP 




Start 


134 




End 


9869 




GI 


3688173 




Score 


3034 




Exons 


134. .356, 443. .631, 1214. 


.1448 


, 1614. 


.1741, 1832 


. .2103, 




2557. .2665, 2865. .2958, 3325.. 


3637, 3745.. 3954, 


4758. . 4878, 



GI Descrip. 



5837. .5959, 6050. .6178, 6282. .6401, 6820. .7028, 7830. .7940, 
9080. .9869 

(AL031804) putative protein [Arabidopsis thaliana] 



Seq. No. 31489 Seq. ID OJ990619_4 0 . 9C03 . C8 

Gene No. 65160 Strand 

Start 1 • End 31336 

Name OJ990619_4 0 . 9C03 . C8 . ol . gp Method AAT/GAP 

Start 192 • - ■• End 667 

GI uC-osflcypl61e08bl Score 628 

Exons 192.. 356, 443.. 667 

GI Descrip. ' 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10 ' 



Seq. No. .31489 Seq. ID 

Gene No. 65160 Strand 

Start 1 End 

Name OJ990619_40 . 9C03 . C8 . o2 . gs Method 

Start 15666 End 

GI none Score 

Exons 15666. . 15779, 15846.. 16001 



OJ990619_40.9C03.C8 

31336 
GENSCAN 
16001 
.82 



31464 



Seq. No. 31489 

Gene No. 65160 

Start 1 

Name OJ99061 9_40 . 9C03 . C8 . o4 . gs 

Start 23201 

GI none 

Exons 23201. .23410, 24108.. 24164 

Seq. No. 31489- 

Gene No. 65160 

Start 1 

Name OJ990619_40 . 9C03 . C8 . o5 . gs 

Start 25015 

GI none 
Exons 



Seq. ID OJ990619_40. 9C03.C8 
Strand 

End ' 31336 

Method GEN SCAN 

End 24164 

Score .54 



Seq-. ID OJ990619_40. 9C03.C8 
Strand 

End 31336 

Method GENSCAN 

End 30489 

Score .89 



25015. .25088, 25281 25330, 2 6359 .. 26526, 2 6828 .. 26994 , 
27269. .27350, 27 631 27882 , 27 968 .. 30201 , 30292. .30489 



Seq. No. 31489 

Gene No. 65161 

Start 31248 

Name OJ990619_40 . 9C03 . C8 . ol . tc 

Start 135 

GI none 
Exons 



Seq. ID OJ990619_40. 9C03.C8 
Strand 

End 32791 

Method TBLASTX : Cress 

End 570 

Score 160 



135. .338, 136. .327, 141. .338, 428. .568, 429. .536, 434. .568, 
454. .570 . " * 



Seq. No. 31489 

Gene No. 65161 

Start 31248 

Name OJ990619_40 . 9C03 . C8 .ol . ts 

Start 138 

GI none 
Exons 



Seq. ID OJ990619_40. 9C03.C8 
- Strand 

End 32791 
Method TBLASTX : Soybean 
End 1441 
Score 167 

138. .371, 148. .354, 443. .634, 443. .631, 471. .632, 1205. . 1288, 
1208. .1291, 1212. .1439, 1213. .1395, 1343. .1441, 1343. .1441 



Seq. No. 31489 

Gene No. 65161 

Start 31248 

Name OJ990619_4 0 . 9C03 . C8 . ol . tm 

Start 159 

GI none 
Exons 



Seq. ID OJ990619__40. 9C03.C8 
Strand 

End -32791 

Method TBLASTX : Maize 

End 1374 

Score 277 



159.. 359, 166.. 354, 440. .634, 443.. 631, 1200. .1268, 1201.. 1365, 
1204. .1374, 1212. .1370* 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
S cart 
Name 
Start 



31489 
65161 
31248 

OJ990619_4 0. 9C03.C8.o4 .tc 

572 

none 



31489 
65161 
31248 

OJ990 619_4 0. 9C03.C8.o2. tc 
1400 



Seq. ID OJ990619_40. 9C03.C8 
Strand 

End 32791 

Method TBLASTX : Cress 

End 1349 

Score 192 



572. .631, 1205. .1288, 1212. .1349 



Seq. ID OJ990619_40. 9C03.C8 
Strand 

End 32791 

Method TBLASTX : Cress 

End 2050 



31465 



GI 












14 00 1447 

14UU t . X *i 4 / , 


1 RQ? 


164 0 


1610 




1fi4? 174? 


1642. 


174? 


1 ft?? 




1978 2049, 


2009 . 


. 2050 






314 8 9 








VJdllC Liu . 


65161 








Start 


3124 8 








Name 


OJ990619 40 


.9C03. 


C8.o2. 


tm 


Start 


1593 








GI 


none 










1 S93 1742 


1 604 


174 4 

• X / 4 4 , 


1 604 




1 R24 1 9SS 

X (J £- *3 • * X ZJ -J <J / 


1 R30 


21 OS 


1 ft 11 




?SS6 2666 


2 S S7 


2679 


?ft 61 

O U 1 . 




2865 . .2969, 


3324 . 


. 3407, 


3326 . 


Seq. No. 


31489 








Gene No. 


65161 








Start 


31248 








Name 


OJ990619 40 

\yLJ Z7 Z* \J \J A. Zr \J 




PR o? 




Cf arf 
OICII I 


1644 ~ 








\J X 


none 








U JTi. W 1 1 o 


1644 1736 


164 9 . 


. 1741, 


1650 . 




~J -L t O -7 










6S1 61 








Start 


31248 








Name 


OJ990619 40 


9C03. 


C8.o3. 


tm 


Start 


5079 


















£iAUIlo 


S07 Q Sift? 


S Oft 4 

JU04 • 


S 1 ft s 


S 1 4 4 

■3 X 4 4 • 




Sift? S?4 1 


Sift? 

J 1U J • 


S 2 4 9 


SI ft4 




S83? S97S 


604 7 . 


. 6187 , 


604 8. 


Seq. No. 


31489 








Gene No. 


65161 








Start 


31248 








Name 


0.799061 9 4 0 


9P0? 


PR n? 






627 6 ~~ 








PT 
\J X 










Pyrin ^ 


6276 6464 


628 0 . 


6?96 


6ft 1 1 


^prr " Kin 


?1 4 ft 9 








Gene No . - 


65161 








Start 


31248 








Name 


OJ990619 40 


9C03 . 


C8 . o4 . 


tm 


>j Lai L 


6?0? ~~ 








GI 


1 l\Jl its 










6?0? 64 1 Q 

UJU J . . U 4 X .7 , 


6?04 


6?Q6 


6?1 4 




6ft?0 70?? 


6Q77 

\J ZS ( 1 . 


70?0 


7R9Q 

/ O z> . 


Seq. No. 


31489 








Gene No. 


65161 








Start 


31248 








Name 


OJ990619 40. 


9C03. 


C8.o5. 


tm 


Start 


8615 








GI 


none 









Score 40 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990619 40.9C03.C8 



32791 

TBLASTX: Maize 
3520 
199 

1741, 1642. .1743, 1823. .1942, 
2106, 2555.. 2662, 2556.. 2666, 
2926, 2863. .2958, 2863. .2922, 
3520, 3463.. 3510 



OJ990619_40.9C03.C8 
32791 

TBLASTX: Soybean 
1942 
98 

,1736, 1823. .1942, 1824. .1862 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. -ID 
Strand 
End 

Method 

End 

Score 
.5176, 
.5246, 



.OJ990619 40.9C03.C8 



32791 

TBLASTX : Maize 
6206 
51 

5157. .5177, 5179. 
5827. .5976, 5831. 
6050. . 6205 



.5241, 
.5962, 



Seq. ID OJ990619_40. 9C03.C8 
Strand 
End 

Method 
End 
Score 



32791 

TBLASTX: Cress 

7041 

72 



Seq. ID 

Strand 
End 

Method 
End 
Score 



OJ990619 40.9C03.C8 



32791 

TBLASTX: Maize 
7925 
98 

640.6, 6811.. 7029, 6812.. 6913, 
7885, 7833. .7910, 7893. .7925 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ990619_40. 9C03.C8 
32791 

TBLASTX: Maize 

9003 

133 



31466 



Exons 


8615 8794. 8625 8801 8645 


8782 8 


658 8795 8835 8888 




8859 8888 8884 9003 8885 


. 8995, 8 




Seq. No. 


31489 


Seq. ID 


O.T99061Q 4 f) QPO^ Pft 


Gene No. 


65161 


Strand 




Start 


31248 


End 


32791 


Name 


OJ990619 40 . 9C03 . C8 . o4 . np 


Method 


AAT/NAP 


Start 


31248 ~~ 


End 


32791 


GI 


• 4680203 


Score 


278 


Exons 


31248 31306. 32451 32791 






GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 


Seq. No. 


31489 


Seq. ID 


OJ990619_40. 9C03.C8 


Gene No. 


65161 


Strand 


- 


Start 


31248 


End 


32791 


Name 


OJ990619 40 9C03 C8 o7 as 


Method 


GENSCAN 


Start 


32246 ~~ 


End 


32734 


GI 


none 


Score 


.99 


Exons 


32246. . 32734 






Seq. No. 


31489 


Seq. ID 


OJ990619_40. 9C03.C8 


Gene No. 


65161 


Strand 




Start 


31248 


End 


32791 


Name 


OJ990619 40 9C03 C8 o3 ts 


Method 


TBLASTX : Soybean 


Start 


32393 _ 


End 


32605 


GI 


none 


Score 


90 


Exons 


32393 32605, 32447 32605 






Sea No 


31489 


Seq. ID 


OJ990619_40.9C03.C8 


Gene No. 


65161 


Strand 




Start 


31248 


End 


32791 


Name 


OJ990619 40.9C03.C8.ol.tw 


Method 


TBLASTX: Wheat 


Start 


32453 


End 


32785 


GI 


none 


Score 


64 


Exons 


32453. .32554, 324 60 32552, 32556 32675, 32585.-3268 6, 




32663. .32785, 32679. .32780 






Seq. No. 


31490 


Seq. ID 


OJ990619_40.9C03.C9 


Gene No. 


65162 


Strand 




Start 


141 


End 


3566 


Name 


OJ990619 40.9C03.C9.ol.np 


Method 


AAT/NAP 


Start 


141 


End 


3566 


GI 


5911167 


Score 


1287 


Exons 


141. .2126, 3534. .3566 






GI Descrip. 


(AF136221) putative transposase protein [Zea mays] 


Seq. No. 


31490 


Seq. ID 


OJ990619_40.9C03.C9 


Gene No. 


65163 


Strand 




Start 


7483 


End 


11105 


Name 


OJ990619 40.9C03.C9.ol.tw 


Method 


TBLASTX: Wheat 


Start 


3 


End 


620 


GI 


none 


Score 


211 


Exons 


3. .620, 31. .567 






Seq. No. 


31490 


Seq. ID 


OJ990619_40.9C03.C9 


Gene No. 


65163 


Strand 




Start 


7483 


End 


11105 



31467 



Name 



OJ990619 40.9C03.C9.o2.tc 



Start 


3 






GI 


none 






Exons 


3. .329, 31. 


. 321 




Seq. No. 


31490 






Gene No. . 


65163 






Start 


7483 






Name 


OJ990619 40 


.9C03 


.C9.ol . tm 


Start 


261 






GI 


none 






Exons 


261. .575, 262. .576, 576. .644 


Seq. No. 


31490 






Gene No. 


65163 






Start 


7483 






Name 


OJ990619 40 


. 9C03 


.C9.o2.tm . 


Start 


1149 






GI 


none 






Exons 


1149. . 1238, 


1153 


. . 1242, 1242 




1434. .1523, 


1435 


..1527, 1530 


Seq. No. 


31490 






Gene No. 


65163 






Start 


7483 






Name 


OJ990619 40 


9C03 


.C9.o4 . tw 


Start 


1200 






GI 


none 






Exons 


1200. .1238, 


1248 


..1346, 1264 




1494 . . 1535 






Seq. No. 


31490 






Gene No . 


65163 






Start 


7483 






Name 


OJ990619 40. 


9C03 


.C9.ol.tc 


Start 


1440 






GI 


none 






Exons ■ 


1440. .1772, 


1495 


..1602, 1636 


Seq. No. 


31490 






Gene No . 


65163 






Start 


7483 






Name 


OJ990619 40. 


9C03 


.C9.o2. ts 


Start 


1521 






GI 


none 






Exons 


1521. .1796, 


1522 


. .1761 


Seq. No. 


31490 






Gene No. 


65163 






Start 


7483 






Name 


OJ990619 -40. 


9C03 


C9.o2. tw 


Start 


1536 . 






GI 


none 







Method 

End 

Score 



TBLASTX: Cress 

329 

125 



Seq. ID OJ990619_40. 9C03.C9 
Strand 

End 11105 
Method . TBLASTX: Maize 
End 644 ' ' 

Score 273 



Seq. ID OJ990619_40.9C03.C9 
Strand 

End 11105 
Method TBLASTX: Maize 
End 1634 
Score 74 

.1289, 1290. .1337, 1331. .1366, 
.1634, 1531. .1626 

Seq. ID OJ990619_40. 9C03.C9 
Strand 

End 11105 
Method ' TBLASTX : Wheat 
End 1535 
Score 57 

.1335, 1392. .1490, 1393. .1488, 



Seq. ID OJ990619_40 . 9C03.C9 
Strand 

11105 

TBLASTX: Cress 
1772 
82 



End 

Method 
End 
Score 
.1686 



Exons 



1536. .1661, 1537. .1644, 1665. 
1839 . .2129 



Seq. ID OJ990619_40.9C03..C9 
Strand 

End 11105 

Method TBLASTX: Soybean • 

End 1796 

Score 130 



Seq. ID OJ990619_40.9C03.C9 
Strand 

End 11105 

Method TBLASTX : Wheat 

End 2129 

Score 69 

.1781, 1680. .1778, 1837. .2127, 



Seq. No. 



31490 



Seq. ID OJ990619_40. 9C03.C9 



31468 




Gene No. 


65163 




Strand 






Start 


7483 




End 


11105 




Name 


OJ990619 40 


. 9C03 C9 ol ts 


Mot- H oH 






Start 


1839 ~ 




End 


2111 




GI 


none 




Score 


101 




Exons 


1839. .2111, 


1846. . 2094 








-Seq. No. 


31490 




Seq. ID 


OJ990619_40. 9C03 


C9 


.Gene No . 


65163 




Strand 






Start 


7483 




End 


11105 




Name 


OJ990619 40 


.9C03.C9.o2.np. 


Method 


AAT/NAP 




Start 


7483 




. End 


11105 




GI 


4680204 




Score 


871 




Exons 


7483. .7646, 


7753. .7813, 8097 


..8233, 8323. .8496, 8585. .9633, 




9726. . 11105 










GI Descrip. 


(AF114171) 


hypothetical protein [Sorghum bicolor] 




Seq. No. 


31490 




Seq. ID 


OJ990619_40.9C03. 


C9 


Gene No. 


65163 




Strand 






Start 


7483 




End 


11105 




Name 


OJ990619 40 


. 9C03.C9.o5.tw 


Method 


TBLASTX: Wheat 




Start 


8161 ~ 




End 


8516 




GI 


none 




Score 


49 




Exons 


8161 . . 8235, 


8162. .8236, 8310 


..851.6, 8313.. 8507 




Seq. No. 


31490 




Seq. ID 


OJ990619_40. 9C03. 




Gene No. 


65163 




Strand 






Start 


7483 




End 


11105 




Name 


OJ990619 40 


. 9C03.C9.o3.tw 


Method 


TBLASTX: Wheat 




Start 


10095 




End 


10496 




GI 


none 




Score 


76 




Exons 


10095. .10265, 10096. .10170, 


10255. . 10395, 10260. . 104 96, 






10302. .10496 








Seq. No. 


31491 




Seq. ID 


OJ990619_40. 9C03. 




Gene No. 


65164 




Strand 


+ 




Start 


4825 




End 


5595 




Name 


OJ990619 40 


. 9C03.C10.o3.gs 


Method 


GENSCAN 




Start 


4825 




End 


5595 




GI 


none 




Score 


1 




Exons 


4825. .5595 










Seq. No. 


31491 




Seq. ID 


OJ990619_40.9C03. 


C10 


Gene No. 


65165 




Strand 


+ 




Start 


6795 




End 


9044 




Name 


OJ990619 40 


. 9C03.C10.o4 .gs 


Method 


GENSCAN 




Start 


6795 


End 


9044 




GI 


none 




Score 


.74 




Exons 


6795, .6851, 


8919. . 9044 








Seq. No. 


31491 




Seq. ID 


OJ990619_40. 9C03. 


C10 


Gene No. 


65166 




Strand 


+ 




Start 


9577 




End 


10883 




Name 


OJ990619_40 


9C03.C10.o2.gp 


Method 


AAT/GAP 




Start 


9577 




End 


10666 




GI 


LIB3477-003- 


-P1-K1-E9 


Score 


132 




Exons 


9577. .9607, 


10595. .10666 









31469 



GI Descrip. * 24 98586/sp I Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 31491 Seq. ID 

Gene No. 65166 Strand 

Start 9577 End 

Name OJ990619_40 . 9C03 . CIO . o5 . gs Method 

Start 10513 End 

GI none Score 

Exons 10513. .10530, 10731.. 10883 



OJ990619_40. 9C03.C10 

■f 

10883 
GENSCAN 
10883 
.86 



Seq. No. 31491 Seq. ID 

Gene No. 65167 Strand 

Start 13973 End 

Name OJ990619_4 0 . 9C03 . C10 . o7 . gs Method 

Start 13973 End 

GI none Score 

Exons 13973.. 15067 



OJ990619_40. 9C03.C10 
+ 

22430 
GENSCAN 
15067 
1 



Seq. No. 31491 Seq. ID OJ990619_4 0 . 9C03 . C10 

Gene No. 65167 Strand + 

Start 13973 End 22430 

Name OJ990619_4 0 . 9C03 . C10 . o5 . np Method AAT/NAP 

Start 14057 End 18841 

GI 6815097 Score 6206 

Exons 14057. .14944, 154 51 .. 15896, 1597 1 .. 16094 , 16209 .. 17 937 , 
18076. . 18841 

GI Descrip. (AP001081) Similar to putative copia polyprotein (AC006248) 
[Oryza sativa] 



Seq. No. 31491 Seq. ID 

Gene No. 65167 Strand 

Start 13973 End 

Name OJ99061 9_4 0 . 9C03 . C10 . 08 . gs Method 

Start 16240 End 

GI none Score 

Exons 16240. .17416, 17528 17869, 17959 

20636. .20726, 211 69 .. 21329, 22346 



OJ990619_40 
+ 

22430 
GENSCAN 
22430 
.42 

18547, 19411 
22430 



9C03.C10 



19599, 



Seq. No. 31491 Seq. ID OJ990619_40 . 9C03 . C10 

Gene No. 65167 - Strand + 

Start 13973 End 22430 

Name OJ990619_4 0 . 9C03 . C10 . 06 . np Method AAT/NAP 

Start 22066 End 22206 

GI 5922620 Score 120 

Exons 22066. .22206 

GI Descrip. (AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj IBAA85196.1I (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 

r* > t _ 

Start 
Name 



31491 
65168 
1271 

OJ990619_40. 9C03.C10.o2.np 



Seq. ID OJ990619_40. 9C03.C10 
Strand 

End 3257 

Method AAT/NAP 



31470 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name : 
Start 
GI 

Exons 



1271 End 

6742729 Score 
1271. .1584, 1612. .3257 

(AF121139) RIM2 protein [Oryza sativa] 

31491 Seq. ID 

65169 Strand 

3312 End 
OJ990619_40.9C03.C10.o2.gs • Method 

3312 End 

none Score 
3312. .4070 



3257 
2986 



OJ990619_40. 9C03.C10 

5066 
GENSCAN 
4070 
1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

GI Descrip. 



31491 Seq. ID 

65169 Strand 

3312 End 

OJ990619_40. 9C03.C10.o3.np Method 

3741 End 

5852182 Score 
3741. .4070, 4929. .5066 

(AL117265) zhb0012.1 [Oryza sativa] 



OJ990619_40.9C03.C10 
5066 

AAT/NAP • 

5066 

419 



31491 
65170 
12692 

OJ990619_4 0. 9C03.C10.o4 . np 
12692 
6815096 

12692. .12924, 12987 13096, 13167.. 13291 
(AP001081) hypothetical protein [Oryza sativa] 



Seq. ID OJ990619_40. 9C03.C10 
Strand 

End ■'■ 13291 

Method AAT/NAP 

End 13291 

Score 635 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990619 40.9C03.C10 



31491 
65171 
22340 

OJ990619_40.9C03.C10.o7.np 
22340 
6630699 
22340. .22422 

(AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 |dbj |BAA89566.1| (AP001073) hypothetical protein 

[Oryza sativa] 



22422 
AAT/NAP 
22422 
78 



Seq.- No. 31491 

Gene No. 65172 

Start 31601 

Name OJ990619_40 . 9C03 . C10 .ol . tw 

Start • 786 

GI none 
Exons 



OJ990619 40.9C03.C10 



Seq. ID 
Strand 
End 

Method 
End 
Score 

786. .878, 787. .852, 867. . 935, 883. .936, 9*53. .1033, 961. .1074, 
962. .1102, 1081. .1140, 1146. .1211, 1146. .1169, 1147. .1191, 
1566, 1202. .1603, 1218. .1613, 1574. .2131, 1630. .2130, 



32240 

TBLASTX: Wheat 

2136 

50 



1186 
1951 



,2136 



Seq. No. 
Gene Ho . 
Start 
Name 



31491 
65172 
31601 
OJ990619 



40.9C03.C10.o2.tc 



Seq. ID 

Strand 

End 

Method 



OJ990619_40:. 9C03.C10 
32240 

TBLASTX: Cress 



31471 



Start 


1367 








End 


1843 


GI 


none 








Score 


91 


Exons 


1367. .1603, 


1390 


. 1566, 


1574 . 


.1843, 1630. .1839 _ 


Seq. No. 


31491 








Seq. ID 


OJ990619_40. 9C03.C10 


Gene No. 


65172 








Strand 


— 


Start 


31601 








End 


32240 


Name 


OJ9906T9 40 


. 9C03. 


C10 .o3 


. tm 


Method 


TBLASTX: Maize 


Start 


1774 








End 


2088 


GI 


none 








Score 


67 


Exons 


1774. .2004, 


1774. 


.2088, 


1802. 


.2077 




Seq. No. 


31491 








Seq. ID 


OJ990619_40. 9C03.C10 


Gene No. 


65172 








Strand 




Start 


31601 








End 


32240 


Name 


OJ990619 40 


. 9C03. 


C10 .o3 


. tw 


Method 


TBLASTX: Wheat 


Start 


2137 








End 


2541 


GI 


none 








Score 


70 


Exons 


2137. .2217, 


2138. 


.2218, 


2138. 


.2221, 2143. .2223, 2250. .2453, 




2250. .2462, 


2251. 


.2493, 


2291. 


.2473, 2479. .2541, 2492. .2539 


Seq. No. 


31491 








Seq. ID 


OJ990619_40.9C03.C10 


Gene No. 


65172 








Strand 




Start 


31601 








End 


32240 


Name 


OJ990619 40 


9C03. 


C10 . o5 


. ts 


Method 


TBLASTX: Soybean 


Start 


2575 ~ 








End 


2817 


GI 


none 








Score 


206 


Exons 


2575. .2817 












Seq. No. 


31491 








Seq. ID 


OJ990619_40. 9C03.C10 


Gene No. 


65172 








Strand 




Start 


31601 








End 


32240 


Name 


OJ990619 40, 


9C03. 


C10.o4 


. tm 


Method 


TBLASTX: Maize 


Start 


2647 ~ 








End 


3104 


GI 


none 








Score 


64 


Exons 


2647. .2841, 


285.1. 


.2976, 


2852 . 


.2977, 2973. .3092., 2976. . 3104 


Seq. No. 


31491 








Seq." ID 


OJ990619__40.9C03.C10 


Gene No . 


65172 








Strand 




Start 


31601 








End 


32240 


Name 


OJ990619 40. 


9C03. 


C10.o2 


tw 


Method 


TBLASTX: Wheat 


Start 


2681 








End 


3150 - ■ - • ■ — 


GI 


none 








Score 


168 - .• 


Exons 


■ 2681. .2887, 


2681 : 


.2 800,' 


2 686 . 


.2889, 2 6? 


36.. 2910, 2890. '.2976,- 




2891. .2977, 


2973. 


.•3095, 


2991 . 


.3095, 2995.. 3096, 3093. .3149, 




3097. .3150 












Seq. No. 


31491 








Seq. ID 


OJ990619_40. 9C03.C10 


Gene No. 


65172 








Strand 




Start 


31601 








End 


32240 


Name 


OJ990619 40. 


9C03 . 


C10 . o3 . 


tc 


Method 


TBLASTX: Cress 


Start 


2976 








End 


3285 


GI 


none 








Score 


66 


Exons 


2976. .3278, 


3001. 


.3084, 


3133. 


3285 




Seq. No. 


31491 








Seq. ID 


OJ990619_40. 9C03.C10 


Gene No. 


65172 








Strand 





31472 



Start 


31601 


End 


32240 


Name 


OJ990619 40. 9C03.C10.o2. ts 


Method 


TBLASTX : So vbean 


Start 


3018 ~ 


End 


3446 


GI 


none 


Score 


113 


Exons 


3018.. 3311, 3036.. 3275, 3372 


. . 3446 




Seq. No. 


31491 


Seq. ID 


OJ990619_40. 9C03.C10 


Gene No. 


65172 


Strand 




Start 


31601 


.End 


32240 


Name 


OJ990619 40. 9C03.C10.o5. tw 


Method 


TBLASTX: Wheat 


Start 


3363 


End 


3764 


GI 


none 


Score 


153 


Exons 


3363.. 3620, 3368.. 3610, 3376 


..3618, 3378. .3629, 3379. .3621, 




3612. .3764, 3626. .3745 






Seq. No. 


31491 


Seq. ID 


OJ990619_40. 9C03.C10 


Gene No . 


65172 


Strand 




Start 


31601 


End 


' 32240 


Name 


OJ990619 40. 9C03.C10.ol.tc 


Method 


TBLASTX: Cress 


Start 


4918 


End 


32240 


GI 


none 


Score 


186 


Exons 


4918. .5118, 4983. .5117, 5164 


..5262, 5356. .5439, 5503. .5544, 




31622. .31705, 31706. .31831, 


31785. .318 


29, 31928. .32008, 




31935. .31985, 32018. .32239, 


32055.. 32240 


Seq. No. 


31491 


Seq. ID 


OJ990619_40. 9C03.C10 


Gene No . 


65172 


Strand 




Start 


31601 


End 


32240 


Name 


OJ990619 40. 9C03.C10.ol.tm 


Method 


TBLASTX: Maize 


Start 


4918 


End 


32240 


GI 


none 


Score 


95 


Exons 


4918. .5046, 4935. .5051, 5025 


..5138, 5047. .5145, 5160. .5255, 




5164.. 5262, 5353.. 5406, 5356 


..5442, 31622. .31690, 31623 .. 31685, 




31712. .31831, 31785. .31829, 


31928. .32008, 31935 .. 31994 , 




32027. .32125, 32046. .32147, 


32121. .32240, 32126.. 32239 


Seq. No. 


31491 


Seq. ID 


OJ990619_4 0. 9C03.C10 


Gene No. 


65172 


Strand 




Start 


31601 


End 


32240 


Name 


OJ990619 40. 9C03.C10.ol.ts 


Method 


TBLASTX : Soybean 


Start 


4918 


End 


32239 


GI 


none 


Score 


200 


Exons 


4918 . '. 5151, 5028-. .5165, 5182 


..5262, 5356.. 54-60, 317 12 .. 31831 , • 




31928 . .32008, 32018.. 32239 






Seq. No. 


31491 


Seq. ID 


OJ990619_40.9C03.C10 


Gene No . 


65172 


Strand 




Start 


31601 


End 


32240 


Name 


OJ990619 40. 9C03.C10.o4.tw 


Method 


TBLASTX: Wheat ' 


Start 


4918 


End 


32240 


GI 


none 


Score • 


185 


Exons 


4918. .5145, 4977. .5138, 5131 


..5262, 5160. .5255, 5356. .5442, 




5358.. 5420, 31589 .. 31684 , 31623.. 31685 


, 31712. .31831, 




31785. .31829, 317 99 .. 31831 , 


31928. .32005, 31935 .. 31994 , 




31961.. 32005, 32027..3223y, 


32055.. 32240 


Seq. No. 


31491 


Seq. ID 


OJ990619_4 0.9C03.C10 



31473 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . - 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Se~q. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. ■ 
Start- 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



65172 Strand 

31601 End 

OJ990619_40.9C03.C10.o4 .tc Method 

14156 End 

none Score 
14156. .14413 



32240 

TBLASTX: Cress 

14413 

191 



31491 
65172 
31601 

OJ990619_40. 9C03.C10.o3. ts 

17506 

5509260 



Seq. ID OJ990619_40.9C03.C10 
Strand 
End 

Method 
End 
Score 



32240 

TBLASTX: Soybean 

17904 

203 



17506. .17808, 17524. .17 607, 17833. .17 904 



31491 Seq. ID 

65172 Strand 

31601 End 
OJ990619_4 0. 9C03.C10.o6. tw Method 

17563 End 

none Score 

17563. .17805, 17583 17654 , 

17910. .18008, 18282.. 18362 



OJ990619_40.9C03.C10 
32240 

TBLASTX : Wheat 
18362 
161 

17723. . 1777 6, 17833. .17 907, 



31491. Seq. ID 

65172 Strand 

31601 End 
OJ990619_40. 9C03.C10.o4.ts Method 

18333 End 

none Score 

18333. .18698, 18491.. 18688 



OJ990619_40.9C03.C10 
32240 

TBLASTX: Soybean 

18698 

228 



31491 Seq. ID 

65172. Strand 

31601 End 
OJ990619_40. 9C03.C10.o2.tm . Method 

18350 .End 

none Score 

18350. .18673, 18351. .18674 



OJ990619_40.9C03.C10 
32240 

TBLASTX: Maize 

18674 

340 



31491 ~ ■ ~ ' *- ~ Seq. ID 

65172 " Strand 
31601 ' - ' End - - 
OJ990619_40. 9C03.C10 .08. np Method 

31601 End 

4914402 Score 
31601. .32240 

(AL050352) hypothetical protein [Arabidopsis thaliana] 



OJ990619_4 0". 9C03 . C10 

32240 - -: . - " 

AAT/NAP 
32240 
472 



31492 Seq. ID 

65173 Strand 

1 End 
OJ990619_4 0. 9C03.C11 .ol.np Method 

I End 

81286 Score 
1. .418 



OJ990619_4 0. 9C03.C11 
+ 

418 

AAT/NAP 

418 

107 



31474 



GI Descrip. extensin - Volvox carteri (fragment) gi | 21 992 | emb | CAA4 6283 | 





(X65165) extensin [Volvox carteri] 




Seq. No. 


31492 


Seq. ID 


OJ990619 




65174 


Strand 


+ 


Of a r-f- 


843 


End 


4405 


Nam© 


OJ990619 40. 9C03.Cll.o2.gs 


Method 


GENSCAN 


Of 3 -r-t- 


843 


End 


4405 




none 


Score 


.72 


Exons 


843.. 1155, 1522.. 1568, 4004. 


.4045, 4220. .4405 


Seq. No. 


31492 


Seq. ID 


OJ990619 


Gene No. 


65175 


Strand 


+ 


Start 


4536 


End 


5880 


Name 


OJ990619 40.9C03.Cll.o2.np 


Method 


AAT/NAP 


Start 


4536 


End 


5880 


GI 


6630699 


Score 


86 


Exons 


4536. .4596, 5801. .5880 






GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 



gi I 67 21536 | dbj | BAA8 9566 . 1 1 (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. No. 


31492 








Seq. ID 


OJ990619_ 


4 0. 


9C03. 


Cll 


Gene No. 


65176 








Strand 


+ 








Start 


8004 








End 


9896 








Name 


OJ990619 40 


.9C03 


.Cll 


. o4 .np 


Method 


AAT/NAP 








Start 


8004 








End 


9896 








GI 


4680203 








Score 


563 








Exons 


8004. .8039, 


9278 


. .9896 












GI Descrip. 


(AF114171) 


TNP2- 


like 


protein 


[Sorghum 


bicolor ] 








Seq. No. 


31492 








Seq. ID 


OJ990619_ 


40. 


9C03". 


Cll 


Gene No. 


65176 








Strand 


+ 








Start 


8004 








End 


9896 








Name 


OJ990619 40 


. 9C03 


.Cll 


. o4 . gs 


Method 


GENSCAN 








Start 


9278 ■ 








End 


9885 








GI 


none 








Score 


.98 








Exons 


9278. .9885 


















Seq. No. 


31492 








Seq. ID 


OJ990619_ 


40. 


9C03. 


Cll 


Gene No. 


65176 








Strand 


+ 








Start - - 


8004 - ~ 








End 


9896- ' ■ 








Name 


OJ990619 40 


• 9C03 


.Cll 


ol.gp 


Method 


AAT/GAP 








Start . - 


9282 - ■ ' 








End 


' 9896 








GI 


342 1.R1084 








Score 


860 









Exons 

GI Descrip, 



9282. .9896 

M574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



Seq. No. 31492 

Gene No. 65177 

Start 41 

Name OJ990619_4 0 . 9C03 . Cll . ol . gs 

Start 41 

GI none 

Exons 41.. 460 



Seq. ID OJ990619_40. 9C03.C11 
Strand 

End 4 60 

Method GENSCAN 

End 4 60 

Score .44 



31475 



Seq. No. 


31492 




Seq. ID 


OJ990619 


40 9C03 


. Cll 


Gene No . 


65178 




Strand 








Start 


6580 




End 


9263 






Name 


OJ990619 40. 9C03.Cll.o3 


.np 


Method 


AAT/NAP 






Start 


6019 




End 


9263 






GI 


5922620 




Score 


305 






Exons 


6019.. 6242, 7437.. 7691, 


8259. 


.8329, 9093. .9263 






GI Descrip. 


-(AP000492) EST D15357 (C0514 ) 


corresponds to a region of 


the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 






ai 1 6016853 1 dbi 1 BAA85196 


.11 (AP000570) 


EST D15357 (C0514) 






corresoonds to a recrion 


of the predicted gene.; 


hypothetical 




Drotpin rOrv7r5 ^at") val 

^ J- v >— J- 1 1 (_ v/ J- y <l> a. oa lx v a j 












Seq. No. 


31492 




Seq. ID 


OJ990619_ 


_40. 9C03. 


,C11 


Gene No. 


65178 




Strand 








Start 


6580 




End 


9263 






Name 


OJ99061 Q 40 QPfH PI 1 


. gs ■ 


Method 


GENSCAN 






Start 


6580 ~ 




End 


8415 






GI 


none 




Score 


. 62 






Exons 


S ft 0 77DR PT7D 


8218. 


.8415 








Seq. No. 


31492 




Seq. ID 


OJ990619_ 


_40. 9C03. 


Cll 


Gene No. 


65179 




Strand 








Start 


9584 




End 


9895 






Name 


OJ990619 40 -9C03 Cll ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


Q S fl 4 _ 




End 


9895 






GI 


n pin o 




. Score 


91 






F.xon ^ 

J_J 1 1 o 


9584 9736 9603 9722 


9719. 


.9895, 9720. .9887, 


9727. .9894 


Sea No 


314 93 




Seq. ID 


OJ990619_ 


_40. 9C03. 


C12 


Gene No. 


65180 




Strand 


+ 






Start 


1 




End 


2986 






Name 


OJ990619 40.9C03.C12.ol. 


,gp 


Method 


AAT/GAP 






Start 


1 




End 


2986 






GI 


34 9 1 R1 DR4 




Score 


4564 






Exons 


1. .2986 












GI Descrip. 


1 4574 4 06/ab 1 AAD24 042 11 


0.0e+00 (AF121139) RIM2 


protein 


[Ory: 




qaf i va 1 1 

LX v a J 












Sea No 


31493 




Seq. ID 


OJ990619_ 


_40. 9C03. 


C12 


Gene No. 


65180 




Strand 


+ 






Start 


1 ----- .... 




End 


- 2986- 






Name - * 


OJ990619 40.9C03.C12.ol-. 


np 


Method 


AAT/NAP 






Start 


1 




End 


17 51 






GI 


6742729 




Score 


2657 






Exons 


1. . 1751 












GI Descrip. 


(AF121139) RIM2 protein 


[Oryza sativa] 








Seq. No. 


31493 




Seq. ID- ; 


OJ990619_ 


_40. 9C03. 


C12 


Gene No. 


65180 




Strand 


+ 






Start 


1 




End 


2986 






Name 


OJ990619 40.9C03.C12.ol. 


gs 


Method 


GENSCAN 






Start 


86 




End 


2310 






GI 


none 




Score 


.77 






Exons 


86. .250, 314. .564, 717.. 


1318, 


1720. .2310 






Seq. No. 


31493 




Seq. ID 


OJ990619_ 


_40. 9C03. 


C12 



31476 




Gene No. 


65181 




Strand 






Start 


3099 




End 


3265 




Name 


OJ990619 40.9C03.C12.o3 


.tw 


Method 


TBLASTX : Wheat 




Start 


2 




End 


369 




GI 


none 




Score 


42 




Exons 


2. .31, 3. .131, 36. .59, 


63. .134, 68. .136, 130. .159, 131. 


. 160 




140.. 364, 163.. 369, 265 


. . 369 






Seq. No. 


31493 




Seq. ID 


OJ990619 40.9C03 


.C12 


Gene No. 


65181 




Strand 






Start 


3099 




End 


3265 




Name 


OJ990619 40. 9C03.C12.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


39 




End 


403 




GI 


none 




Score 


98 




Exons 


39. . 131, 134 . . 199, 209. 


.403 








Seq. No. 


31493 




Seq. ID 


OJ990619 40.9C03 


C12 


Gene No. 


65181 




Strand 






Start 


3099 




End 


3265 




Name 


OJ990619 40. 9C03.C12.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


233 




End 


47 5 




GI 


none 




Score 


200 




Exons 


233 . . 475 










Seq. No. 


31493 




Seq. ID 


OJ990619 40.9C03 


C12 


Gene No. 


65181 




Strand 






Start 


3099 




End 


3265 




Name 


OJ990619 40 . 9C03 .CI 2 . o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


509 ~ 




End 


913 




GI 


none 




Score 


75 




Exons 


509. .571, 577. .759, 581 


. .799, 


832. . 912, 


833. .913 




Seq. No. 


31493 




Seq. ID 


OJ990619_40. 9C03. 


C12 


Gene No. 


65181 




Strand 






Start 


3099 




End 


3265 




Name 


OJ990619 40. 9C03.C12.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


914 




End 


2235 




GI 


none 




Score 


531 




Exons 


914. .1099, 919. .1398, 920. .1345, 1245.. 


1364, 1385.. 1804, 






1392. .1820, 1393. .1836, 


1811. 


.1876, 1830. .1871, 1831. .1875, 




1878. . 1973, 1882. . 1941, 


1920. 


.2078, 1921.. 2067, 2073.. 2126, 


. „. . . . 


■ 2074.; 2142, -2143;. 2235, 


2169. 


.2234 






Seq. No. ' 


' 31493 - ---- ■ 




Seq. ID 


OJ990619_40. 9C03. 


C12 


Gene No. 


65181 




Strand 






Start 


3099 




End 


3265 




Name 


OJ990619 40. 9C03.C12.ol 


tm 


Method 


TBLASTX: Maize 




Start 


962 




End 


1276 




GI 


none 




Score 


288 




Exons 


962. .1276, 979. .1275 










Seq. No. 


31493 




Seq. ID 


OJ990619_40. 9C03. 


C12 


Gene No. 


65181 ' 




Strand 






Start 


3099 




End 


3265 




*T -* 

cuu<r 


OJ990619 4 0 . 9C03 . C12 . ol . 


tc 


Method 


TBLASTX: Cress 




Start 


1207 




End 


1653 




GI 


none 




Score 


164 





31477 



Exons 



1207. .1398, 1211. .1345, 1245. .1364, 1392. .1643, 1392. .1649, 
1393.. 1653, 1501.. 1653 



Seq. No. 31493 Seq. ID 

Gene No. 65181 Strand 

Start 3099 End 

Name OJ990619_40 . 9C03 . C12 . o2 . gs Method 

Start 3099 End 

GI none Score 

Exons 3099.. 3265 



OJ990619_40.9C03.C12 

3265 
GENSCAN 
3265 ■ 
.97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI " 

Exons 



31494 
65182 
1547 

OJ990619_4 0. 9C03.C13.ol.np 

1547 

4680204 



Seq. ID OJ990619 40.9C03.C13 



Strand 
End 

Method 

End 

Score 



+ 

5183 
AAT/NAP 
5183 
831 



1547. .2924, 3016. .4085, 4174. .4347, 4441. .4609, 5002. .5183 
(AF114171) hypothetical protein [Sorghum bicolor] 



31494 Seq. ID 

65182 Strand 

1547 End 

OJ990619_4 0. 9C03.C13.pl. gs Method 

1562 End 

none Score 



OJ990619_40.9C03.C13 
+ 

5183 

GENSCAN . 

4309 

.49 



1562, 
4174 , 



,1822, 2124. 
,4309 



.2444, 2562. .2924, 2995. .3209, 3444. .4085, 



Seq. No. 31494 

Gene No. 65183 

Start 7160 

Name OJ990619_40 . 9C03 . C13 . o3 . gs 

Start 7160 

GI none 
Exons 



Seq. ID OJ990619_40.9C03.C13 

Strand + 

End 10610 

Method GENSCAN 

End 10610 

Score .59 



7160. .7162, 7283. .7478, 8135. .8165, 9141. .9279, 9370. .9510, 
9615. .9899, 10548 .. 10610 * 



Seq. No. 31494 Seq. ID 
Gene No. 65184 Strand 
Start 5602 End 
Name \ - OJ99061 9_4 0 . 9C03 . C13 . o2 . gs ' Method- 
Start 5602 End 
GI "■• - 'none'"' " • ' . . .. . , Score 
Exons 5602.. 6459 



OJ990619_40.9C03.C13 

6459 
GENSCAN 
6459 
.99 



Seq. No. 31494 

Gene No. 65185 

Start 11754 

Name OJ990619_40.9C03.C13.-o2.tw 

Start 2133 

GI none 
Exons 



Seq. ID OJ990619_40.9C03.C13 
Strand 
End 

Method 
End 
Score 



12966 

TBLASTX: Wheat 

2534 

211 



2133. .2369, 2133. .2327, 2364. .2534, 2417. .2533 



OCCj. LMO , 

Gene No. 
Start 



ji4 y4 
65185 
11754 



Seq. ID 

Strand 

End 



OJ990619 40.9C03.C13 



12966 



31478 




Name 


OJ990619 40. 


9C03 


,C13.o3 


. tw 


Method 


TBLASTX: Wheat 


Start 


2538 ~ 








End 


3228 


GI 


none 








Score 


64 


Exons 


2538. .2615, 


2856 


. .2927, 


3010 


. . 3228 




Seq. No. 


31494 








Seq. ID 


OJ990619_40.9C03.C13 


Gene No. 


65185 








Strand 




Start 


11754 








End 


12966 


Name 


OJ990619 40. 


9C03 


.C13.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


5680 ~ 








End 


6085 


GI 


none 








Score 


97 


Exons 


5680. .5775, 


5687 


. .5776, 


5704 


..6084, 5705. .6085 


Seq. No. 


31494 








Seq. ID 


OJ990619_40.9C03.C13 


Gene No. 


65185 








Strand 




Start 


11754 








End 


12966 


Name 


OJ990619 40. 


9C03 


.C13.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


5680 ~ 








End 


6112 


GI 


none 








Score 


49 


Exons 


5680 . . 5751, 


5699 


. .5746, 


5761 


..6054, 56 


J01. .6064, 6047. .6112 


Seq. No. 


31494 








Seq. ID 


OJ990619_40.9C03.C13 


Gene No. 


65185 








Strand 




Start 


11754 








End 


12966 


Name ■ 


OJ990619 40. 


9C03 


. C13 . ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


5680 ~ 








End 


6006 


GI 


none 








Score 


56 


Exons 


5680 . . 5745, 


5687 


. . 5743, 


5744 


..5998, 5758. .6006, 5851. .6006. 


Seq. No. 


31494 








Seq. ID 


OJ990619_40.9C03.C13 


Gene No. 


65185 








Strand 




Start 


11754 








End 


12966 


Name 


OJ990619 40 . 


9C03 


. C13 . ol 


. tc 


Method 


TBLASTX: Cress 


Start 


5809 ~~ 








End 


6055 


GI 


none 








Score 


199 


Exons 


5809. . 6054, 


5810 


. . 6055 








Seq. No. 


31494 








Seq. ID 


OJ990619_40.9C03.C13 


Gene No. 


65185 








Strand 




Start 


11754 








End 


12966 


Name 


OJ990619 40. 


9C03 


C13.o4 


.gs 


Method 


GENSCAN 


Start ~ 


11754 








- End 


12966 


GI • 


none 








Score 


.48 


Exons 


11754. .11768, 12£ 


329. .12966 






Seq. No. 


31495 








Seq. ID 


OJ990619_40.9C03.C14 


Gene No . 


65186 








Strand 


+ 


Start 


489 








End 


1133 


Name 


OJ990619 40. 


9C03 


C14 .ol 


. np 


Method 


AAT/NAP 


Start 


489 








End 


1133 


GI 


2498930 








Score 


743 


Exons 


489. .552, 720. .1133 








GI Descrip. 


DORSAL- VENTRAL PATTERNING PROTEIN SOG 


(SHORT GAS T RULAT I ON 




PROTEIN) gi| 


1203794 (U18774) 


Sog [Drosophila melanogaster ] 


Seq. No. 


31495 








Seq. ID 


OJ990619_40.9C03.C14 


Gene No. 


65186 








Strand 


+ 



31479 




Start 


489 


End 


1133 


Name 


OJ990619 40 9C03 C14 ol a«; 


Mpt* h nrl 


\J J_l LN O V^/itN 


Start 


4 93 ~~ 


End 


1114 


GI 


none 


Score 


1 


Exons 


493 552. 720 1114 






Seq. No. 


31496 


Seq. ' ID 


OJ990619_40.9C03.C18 


Gene No. 


65187 


Strand 




Start 


43 


End 


541 


Name 


OJ990619 40 9C03 C18 ol as 


Mpfh nH 

l JC L11UU 


GFN^CAN 

\J 111 IN O v_/iiLN 


Start 


43 ~~ 


Fnd 


S4 1 

*J *3 X 


GI 


none 


Score 




1_J /V W lit? 


4 3. .541 






Seq. No. 


31497 


Seq. ID 


OJ990619 43 9C01 CI 


npnp No 


65188 


Strand 


+ 


Start 


486 


End 


1132 


Name 


OJ990619 43.9C01.Cl.ol.np 


Method 


AAT/NAP 


Start 


486 


End 


1132 


GI 


2498930 


Score 


757 


i i *\ w 11 j 


486..S49, 717. .1132 






QT Dp qpfi d 

VJ X ^ t_) f JL -L £j . 


DORSAL- VENTRAL PATTERNING PROTEIN SOG 


(SHORT GAS T RU LAT I ON 






Sog [Drosophila melanogaster ] 




_) X *i 17 O 


Seq. ID 


OJ990619_43.9C01.C2 


Gene No. 


U _J X O _7 


Strand 


+ 


Start 


1 
X 


End 


220 


Name 


OJ990619 43.9C01.C2.ol.np\ 


Method 


AAT/NAP 


Start 


1 


End 


220 


GI 


4680179 


Score 


305 


F.xon s 


1. .220 






GT De qrrin 

V_J J_ L> L^> J_ ^ k** ■ 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 


Seq. No. 


31498 


Seq. ID 


OJ990619_43.9C01.C2 


Gene No . 


65190 


Strand 


+ 


Start 


778 


End 


979 


Name 


OJ990619 43.9C01.C2.ol.tm 


Method 


TBLASTX: Maize 


Start 


1 . 


End 


219 


GI 


none 


Score 


■•285 


Exons 


1..219, 1..102, 3. .206 






Seq. No. 


31498 - - 


Seq. ID 


OJ990619_43.9C01.C2 


Gene No . 


65190 


Strand 


+ ' - 


Start 


-778 


End 


979 


Name 


OJ990619 43.9C01.C2.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1 


End 


219 


GI 


none 


Score 


262 


Pvnn s 


1..219, 3. .218, 148. .219 ' 






Seq. No. 


31498 


Seq. ID 


OJ990619_43.9C01.C2 


Gene No. 


65190 


Strand 


+ 


Start 


778 


End 


979 


Name 


OJ990619 43. 9C01 . C2 . ol . gs 


Method 


GENSCAN 


Start 


778 


End 


979 


GI 




Score 


.75 



Exons 778 . . 979 



31480 




Seq. No. 


31499 




Seq. ID 


OJ990619 43 9C01 




Gene No. 


65191 




Strand 


+ _ 




Start 


1 




End 


5237 




Name 


OJ990619 43. 9C01.C3.ol. 


no 


Method 


AAT/NAP 




Start 


1 ~~ 




End 


5237 




GI 


4680179 




Score 


4851 




Exons 


1 . . 2773, 4477 . . 5237 










GI Descrip. 


(AF111709) polyprotein 


[ Or y za 




QiiKc-o i nd"i ra 1 




Seq. No. 


31499 




Seq. ID 


OJ990619__43.9C01. 


C3 


Gene No. 


65191 




Strand 


+ 




Start 


1 




End 


5237 




Name 


OJ990619 43 9C01 C3 ol 


(is 








Start 


319 ~~ 




End 


2682 




GI 


none 




Score 


. 52 




Exons 


31 9.. 1061, 1539.. 2682 










Seq. No. 


31499 




Seq. ID 


OJ990619_43. 9C01. 


C3 


Gene No. 


65192 




Strand 






Start 


3208 




End 


5192 




Name 


OJ990619 43 9C01 C3 o3 


tw 


Method 


TBT.ASTX • Whpsf- 




Start 


697 ~~ 




End 


1179 




GI 


none 




Score 


507 




Exons 


697 1179. 756 1136 










Seq. No. 


31499 




Seq. ID 


OJ990619_43. 9C01. 


C3 


Gene No. 


65192 




Strand 






Start 


3208 




End 


5192 




Name 


OJ990619 43 9C01 C3 o5 


tm 


Mpthnd 


TBLASTX • Ma i 7P 




Start 


706 ~~ 




End 


998 

J ^ o 




GI 


none 




Score 


315 




Exons 


706.. 996, 734 967. 807 


998 








Seq. No. 


31499 




Seq. ID 


OJ990619_43. 9C01. 


C3 


Gene No. 


65192 




Strand 






Start 


3208 




End 


5192 




Name 


OJ990619 43 9C01 C3 o3 


ts 


Mpf hnH 


TRT.ASTX • ^nvhp^n 

± 1-J J-J.il t-J J. A • UU y Jt_J C CI 1 1 




Start 


733 ~ 




End' 


■ 1047 




GI 


none 




Score 


190 




Exons 


733. . 1047, 849. . 1046 










Seq. No. 


31499 




Seq. ID 


OJ990619_43. 9C01. 


C3 


Gene No. 


65192 




Strand 






Start 


3208 




End 


5192 




Name 


OJ990619 43 9C01 C3 o4 


tm 




TRT.A^TX • Ms i 7p 

J. JJ DflU J- /\ * 11 Cl J- C 




Start 


1066 ~~ 




End 


1566 




GI 


none 




Score 


157 




Exons 


1066. .1245, 1231. .1566, 


1318 


1557 






Seq. No. 


31499 




Seq. ID 


OJ990619_43. 9C01. 


C3 


Gene No. 


65192 




Strand 






Start 


3208 




End 


5192 




Name 


OJ990619 43. 9C01.C3.ol. 


ts 


Method 


TBLASTX: Soybean 




Start *"* 


1120 




End * ' 


1515 




r> t 


none 




Score 


57 




Exons 


1120. .1152, 1120. .1152, 


1156. . 


1515, 1159. .1236, 1163. .1297, 



1272. . 1514 



31481 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 

r> t 

\J -L 

Exons 



31499 
65192 
3208 

OJ990619_43. 

1228 

none 

1228. . 1530, 

31499 
65192 
3208 

OJ990619__43. 

1531 

none 

1531. .2040, 

31499 
65192 
3208 

OJ990619_43. 

1540 

none 

1540. . 1782 

31499 
65192 
3208 

OJ990619_43. 
1603 
none 

1603. .1956, 

31499 
65192 
3208 

OJ990619_43. 
2044 
none 

2044. .2523, 

31499 
65192 
3208 • 

OJ990619_43. 
2221 
none 

2221. .2403, 

31499 
65192 
3208 

OJ990619_43. 
2311 

2311. .2571, 



9C01.C3.o5.tw 
1228. .1530 

9C01.C3.ol.tw 
1563. .1949, 1648. 

9C01.C3.o4 . ts 



.9C01.C3.o2.tm 
1605. .1871, 1645. 

9C01.C3.o2.tw 
2062. .2517, 2139. 

9C01.C3.ol.tc 
2404. .2547, 2469. 

9C01.C3.o2.ts 
2316. .2417, 2348. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.1950 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.1941 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.2522 

Seq. ID 
Strand 
End ■" 
Method 
End 
Score 
.2546 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990619_43.9C01.C3 
5192 

TBLASTX: Wheat 

1530 

383 



OJ990619_43. 9C01.C3 
5192 

TBLASTX: Wheat 

2040 

610 



OJ990619_43.9C01.C3 
5192 

TBLASTX : Soybean 

1782 

183 



OJ990619_43.9C01.C3 
5192 

TBLASTX: Maize 

1956 

452 



OJ990619_43.9C01.C3 
5192 

TBLASTX: Wheat 

2523 

584 



OJ990619_43. 9C01.C3 
5192 

TBLASTX: Cress 

2547 

90 



OJ990619_43.9C01.C3 
5192 

TBLASTX: Soybean 

2572 

291 



,2572, 2440. .2571 



31482 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31499 



65192 Strand 
3208 End 
OJ990619_4 3 . 9C01 . C3 . o3 . tm Method 
2371 End 
none Score 
2371.. 2661, 2440.. 2655, 2472.. 2657 



Seq. ID OJ990619_43. 9C01.C3 



5192 

TBLASTX : Maize 

2661 

387 



Seq. No. 31499 

Gene No. 65192 

Start 3208 

Name ' OJ990619_43 . 9C01 . C3 . 06 . tw 

Start 2529 

GI none 
Exons 



Seq. ID OJ990619_43. 9C01.C3 
Strand 
End 

Method 
End 
Score 



5192 

TBLASTX: Wheat 

4619 

295 



2529. .2771, 2530. .2772, 4466. .4618, 4470. .4619, 4470. .4619 



Seq. No. 31499 

Gene No. 65192 

Start 3208 

Name OJ990619_43 . 9C01 . C3 . ol . 

Start 2713 

GI none 

Exons 2713.. 2772, 4470.. 4574, 
4731. .5000, 4739. .4999 

Seq. No. 31499 

Gene No. 65192 

Start 3208 

Name O J9 9 0 6 1 9_4 3 9C0 1 . C3 . o2 . 

Start 3208 

GI none 

Exons 3208.. 3420, 3474.. 3677, 
4917. .5076 



Seq. ID OJ990619_43.9C01.C3 

Strand 

End 5192 

tm Method TBLASTX : Maize 

End 5000 

Score 90 
4481. .4567, 4572. .4670, 4574. .4669, 



Seq. ID OJ990619_43. 9C01.C3 
Strand 

End 5192 

gs Method GENSCAN 

End 507 6 

Score .85 
3715. .3825, 3982. .4145, 4505. .4580, 



Seq. No. 


31499 




Seq. ID 


OJ990619_43. 9C01 


.C3 


Gene No. 


65192 




Strand 






Start 


3208 




End 


5192 




Name 


OJ990619 43.9C01.C3.o4 


. tw 


Method 


TBLASTX: Wheat 




Start 


4770 




End 


5192 




GI 


none 




Score 


398 




Exons 


4770. .5192, 4805. .4996 










Seq. No, 


■ 31500 .. . 




Seq. ID 


OJ990619 43.9C01 


C4 


Gene -No . - 


65193 




Strand 


+ 




Start 


47 




End 


719 




Name 


OJ990619 43. 9C01.C4 .ol 


.gs 


Method 


GENSCAN 




Start 


47 




End 


719 




GI 


none 




Score 


.7 




Exons 


47. .161, 254. .330, 423 


. . 644, 


649. .719 







Seq. No. 
Gene No. 
Start 
Name 

O L.UX <_ 

GI 

Exons 



31500 
65194 
1258 

OJ990619_4 3. 9C01.C4 .o2.gs 

-i s\ r n 

none 



Seq. ID OJ990619_43. 9C01.C4 
Strand 

End 6765 

Method GENSCAN 

End 6765 

Score .74 



1258. .1266, 1461. .1520, 2057. .2194, 2328. .2771, 2962. .3069, 



31483 



3081. .3365, 3443. .3716, 3813. .4113, 4248. .4514, 4541. .5174, 
5239. .5444, 5607. .5,838, 5978. .6282, 6354. .6644, 6729. .6765 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31500 

65194 

1258 

OJ9906 

2404 

592263 

2404'. . 

6068. . 

(AP000 

region 

retrot 

gil 601 

C26347 

predic 

Cinful 



19_4 3.9C01.C4.ol.np 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ990619_43. 9C01.C4 

6765 
AAT/NAP 
6692 
3923 



1 

3217, 3805. .4693, 4820. .4976, 5019. .5562, 5608. .5810, 
6310, 6568.-6692 
492) ESTs C26347 {C12 
of the predicted ge 
ransposon Cinful-1. 
6864|dbj IBAA85207.il 
(C12145) ,AU078074 (CI 
ted gene.; Similar t 
1. (AF049110) [Oryz 



145) , AU078074 (C12145) correspond to a 
ne.; similar to prpol; Zea mays 
(AF049110) [Oryza sativa] 

(AP000570) ESTs 
2145) correspond to a region of the 
o prpol; Zea mays retrotransposon 
a sativ 



O C * LNU • 


31500 








Seq. ID 


OJ990619_43.9C01 






65194 








Strand 






Start 


12^8 

It, JO 








End 


6765 




Name 


OJ990619 43 


. 9C01 


. C4 . o3 . 


tw 


Method 


TBLASTX: Wheat 




Start 


24 96 ~~ 








End 


2807 




GI 


none 








Score 


85 




Exons 


2496. .2807, 


25ll 


. .2798 










Q^rr Kin 


son 
_> j. \j \j 








Seq. ID 


OJ990619_43.9C01 




UC11C IN KJ . 










Strand 






Start 


X J o 








End 


6765 




Name 


OJ990 619 4^ 


qrm 


P4 nl 

• ^ 1 • U 1 ■ 


1- ^ 


Method 


TBLASTX : Soybean 




OLal L 


97 ~~ 








End 


3188 




GI 


none 








Score 


48 




Exons 


2757. .3188, 


2791 


. .2961, 


2997. 


.3125, 2998.. 31-41 




Seq. No. 


31500 








Seq. ID 


OJ990619_43.9C01 


.C4 


Gene No. 


65194 








Strand 






Start 


1258 








End , 


.67 65 




Name 


OJ990619 43 


9C01 


.C4 .ol. 


tw ' 


Method 


TBLASTX: Wheat 




Start 


2812 








End 


3236 




GI 


none 








Score 


269 




Exons 


2812 .-. 3192, 


2817 


. .3236 ■ 










Seq. No. 


31500 - 








Seq. ID 


OJ990619_43. 9C01 


C4 


Gene No. 


65194 








Strand 






Start 


1258 








End 


6765 




Name 


OJ990619 43. 


9C01 


.C4 .ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2910 








End 


3293 




GI 


none 








Score 


144 




Exons 


2910. .3293, 


29ll 


. .3189 










Seq. No. 


31500 








Seq. ID 


OJ990619_43. 9C01. 


C4 


Gene No. 


65194 








Strand 






Start 


1258 








End 


6765 






^ t A A A /- 1 r\ ' — > 


9C01 


.C4 .06. 


tw 


Method 


TBLASTX: Wheat 




Start 


3237 








End 


3399 




GI 


none 








Score 


66 





31484 




Exons 


3237 . . 3359, 


3237 


. . 3377, 


3238, 


..3378, 3373.-3399 




Seq. No. 


31500 








Seq. ID 


OJ990619__43. 9C01 


.C4 


Gene No. 


65194 








Strand 


- 




Start 


1258 








End 


6765 




Name 


OJ990619 43 


. 9C01 


,C4 .o2 . 


tm 


Method 


TBLASTX: Maize 




Start 


3321 ~ 








End 


3658 




GI 


none 








Score 


150 




Exons 


3321 . . 3365, 


3407 


. . 3658, 


3408 . 


. .3617 






Seq. No. 


31500 








Seq. ID 


OJ990619_43. 9C01 


.C4 


Gene No. 


65194 








Strand 


- 




Start 


1258 








End 


6765 




Name 


OJ990619 43, 


. 9C01 


. C4 . o2 . 


tw 


Method 


TBLASTX: Wheat 




Start 


3401 ~ 








End 


3787 




GI 


none 








Score 


250 




Exons 


3401 . . 3787, 


3411 


. . 3767 










Seq. No. 


31500 








Seq. ID 


OJ990619_43. 9C01 


.C4 


Gene No. 


65194 








Strand 


- 




Start 


1258 








End 


6765 




Name 


OJ990619 43 


. 9C01 


. C4 .o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


3422 ~ 








End 


3748 




GI 


none 








Score 


139 




Exons 


3422 . . 3517, 


3524 


. . 3748 










Seq. No. 


31500 








Seq. ID 


OJ990619_43.9C01 


.C4 


Gene No. 


65194 








Strand 






Start 


1258 








End 


6765 




Name 


OJ990619 43 


. 9C01 


. C4 . o4 . 


tw 


Method 


TBLASTX: Wheat 




Start 


4008 ~ 








End 


4428 




GI 


none 








Score 


75 




Exons 


4008 . . 4130, 


4010 


. . 4135, 


4141 . 


.4191, 42S2..4428 




Seq. No. 


31500 








Seq. ID 


OJ990619_43.9C01, 


.C4 


Gene No. 


65194 ■ 








Strand 






Start 


1258 








End 


6765 




Name 


OJ990619 43. 


, 9C01 


. C4 . o3 . 


tm 


Method 


TBLASTX: Maize 




Start 


4914 ~~ 








End 


5168 




GI 


none 








Score 


123 




Exons 


4914 . . 5168, 


4963 


. .5166 










Seq. .No. * 


' . 31500 ' ; - 








Seq'.. ID 


OJ990619_43.9C01. 


,C4 


Gene No. ' ' 


' 65194 








Strand . 






Start 


1258 








End 


6765 




Name 


OJ990619 43. 


9C01 , 


. C4 . o5 . 


t w 


Method 


TBLASTX: Wheat 




Start 


5013 _ 








End 


5380 




GI 


none 








Score 


59 




Exons 


5013 5285. 


5314 . 


5379, 


5318 . 


.5380 








J X *J \J J. 








Seq. ID 


OJ990619_43.9C01. 




Gene No. 


65195 








Strand 


+ 




Start 


776 








End 


1480 




Name 


OJ990619 43. 


9C01. 


.C5.ol. 


gp 


Method 


AAT/GAP 




Start 


< < o 








End 


1480 




GI 


67 1.R1084 








Score 


1221 




Exons 


776. .1480 















31485 



GI Descrip. 



M126695/dbj |BAA36699| 
sativa] 1 



1.0e-39 (AB016505) prolamin [Oryza 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31501 Seq. ID 

65196 Strand 
3748 End 
OJ99061 9_4 3 . 9C01 . C5 . o2 . np Method 
3748 End 
5852179 Score 
3748. .3969, 4044. .4283 

(AL117265) zhb0009.1 [Oryza sativa] 

31501 Seq. ID 

65197 Strand 
915 End 

0 J990 61 9_4 3 . 9C0 1 . C5 . ol . gs Method 

915 End 

none Score 
915. .1385 



OJ990619_43.9C01.C5 
+ 

4283 
AAT/NAP 
4283 
454 



OJ990619_43.9C01.C5 

1385 
GEN SCAN 
1385 
.86 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start ' 
Name 
Start' 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31501 Seq. ID 

65197 Strand 

915 End 

OJ990 619_43. 9C01 .C5.ol.np Method 

918 End 

4126695 Score 
918. .1385 

(AB016505) prolamin [Oryza sativa] 



OJ990619_43.9C01.C5 

1385 
AAT/NAP 
1385 
793 



31502 Seq. ID 

65198 Strand 

1 End 2498 

0 J9 90 6 1 9_4 3 . 9C0 1 . C6 . ol . np Method AAT/NAP 

1 End 2498 
5295955 Score 795 
1..-92, 486. .609, 1291. .1715, 1795. .1833, 1872. 
(AB026295) Similar to Epstein-Barr virus (EBV) 
[Oryza sativa] ■ 



OJ990619_43.9C01.C6 
+ 



.2362, 2389. .2498 
genome. (V01555) 



31502 Seq. ID 

65198 Strand 
1 - ■ -■ ' • ~ End" 

'OJ990619_43.9C01.C6.ol.gs . Method 

495 - - ■ : " -- -~ - - End 

none Score 

495. .609, 1296. .1670, 1724. .1922 

31502 Seq. ID 

65199 Strand 
3235 End 

0 J990 61 9_4 3 . 9C0 1 . C6 . o2 . gs Method 

3235 End 

none Score 
3235. .3242 



OJ990619_43.9C01.C6' 

+ 

24 98 
GENSCAN 
1922 - 
.79 



OJ990619 43.9C01.C6 



3242 
GENSCAN 
3242 
.46 



Seq. No. 
Gene No. 



31503 
65200 



Seq. ID OJ990619_43.9C01.C7 
Strand + 



31486 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



End 

Method 
End 
Score 



4249 
AAT/NAP 
1158 
180 



OJ990619_4 3 . 9C01 . C7 . ol . np 
1 

4539658 
1..27, 739.-863, 981. .1158 

(AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



Seq. No. 31503 

Gene No. 65200 

Start 1 

Name OJ990619_4 3 . 9C01 . C7 . ol . gs 

Start 1029 

GI none 
Exons 



Seq. ID OJ990619_4 3. 9C01 .C7 

Strand + 

End 4249 

Method GENSCAN 

End 4249 

Score .83 



1029. .1163, 2404. .2469, 3245. .3650, 3659. .3799, 4167. .4249 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31503 Seq. ID 

65201 Strand 

2215 End 

OJ990619_4 3. 9C01 . C7 . o2 . np Method 

2215 End 

6063554 Score 



OJ990619_43. 9C01.C7 

4154 
AAT/NAP 
4154 
365 



2215. .2385, 3010. .3041, 3383. .3582, 3845. .4154 
(AP000615) ESTs AU075 609 (C63344) ,C71850 (E04 64) ,C98 611 (E04 64) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 31503 Seq. ID 

Gene No. 65202 Strand 

Start 5630 End 

Name OJ990619_43 . 9C01 . C7 . o2 . gs Method 

Start 5630 End 

GI none Score 

Exons 5630.. 6398 



OJ990619_43. 9C01.C7 

6398 
GENSCAN 
6398 
.59 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons - -• 
GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31504 Seq. ID 

65203 Strand 
6784 End 
OJ990619_43. 9C01 . C8 . ol . gp Method 
6784 End 
LIB34 31-028-P1-N1-A10 Score 
6784 . .7201 ----- - ----- 

f 4680203/gb| AAD27 566 . 1 1 AF114 17 1_7 
protein "[Sorghum -bicolor] 1 " ■ 



9C01.C8 



OJ990619__43. 
+ 

7201 
AAT/GAP 
7201 
836 



3.0e-33 (AF114171) TNP2-like 



31504 
65204 
11166 

OJ990619_4 3. 9C01.C8.o2.gs 
11166 
none 
11166. 
16356. 



11227, 11957. 
16958, 17850. 



12747, 
18003, 



Seq. ID 
Strand 
End 

ivjethod 
End 
Score 

12817 

18508 



OJ990619__43. 9C01.C8 
+ 



20056 
GENSCAN 
-20056 
.81 

14980, 15077. 
18610, 18812. 



16157, 
18936, 



19752. .20056 



Seq. No. 
Gene No. 



31504 
65204 



Seq. ID OJ990619_43. 9C01.C8 
Strand + 



31487 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



20056 
AAT/NAP 
19596 
4943 



11166 End 
OJ990619_43. 9C01.C8.o4 .np Method 
12031 End 
5922631 Score 

12031. .12154, 12413. .12657, 12916 .. 13118, 13164 .. 1374 1 , 
13784. .13935, 14062 .. 14 988, 15595 .. 168 90, 19487. .19596 
(AP000492) ESTs C26347 (C12145 ) , AU078074 (C12145 ). correspond 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi|6016864 Idbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



to a 



31504 
65204 
11166 

0 J990 61 9_4 3 . 9C01 . C8 . o5 . np 

16106 

4680186 

16106. .1617 6, 17 609. .17 698, 



Seq. ID OJ990619_43.9C01.C8 

Strand + 

End 20056 

Method AAT/NAP 

End 18047 

Score 219 
17825. .18047 



(AF111709) unknown [Oryza sativa subsp. indica] 



31504 Seq. ID 

65204 Strand 

11166 End 

OJ990619_43. 9C01 . C8 . o5 . gp Method 

18044 End 

61605_3.R1084 Score 
18044. .18301 

f 1402920/emb|CAA66965| 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



OJ990619_ i 43. 9C01.C8 
+ 

20056 
AAT/GAP 
18301 
447 



Seq. No. 31504 

Gene No. 65204 

Start 11166 

Name OJ990619_4 3 . 9C01 . C8 . o7 . gp 

Start 18747 

GI uC-osflM20204 8cl2bl 

Exons 18747.. 19270 

GI Descrip. ' 5257255/dbj | AP000364 . 1 J AP000364 2 
DNA, -chromosome 8, clone : P0026F07 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990619_43. 
+ 

20056 
AAT/GAP 
19270 
704 



9C01.C8 



Oe-16 Oryza sativa genomic 



Seqr No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



31504 
65205 
474 

OJ990619_4 3.9C01.C8.ol.np 
451 

4680204 



Seq. ID OJ990619_43.9C01.C8 
Strand 

End 11476 

Method AAT/NAP 

End 4147 

Score 1042 



451. .587, 938. .1157, 1254. .1427, 1537. .2636, 2711. .4147 
(AF114171) hypothetical protein [Sorghum bicolor] 



31504 
65205 
474 

OJ990619_43. 9C01 . C8 . ol . gs 
474 



Seq. ID 

Strand 

End 

Method 
End 



OJ990619_43. 9C01.C8 

11476 
GEN SCAN 
10152 



31488 




GI none Score .52 

Exons 474. .617, 697. .795, 890. .962, 1047. .1157, 1254. .1427, 

1537. .2222, 2224. .2369, 2495.-2636, 2711. .2830, 2876. .3778, 
3797. .4132, 5039. .5209, 5236. .5511, 5598. .5696, 6871. .7410, 
7732.. 8123, 8379.. 10152 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31504 
65205 
474 

OJ990619_4 3. 9C01.C8 .o2.gp 
6057 

342 1.R1084 



OJ990619 43.9C01.C8 



Seq. ID 
Strand 

End 11476 
Method AAT/GAP 
End 10148 
_ Score 6624 

6057.. 6430, 6540.. 6637, 6720.. 6739, 6775.. 10148 
, 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31504 
65205 
474 

OJ990619_4 3 . 9C01 .C8 . o3 . gp 
6059 

342 1.R1084 



Seq. ID OJ990619_43. 9C01.C8 
Strand 

11476 
AAT/GAP 
10148 
6620 



End 

Method 
End 
Score 

6059. .6430, 6540. .6637, 6720. .6739, 6775. .10148 

1 4 574406/gb | AAD24 042 . 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 

sativa] ? 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31504 
65205 
474 

OJ990619_4 3. 9C01 . C8 . o3 . np 

6841 

4680203 



Seq. ID OJ990619_43.9C01.C8 
Strand 

End 11476 

Method AAT/NAP 

End 11476 

Score 3304 



6841. .7818, 8095. .8325, 8479. .10152, 11431. .11476 
(AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. No. 31504 Seq. ID 

Gene No. 65206 Strand 

Start 17 602 - End 

Name OJ990619_43 . 9C01 . C8 . o4 . gp Method 

Start 17602 End 

GI uC-osflcyp033a04bl Score 

-Exons 17602. .17983 • - - 

.GI Descrip. 1 6016845/dbj | AP000570 ."1 1 AP000570 3". Oe- 
DNA, chromosome 1, clone : P07 11E10 ' 



OJ990619_43.9C01.C8 

17983 
AAT/GAP 
17983 
647 

•59 Oryza sativa genomic 



Seq. No. 


31504 






Seq. ID 


OJ990619_43. 9C01 


,C8 


Gene No. 


65207 






Strand 






Start 


18667 






End 


22122 




Name 


OJ990619 43 


9C01 


.C8 .o!2. tw 


Method 


TBLASTX: Wheat 




Start 


1088 






End 


1610 




GI 


none 






Score 


61 




Exons 


1088. .1159, 


1259 


..1441, 1266. 


.1391, 1530. .1610 




Seq. No. 


31504 






Seq. ID 


OJ990619 43.9C01 


C8 




65207 






Strand 






Start 


18667 






End 


22122 




Name 


OJ990619 43. 


9C01 


■C8.o9.tw 


Method 


TBLASTX: Wheat 





31489 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3101 
none 

3101. .3196, 3101. .3271, 3234. 
3364.. 3504, 3394.. 3504 

31504 
65207 
18667 

OJ990619_4 3. 9C01.C8.ol. tw 

6895 

none 

6895.. 6987, 6976.. 7056, 7069. 
7255. .7299, 7256. .7303, 7294. 

31504 
65207 
18667 

OJ990619_4 3. 9C01 . C8 . o2 . tc 

7477 

none 

7477.. 7626, 7477. .7920, 7481. 

31504 
65207 
18667 

OJ990619__43.9C01.C8.o4.tm " 

7855 

none 

7855. .8169, 7883. .8158 



End 3504 
Score 48 

.3401, 3266.. 3502, 3353.. 3502, 



Seq. ID OJ990619_43. 9C01 ,C8 
Strand 

End 22122 

Method TBLASTX : Wheat 

End 8212 

Score 132 

.7209, 7070.. 7210, 7189. .7248, 
.8211, 7310. .8212, 7487. .8212 

Seq. ID OJ990619_43.9C01.C8 
Strand 

End 22122 

Method TBLASTX : Cress 

End 7928 

Score 92 
.7924, 7487. .7924, 7746.-7928 

Seq. ID OJ990619_43.9C01.C8 
Strand 

End 22122 

Method TBLASTX : Mai ze 

End 8169 

Score 137 



Seq. No. 31504 

Gene No. 65207 

Start 18667 

Name OJ990619_4 3 . 9C01 . C8 . 06 . tw 

Start 8213 

GI none 

Exons 8213.. 8299, 8215.. 8298, 8332. 
8573. .8623 



Seq. ID OJ990619_43.9C01.C8 
Strand 

End 22122 

Method TBLASTX : Wheat 

End 8623 

Score 81 

.8550, 8372. .8554, 8560. .8622, 



Seq. No. 31504 

Gene No. 65207 

Start 18667 • - 

Name OJ990619_4 3 . 9C01 . C8 . o4 . ts 

Start 8656 

GI none 

Exons 8656..8898 



Seq. ID OJ990619__43.9C01.C8 
Strand 

End - 22122 ■ ~ * 

-Method TBLASTX : Soybean 

End - 8898 

Score 211 



Seq. No. 31504 

Gene No. 65207 

Start 18667 

Name OJ990619_4 3 . 9C01 . C8 . o2 . tm 

Start 8728 

GI none 

Exons 8728..8922, 8932.. 9186, 8932. 

Seq. No. 31504 

Gene No. 65207 



Seq. ID OJ990619__43. 9C01 .C8 
Strand 

22122 

TBLASTX :Maize 
9186 
96 



End 

Method 
End 
Score 
. 9174 



Seq. ID OJ990619_43. 9C01 .C8 
Strand 



31490 



• * 



Start 


18667 




End 


22122 


Name 


OJ990619 43. 


9C01.C8.o2.tw 


Method 


TBLASTX: Wheat 


Start 


■8762 




End 


9231 


GI 


none 




Score 


179 


Exons 


8762 . .8968, 


8762. . 8971, 8767 


..8970, 8767. .8991, 8971. .9069 




9026. . 9064, 


9073. . 9177, 9077 


..9166, 9178. .9231, 9179. .9223 


Seq. No. 


31504 




Seq. ID 


OJ990619_43. 9C01.C8 


Gene No. 


65207 




Strand 




Start 


18667 




End 


22122 


Name 


OJ990619 43. 


9C01.C8.ol.tc 


Method 


TBLASTX: Cress 


Start 


9019 ~ 




End 


9367 


GI 


none 




Score 


88 


Exons 


9019. .9360, 


9038 . . 9175, 9215 


. .9367 




Seq. No. 


31504 




Seq. ID 


OJ990619_43.9C01.C8 


Gene No. 


65207 




Strand 




Start 


18667 




End 


22122 


Name 


OJ990619 43. 


9C01 .C8 .ol . ts 


Method 


TBLASTX: Soybean 


Start 


9100 ~ 




End 


9529 


GI 


none 




Score 


116 


Exons 


9100. . 9396, 


9118 . . 9342, 9391 


..9453, 9446. .9529, 9454. .9528 


Seq. No. 


31504 




Seq. ID 


OJ990619_43.9C01.C8 


Gene No. 


65207 




Strand 




Start 


18667 




End 


22122 


Name 


OJ990619 43. 


9C01 .C8 .o7 . tw 


Method 


TBLASTX: Wheat 


Start 


• 9450 ~ 




End 


9801 


GI 


none 




Score 


187 


Exons 


9450. . 9701, 


9460. .9711, 9461, 


. .9703, 9694. .9801 


Seq. No. 


31504 




Seq. ID 


OJ990619_43. 9C01.C8 


Gene No. 


65207 




Strand 




Start 


18667 




End 


22122 


Name 


OJ990619 43. 


9C01.C8 .ol0. tw 


Method 


TBLASTX: Wheat 


Start 


13346 ~ 




End 


13748 


GI 


none 




Score 


291 


Exons 


13346. ..13615 


, 13347.. 13748 






Seq. No. 


31504 




Seq. ID 


OJ990619_43. 9C01.C8 


Gene No. 


65207 




Strand 




Start - 


18667"- 




End 


22122 


Name 


OJ990619 43. 


9C01.C8.o3.tw 


Method 


TBLASTX: Wheat 


Start 


14328 - 




* End 


15125 


GI 


none 




Score 


146 


Exons 


14328 . . 14504 


, 14549. .14785, 14553. .1471 


33, 14832. .15125, 




14960 . . 15121 








Seq. No. 


31504 




Seq. ID 


OJ990619_43. 9C01.C8 


Gene No. 


65207 




Strand 




Start 


18667 




End 


22122 


Name 


OJ990619 43. 


9C01.C8.o5. ts 


Method 


TBLASTX: Soybean 


Start 


15054 




End 


15410 . 


GI 


none 




Score 


134 


T7 ~ ~ „ 


*t r? r\ t- a 

1JUJ4 . . lOZD^ 


, 15276. . 15410 







Seq. No. 31504 Seq. ID OJ990619_43 . 9C01 . C8 



31491 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



65207 Strand 
18667 End 

OJ990619_43.9C01.C8.oll.tw ' Method 
15126 End 
none Score 



22122 

TBLASTX: Wheat 

15359 

266 



15126. . 15359, 1514 6. .15358, 1514 7. . 15359 



31504 Seq. ID 

65207 Strand 

18667 End 

OJ990619_4 3 . 9C01 . C8 . ol . tm Method 

15135 End 

none . Score 

15135. . 15491, 15176.. 15481 



OJ990619_43.9C01.C8 
22122 

TBLASTX: Maize 

15491 

367 



Seq. No. 31504 Seq. ID 

Gene No. 65207 Strand 

Start 18667 End 

Name OJ990619_43 . 9C01 . C8 . o4 . tw Method 

Start 15360 End 

GI none Score 

Exons 15360. .15779, 15362.. 15778 



OJ990619_43.9C01.C8 
22122 

TBLASTX: Wheat 

15779 

461 



Seq. No. 31504 Seq. ID 

Gene No. 65207 ' Strand 

Start 18667 End 

Name OJ990619_43 . 9C01 . C8 . o3 . tm Method ' 

Start 15519 . End 

GI none Score 

Exons 15519. .15902, 15623.. 15901 



OJ990619_43.9C01.C8 

22122 

TBLASTX: Maize 

15902 

332 



Seq. No. 


31504 






Seq. ID 


OJ990619_43. 9C01 


.C8 


Gene No. 


65207 






Strand 






Start 


18667 






End 


22122 




Name 


OJ990619 43.9C01.C8 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


15624 






End 


16022 




GI 


none 






Score 


306 . 




Exons 


15624.. 


.16022, 15671 


. .15814, 


15851. .16021 '* . 




Seq. No. 


31504 






Seq. ID 


OJ990619_43.9C01 


.C8 


Gene No. 


65207 






Strand 






Start 


18667 






End 


22122 




Name 


OJ990619 43.9C01.C8 


o8.tw ■ 


Method 


•TBLASTX: Wheat 




Start 


15824 






End 


16253 




GI 


none 






Score 


344 




Exons 


15824. 


.16033, 15825 


.16253, 


16118. .16252 




Seq. No. 


31504 






Seq. ID 


OJ990619_43. 9C01 


.C8 


Gene No. 


65207 






Strand 






Start 


18667 






End 


22122 




Name 


OJ990619 43.9C01.C8 


o3 . ts 


Method 


TBLASTX: Soybean 




Start 


16281 






End 


16669 




GI 


none 






Score 


84 




Exons 


16281. 


.16385, 16289 


. 16375, 


16425. .16667, 164 30. . 16669 




Seq. No. 


31504 






Seq. ID 


OJ990619_43. 9C01 


.C8 


Gene No. 


65207 






Strand 







31492 



Start 
Name 
Start 
GI 

Exons 



18667 End 

OJ990619_43. 9C01 . C8 . o5 . tw Method 

16290 End 

'none Score 
16290. .16712, 16292. .16636 



22122 

TBLASTX: Wheat 

16712 

397 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



31504 Seq. ID 

65207 Strand . 

18667 End 

OJ990619_43.9C01.C8.o5.tm Method 

16344 End 

none Score 
16344, 



OJ990619_43. 9C01.C8 
22122 

TBLASTX: Maize 

16616 

117 



,16514, 16518. .16616 



31504 Seq. ID 

65207 Strand 
18667 End 
OJ990619_4 3 . 9C01 . C8 . 06 . np Method 
18667 End 
6063554 Score 
18667. .18841, 19478 19505, 1984 3 .. 20084 , 20195 204 84 , 
22046. .22122 

(AP000615) ESTs AU075609 (C6334 4 ) , C7 1850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



OJ990619_43. 9C01.C8 

22122 
AAT/NAP 
22122 
374 



31504 Seq. ID 

65207 Strand 

18667 End 

0 J990 619_4 3 /9C0 1 . C8 . o3 . gs Method 

21434 End 

none Score 
21434 . .21538 



OJ990619_43.9C01.C8 

22122 
GENSCAN 
21538 
. 63 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI" Descrip. 



31504 Seq. ID OJ990619_4 3 . 9C01 . C8 

65207 Strand 

18667 End 22122 

OJ990619_43. 9C01 . C8 . o7 . np Method AAT/NAP 

21437 End 22122 

6907087 Score 163 

21437. .21538, 22077. .22122 

(AP001i29) ESTs C72-771 (E2215) ,AU082313 (E2215) correspond' to"a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No-. 
Gene No. 
Start 



31505 
65208 
1 

OJ990619_43 . 9C01 . C9 . o2 . np 
1 

5902445 
1..23, 1353. .2628 

(AB030283) GAG-POL precursor [Oryza sativa] 



Seq. ID OJ990619_43.9C01.C9 



Strand 
End 

Method 

End 

Score 



2631 
AAT/NAP 
2628 
1997 



31505 
65208 
1 



Seq. ID OJ9906iy_43. 9C01.C9 
Strand + 
End 2631 



31493 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990619_4 3.9C01.C9.ol.gs 

4 • 



Method 
End 

none Score 
4. .493, 1316. .1699, 1850. .2631 



GENSCAN 

2631 

.95 



Seq. ID OJ990619_43.9C01.C9 
Strand 

683 

AAT/NAP • 
683 
562 



31505 
65209 
1 

OJ990619_4 3. 9C01 . C9 . ol . np 
1 

6907087 
1..268, 313. .683 

(AP001129) ESTs C72771 (E2215 ) , AU082313 ( E22 15 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



End 

Method 
End 
Score,. 





Seq. No. 


31505 








Seq. ID 


OJ990619_43. 9C01.C9 




Gene No. 


65210 








Strand 






O Lai L 












QT ^A 

.7 J. -J H 




Name 






> L" • Ul . 


•f-m 
t-ul 










1 / QO ~ 








unci 


L O ^ ;? 




PT 
la J. 


none 








Score 


4 ± y 






1 A QR 1 Q91 


± D £ L 


. ± o z. z? 










Seq. No. 


31505 








Seq. ID 


OJ990619_43.9C01.C9 




Gene No. 


65210 








Strand 




t ! 


O u a. i. i_ 


9Q6R 








End 


.9154 


* \ = 


Name 






PQ o9 


L. W 


Method 


TBLASTX: Wheat 




oT.cl.LL. 


-L J U fx 








End 


1892 




pT 


none 








Score 


411 


i.'i 


XL 1 o 


1 SDd 1 R QD 


1 ^OA 




1 ^A R 


.1892 




; 


o tr q . In O . 










Seq. ID 


OJ990619_43.9C01.C9 




Cpnp ?\Jn 


65210 








Strand 




: : c . 


Start 


2968 








End 


9154 




Name 


OJ990619 43 


9C01. 


C9.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


2005 








End 


2619 




GI 


none 








Score 


352 




Exons 


2005. .2496, 


2025. 


.2111, 


2160. 


.2306, 24 


32. .2619 




Seq. No. 


31505 








Seq. ID 


OJ990619_43.9C01.C9 




Gene No. 


65210 








Strand 






-Start- 


2968 








End 


9154 




Name 


OJ990619 43 


9C01. 


C9.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


2326 








End 


2580 




GI 


none 








Score 


155 




Exons 


2326. .2499, 


2445. 


.2498, 


2478. 


.2579, 2479. .2580 




Seq. No. 


31505 








Seq. ID 


OJ990619_43.9C01.C9 




Gene No. 


65210 








Strand 






Start 


2968 








End 


9154 




Name 


OJ990619 43. 


9C01. 


C9.o2. 


gs 


Method 


GENSCAN 




Start 


2968 








End 


9103 




GI 


none 








Score 


.75 




Exon ° 


O O CO n a i n 


■-i / r\ --i 


. 3606, 


3669 . 


.38^8, 3933. .4016, 4198. .4332, 






4364 . .4556, 


4639. 


.4928, 


5013. 


.5347, 5513. .5923, 6253. .6314, 



9045. .9103 



31494 



Seq. No. 31505 

Gene No. 65210 

Start 2968 . 

Name OJ990619_4 3 . 9C01 . C9 . o3 . np 

Start 2980 

GI 6691716 

Exons 2980.. 3419, 3493.. 3606, 3756. 

4456. .4556, 4639. .4813, 5009. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3858, 3933 
.5897 



OJ990619 43.9C01.C9 



9154 
AAT/NAP 
5897 
2532 

4120, 



GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 



4198. .4379, 



gi | 6691717 | dbj | BAA89397 . 
[Oryza sativa] 



11 (AP000570) hypothetical protein 



Seq. No. 


31505 








Seq. ID 


OJ990619_43. 9C01 


.C9 


Gene No . 


65210 








Strand 






Start 


2968 








End 


9154 




Name 


OJ990619 43 


. 9C01. 


C9.o3. 


tw 


Method 


TBLASTX: Wheat 




Start ' 


5487 








End 


5777 




GI 


none 








Score 


190 




Exons 


5487. .5777 














Seq. No. 


31505 








Seq. ID 


OJ990619_43. 9C01 


.C9 


Gene No . 


65210 








Strand 






Start 


2968 








End 


9154 




Name 


OJ990619 43 


. 9C01. 


C9.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


8649 








End 


9154 




GI 


none 








Score 


58 




Exons 


8649. .8744, 


8649. 


.8777, 


8683. 


.8844, 8 


722. .8847, 8853. .9092, 




8855. . 9100, 


8855. 


. 9154 










Seq. No. 


31506 








Seq. ID 


OJ990619_43. 9C01 


.C10 


Gene No . 


65211 








Strand 


+ 




Start 


1 








End 


1251 




Name 


OJ990619 43 


9C01. 


ClO.ol 


. no 


Method 


AAT/NAP 




Start 


1 








End 


1248 




GI 


4680179 








Score 


1932 




Exons 


1. .1248 














GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa 


subsp. indica] 




Seq. No. 


31506 








Seq. ID 


OJ990619_43.9C01 


C10 


Gene No. 


65211 








Strand 


+ 




Start - 


*1 - - - - 








End" 


• • 1251 




Name 


OJ990619 43, 


9C01. 


ClO.ol 


. gs 


Method 


GENSCAN 




Start. 


10 . 








End 


1251 '* 




GI 


none 








Score 


.57 




Exons 


10. .1251 














Seq. No. 


31506 








Seq. ID 


OJ990619_43. 9C01, 


C10 


Gene No. 


65212 








Strand 


+ 




Start 


1753 








End 


5505 




Name 


OJ990619 43. 


9C01. 


C10.o2 


.gs 


Method 


GENSCAN 




Start 


1753 








End 


5503 




GI 


none 








Score 


.57 




Exons 


1753. .1982, 


1987. 


.2238, 


3467. . 


3527, 4709.. 5503 




Seq. No. 


31506 








Seq. ID 


OJ990619_43.9C01. 


C10 


Gene No. 


65212 








Strand 


+ 





31495 



Start 


1753 






End 


5505 




Name 


OJ990619 43 


9C01 C10 o3 


.np 


Method 


AAT /NAP 

nn _L / lint 




Start 


4709 ~ 






End 


SS05 




GI 


4512231 






Score 


1272 




J—J \*s 1 1 O 


4709 5505 














( AB01474 1 ) 




[Oryza sativa] 






Sea. No 


31506 






Seq. ID 


OJ990619 43.9C01 


CIO 


Gene No. 


65213 






Strand 


+ 




Start 


5776 






End 


8870 




Name 


OJ990619 43 


. 9C01 C10.o4 


n d 


Method 


AAT /NAP 




Start 


5732 ~~ 






End 


8870 




GI 


4680179 






Score 


3553 




pvnnq 


5732 6789. 


6817 8870 












(AF111709) 


nnl vnrnhpi n 

k^*w _l y vj ±. w i. ^ x ii 


[Oryza 


sativa subsp. indica] 




Seq. No. 


31506 






Seq. ID 


OJ990619_43.9C01. 


,C10 


Gene No. 


65213 






O II al 1U 


+ 




Start 


5776 






End 


8870 




Name 


OJ990619 43 


9C01 C10 o3 


.gs 


Method 


GENSCAN 




Start 


5776 ~~ 






End 


8860 




GI 


none 






Score 


.98 




TT ! von *=? 


5776 8860 












Seq. No. ■■ 


31506 






Seq. ID 


OJ990619_43. 9C01; 


C10 


Gene No. 


65214 






uUl ai ivj. 






Start 


1959 






End 


8868 




Name 


OJ990619 43 


9C01 C10 o5 


. tw 


Method 


TBLASTX: Wheat 




Start 


1 " 






End 


8868 




GI 


none 






Score 


359 




P. von ^ 

J— 1 JTk W 1 1 O 


1 . . 237 , 3 . . 


233 4 237 


8647. . 


,8868 






Seq. No. 


31506 






Seq. ID 


OJ990619_43. 9C01. 


C10 


Gene No. 


65214 






oil d 1 lv_i. 






Start 


1959 






End 


8868 




Name 


OJ990619 43 


9C01 C10 o2 


. ts 


Method 


TBLASTX: Soybean 




Start 


25 ~~ 






End 


285 




GI 


none 






Score 


295 




E von ^ 


25 285. 36 


. .284 










Seq. No. 


31506 






Seq. ID 


OJ990619_43. 9C01 . 


C10 


Gene No. 


65214 






Strand 






Start 


1959 ■ 






End 


8868 




Name * 


OJ990619 43 


. 9C01.C10.o3, 


. tm 


Method 


* TBLASTX : Mai ze 




Start 


84 ~ 






End 


375 




GI 


none 






Score 


149 






84 371 84 


..371, 85. .375, 217 


'. .372 






Seq. No. 


31506 






Seq. ID 


OJ990619__43. 9C01. 


C10 


Gene No. 


65214 






Strand 






Start 


1959 






End 


8868 




Name 


OJ990619 43 


.9C01.C10.ol, 


. tw 


Method 


TBLASTX: Wheat 




Start 


244 






End 


870 




GI 


none 






Score 


705 




EXGilS 


244. .6 /0, 300. . it>2 9 30l. 


. . bbl, 


810. .869 






Seq. No. 


31506 






Seq. ID 


OJ990619_43. 9C01. 


C10 



31496 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



65214 Strand 

1959 End 

OJ990619_43. 9C01 . CIO . ol . tm Method 

423 End 

none Score 



8868 

TBLASTX: Maize 

1008 

229 



423.-578, 424. .585, 488. .580, 582. .752, 583. .1008, 742. .987, 
810. .1007 



Seq. No. 31506 

Gene No. 65214 

Start 1959 

Name OJ990619_43 . 9C01 . C10 . o7 . tw 

Start 870 

GI none 
Exons 



Seq. ID OJ990619_43.9C01.C10 
Strand 

End 8868 

Method TBLASTX : Wheat 

End 1203 

Score 309 



870. .1151, 871. .1203, 1021. .1152 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31506 
65214 
1959 

OJ990619_4 3 . 9C01 . C10 . o2 . np 

1959 

5852179 

1959. .2184, '2258. .2463, 3288. 



Seq. ID OJ990619_43.9C01.C10 
Strand 

8868 
AAT/NAP 
3309 
241 



End 

Method 
End 
Score 
.3309 



(AL117265) zhb0009.1 [Oryza sativa] 

31506 Seq. ID 

65214 Strand 

1959 End 

OJ990619_4 3 . 9C01 . C10 . o9 . tw Method 

5940 End 

none Score 
5940.. 6137, 5941.. 6138 



OJ990619_43.9C01.C10 
8868 

TBLASTX: Wheat 

6138 

213 



Seq. No. 31506 Seq. ID 

Gene No. 65214 Strand 

Start 1959 End 

Name OJ990619_43 . 9C01 . C10-. 06 . tw Method 

Start 6187 End 

GI none Score 

Exons 6187.. 6384, 6190.. 6540 



OJ990619_43. 9C01.C10 
8868 

TBLASTX: Wheat 

6540 

319 



Seq. No. 31506' *■ - - Seq'. ID 

Gene No.' 65214 " : Strand 

Start * 1959 . End 

Name OJ990619_43 . 9C01 . C10 . 06 . tm Method 

Start 6190 End 

GI none Score 

Exons 6190.. 6495, 6216.. 6347 



OJ990619_4-3 . 9C01.C10 
8868 

TBLASTX: Maize 

6495 

257 



Seq. No. 31506 Seq. ID 

Gene No. 65214 Strand 

Start 1959 End 

Name OJ990619_4 3 . 9C01 . C10 . 08 . tw Method 

Start 6874 End 

GI none Score 

Exons 6874.. 7227 



OJ990619_43. 9C01.C10 
8868 

TBLASTX: Wheat " 

7227 

235 



31497 



Seq. No. 31506 

Gene No. 65214 

Start 1959 

Name OJ990619_4 3 . 9C01 . CIO . o3 

Start 7359 

GI none 

Exons . 7359.. 7661, 7360.. 7842, 

Seq. No. 31506 

Gene No. 65214 

Start 1959 

Name OJ990619_43 . 9C01 . CIO . o4 

Start 7396 

GI none 

Exons 7396.. 7710 

Seq. No. 31506 

Gene No. 65214 

Start 1959 

Name OJ99061 9_43 . 9C01 . C10 . o4 

Start 7425 

GI none 

Exons 7425.. 7658, 7429.. 7872 

Seq. No. 31506 

Gene No. 65214 

Start 1959 

Name OJ99061 9_43 . 9C01 . C10 . ol 

Start 7782 

GI none 

Exons 7782.. 7814, 7783.. 7815, 
7827. .7982, 7927. .8178, 

Seq. No. 31506 

Gene No. 65214 

Start 1959 

Name OJ99061 9_4 3 . 9C01 . C10 . o5 

Start- 7927 

GI none 

Exons 7927.. 8259, 7980.. 8258 

- Seq. No. * 31506 - - 

Gene No. 65214 

Start ' 1959 ' ■ 

Name OJ990619_43 . 9C01 . C10 . o4 

Start 7930 

GI none 

Exons 7930.. 8193, 7932.. 8192 

Seq. No. 31506 

Gene No. 65214 

Start 1959 

Name OJ990619_4 3 . 9C01 . C10 . o2 

Start 8194 

GI ncns 

Exons 8194.. 8619, 8196.. 8612, 





Seq. ID 


OJ990619_43.9C01 


.C10 




Strand 








End 


8868 




tw 


Mpt - hi nH 


TBLASTX ■ Whpat 






End 


7842 






Score 


515 




7471 . 


. 7839 








Seq . ID 


OJ990619 43 9C01 


. C10 




Strand 








End 


8868 




ts 


Mpt" hnH 


TBLASTX - 9nvhp^n 






End 


7710 






Score 


184 






Seq. ID 


OJ990619 43 9C01 


. C10 




Strand 








End 


8868 




tm 


Mpt* h nH 


TBLASTX • Ma i 7P 






End 


7872 






Score 


358 






Seq. ID 


OJ990619 43 9C01 


no 




Strand 








End 


8868 




ts 


Mp1~ hi nH 


TBLASTX ■ ^ovhp^n 






End 


8178 






Score 


39 




7783 . 


78 1 S 7? 


19 7ft 17 78? 1 7f 




7935 . 


. 8072 








Spa ID 


OJ990619 43 9C01 


C10 




Strand 








End 


8868 




tm 


Mpt hnd 


TBLASTX • Ma i 7P 






End 


8259 






Score 


30 5 

J V7 






Seq. ID 


OJ990619 43- 9C01 


C10 




Strand 








End 


8868 




tw 


Mpt h nH 


TBLASTX ■ Whpat 






End 


8 1 93 






Score 


367 






Seq. ID 


OJ990619_43.9C01. 


C10 




Strand 








End 


8868 




tw 


Method 


TBLASTX: Wheat 






End 


8619 






Score 


60i 





8269. .8619 



31498 



Seq. No. 


31506 






Seq. ID 


OJ990619_4 3. 9C01.C10 


Gene No. 


65214 






Strand 




Start 


1959 






End 


8868 


Name 


OJ990619 43.9C01 


-C10.o3 


. ts 






Start 


8200 






End 


84 4 8 


GI 


none 






Score 


203 


Exons 


8200. . 8448. 










Seq. No. 


31506 






Seq. ID 


OJ990619_4 3. 9C01.C10 


Gene No. 


65214 






Strand 




Start 


1959 






End 


8868 


Name 


OJ990619 43.9C01 


.C10.o2 


. tm 


Mpt hod 


TBLASTX • Ms i 7P 

X LJ .1—1x1 J. £\ . t i Q. _L V3 


Start 


8266 ~ 






End 


8619 


GI 


none 






Score 


461 


Exons 


8266. .8619, 8271 


. . 8612 








Seq. No. 


31507 






Sea ID 


OJ990 619 43 9P01 CI ? 


Gene No. 


65215 






Strand 




Start 


1219 






End 


1310 


Name 


OJ990619 43.9C01 


.C12.01 


gp 


Method 


AAT/GAP 


Start 


1219 






End 


1310 


GI 


21474 1.R1084 






Score 


153 


Exons 


1219.71310 










GI Descrip. 


f 3894159 2.0e-10 


(AC005312) 


hypothetical protein [Arabidopsis 




thaliana] 1 










Sea No 


31508 






Seq. ID 


OJ990619_43.9C01.C13 


Gene No. 


65216 






Strand 




Start 


145 






End 


317 


Name 


OJ990619 43.9C01 


.C13.ol. 


np 


Method 


AAT/NAP 


Start 


145 






End 


317 


GI 


6063554 






Score 


89 


Exons 


145. .317 











GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AP000615) ESTs AU075609 (C6334 4 ) , C7 1850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



31509 Seq. ID 

65217 Strand 
282 End 
OJ990619_4 3 . 9C01 .C14 . ol . gs Method 

282 - - - - End 
none Score 
282. .380 



OJ990619_43.9C01.C14 
+ 

380 

GENSCAN 

380 

.62 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



OJ990619 43.9C01.C15 



31510 Seq. ID 

65218 Strand 
1 End 852 

OJ990619_4 3 ..9C01 . C15 . ol . np Method AAT/NAP 
1 End 852 

6539581 Score 425 

1..852 

(AP000837) Similar to Arabidopsis thaliana DNA chromosome 4, BAC 
clone F20D10; hypothetical protein (AL035538) [Oryza sativa] 



31510 
65218 



Seq. ID 
Strand 



OJ990619 43.9C01.C15 



31499 



Start 1 

Name OJ990619_4 3 . 9C01 . C15 . ol . tm 

Start 303 

GI none 

Exons 303.. 542, 579.. 812, 598.. 804 

Seq. No. 31510 

Gene No. 65218 

Start 1 

Name OJ990619_4 3 . 9C01 . C15 . ol . tw 

Start 342 

GI none 

Exons 342.. 560, 344.. 562, 597.. 779 

Seq. No. 31510 

Gene No. 65218 

Start 1 

Name OJ990619_4 3 . 9C01 . C15 . ol . ts 

Start 369 

GI none 

Exons 369. .812, 411. .434, 504. .812 

Seq. No. 31511 

Gene No. 65219 
Start . 1 

Name OJ990619_4 3 . 9C01 . C16 . ol . np 

Start 1 ~ 

GI 2943742 

Exons 1..104, 528.. 810 

GI Descrip. (AB002266) XA1 [Oryza sativa] 

Seq. No. 31511 

Gene No. 65219 

Start 1 

Name OJ990619_4 3 . 9C01 . C16 . ol . gs 

Start 190 

GI none" 

Exons 190. .809 



End 

Method 

End 

Score 



852 

TBLASTX: Maize 

812 

70 



Seq. ID OJ990619_43.9C01.C15 
Strand 

End 852 

Method TBLASTX : Wheat 

End 779 

Score 158 



Seq. ID OJ990619_43.9C01.C15 
Strand 

End 852 

Method TBLASTX : Soybean 

End 812 

Score 37 



Seq. ID OJ990619_43.9C01.C16 

Strand + 

End 810 

Method AAT/NAP 

End 810 

Score 141. 



Seq. ID OJ990619_43.9C01.C16 

Strand + 

End 810 

Method GENSCAN 

End 809 

Score .7 



Seq. No. 31511 

Gene No. 65219 

Start 1 

Name OJ990619__43 . 9C01 . C16 . ol .'tm 

Start 352 - 

GI none 

Exons 352.. 483, 358.. 480, 483.. 644, 

Seq. No. 31512 

Gene No. 6,5220 

Start 78 

Name OJ990619_43 . 9C01 . C21 . ol . gp 

Start 78 

GI 2798689 

Exons 78.. 169 



Seq. ID OJ990619_43.9C01.C16 

Strand + 

End 810 

Method TBLASTX: Maize 

End 729 

Score 84 

484 . .729, 610. .717 

Seq. ID OJ990619_43.9C01.C21 

Strand + 

End 169 

Method AAT/GAP 

End 169 

Score 111 



Seq. No. 
Gene No. 



31513 
65221 



Seq. ID OJ990619_43.9C01.C22 
Strand 



31500 



• ♦ 



Start 


47 




End 


360 


Name 


OJ990619 43.9C01.C22.ol 


. gp 


Method 


AAT/GAP 


Start 


47 




End 


360 


GI 


none 




Score 


597 


Exons 


47. .360 








Seq. No. 


31514 




Seq. ID 


OJ990619_43.. 9C01.C23 


Gene No. 


65222 




Strand 


+ 


Start 


89 




End • 


472 


Name 


OJ990619 43.9C01.C23.ol 


. gs 


Method 


GENSCAN 


Start 


89 




End 


444 


GI 


none 




Score 


' 57 , 


Exons 


89. .155, 171. .369, 375. 


.444 






Seq. No. 


31514 




Seq. ID 


OJ990619_43.9C01.C23 


Gene No. 


65222 




Strand 


+ 


Start 


8 9 




End 


472 


Name 


OJ990619 43.9C01.C23.ol 


.np 


Method 


AAT/NAP 


Start 


192 




End 


472 


GI 


4680179 




Score 


117 


Exons 


192. .328, 362. .472 








GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 


Seq. No. 


31515 




Seq. ID 


OJ990619_43.9C01.C26 


Gene No. 


65223 




Strand 




Start 


196 




End 


.568 


Name 


OJ990619 43.9C01.C26.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


41 




End 


480 


GI 


none 




Score 


56 


Exons 


41. .142, 93. .161, 131.. 


478, 143. .478, 291. .479, 292. .480 


Seq. No. 


31515 




Seq. ID 


OJ990619_43.9C01.C26 


Gene No. 


65223 




Strand 




Start 


196 




End 


568 


Name 


OJ990619 43.9C01.C26.ol 


.gs 


Method 


GENSCAN 


Start 


196 




End 


568 


GI 


none 




Score 


.4 


Exons 


196. .568 








Seq. No. 


31516 




Seq. ID 


OJ990619_43.9C01.C27 


Gene No. 


65224 




Strand 


+ 


Start 


740 - - 




End 


6272 


Name 


OJ990619 43. 9C01.C27.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


" 54 4 - - • • 




End 


2290 - ...... 


GI 


none 




Score 


97 


Exons 


544. .627, 545. .616, 875 


. .1024, 


903. .1052, 904. .1053, 1235. .1306, 




1407. .1472, 1636. .1800, 


1638. . 


1793, 1680. .1814, 2197. .2283, 




2198. .2290 








Seq. No. 


31516 




Seq. ID 


OJ990619_43.9C01.C27 


Gene No. 


65224 




Strand 


+ 


Start 


740 




End 


6272 


Name 


OJ990619 43.9C01.C27.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


551 




End 


2009 


T 
OX 


none 




Score 


98 


Exons 


551. .616, 553. .633, 554 


. .634, 


731. .796, 


739. .771, 896. .1027, 



903. .1052, 904. .1053, 1225. .1305, 1235. .1315, 1243. .1314, 



31501 






1407 . . 1463, 


1636 


. .1800, 


1638 


.1802, 1638. .1802, 


1956. .2009 


Seq. No. 


31516 








Seq. ID 


OJ990619_ 


_43.9C01.C27 


Gene No. 


65224 








Strand 


+ 




Start 


740 








End 


6272 




Name 


OJ990619 43 


. 9C01 


.C27.ol 


.gs 


Method 


GENSCAN 




Start 


740 








End 


6272 




GI 


none 








Score 


.8 




Exons 


740. .864, 906. .1029, 1244. .1306, 1404. 


.1463, 1639. .1779, 




1959. .2029, 


2197 


. .2290, 


2372. 


.2508, 3099.. 3225, 


5797. .5924, 




6008 . . 6272 














Seq. No. 


31516 








Seq. ID 


OJ990619_ 


_43.9C01.C27 


Gene No. 


65224 








Strand 


+ 




Start 


740 








End 


6272 




Name 


OJ990619 43 


9C01 


,C27.ol 


tm 


Method 


TBLASTX: Maize 


Start 


2208 








End 


3317 




GI 


none 








Score 


86 




Exons 


2208 . . 2285, 


2212 


. .2283, 


2213. 


.2290, 2213.. 2290, 


2346 2447 




2356. .2508, 


2363 


. .2554, 


2611. 


.2688, 2613. .2705, 


3102 3203 




3102 . . 3203, 


3103 


. . 3204, 


3103. 


.3204, 3276. .3317, 


3281 . .3316 


Seq. No. 


31517 








Seq. ID 


OJ990619_ 


_43.9C01.C28 


Gene No. 


65225 








Strand 


- 




Start 


2296 








End 


3030 




Name 


OJ990619 43. 


9C01 


C28.o2. 


crs 


Method 


GENSCAN 

J — J U Willi 




Start 


2296 ~~ 








End 


3030 




GI 


none 








Score 


.87 




Exons 


2296. . 3030 














Seq. No. 


31517 








Seq. ID 


OJ990619_ 


_43.9C01.C28 


Gene No. 


65226 








Strand 






Start 


4500 








End 


4682 




Name 


OJ990619 43. 


9C01 . 


C28 . o3 . 


crs 


Method 


GENSCAN 




Start 


4500 








End 


4682 




GI 


none 








Score 


.88 




Exons 


4500. .4682 














Seq. No. 


31518 








Seq. ID 


OJ990619_ 


_43.9C01.C29 


Gene No. 


65227 








Strand 






Start 


960 








End 


1297 




Name 


• OJ990619 43. 


9C01 . 


C2'9 . ol . 


as 


Method 


GENSCAN - 




Start 


960 ~ . 








End 


1297 




GI* • 


none 








Score 


.77 




Exons 


960. .1297 














Seq. No. 


31519 








Seq. ID 


OJ990619_ 


_43.9C01.C30 


Gene No. 


65228 








Strand 






Start 


3673 








End 


4101 




Name 


OJ990619 43. 


9C01. 


C30.O2. 


gs 


Method 


GENSCAN 




Start 


3673 








End 


4101 




GI 


. none 








Score 


.81 




Exons 


3673. .3888, 


3902. 


.4101 










Seq. No. 


31520 








Seq. ID 


OJ990619__ 


43. 9C01.C31 


Gene No. 


65229 








Strand 


+ 




Start 


1751 








End 


7507 





31502 



Name 


OJ990619 43 9C01 C31 ol 


CIS 


Method 


GENSCAN 








Start 


1751 ~~ 




End 


7507 








GI 


none 




Score 


.5 








Exons 


1751. .1769, 3892 .3972, 


7280 


..7329, 7388. .7507 








Seq. No. 


31520 




Seq. ID 


OJ990619_ 


43 


9C01 


. C31 


Gene No. 


65230 




Strand 


+ 








Start 


8713 




End- 


9005 








Name 


OJ990619 43. 9C01.C31.ol 


.gp 


Method 


AAT/GAP 








Start 


8713 




End 


9005* 








GI 


uC-osf lcypl57f 07 a 1 




Score 


522 








Exons 


8713. . 9005 














GI Descrip. 


1 417 64 20/dbj | BAA37167 | 


2 . Oe- 


11 (AB008097) cytochrome P450 




[Arabidopsis thaliana] 1 














Seq. No. 


31520 




Seq. ID 


OJ99061 9 




Z/\^\J J- 




Gene No. 


65231 




Strand 


+ 








Start 


12430 




End 


13131 








Name 


OJ990619 43.9C01.C31.o4 


.gs 


Method 










Start 


12430 




End 


13131 








GI 


none 




Score 


.55 








Exons 


12430. .12497, 12576. .13131 












Seq. No. 


31520 - 




Seq. ID 


OJ990619_ 


_43. 


9C01 


.C31 


Gene No. 


65232 




Strand 










Start 


5034 




End 


7996 








Name 


OJ990619 43.9C01.C31.ol 


.np 


Method 


AAT/NAP 








Start 


5034 




End 


7996 








GI 


6498436 




Score 


270 








Exons 


5034 . .5155, 5441. .5775, 


7926 


. .7996 










GI Descrip. 


(AP000815) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


31520 




Seq. ID 


OJ990619_ 


43. 


9C01 


.C31 


Gene No. 


65233 




Strand 










Start 


8269 




End 


9922 








Name 


OJ990619 43.9C01.C31.o2 


.gs 


Method 


GENSCAN 








Start 


8269 




End 


9486 








GI 


none 




Score 


.89 








Exons 


8269. .8277, 8485. .8580, 


8610 


. .8804, -8963. .9237, 


9363. . 9486 


Seq. No. 


31520 




Seq. ID 


OJ990619_ 


43. 


9C01 


.C31 


Gene No". 


65233 ' ■ 




Strand 










Start 


8269 




End • 


9922 








Name " 


OJ9.90619 4 3. 9C01.C31.o2 


.np 


Method 


AAT/NAP 








Start 


8475 




End 


9922 








GI 


2739309 




Score 


138 








Exons 


8475. .8663, 9884. .9922 














GI Descrip. 


(Y15990) P-glycoprotein- 


-like 


protein [Arabidopsis thaliana] 


Seq. No. 


31520 




Seq. ID 


OJ990619_ 


43. 


9C01 


C31 


Gene No. 


65234 




Strand 










Start 


9905 




End 


12678 








Name 


OJ990619 43.9C01.C31.o3 


. gs 


Method 


GENSCAN 








Start 


9905 




End 


10877 








GI 


none 




Score 


.48 








Exons 


9905. .10684, 10728. .10877 













31503 



Seq. No. 31520 Seq. ID 

Gene No. 65234 Strand 

Start 9905 End 

Name OJ990619_43 . 9C01 . C31 . ol . tm Method 

Start 10752 End 

GI none Score 
Exons 



OJ990619_43.9C01.C31 
12678 

TBLASTX: Maize 

12676 

68 



10752. .10820, 10759. .10845, 10777 .. 10845, 1092 9 .. 10988 , 
10939. .10986,; 10946. .10990, 12410 12475, 124 18 .. 124 95 , 



12420. .12497, 12427 124 95, 12574 
12575. .12676 



12663, 12574 . . 12651, 



Seq. No. 31520 

Gene No. 65234 

Start 9905 

Name OJ990619_4 3 . 9C01 . C31 . ol . ts 

Start 10795 

GI none 
Exons 



Seq. ID OJ990619_43.9C01.C31 
Strand 

End 12678 

Method TBLASTX : Soybean 

End 12678 

Score 53 



10795. .10845, 10939 .. 1098 6, 12420 .. 12497 , 12427 .. 124 95, 
12573. .12635, 12573 .. 12 671 , 12574.. 12678 



Seq. No. 31521 
Gene No. 65235 
Start 3225 

Name OJ99061 9_4 3 . 9C01 . C34 . ol . gp 

Start 3225 

GI LIB3477-003-P1-K1-E9 
Exons 3225.. 3298 

GI Descrip. 1 24 98586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. ID OJ990619_43.9C01.C34 

Strand * + 

End 3298 

Method AAT/GAP < 

End 3298 

Score 94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

' Gene No . - * 
Start • 
Name - 
Start 
GI 

Exons 



31521 
65236 
1 

OJ990619_43. 9C01.C34 .ol.np 
1 

3402755 



Seq. ID OJ990619_43.9C01.C34 
Strand 

End 3467 

Method AAT/NAP 

End 34 67 

Score 1389 



1..1497, 1524. .2841, 3428. .3467 

(AL031187) putative transposable element [Arabidopsis thaliana] 



31521 
65236 

1 . ■ • ' 

OJ990619_4 3.9C01.C34 .o2.tw 
17 

none 

17. .193, 188. .358 



Seq. ID OJ990619_43.9C01.C34 

Strand - • ■ . - 

'End 3467 * 

Method TBLASTX: Wheat 

End 358 

Score 163 



Seq. No. 31521 

Gene No. 65236 

Start 1 

Name OJ990619_4 3 . 9C01 . C34 . ol . tm 

Start 80 

GI none 

Exons 80 . . 520 



Seq. ID OJ990619_43.9C01.C34 
Strand 

End 3467 

Method TBLASTX : Mai ze 

End 520 

Score 293 



Seq. No. 



31521 



Seq. ID OJ990619_43.9C01.C34 



31504 




Gene No. 


65236 






Strand 






Start 


1 






End 


3467 




Name 


OJ990619 43.9C01 


.C34.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


107 






End 


496 




GI 


none 






Score 


77 




Exons 


107. .496, 149. .331, 204 


. .494 








Seq. No. 


31521 






Seq. ID 


OJ990619_43. 9C01 


C34 


Gene No. 


65236 






Strand 






Start 


1 






End 


3467 




Name 


OJ990619 43.9C01 


.C34 .ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


362 






End 


775 




GI 


none 






Score 


338 




Exons 


362. .712, 363. .713, 568 


..720, 


722. .775 






Seq. No. 


31521 






Seq. ID 


OJ990619_43. 9C01. 


C34 


Gene No. 


65236 






Strand 






Start 


1 






End 


3467 




Name 


OJ990619 43.9C01 


.C34.ol 


. gs 


Method 


GENSCAN 




Start 


437 






End 


2943 




GI 


none 






Score 


.79 




Exons 


437. .1168, 1202. 


. 1465, 


1524. . 


1564, 1613. .2185, 2317. .2409, 




2832 . . 2943 












Seq. No. 


31521 






Seq. ID 


OJ990619_43.9C01. 


C34 


Gene No. 


65236 






Strand 






Start 


1 






End 


3467 




Name 


OJ990619_43.9C01 


.C34.o2 


. ts 


Method 


TBLASTX: Soybean 




Start 


986 






End 


1441 




GI 


none 






Score 


76 




Exons 


986. . 1135, 1121. 


1264, 


1250. . 


1441, 1254. .1436 




Seq. No. 


31521 






Seq. ID 


OJ990619_43. 9C01. 


C34 


Gene No. 








Strand 






Start 


1 






End 


3467 




Name 


OJ990619 43.9C01 


C34.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


1142 






End 


1441 




GI 


none 






Score 


82 




Exons 


1142.. 1273, 1250. 


.1441, 


1254 . 


.1379 






Seq. No. 


31522 






Seq. ID 


OJ990619_43. 9C01. 


C35 


Gene No.. 


65237 






Strand 


+ - - • 




Start 


8196 - • 






End- 


16126 




Name 


OJ990619 '43.9C01. 


C35.o2 


gs 


Method 


GENSCAN 




Start 


8196 






End 


11445 




GI 


none 






Score 


.52 




Exons 


8196. .8289, 9084. 


.9159, 


9931. 


.10095, 10237. . 11186, 11297 


. . 11445 


Seq. No. 


31522 






Seq. ID 


OJ990619_43. 9C01 . 


C35 ■ 


Gene No. 


65237 






Strand 


+ 




Start 


8196 






End 


16126 




Name 


OJ990619 43.9C01. 


C35.o2. 


np 


Method 


AAT/NAP 




Start 


10439 






End 


14240 




GI 


6630696 






Score 


6200 




Exons 


i r\ a ~> r\ i * a s\ 













GI Descrip. (AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 



31505 




polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 


31522 


Seq. ID 


OJ990619_43. 9C01 


.C35 


Gene No. 


65237 


Strand 


+ 




Start 


8196 


End 


16126 




Name 


OJ990619 43. 9C01 . C35 . ol . gp 


Method 


AAT/GAP 




Start 


10481 


End 


11371 




GI 


101595 1.R1084 


Score 


1359 




Exons 


10481. .11181, 11297. .11371 








GI Descrip. 


'3047066 3.0e-15 (AF058825) 


contains similarity to 






retrovirus-related POL polyproteins [Arabidopsis thaliana] 1 


Seq. No. 


31522 


Seq. ID 


OJ990619_43. 9C01 


.C35 


Gene No. 


65237 


Strand 


+ 




Start 


8196 


End 


16126 




Name 


OJ990619 43.9C01.C35.o3.np 


Method 


AAT/NAP 




Start 


11109 


End 


16126 




GI 


4680186 


Score 


374 




Exons 


11109. .11181, 15026. .1508 6, 


15926. .16126 




GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


31522 


Seq. ID 


OJ990619_43. 9C01 


.C35 


Gene No . 


65237 


Strand 


+ 




Start 


8196 


End 


16126 




Name 


OJ990619 43.9C01.C35.o3.gs 


Method 


GENSCAN 




Start 


12448 


End 


13770 




GI 


none 


Score 


.67 




Exons 


12448. .13770 








Seq. No. 


31522 


Seq. ID 


OJ990619_43. 9C01 


,C35 


Gene No . 


65238 


Strand 






Start 


1159 


End 


2814 




Name 


OJ990619 43.9C01.C35.ol.gs 


Method 


GENSCAN 




Start 


1159 


End 


2814 




GI 


none 


Score 


.93 




Exons 


1159. .1815, 1912. .2814 








Seq. No. 


31522 


Seq. ID 


OJ'990619_43.9C01 


.C35 


Gene No. 


65238 


Strand 






Start 


1159 


End 


2814 




Name 


OJ990619 43.9C01.C35.ol.np 


Method 


AAT/NAP 




Start" 


1195 


End 


2814 - • 




GI 


166949 


Score 


989 




Exons 


1195. . 1815, '1912. .2814 








GI Descrip. 


(M32885) cytochrome P-450LXXIA1 (cyp71Al) [Persea americana] 


Seq. No. 


31522 


Seq. ID 


OJ990619_43.9C01 


.C35_ 


Gene No . 


65239 


Strand 






Start 


15198 


End 


16936 




Name 


OJ990619 43.9C01.C35.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1216 


End 


2469 




GI 


none 


Score 


161 




Exons 


1216.. 1431, 1456.. 1815, 1457 


..1816, 1912. .2115, 2212. .2304, 




2275. .2469 








Seq. No. 


31522 


Seq. ID 


OJ990619_43.9C01 


.C35 


Gene No. 


65239 


Strand 







31506 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15198 End 
OJ990619_4 3. 9C01 . C35 . ol . tc Method 

1222 ' End 
none Score 



16936 

TBLASTX: Cress 

2691 

70 



1222. .1431, 1231. .1413, 1456. .1686, 1457. .1561, 1586. .1636, 

2214, 2239. .2613, 2626. .2691 

OJ990619 43.9C01.C35 



1693. .1815, 1721. .1816, 1915, 

31522 - Seq. ID 

65239 Strand 
15198 End 
OJ99061 9_4 3 . 9C01 . C35 . ol . tm Method 
1222 End 
none Score 

1222. .1437, 1222. .1434, 1454, 
1918. .2001 

31522 Seq. ID 

65239 Strand 
15198 End 
OJ990619_4 3 . 9C01 . C35 . o7 . tw Method 
1268 End 
none Score 

1268. .1354, 1273. .1506, 14 57. .1504 

31522 ' Seq. ID 

65239 Strand 
15198 End 
OJ990619_4 3. 9C01 . C35 . o5 . tw Method 
1507 End 
none Score 



16936 

TBLASTX: Maize 
2001 
105 

1654, 1456. .1818, 1724. .1804, 
OJ990619 43.9C01.C35 



16936 

TBLASTX : Wheat • 

1506 

50 



OJ990619_43.9C01.C35 
16936 

TBLASTX: Wheat 
2001 
92 

1507. .1815, 1508. .1636, 1721. .1816, 1907. .1960, 1912. .2001 

OJ990619 43.9C01.C35 



31522 
65239 
15198 

OJ99061 9_4 3 . 9C01 . C35 . o7 . tm 

2236 

none . 

2236. .2691, 2569.-2685 

31522 
65239 ■ 

15198 • ■ •■ 

OJ990619_43. 9C01.C35.o4 .tw 
10333 
none 



Seq. ID 
Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand • 
End 

Method ' 

End 

Score 



16936 

TBLASTX: Maize 

2691 

72 



OJ990619_43.9C01.C35 
16936 

TBLASTX : Wheat 

10730 

115 



10333. .10407, 10334. .10468, 104 45 .. 10729, 10519 .. 10710, 
10569.. 10730 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31522 
65239 
15198 

OJ990619_43. 9C01 . C35 . o5 . tm 

10481 

none 



Seq. ID OJ990619_43.9C01.C35 
Strand 

End 16936 

Method TBLASTX: Maize 

End 10789 

Score 3U6 



10481. .10789, 10528 .. 10710, 1058 1 .. 10724 , 10595. .10786 



31507 




Seq. No. 


31522 






Seq. ID 


OJ990619_43. 9C01 


.C35 


Gene No. 


65239 






Strand 






Start 


15198 






End 


16936 




Name 


OJ990619 43.9C01.C35 


. o2.tm 


Method 


TBLASTX: Maize 




Start 


11312 






End 


11650 




GI 


none 






Score 


348 




Exons 


11312. 


.11584, 11314. 


.11586, 


11314. . 115 


86, 11615:. 11650 




Seq. No. 


31522 






Seq. ID 


OJ990619_43. 9C01 


.C35 


Gene No. 


65239 






Strand 






Start 


15198 






End 


16936 




Name 


OJ990619 43.9C01.C35 


. 06 . tm 


Method 


TBLASTX: Maize 




Start 


11768 






End 


12231 




GI 


none 






Score 


101 




Exons 


11768. 


.11989, 11968. 


12231, 


12006. .12224 




Seq. No. 


31522 






Seq. ID 


OJ990619_43.9C01 


C35 


Gene No. 


65239 






Strand 






Start 


15198 






End 


16936 




Name 


OJ990619 43.9C01.C35 


06 . tw 


Method 


TBLASTX: Wheat 




Start 


11875 






End 


12066 




GI 


none 






Score 


151 




Exons 


11875. 


.11970, 11876. 


11989, 


11963. .12040, 11970. .12065, 






11971. 


.12066 










Seq. No. 


31522 






Seq. ID 


OJ990619 43.9C01 


C35 


Gene No. 


65239 






Strand 






Start 


15198 






End 


16936 




Name 


OJ9906 


19_43.9C01.C35. 


o3.ts 


Method 


TBLASTX : Soybean 




Start 


12019 






End 


12417 




GI 


none 






Score 


199 




Exons 


12019. 


.12240, 12021.. 


12236, 


12244. .124 


17 




Seq. No. 


31522 






Seq. ID 


OJ990619_43. 9C01. 


C35 


Gene No. 


65239 






Strand 






Start 


15198 






End 


16936 




Name 


OJ9906 


19_43.9C01.C35. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


12067 






End 


12822 




GI 


none 






Score 


938 




Exons 


12067. 


.12822, 12074.. 


12817, 


12075. .128 


18, 12631. .12822 




Seq. No. 


31522 - 






Seq. ID 


OJ990619_43. 9C01~. 


C35 


Gene No. ■ 


65239 






Strand 






Start 


• 15198 






End 


16936 ' - 




Name 


OJ990619 43.9C01.C35. 


o2 . ts 


Method 


TBLASTX: Soybean 




Start 


12742 






End 


13206 




GI 


5509260 




Score 


353 




Exons 


12742. 


.13206, 12837.. 


12968, 


13006. .130 


92 




GI Descrip. 














Seq. No. 


31522 






Seq. ID 


OJ990619_43. 9C01 . 


C35 


Gene No. 


65239 






Strand 






Start 


15198 






End 


16936 




Name 


OJ9906 


19_43.9C01.C35. 


o2 . tc 


Method 


TBLASTX: Cress 




Start 


12636 






End 






GI 


none 






Score 


262 




Exons 


12836. 


.12976, 12837.. 


12980, 


12838. .13095 





31508 



Seq. No. 


31522 






Seq v ID 


OJ990619_43. 9C01 


.C35 


Gene No. 


65239 






Strand 






Start 


15198 






End 


16936 




Name 


OJ990619 43.9C01.C35 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


12876 






End 


13341 




GI 


none 






Score 


327 




Exons 


12876. 


.13061, 12877, 


. 13341, 


13128. .13238 




Seq. No. 


31522 






Seq. ID 


OJ990619_43. 9C01 


.C35 


Gene No. 


65239 






Strand 






Start 


15198 






End 


16936 




Name 


OJ990619 43.9C01.C35 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


12877 






End 


13422 




GI 


none 






Score 


289 




Exons 


12877. 


.13221, 12894. 


. 13061, 


13216. .13422, 13290.. 13412 




Seq. No. 


31522 






Seq. ID 


OJ990619_43. 9C01 


.C35 


Gene No. 


65239 






Strand 






Start 


15198 






End 


16936 




Name 


OJ990619 43.9C01.C35 


. o4 . ts 


Method 


TBLASTX : Soybean 




Start 


13255 






End 


13626 




GI 


none 






Score 


149 




Exons 


13255. 


.13434, 13275. 


. 13439, 


13434. .13622, 134 35 .. 13623, 






13444 . 


.13626 - 










Seq. No. 


31522 






Seq. ID 


OJ990619_43. 9C01 


.C35 


Gene No . 


65239 






Strand 






Start 


15198 






End 


16936 




Name 


OJ990619 43.9C01.C35 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


13425 






End 


13764 




GI 


none 






Score 


319 




Exons 


13425. 


.13763, 13432. 


. 13764 








Seq. No. 


31522 






Seq. ID 


OJ990619_43. 9C01 


.C35 


Gene No. 


65239 






Strand 






Start 


15198 






End 


16936 




Name 


OJ990619 43.9C01.C35 


. o2. tw 


Method 


TBLASTX: Wheat 




Start 


13630 






End 


14104 




GI 


none 






Score 


105 




Exons 


13630. 


.13704, 13631. 


. 13690, 


13635. . 13703, 137 13 .. 137 60 , 






- 137197 


.-13757, 13720. 


.13776,- 


13727. .13759, 13757 138 97 , 




- ... . - ..... 


- 13758. 


.14102, 13766. 


. 14104, 


13938. .14066, 13982. .14104 


- -■- 


Seq. No. 


31522 






Seq. ID 


OJ990619_43. 9C01 


.C35 


Gene No. 


65239 






Strand 






Start 


15198 






End 


16936 




Name - 


OJ990619 43.9C01.C35 


o5 . t s 


Method 


TBLASTX: Soybean 




Start 


13636 






End 


13976 




GI 


none 






Score 


89 




Exons 


13636. 


13749, 13671. 


13730, 


13767. . 13976, 13772.. 13897 




Seq. No. 


31522 






Seq. ID 


OJ990619_43. 9C01 


C35 


Gene No. 


65239 






Strand 






Start 


15198 






End 


16936 




Name 


OJ990619 43.9C01.C35 


08. tw 


Method 


TBLASTX: Wheat 




Start 


14453 






End 


14711 





31509 




GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 



Score 



85 



14453. .14521, 144 60 . . 14 522, 14522 14599, 14 524 .. 14 592 , 
14525. . 14599, 14550 .. 14 699, 14598 .. 14711 , 14609.. 14701 



31522 
65239 
15198.- . 

QJ990619_4 3.9C01.C35.o4.gs 

15198 

none 



Seq. ID OJ990619_43.9C01.C35 
Strand 

End . 16936 

Method GENSCAN 
End 16936 
Score .42 



15198. .15235, 16010. .16065, 16512. .16572, 16867. .16936 



31522 
65239 
15198 

OJ990619_4 3. 9C01 . C35 . o2 . gp 
15678 

uC-osflcyp033a04bl 
15678.. 16059 

, 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10 ' 



Seq. ID OJ990619_43.9C01.C35 
Strand 

End 16936 

Method AAT/GAP 

End 16059 

Score 651 



31523 
65240 - 
2437 

OJ990619_4 3.9C01.C36.ol.gs 

2437 
none 



Seq. ID OJ990619_43.9C01.C36 

Strand + 

End "8431 

Method GENSCAN 

End 8424 

Score .78 



2437. .2584, 2987. .3120, 3385. .4954, 5458. .5576, 5688.-5843, 
6209. .8424 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31523 
65240 
2437 

OJ990619_4 3 . 9C01 . C36 . ol . np 
4995 
2583130 
4995. .8431 

(AC002387) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



Seq. ID OJ990619_43.9C01.C36 

Strand + 

End 8431 

Method AAT/NAP 

End 8431 

Score 1638 



31523 
65240 

2437 . • - - 

OJ990619_4 3. 9C01.C36.o4 . tw 

5100 

none 



Seq. ID" OJ990619_43.9C01.C36 
Strand + 

End-" * "8431 ~. - . 

Method TBLASTX : Wheat 
End 5486 
Score 93 



5100. .5291, 5279. .5437, 5301. .5486 



31523 
65240 
2437 

OJ990619_43. 9C01 .C36.ol.tm 

6500 

none 



Seq. ID OJ990619_43.9C01.C36 

Strand + 

End 8431 

Method TBLASTX: Maize 

End 6934 

Score 104 



6500.. 6655, 6692.. 6934, 6862. .6915 



31510 




Seq. No. 


31523 










Seq. ID 


OJ990619 43.9C01 


.C36 


Gene No. 


65240 










Strand 


+ 




Start 


2437 










End 


8431 




Name 


OJ990619 43 


. 9C01 


.C36.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


6544 










End 


6928 




GI 


none 










Score 


213 




Exons 


6544. 


.6615, 


6545 


. .6763, 


6555. 


.6644, 6691.. 6759, 6732.. 6851, 




6751. 


.6924, 


6754 


. .6909, 


6758. 


.6928 






Seq. No. 


31523 










Seq. ID 


OJ990619_43.9C01 


.C36 


Gene No. 


65240 










Strand 


+ 




Start 


2437 










End 


8431 




Name 


OJ990619 43 


. 9C01 


.C36.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


7096 










End 


7513 




GI 


none 










Score 


402 




Exons 


7096. 


.7467, 


7097 


. .7480, 


7124. 


.7492, 7451. .7513 




Seq. No. 


31523 










Seq. ID 


OJ990619 43.9C01 


.C36 


Gene No. 


65240 










Strand 


+ 




Start 


2437 










End 


8431 




Name 


OJ990* 


519_43 


9C01 


C36.o2 


. tm 


Method 


TBLASTX : Maize 




Start 


7292 










End 


7645 




GI 


none 










Score 


241 




Exons 


7292. 


7645, 


7328 


.7642 










Seq. No. 


31523 










Seq. ID 


OJ990619 43.9C01 


C36 


Gene No. 


65240 










Strand 


+ — 




Start 


2437 










End 


8431 




Name 


OJ990619 43 


9C01 


C36.o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


8081 










End 


8425 




GI 


none 










Score 


253 




Exons 


8081. . 


8425, 


8208. 


.8249 










Seq. No. 


31524 










Seq. ID 


OJ990619_43 . 9C01 


C38 


Gene No. 


65241 










Strand 


+ 




Start 


127 










End 


807 




Name 


OJ990619 43. 


9C01. 


C38 .ol 


. gs 


Method 


GENSCAN 




Start 


127 










End 


807 




GI 


none 










Score 


.98 




Exons 


. 127. .6 


07 














Seq. No. 


31524 










Seq. ID 


OJ990619_43.9C01. 


C38 


Gene No. 


• 65242 










Strand 


+ 




Start 


14 53 










End 


2004 




Name 


OJ990619 43. 


9C01. 


C38.o2 


as 


Method 


GENSCAN 




Start 


1453 








End 


2004 




GI 


none 










Score 


.93 




Exons 


1453. . 


2004 














Seq. No. 


31524 










Seq. ID 


OJ990619_43.9C01. 


C38 


Gene No. 


65243 










Strand 






Start 


1 










End 


5822 




Name 


OJ990619 43. 


9C01. 


C38.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


5822 




GI 


4756106 








Score 


74 




Exons 


1..216, 557. 


.701, 


5792. . 


5822 









GI Descrip. HLA-B associated transcript-2 gi | 1352066 | sp | P4 8634 | BAT2__HUMAN 



31511 




LARGE PROLINE-RICH PROTEIN BAT 2 (HLA-B-ASSOCIATED TRANSCRIPT 2) 
gi| 107078|pir| IB35098 MHC class III histocompatibility antigen 
HLA-B-associated transcript 2 - human gi 1179339 (M33509) 
HLA-B-associated transcript 2 (BAT2) [Homo sapiens] gi | 179345 
(M33518) HLA-B-associated transcript 2 (BAT2) [Homo sapiens] 



Seq. No. 

Gene .No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31524 
65243 
1 

OJ990619_43.9C01.C38.o3.gs 

3357 

none 



Seq. ID OJ990619_43.9C01.C38 
Strand 

End 5822 

Method GENSCAN 

End 4281 

Score .66 



3357. .3433, 3521. .4015, 4020. .4167, 4279. .4281 



31525 
65244 
123 

OJ990619_39.9C10.Cl.ol.np 
123 

6714426 
123. .265, 379. .627 

(AC012328) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990619_39. 9C10.C1 
Strand 

End 627 

Method AAT/NAP 

End 627 

Score 133 



31525 
65244 
123 

OJ990619_39. 9C10 . CI . ol . gs 

356 

none 

356. .540 



Seq. ID OJ990619_39. 9C10.C1 

Strand 

End * 627 

Method GENSCAN 

End 540 

Score .42 



Seq. No. 


31525 




Seq. ID 


OJ990619_39.9C10.C1 


Gene No. 


65244 




Strand 




Start 


123 




End. 


627 


Name 


OJ990619 39.9C10.Cl.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


380 




End . 


511 


GI 


none 




Score 


139 


Exons 


380. .511, 384. .503 








Seq. No. 


31525 




Seq. ID 


OJ990619_39.9C10.C1 


Gene No. 


65244 




Strand 




Start" 


123 - - 




End 


627 ■ * - ■ 


Name 


OJ990619 39.9C10.Cl.ol 


.gp 


Method 


AAT/GAP ' 


Start- 


392 




End - 


501 ■ - " * ' 


GI 


50072 1.R1084 




Score 


175 


Exons 


392. .501 








GI Descrip. 


'4006932/emb|CAA09608 | 


8.0e- 


13 (AJ011400) NADH: ubiquinone 



oxidoreductase bl7.2 subunit [Bos taurus] 1 



Seq. No. 31525 

Gene No. 65244 

Start 123 

Name OJ990619_39 . 9C10 . CI . ol . tm 

Start 392 

GI iiuiie 

Exons 392.. 511, 396.. 503, 397.. 525 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990619_39. 9C10.C1 
627 

TBLASTX: Maize 

525 

209 



31512 




Seq. No. 


31526 


Seq. ID 


OJ990619_ 


39.9C10 


.C2 


Gene No. 


65245 


Strand 


+ 






Start 


5219 


End 


6194 






Name 


OJ990619 39.9C10.C2.o2.gs 


Method 


GENSCAN 






Start 


5219 ~ 


End 


6194 






GI 


none 


Score 


. 91 






Exons 


5219. . 5598, 5675. . 6194 










Seq. No. 


31526 


Seq. ID 


-OJ990619_ 


39.9C10 


.C2 


Gene No. 


65246 


Strand 


+ 






Start 


12516 


End 


15314 






Name 


OJ990619 39. 9C10 . C2 . o3 . gp 


Method 


AAT /GAP 






Start 


12478 ~~ 


End 


12850 






GI 


5003335 


Score 


224 






Exons 


12478 12563, 12807 12850 










Seq. No. 


31526 


Seq. ID 


OJ990619_ 


39 . 9C10 


. C2 


Gene No. 


65246 


Strand 


+ 






Start 


12516 


End 


15314 






Name 


OJ990619 39.9C10.C2.o4.gs 


Method 


GENSCAN 






Start 


12516 ~~ 


End 


15314 






GI 


none 


Score 


.86 






Exons 


12516.. 125 63, 12807.. 12873, 


13150. .13367, 13522. 


. 14078 , 






14495 . . 15314 










Seq. No. 


31526 


Seq. ID 


OJ990619_ 


39.9C10 


C2 


Gene No. 


65247 


Strand 


+ 






Start 


22001 


End 


22655 






Name 


OJ990619 39.-9C10.C2.o6.gs 


Method 


GENSCAN 






Start 


22001 ~ 


End 


22655 






GI 


none 


Score 


. 97 






Exons 


22001. .22051, 22136. .22228, 


22359. .22655 






Seq. No. 


31526 


Seq. ID 


OJ990619_ 


39 . 9C10, 


C2 


Gene No. 


65248 


Strand 








Start 


1 


End 


3462 






Name 


OJ990619 39. 9C10 . C2 . ol . np 


Method 


AAT /NAP 






Start 


■ 1 ~ ' 


End 


•916 






GI 


6714426 


Score 


171 






Exons 


1..42, 283. .378, 503. .529, 


825. .916 








GI Descrip. 


(AC012328) unknown protein 


[Arabidopsis thaliana 






Seq. No. 


31526 


Seq. ID 


OJ99'0619_ 


39 ..9C10 . 


C2 


Gene No . 


65248 


- • Strand 








Start 


1 


End 


3462 






Name 


OJ990619 39. 9C10 . C2 . ol . gp 


Method 


AAT /GAP 






Start 


287 


End 


1056 






GI 


50072 1.R1084 


Score 


635 






Exons 


287. .378, 503. .529, 825. .1056 








GI Descrip. 


1 4006932/emb | CAA09608 | 8 . Oe 


-13 (AJ011400) NADH: ubiquinone 




oxicioreductase b!7.2 subunit [Bos taurus] 1 






Seq. No. 


31526 


Seq. ID 


OJ990619_ 


39.9C10. 


C2 


Gene No. 


65248 , 


Strand 








S Lart 


I 


End 


3462 






Name 


OJ990619 39.9C10.C2.ol.gs 


Method' 


GENSCAN 






Start 


287 


End 


3462 







31513 




GI 


none 




Score 


.42 






Exons 


287. .378, 503. .529, 


902. .979, 1467. .1635, 3387.. 


3462 




Seq. No. 


31526 




Seq. ID 


OJ990619_ 


39.9C10 


,C2 


Gene No. 


65249 




Strand 








Start 


9719 




End 


11540 






Name 


OJ990619 39.9C10.C2 


. o2 . gp 


Method 


AAT/GAP 






Start 


9719 




End 


11540 






GI 


none 




Score 


1314 






Exons 


9719. .10033, 11065. 


. 11149, 


11232. .11540 






Seq. No. 


31526 




Seq. ID 


OJ990619_ 


39. 9C10 


.C2 


Gene No. 


65250 




Strand 








Start 


15840 




End 


21861 






Name 


OJ990619 39.9C10.C2 


. o5 . gs 


Method 


GENSCAN 






Start 


15840 




End 


20649 






GI 


none 




Score 


.53 






Exons ' 


15840. .16120, 16172 


. . 16297 , 


17792. . 17E 


J93, 18426. 


. 18866, 






19188. .19330, 19556 












Seq. No. 


31526 




Seq. ID 


OJ990619_ 


39. 9C10 


.C2 


Gene No. 


65250 




Strand 








Start 


15840 




End 


21861 






Name 


OJ990619 39.9C10.C2 


. o2.np 


Method 


AAT/NAP 






'Start 


..:,15920 




. End 


21861. 






GI 


""6466937 




Score 


2172 






Exons 


15920. .19555, 19598 


. .20219, 


21813. .21€ 


61 







GI Descrip. (AC011621) putative retroelement pol polyprotein [Arabidopsis 



thaliana] 



Seq. No. 


31526 








Seq. ID 


OJ990619_39. 9C10 


.C2 


Gene No. 


65251 








Strand 






Start 


23417 








End 


23806 




Name 


OJ990619 39 


.9C10. 


C2.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


5666 








End 


5986 




GI 


none 








Score 


50 




Exons 


5666. .5707, 


5673. 


.5708, 


5706. 


.5963, 5735. .5986 




Seq. No. 


31526 








Seq. ID 


OJ990619_39.9C10 


.C2 


Gene No. 


65251 








Strand 






Start 


23417 








End - 


23806 




Name 


OJ990619 39 


9C10\ 


C2.o9. 


tm 


Method 


TBLASTX: Maize 




Start 


5735 








End 


5921 




GI • - 


none 








Score 


251 




Exons 


5735. .5920, 


5742. 


.5921 










Seq. No. 


31526 








Seq. ID 


OJ990619_39. 9C10 


C2 


Gene No. 


65251 








Strand 






Start 


23417 








End 


23806 




Name 


OJ990619 39. 


9C10. 


C2.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


5736 








End 


5963 




GI 


none 








Score 


365 




Exons 


5736. .5963, 


5747. 


.5962 










n vi _ 

tw> c ^ . L\ u . 


"» i r- /~\ /~ 








Seq. ID 


Oj9906i9_39. yClU 


C2 


Gene No. 


65251 








Strand 






Start 


23417 








End 


23806 





31514 



Name 

Start 

GI 

Exons 



OJ990619_39 . 9C10 . C2 . 06 . tw Method 

5742 End 

none Score 
5742.. 5921, 5744.. 5920 



TBLASTX: Wheat 

5921 

233 



OJ990619 39.9C10.C2 



Seq. No. 31526 Seq. ID 

Gene No. 65251 Strand 

Start 23417 End 

Name OJ990619__39 . 9C10 . C2 . o7 . tw Method 

Start 9878 End 

GI none Score 
Exons 9878.. 10036, 9879.. 10034, 9881.. 10036, 11065 .. 11151 , 

11070. .11156, 11075. .11152, 1 12 11 . . 11324 , 11232 .. 11315, 

11234. .11323, 112 99. .11328 



23806 

TBLASTX: Wheat 

11328 

157 



Seq. No. 31526 

Gene No. 65251 

Start 23417 

Name OJ990619_39 . 9C10 . C2 . olO . tm 

Start 9890 

GI none 
Exons 



23806 

TBLASTX: Maize 
11333 
142 

9890. .10039, 9891. .10034, 9905. .10039, 1 1065 11151 , 
11066. .11149, 11229. .11312, 1 1232 .. 11333, - 11234 .. 11326 



Seq. ID OJ990619_39.9C10.C2 
Strand 
End 

Method 
End 
Score 



Seq. No. 31526 

Gene No. 65251 

Start 23417 

Name OJ990619_39 . 9C10 . C2 . o3 . tm 

Start 13137 

GI none 

Exons 13137. .13367, 13148 .. 13351 , 
13522. .13938, 13527 .. 13985 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990619 39..9C10.C2 



23806 

TBLASTX: Maize 
13993 
350 

13150. . 13368, 13521. .13937, 
13964. . 13993 



Seq. No. 31526 Seq. ID 

Gene No. 65251 Strand 

Start 23417 End 

Name OJ990619_39 . 9C10 . C2 . o5 . ts ■ Method 

Start 13137 End 

GI none Score 

Exons 13137. .13364 



OJ990619__39. 9C10.C2 
23806 

TBLASTX: Soybean 

13364 

203 



Seq. No. 

Gene - No . 

Start 

Name 

Start 

GI 

Exons 



31526 
65251 ■ - 
23417 

OJ990619_39. 
13140 
none 
13140. 
14493, 
14955. 
15333. 



9C10.C2.ol.tc 



,13367, 
,14528, 
,15113, 
,15359 



13154 . 
14532. 
14966. 



, 13348, 
, 15041, 
,15106, 



Seq. ID OJ990619J39. 9C10.C2 
Strand 

End 23806 

Method TBLASTX: Cress 

End 15359 

Score 200 
13521. .13991, 13522. .14133, 
14 568. . 14 74 7, 14 57 6. . 14 878, 
15165. .152 90, 15167. .15253, 



Seq. No. 31526 Seq. ID 

Gene No. 65251 Strand 

Start 23417 hnd 

Name OJ990619_39 . 9C10 ,C2 . o2 . ts Method 

Start 13618 End 



OJ990619_39. 9C10.C2 
^38Ub 

TBLASTX: Soybean 
15293 



31515 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

13618. .13986, 13623 .. 13961 , 
14 723. .14 872, 14724. .14 951, 

31526 
65251 
23417 

OJ990619_39 . 9C10 . C2 . 06 . tm 

14490 

none 

14 4 90. .14 534, 14 529. .14834, 

31526 
65251 
23417 

OJ990619_39. 9C10 . C2 . 08 . tw 

14967 

none 

14 967. .15113, 14 969. .15106, 

31526 
65251 
23417 

OJ990619_39. 9C10 . C2 . oil . tm 

14993 

none 

14 993. .15106, 14 994. .15113, 
15171. .15269, 15185. .152 98 



Score 204 
14529. . 14720, 14576 .. 14 719, 
14955. .15293 

Seq. ID OJ990619_39.9C10.C2 
Strand 

End . 23806 

Method TBLASTX : Maize 

End 14878 

Score 4 9 
14568. .14876, 14576. .14878 

Seq. ID OJ990619_39.9C10.C2 
Strand 

End 23806 

Method TBLASTX : Wheat 

. End 15296 

Score 109 
15168. .15296, 15171.. 15257 

Seq. ID OJ990619_39. 9C10.C2 
Strand 

End 23806 

Method TBLASTX : Mai ze 

End 15298 

Score 108 
15167. .15253, 15168. .15296, 



Seq. No. 31526 

Gene No. 65251 

Start 23417 

Name OJ990619_39 . 9C10 . C2 . 

Start 15963 

GI none 

Exons 15963. .16157, 15963. 
16425. . 16520 



o5 . tm 



Seq. ID OJ990619_39. 9C10.C2 
Strand 

End 23806 

Method TBLASTX : Mai ze 

End 16607 

Score 84 



,16607, 16135. .16239, 16267 16356, 



Seq. No. 31526 

Gene No. 65251 

Start 23417 

Name OJ99061 9_39 . 9C10 . C2 . o3 . tw 
Start ' 16228 

GI none " ~ . . . 

Exons 16228. .16479, 16230 .. 16571 , 

Seq. No. 31526 

Gene No. 65251 

Start 23417 

Name OJ990619_39 . 9C10 . C2 . ol . tm 

Start 16636 

GI none 

Exons 16636. .16767, 16638 .. 17273, 

Seq. No. 31526 

Gene No. 65251 

Start 23417 



Seq. ID OJ990619_39. 9C10.C2 
Strand 

End 23806 

Method " TBLASTX: Wheat 

End 16571 

Score 121 
16278. . 16535 

Seq. ID OJ990619_39. 9C10.C2 
Strand 

End 23806 

Method TBLASTX : Mai ze 

End 17273 

Score 348 
16639. . 17178, 16650.. 17270 

Seq. ID OJy90619_39.9C10.C2 
Strand 

End 23806 



31516 



Name 


OJ990619 39 9C10 C2 


. o5 . tw 


Method 


TBLASTX • Whpat 


Start 


16638 ~ 




End 


17018 


GI 


none 




Score 


96 


Exons 


16638 . . 17018, 16687 


. . 16926 






Seq. No. 


31526 




Seq. ID 


OJ990619_39. 9C10 


Gene No. 


65251 




Strand 




Start 


23417 




End 


23806 


Name 


OJ990619 39.9C10.C2 


. o3 . ts 


Method 


TBLASTX • ^ovhp^n 


Start . 


16866 ~ 




End 


17249 


GI 


none 




Score 


155 


Exons 


16866. . 17249, 16891 


. . 17199 






Seq. No. 


31526 




Seq. ID 


OJ990619_39.9C10 


Gene No. 


65251 




Strand 




Start 


23417 




End 


23806 


Name 


OJ990619 39.9C10.C2 


ol . tw 


Method 


TBLASTX : Wheat 


Start 


17106 -~ 




End 


17504 


GI 


none 




Score 


158 


Exons 


17106. . 17504, 17107 


. 17367 






Seq. No. 


31526 




Seq. ID 


OJ990619__39. 9C10 


Gene No. 


65251 




Strand 




Start 


23417 




End 


23806 


Name 


OJ990619 39.9C10.C2. 


o7 . tm 


Method 


TBLASTX: Maize 


Start 


17274 ~ 




End 


17699 


GI 


none 




Score 


92 


Exons 


17274 . . 17504, 17511 . 


. 17699, 


17568. .17699 


Seq. No. 


31526 




Seq. ID 


OJ990619_39. 9C10 


Gene No. 


65251 




Strand 




Start 


23417 




End 


23806 


Name 


OJ990619 39 9C10 C2 


06 . t s 


Method 


TBLASTX: Soybean 


Start 


17697 ~ 




End 


17940 


GI 


none 




Score 


106 


Exons 


17697 . . 17939, 17800 . 


. 17940 






Seq. No. 


31526 




Seq. ID 


OJ990619_39. 9C10 


Gene No. 


65251 




Strand 




Start 


23417 




End 


23806 


Name 


OJ990619 39.9C10.C2. 


o2 . tm 


Method 


TBLASTX :Maize 


Start 


17700 ~ 




' End 


" 18221 


GI- 


none 




Score 


163 


Exons 


17700 . . 18221, 17860 . 


. 18219 






Seq. No. 


31526 




Seq. ID 


OJ990619_39. 9C10 


Gene No. 


65251 




Strand 




Start 


23417 




End 


23806 


Name 


OJ990619 39 9C10 C2 


o4 . tw 


Method 


TBLASTX: Wheat 


Start 


17850 ~ 




End 


18251 


GI 


none 




Score 


117 


Exons 


17850. . 18251, 17884 . 


. 18240 






Seq. No. 


31526 




Seq. ID 


OJ990619_39. 9C10 


Gene No . 


65251 




Strand 




Start 


23417 




End 


23806 


Name 


OJ990619_39.9C10.C2. 


o4 . ts 


Method 


TBLASTX: Soybean 



31517 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No . 
Start 
Name 



17964 
none 

17964 .. 18302, 17974. .18240 

31526 
65251 
23417 

OJ990619_39 . 9C10 . C2 . o4 . tm 
18246 
none 



End 
Score 



18302 
95 



OJ990619_39. 9C10.C2 
23806 

TBLASTX: Maize 
18700 
.190 

1824 6. .18302, 18298. .18 696, 18310. .18 696, 18314. .18700 

OJ990619 39.9C10.C2 



Seq. ID 

Strand 

End 

Method 

End . 
Score 



31526 Seq. ID 

65251 Strand 

23417 End 

OJ990619_39 . 9C10 . C2 . o2 . tw Method 

18311 End 

none Score 

18311. . 18 682, 18 319. . 18759 

31526 Seq. ID 

65251 Strand 

23417 End 

OJ990619_3 9 . 9C10 . C2 . o7 . ts Method 

18409 End 

none Score 
18409. .18738 

31526 Seq. ID 

65251 Strand 

23417 End 

OJ990619_39 . 9C10 . C2 . 08 . tm Method 

18967 End 

none Score 



23806 

TBLASTX: Wheat 

18759 

160 



OJ990619_39. 9C10.C2 
23806 

TBLASTX: Soybean 

18738 

195 



OJ990619_39.9C10.C2 
23806 

TBLASTX: Maize 

19581 

121 



18 967. .19056, 1914 4. .19386, 19453. .19581 

31526 Seq. ID OJ990619_39 . 9C10 . G2 

65251 Strand 

23417 End * 23806 

OJ990619_39.9C10.C2.o7.gs Method GENS CAN 

23417 End 23806 

none Score .42 

23417.. 23806 



31527 Seq. ID 

65252 Strand 
1714 End 
OJ990619_39. 9C10 . C3 . ol . np Method 
1714 End 
4102839 Score 
1714. .1850, 2405. .2630, 2715. .4083 
(AF016713) LeOPTl [Lycopersicon esculentum] 



OJ990619_39. 9C10.C3 
+ 

15499 
AAT/NAP 
4083 
952 



31527 Seq. ID 

65252 Strand 

1714 End 

OJ990619_39. 9C10 . C3 . ol . gp Method 



OJ990619_39. 9C10.C3 

-i- 

15499 
AAT/GAP 



31518 



Start 


2108 


End 


2276 




GI 


none 


Score 


322 




Exons 


2108 . . 2276 








Seq. No. 


31527 


Seq. ' ID 


OJ990619_ 


^9 qci n 


Gene No . 


65252 


Strand 


+ 




Start 


1714 


End 


15499 




Name 


OJ990619 39. 9C10 . C3 . ol . gs 


Method. 


GENSCAN 




Start 


2310 


End 


15499 




GI 


none 


Score 


.64 




Exons 


2310. .2630, 2715. .3611, 3640. .4067, 4564. .4802, 


5336. .5464, 




5665. .6406, 7181. .8134, 8353. .8425, 9008. .9278, 


9373 9657 




9971 . . 10038, 10131 . . 10336, 


10380. .10725, 10807.. 


10905, 




10983. .11281, 11298. .11350, 


11644. .11874, 12424. 


1?66^ 




12831. . 12947, 12955 13069, 


13897. .14146, 14248. 


.14 4 30, 




14521. . 14678, 15337. .15499 








Seq. No. 


31527 


Seq. ID 


OJ990619_ 


_39.9C10.C3 


Gene No. 


65252 


Strand 


+ 




Start 


1714 


End 


15499 




Name 


OJ990619 39.9C10.C3.o2.gp 


Method 


AAT/GAP 




Start 


4099 


End 


4291 




GI 


2798745 


Score 


293 




Exons 


4099. .4291 








Seq. No. 


31527 


Seq. ID 


OJ990619_ 




Gene No . 


65252 


Strand 


+ 




Start 


1714 


End 


15499 




Name 


OJ990619 39.9C10.C3.o2.np 


Method 


AAT/NAP 




Start 


5435 


End 


11882 




GI 


6815062 


Score 


6110 




Exons 


5435. .5455, 6645. .8134, 8353. .8425, 9008. .9278, 


9373. .9770, 




9847. .10038, 10131 .. 10336, 


10380. .10725, 10807. . 


10905, 




10983. .11340, 11575. .11595, 


11650. . 118 


32 




GI Descrip. 


(AP001080) Similar to Arabidopsis thaliana chromosome IIBAC 




F16P2 genomic sequence ;mudr A like protein (AC004561) [Oryza 




sativa] 








Seq. No. 


31527 


Seq. ID 


OJ990619_ 


39. 9C10.C3 


Gene No. 


65253 


Strand 


+ 




Start 


19475 


End 


21722 




Name 


OJ990619 39.9C10.C3.o3.gs 


Method 


GENSCAN 




Start 


19475' - - 


End 


21370 




GI 


none 


Score 


.85 




Exons 


19475. .19566, 19627 .. 19797, 


19814. .19950, 20057. 


.20172, 




20660. .20725, 21182. .21370 








Seq. No. 


31527 


Seq. ID 


OJ990619_ 


39. 9C10.C3 


Gene No. 


65253 


Strand 


+ 




Start 


19475 


End 


21722 




Name 


OJ990619 39. 9C10 . C3 . o3 . gp 


Method 


AAT/GAP 




Start 


19616 


End 


21722 




GI 


14569 1.R1084 * 


Score 


1887 




Exons 


19616. .19774, 198 60'. .19950, 


20057. .20172, 20491. 


.20550, 



ZUbbO. .2072b, .21722 
GI Descrip. ' 3182915/sp | P91924 | ARF_DUGJA 3.0e-59 ADP-RIBOSYLATION FACTOR 
>gi_1842150_dbj_BAA19225_ (AB001051) ADP-ribosylation factor 



31519 



[Dugesia japonica] 1 



Seq. No. 31527 Seq. ID 

Gene No. " 65253 Strand 

Start 19475 End 

Name OJ990619_39 . 9C10 . C3 . o3 . np Method 

Start 19718 End 

GI 6714424 Score 

Exons 19718. .19774, 198 60 19950, 

20660. .20725, 21182. .21367 
GI Descrip. (AC012328) putative ADP-ribosylation factor [Arabidopsis 

thaliana] 



OJ990619_39. 9C10.C3 
+ 

21722 
AAT/NAP 
21367 
710 



20057. .20172, 204 91 .. 20550, 



Seq. No. 31527 Seq. ID 

Gene No. 65254 Strand 

Start 30059 End 

Name OJ990619_39 . 9C10 . C3 . 06 . gp Method 

Start 29968 End 

GI 6i914_l.R1084 Score 

Exons 29968. .30241, 30357.. 30784 

GI Descrip. f 4 106690/emb | CAA2262 9 . 1 | 2.0e-43 (AL035065) 
transporter [Schizosaccharomyces pombe] 1 



OJ990619_39.9C10.C3 
+ 

32416 
AAT/GAP 
30784 
1336 



putative urea active 



Seq. No. 


31527 ' 




Seq. ID 


OJ990619_39.9C10.C3 


Gene No. 


65254 




Strand 


+ 


Start 


30059 




End 


32416 


Name 


OJ990619 39.9C10.C3 


,o5.gs • 


Method 


GENSCAN 


Start 


30059 




End 


32416 


GI 


none 




Score 


. 99 


Exons 


30059. .30241, 30357 


. .31127, 


31205. .32416 


Seq. No. 


31527 




Seq. ID 


OJ990619_39.9C10.C3 


Gene No. 


65254 




Strand 


+ 


Start 


30059 




End 


32416 


Name 


OJ990619 39.9C10.C3 


. o5 . np 


Method 


AAT/NAP 


Start 


30155 




End 


32347 


GI 


4106690 




Score 


1205 


Exons 


30155. .30241, 30357 


. .30971, 


'31017. .31127, 31205. .32347 


GI Descrip. 


(AL035065) putative 


urea active transporter [Schizosaccharomyces 




pombe] 








Seq. No. 


31527 




Seq. ID 


OJ990619_39.9C10.C3 ' 


Gene No. 


65255' 




Strand 


+ 


Start ■ 


33910 




End 


34299 


Name 


OJ990619 39.9C10.C3 


. 08 . gp 


Method 


AAT/GAP 


Start 


33910 


End 


34299 


GI 


none 




Score 


678 


Exons 


33910. .34299 








Seq. No. 


31527 




Seq. ID 


OJ990619_39.9C10.C3 


Gene No. 


65256 




Strand 




Start 


16261 




End 


17590 


Name 


OJ990619 39.9C10.C3 


. o2.gs 


Method 


GENSCAN 


Start 


16261 




End 


17590 


GI 


none 




Score 


.5 


Exons 


16261. .16417, 16718 


.16897, 


17025. .17237, 17313. .17338, 



17420. .17590 



31520 



Seq. No. 


31527 




Seq. ID 


OJ990619_ 


39. 9C10.C3 


Gene No . 


65257 




Strand 






Start 


22098 




End 


28334 




Name 


OJ990619 39.9C10.C3. 


o4 . gp 


Method 


AAT/GAP 




Start 


21964 




End 


25655 




GI 


16624 1.R1084 




Score 


1933 




Exons 


21964 . .22172, 22262. 


.22468, 


22781. .228? 


39, 23003. 


.23035, 




23922. .23969, 24092. 


.24169, 


24255. .24339, 24433. 


.24466, 




24760. .24854, 24940. 


.25009, 


25231. .25329, 25418. 


.25460, 




25607. .25655 










GI Descrip. 


, 1806144/emb|CAA65981| l.Oe 


-109 (X973K 


5) cdc2MsE 


[Medicago 




sativa] ' 











Seq. No. 


31527 






Seq. ID 


OJ990619__ 


39. 9C10 


Gene No. 


65257 






Strand 






Start 


22098 






End 


28334 




Name 


OJ990 


619_39.9C10.C3 


o4 . gs 


Method 


GENSCAN 




Start 


22098 






End 


28334 




GI 


none 






Score 


.76 




Exons 


22098 


..22172, 22390. 


.22468, 


22781. .228! 


39, 23003. 


.23035, 




23418 


..23506, 23922. 


.23969, 


25607. .25710, 25816. 


.25926, 




26011 


..26258, 26935. 


.27081, 


28229. .28334 





Seq. No. 


31527 


Seq. ID 


OJ990619_ 


39.9C10 


Gene No . 


65257 


Strand 






Start 


22098 


End 


28334 




Name 


OJ990619 39.9C10.C3.64.np 


Method 


AAT/NAP 




Start 


22098 


End 


26070 




GI 


1806144 


Score 


1142 




Exons 


22098. .22175, 22262 224 68, 


22778. .228 


89, 23003. 


.23035, 




23922. .23969, 24092 .. 24 169, 


24255. .243 


39, 24433. 


.24466, 




24760. .24854, 24 940 .. 25009, 


25231. .253 


29, 25418. 


.25460, 




25607. .25710, 25816 .. 25926, 


26011. .260 


70 




GI Descrip. 


(X97316) cdc2MsE [Medicago 


sativa] 







Seq. No. 


31527 


Seq. ID 


OJ990619 39.9C10-.C3 


Gene No. 


65257 


• Strand - 


*.?.;■ 


Start 


22098 


End 


28334 


Name 


OJ990619 39. 9C10 . C3 . o5 . gp 


Method 


AAT/GAP 


Start 


25622' 


End 


26270 


GI" 


70230 1.R1084 


Score 


828 - - - 


Exons 


25622. .25710/ 25816'. 25926, 


26011. .26270 ■ 


GI Descrip. 


'3157932 4.0e-30 (AC002131) 


Similar to 


hypothetical protein 




gb_Z97338 from A. thaliana. 


[Arabidopsis thaliana] 1 


Seq. No. 


31527 


Seq. ID 


OJ990619_39.9C10.C3 


Gene No. 


65258 


Strand 




Start 


32144 


End 


32656 


Name 


OJ990619 39. 9C10 . C3 . o7 . gp 


Method 


AAT/GAP 


Start 


32144 


End 


32656 


GI 


4715490 


Score 


981 


Exons 


32144 . .32656 







Seq. No. 31527 Seq. ID OJ99061 9_39 . 9C10 . C3 

Gene No. 65259 Strand 

Start 36008 End 39585 



31521 



Name 



OJ990619 39.9C10.C3.ol.tm 



Method TBLASTX: Maize 



Start 


2397 








End 


3143 


GI 


none 








Score 


303 


Exons 


2397. .2627, 


2399 


. 2611, 


2708. 


.2887, 2709. .2897, 2946. .3143, 




2948. .3142 












Seq. No. 


31527 








Seq. ID 


OJ990619_39. 9C10.C3 


Gene No. 


65259 








Strand 




Start 


36008 








End 


39585 


Name 


OJ990619 39 


. 9C10. 


C3 . o3 . 


tc 


Method 


TBLASTX: Cress 


Start 


2405 








End 


4008 


GI 


none 








Score 


177 


Exons 


2405. .2587, 


2406. 


.2675, 


2714 . 


.2887, 2715. .2909, 2948. .3142, 




2952. .3143, 


3282. 


.3329, 


3336. 


.3500, 3628. .3660, 3736.-3954, 




3742. .3831, 


3943. 


.4008 








Seq. No. 


31527 








Seq. ID 


OJ990619_39. 9C10.C3 


Gene No. 


65259 








Strand 




Start 


36008 








End 


39585 


Name 


OJ990619 39 


. 9C10. 


C3.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


2478 








End 


3101 


GI 


none 








Score 


113 


Exons 


2478. .2624, 


2715 . 


.2909, 


2726. 


.2887, 2930. .3070, 2934. .3101 


Seq. No. 


31527 " ■ 








Seq. ID 


OJ990619_39. 9C10.C3 


Gene No . 


65259 








Strand 




Start 


•36008 








End 


39585 


Name 


OJ990619 39 


9C10 . 


C3.ol0 


. ts 


Method 


TBLASTX: Soybean 


Start 


3282 








End 


3660 


GI 


none 








Score 


52 


Exons 


3282. .3356, 


3351. 


. 3536, 


3559. 


.3615, 3628.. 3660 


Seq. No. 


31527 








Seq. ID 


OJ990619_39. 9C10.C3 


Gene No. 


65259 








Strand 




Start 


36008 








End 


39585 


Name 


OJ990619 39. 


9C10 . 


C3.oll 


. tm 


Method 


TBLASTX: Maize 


Start 


3282 








End 


3615 


GI 


none 








Score 


52 


Exons 


3282. . 3338, 


3351 . 


. 3500, 


3383. 


.3487, 3547.. 3615 


Seq. No. 


31527 








Seq. ID 


OJ990619_39. 9C10.C3 


Gene No. 


65259 








Strand ■ 




Start 


'36008 








End 


395-85 


Name 


OJ990619 39. 


9C10 . 


C3.o9. 


ts - 


Method 


TBLASTX: Soybean 


Start 


3736 








End 


4008 


GI 


none 








Score 


187 


Exons 


3736. .3954, 


3738. 


.3902, 


3946. 


.4008 




Seq. No. 


31527 








Seq. ID 


OJ990619__39.9C10.C3 


Gene No. 


65259 








Strand 




Start 


36008 








End 


39585 


Name 


OJ990619 39. 


9C10. 


C3.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


3742 








End 


4008 


GI 


none 








Score 


184 


Exons 


■D / <i . . O ^ 3 *i , 








. jyu^, jy4t>. . 4uus 


Seq. No. 


31527 








Seq. ID 


OJ990619_39. 9C10.C3 



31522 




.Gene No. 


65259 




Strand 






Start 


36008 




End 


39585 




Name 


OJ990619 39.9C10.C3.o7.tm 


Method 


TBLASTX: Maize 




Start 


3774 




End 


4065 




GI 


none 




Score 


249 




Exons 


3774 . . 


3905, 3775.. 3939, 3954 


1. .4010, 3955. .4065 




Seq. No. - 


31527 




Seq. ID 


OJ990619_39. 9C10 


.C3 


Gene No. 


65259 




Strand 






Start 


36008 




End 


39585 




Name 


OJ990619 39. 9C10 . C3 . o3 . tm 


Method 


TBLASTX: Maize 




Start 


6665 




End 


7208 




GI 


none 




Score 


145 




Exons 


6665. . 


6790, 6669.. 6824, 6842 


I..7132, 6843. .7208, 7165. .7188 


Seq. No. 


31527 




Seq. ID 


OJ990619_39. 9C10 


.C3 


Gene No. 


65259 




Strand 






Start 


36008 




End 


39585 




Name 


OJ990619 39. 9C10 . C3 . o5 . tm 


Method 


TBLASTX: Maize 




Start 


9212 




End 


9909 




GI 


none 




Score 


70 




Exons 


9212. . 


9301, 9365.. 9439, 9366 


i.,9434, 9404. .9463, 9462. .9773, 




9464. . 


9769, 9835.. 9909, 9835 


. .9876 






Seq. No. 


31527 


.... ■ 


Seq. ID 


OJ990619_39.9C10 


.C3 


Gene No. 


65259 




Strand 






Start 


36008 




End 


39585 




Name 


OJ990619 39.9C10.C3.o9.tm 


Method 


TBLASTX: Maize 




Start 


10143 




End 


10725 




GI 


none 




Score 


134 




Exons 


10143. 


. 10304, 10311. . 10337, 


10429. .10725 




Seq. No. 


31527 




Seq. ID 


OJ990619_39. 9C10 


.C3 


Gene No. 


65259 




Strand 






Start 


36008 




End 


39585 




Name 


OJ990619 39. 9C10 . C3 . o2 . ts 


Method 


TBLASTX : Soybean 




Start 


19714 




End 


20695 




GI 


none 




Score 


100 




Exons 


19714. 


.19776, 19715. . 19777, 


19842. .19952, 1 985 9 . . 1 9951 , 






20055. 


.20171, 20056. .20175, 


20490. .20564, 20491 20550, 






20657. 


.20695, 20670. .20693 








Seq. No. 


31527 




Seq. ID 


■OJ990619_39.9C10 


.C3 


Gene No. 


65259 




Strand 






Start 


36008 




End 


39585 




Name 


OJ990619 39.9C10.C3.o2.tw 


Method 


TBLASTX: Wheat 




Start 


19717 




End 


20168 




GI 


none 




Score 


46 




Exons 


19717. 


.19755, 19718. .19744, 


1972 9. . 1977 6, 1 974 8 . . 1 9777 , 






19852. 


.19944, 19856. .19948, 


19857. .19952, 19859. .19951, 






19860. 


.19952, 20055. .20168, 


20056. .20166 




Seq. No. 


31527 




Seq. ID 


OJ990619_39. 9C10, 


■ C3 


Gene No. 


65259 




Strand 








*-t \J \J KJ 




End 


39585 




Name 


OJ990619 39.9C10.C3.o6.tm 


Method 


TBLASTX: Maize 




Start 


19717 




End 


21366 





31523 



GI 

Exons 



none 

19717. .19776, 19718. 

19857. .19952, 19859. 

20055. .20171, 20055. 

20490. .20549, 20491. 

20653. .20724, 20657. 
21182. .21337 



Score 104 
.19777, 19852. .19941, 19856 .. 1 995 1 , 
.19951, 19860. .19952, 20054 .. 20122 , 
.20171, 20056. .20175, 20059 .. 20175 , 
.20550, 20650. .20724, 20652 .. 20723, 
.20725, 21171. .21362, 21181 .. 21366, 



Seq.- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31527 
65259 
36008 

OJ990619_39.9C10.C3.o4.tc 

19718 

none 



Seq. ID OJ990619_39.9C10.C3 
Strand 

End 39585 

Method TBLASTX : Cress 

End 21330 

Score 58 



19718. .19777, 19857 .. 19952 , 19865 .. 19951, 20055 .. 2017 1 , 
20056. .20175, 204 91 .. 2054 4 , 20 663 .. 20725, 21187 21330, 
21188. .21322 



Seq. No. 31527 Seq. ID 

Gene No. 65259 Strand 

Start 36008 End 

Name OJ990619_39 . 9C10 . C3 . o7 . ts Method 

Start 21181 End 

GI none Score 

Exons . - 21181. .21342, 21182.. 21337 



OJ990619_39.9C10.C3 
39585 

TBLASTX: Soybean 

21342 

242 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31527 
65259 
36008 

OJ990619_39. 
22099 
none 
22099, 
22247. 
22446. 
22984 . 
23923. 



9C10.C3.o8.tm 



.22119, 
.22375, 
.22469, 
.23034, 
.23970, 
24256-. .24342, 
24432. .24470, 



24921, 
25214 , 



.25010, 
.25330, 



22107, 
22262. 
22782. 
23003. 
24086. 
24256. 
24432. 
24929, 
25216. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990619 39.9C10.C3 



.22175, 
.22375, 
.22883, 
.23035, 
.24169, 
.24333, 
.24467, 
.25009, 
.25329 



39585 

TBLASTX: Maize 
25330 
36 

22111. .22194, 22123. .22179, 
22266. .22376, 22392 .. 224 72, 
22784 . .22891, 22785 .. 2288 9, 
23919. .23969, 23921 .. 23992 , 
24088. .24168, 24255 .. 2434 1, 
24257. .24340, 24431 .. 244 66, 
24757. .24864, 247 64 .. 24856, 
24936. .25010, 24 937 .. 25011 , 



Seq. No. 31527 
Gene No. 65259 
Start 36008 

Name OJ990619_39 . 9C10 . C3 . 06 . ts 

Start 22854 
GI none 
Exons 22854. 

24088. 

24432. 

24928, 

25216. 



.22892, 23005. 

.24168, 24255. 

.24473, 24757. 

.25011, 24929. 
,25284 



.23034, 
.24341, 
.24864, 
.25009, 



Seq. ID OJ990619_39. 9C10-.C3 
Strand 

End 39585 

Method TBLASTX : Soybean 

End 25285 

Score 81 
23910. .23969, 23921 .. 23992 , 
24257. .24340, 24 431 .. 244 66, 
24758. .24856, 24885 .. 25010, 
24936. .25010, 25214 .. 25285 , 



o£q. inu • 

Gene No. 
Start 



65259 
36008 



Seq. ID 

Strand 

End 



ojyyu6iy 39.9c10.c3 



39585 



31524 




Name 


OJ990619 39.9C10.C3 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


25421 






End 


26258 




GI 


none 






Score 


115 




Exons 


25421. 


.25468, 25619 


. .25711, 


25621. .25713, 25648 .. 25710, 






25816. 


.25920, 25871 


. .25927, 


25881. .25928, 26008 .. 26100 , 






26009. 


.26101, 26119 


. .26217, 


26132. .26215, 26136 .. 26255 , 






26208. 


.26258 










Seq. No. , 


31527 






Seq. ID 


OJ990619_39.9C10 


.C3 


Gene No. 


65259 






Strand 






Start 


36008 






End 


39585 




Name 


OJ990619 39.9C10.C3 


. ol . ts 


Method 


TBLASTX: Soybean 




Start 


25607 






End 


26217 




GI 


none 






Score 


93 




Exons 


25607. 


.25711, 25648 


. .25710, 


25816. .25920, 26006 .. 26083, 






26008. 


.26094, 26012 


. .26095, 


26114. .26212, 2 6125 .. 26217 , 






26132. 


.26212 










Seq. No. 


31527 






Seq. ID 


OJ990619_39. 9C10 


.C3 


Gene No. 


65259 






Strand 






Start 


36008 






End 


39585 




Name 


OJ9906 


19_39. 9C10.C3 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


30122 






End ■ 


30586 




GI 


none 






Score 


153 




Exons 


30122. 


.30250, 30124 


.30243, 


30356. .30586, 30357 .. 30584 




Seq. No. 


31527 






Seq. ID 


OJ990619_39.9C10 


.C3 


Gene No. 


65259 






Strand 






Start 


36008 






End 


39585 




Name 


OJ990619 39.9C10.C3 


o5 . ts 


Method 


TBLASTX: Soybean 




Start 


30609 






End 


30845 




GI 


none 






Score 


68 




Exons 


30609. 


.30650, 30663. 


.30845, 


30668. .30844 




Seq. No. 


31527 






Seq. ID 


OJ990619_39.9C10 


.C3 


Gene No . 


65259 






Strand 






Start 


36008 






End 


39585 




Name 


OJ990619 39.9C10.C3. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


31020 






End 


31294 




GI 


none 






Score 


173 




Exons 


31020. 


.31127, 31025. 


.31126, 


31198. .312 


90, 31205.. 31294 




Seq.' No. 


31527 






Seq. ID 


OJ990619_39.9C10 


.C3 


Gene No. 


65259 






Strand 






Start 


36008 






End 


39585 




Name 


OJ990619 39.9C10.C3. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


31739 






End 


32128 




GI 


none 






Score 


276 




Exons 


31739. 


.31945, 31753. 


.31947, 


31982. .32080, 32020. .32073, 






32060. 


.32128 










Seq. No. 


31527 






Seq. ID 


OJ990619_39. 9C10 


.C3 


Gene No. 


65259 






Strand 






Start 


36008 






End 


39585 




M 

name 




o5 . Lc 


Method 


TBLASTX : Cress 




Start 


32131 






End 


32320 




GI 


none 






Score 


221 





31525 



m • 



Exons 


32131. .32313, 32132 


. .32320 








Sefq'. No. 


31527 




Seq. ID 


OJ990619_39. 9C10 


C3 


Gene No. 


65259 




Strand 






Start 


36008 




End 


39585 




Name 


OJ990619 39.9C10.C3 


.ol0. tm 


Method 


TBLASTX: Maize 




Start 


34501 




End 


35058 . 




GI 


none 




Score 


99 




Exons 


34501. .34572, 34502 


. .34573, 


345,02. .34573, 34 669 34791, 






34671. .34793, 34674 


. .34790, 


34681. .34791, 34 965 .. 35024 , 






34972. .35058 










Seq. No. 


31527 




Seq. ID 


OJ990619_39.9C10. 


C3 


Gene No. 


65259 




Strand 






Start 


36008 




End 


39585 




Name 


OJ990619 39.9C10.C3 


. o 6 . np 


Method 


AAT/NAP 




Start 


36008 




End 


39475 




GI 


4234852 




Score 


2084 




Exons 


36008. .39265, 39299 


. .39475 








GI Descrip. 


(AF082133) gag-pol polyprotein [Zea mays] 




Seq. No. 


31527 




Seq. ID 


OJ990619_39.9.C10. 


C3 


Gene No. 


65259 




Strand 






Start 


36008 




End 


39585 




Name 


OJ990619 39.9C10.C3 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


36059 




*" End 


36422 




GI 


none 




Score 


68 




Exons 


36059. .36274, 36282 


.36422, 


36283. .36414 




Seq. No. 


31527 




Seq. ID 


OJ9906.19_39.9C10. 


C3 


Gene No. 


65259 




Strand 






Start 


36008 




End 


39585 




Name 


OJ990619 39.9C10.C3 


ol2 . tm 


Method 


TBLASTX :Maize 




Start 


36545 




End 


36799 




GI 


none 




Score 


94 




Exons 


36545. .36799, 36546. 


.36665 








Seq. No. 


31527. 




Seq. ID 


OJ990619_39.9C10. 


C3 


Gene No. 


65259 




Strand 






Start 


36008 




End 


39585 




Name 


OJ990619 39.9C10.C3. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


36605 




End 


37388 . 




GI 


' none 




Score 


57 




Exons 


36605. .36811, 36609. 


.36803, 


36744. .36980, 36780 .. 36971 , 






36790. .36972, 36790. 


.37008, 


37015. .37098, 37094 .. 371 92 , 






37109. .37192, 37188. 


.37310, 


37198. .37311, 37307 37387 , 






37308. .37388 










Seq. No. 


31527 




Seq. ID 


OJ990619_39.9C10. 


C3 


Gene No. 


65259 




Strand 






Start 


36008 




End 


39585 




Name 


OJ990619 39.9C10.C3. 


08 . ts 


Method 


TBLASTX: Soybean 




Start 


37094 




End 


37508 




GI 


5509260 




Score 


54 




Exons 


37094.. 37195, 37161 . 




37188. .37310, 37307. .37507, 





37311. .37508 

GI Descrip. 



31526 



Seq. No. 


31527 


Seq. ID 


OJ990619 


_39.9C10.C3 


Gene No . 


65259 


Strand 






Start 


36008 

<w/ w \s \J \J 


End 


39585 




Name 


OJ990619 39 9C10 C3 ol3 tin 


Method 


TBLASTX: 


i ici i z.c 


Start 


37209 ~" 


End 


37508 




GI 


none 


Score 


67 




Exons 


37209. .'37310/ 37307. .37507, 


37314. .37508 




Seq. No. 


31527 


Seq. ID 


OJ990619 


_39.9C10.C3 


Gene No. 


65259 


Strand 






Start 


36008 


End 


39585 




Name 


OJ990619 39 9C10 C3 o9 an 


Method 


AAT/GAP 




Start 


38282 ~ 


End 


38842 




GI 


uC-osf Icyp006al0bl 


Score 


777 




Exons 


38282. .38520, 38628. .38842 








GI Descrip . 


'4234846 7 Oe-13 (AF082130) 


gag-pol polyprotein 


l 7 c± ma \;c 1 
[ ucct it let y o J 


Seq. No. 


31527 


Seq. ID 


OJ990619 


_39. 9C10.C3 


Gene No. 


65259 


Strand 






Start 


36008 


End 


39585 




Name 


OJ990619 39 9C10 C3 o2 tm 


Method 


TBLASTX: 




Start 


38462 ~~ 


End 


39382 




GI 


none 


.Score 


132 




Exons 


38462 38524 38629 38721 


38780. .39169, 38804 






38814 39260 








Seq. No. 


31527 


Seq. ID 


OJ990619_ 


__39.9C10.C3 


Gene No. 


65259 


Strand 






Start 


36008 


End 


39585 




Name 


OJ990619 39 9C10 C3 olO an 


Method 


AAT/GAP 




Start 


39074 _ 


End 


39585 




GI 


uC-osf lM202052c07bl 


Score 


999 




Exons 


39074 . .39585 








GI Descrip. 


'4234848 1.0e-12 (AF082131) 


gag-pol polyprotein 




Seq. No. 


31528 


■ Seg. ; , ID 


OJ990619_ 


_39. 9C10.C4 


Gene No. 


65260 


Strand 


-K 




Start 


112 


End • 


6777 




Name 


OJ990619 39 9C10 C4 nl 


Method 


GENSCAN 




Start 


112 ~ 


End 


6777 




GI ■ - - 


none ' 


* Score 


.55 ■ ' ■ 




Exons 


112 267/ 1286 2170 2188 


3232, 3360 


..4545, 41 






6302 . .6777 






Seq. No. 


31528 


Seq. ID 


OJ990619_ 


_39. 9C10.C4 


Gene No. 


65260 • 


Strand 


+ 




Start 


112 


End 


6777 




Name 


OJ990619 39.9C10.C4 .ol.np 


Method 


AAT/NAP 




Start 


1334 


End 


6741 




GI 


5922631 


Score 


5578 




Exons 


1334. .1458, 1717. .1961, 2219 


..2421, 2467. .3038, 


3081. .3232, 



3360. .6741 

GI Descrip. (AP000492) ESTs C26347 (C12145 ) , AU078074 (C12145 ) correspond to a 
region o± the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi I 6016864 | dbj IBAA85207.il (AP000570) ESTs 



31527 



C26347 (C12145) , AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 

Seq. No. 31528 Seq. ID OJ99061 9_39 . 9C10 . C4 

Gene No. 65261 Strand 

Start 875 End 1634 

Name OJ990619_39.9C10.C4.ol.gp Method AAT/GAP 

Start 875 End 1634 

GI 5816562 " Score 652 

Exons 875.. 1287, 1609.. 1634 

GI Descrip. 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10 



Seq. No. 31528 Seq. ID 

Gene No. 65262 Strand 

Start 7111 End 

Name OJ990619_39 . 9C10 . C4 . o7 . tw Method 

Start 2643 End 

GI none Score 

Exons 264.3.. 2912, 2644.. 3045 



OJ990619_39.9C10.C4 
17096 

TBLASTX: Wheat 

3045 

279 



Seq. No. 31528 Seq. ID 

Gene No. 65262 Strand 

Start 7111 End 

Name OJ990619_39 . 9C10 . C4 . o4 . tw Method 

Start 3632 End 

GI none Score 

Exons 3632.. 3955, 3649.. 3954 



OJ990619_39. 9C10.C4 
17096 

TBLASTX: Wheat 

3955 

389 



Seq. No. 31528 Seq. ID 

Gene No. 65262 Strand 

Start 7111 End 

Name OJ990619_39 . 9C10 . C4 . o3 . ts Method 

Start 3671 End 

GI none Score 

Exons 3671.. 3895, 3902.. 4036 



OJ990619_39.9C10.C4 
17096 

TBLASTX: Soybean 

4036 

138 



Seq. No. 31528 Seq. ID 

Gene No. 65262 Strand 

Start 7111 End 

Name \ OJ990619_39 : 9C10 . C4 . o3 . tm Method 

Start 37 61 - End 

GI ' ■ none Score 

Exons 3761.. 4117, 3802.. 4107 



OJ990619_39.9C10.C4 
17096 

TBLASTX: Maize - 
4117 ' " * 

376 



Seq. No. 31528 Seq. ID 

Gene No. 65262 Strand 

Start 7111 End 

Name OJ990619_39 . 9C10 . C4 . ol . tw Method 

Start 3986 End 

GI none Score 

Exons 3986.. 4405, 3988.. 4404 



OJ990619_39.9C10.C4 
17096 

TBLASTX: Wheat 

4405 

496 



- w "1 • i ' v • 

Gene No. 
Start 



65262 
7111 



Seq. ID 

Strand 

End 



OJ990619_39. 9C10.C4 
17096 



31528 



Na. ins 


OJ990619 39 






. cm 


Mot" h o/S 
l ie; Liiuu 






Start 


4145 ~ 














GI 


none 








S core 


37 6 




Exons 


4145 4528, 


4183 


. 4527 










Seq. No. 


31528 








Seq. ID 


OJ990619_39.9C10 


.C4 


Gene No. 


65262 








Strand 






Start 


7111 








End 


17096 




Name 


OJ990619 39 


. 9C10 


. C4 . ol 


ts 








Start 


4280 ~~ 








End 


4681 




GI 


none 








Score 


292 




Exons 


4280 4681, 


4297 


. .4440, 


4477 . 


. 4620 






Seq. No. 


31528 








Seq. ID 


OJ990619_39.9C10 


.C4 


Gene No. 


65262 








Strand 






Start 


7111 








End 


17096 

J- / \J Zs \J 




Name 


OJ990619 39 

\JU Z ' Zf \J \J A. Z* *-> z* 


9C10 


C4 o5 


L. W 


Mot - h (~\r^ 


1 DiinO 1A. Wiled L 




Start 


4 450 ~ 








End 


4879 

1 O 1 ZJ 




GI 


none 








Score 


389 




Exons 


4450 4878. 


4451 


.4879 










Seq. No. 


31528 








Seq. ID 


OJ990619_39. 9C10 


C4 


Gene No. 


65262 








Strand 






■Start 


7111 








End 


17096 




Name 


OJ99f)fi1 9 39 


9P1 0 


CA n? 


L. O 


Method 


TBLASTX: Soybean 




Start 


• 4907 ~~ 








End 


5295 




GI 


none 








Score 


82 




R x o rvH 


4907 5011 


5047 


. 5127 , 


5051 . 


.5125, 5171.. 5293, 5176.. 5295 


Seq. No. 


31528 








Seq. ID 


OJ990619_39.9C10. 


C4 


Gene No. 


65262 








Strand 






Start 


7111 








End 


17096 




Name 


OJ99061 9 39 


9P1 0 


P4 r>3 


L. W 


Method 


TBLASTX: Wheat 




Start 


4 916 ~ 








End 


5338 




GI 


none 








Score 


398 




Exons 


4916 5338 


4 921 


. 5262 










Seq. No. 


31528 








Seq. ID 


OJ990619_3'9 . 9C10. 


C4 


Gene No. 


65262 








Strand 






Start 


7111 








End 


17096 




Name 


OJ99061 9 39 


9C10 . 


CA nS 


i-rn 
Lilt 


Method 


TBLASTX: Maize 




Start 


4 970 * _ * 








End . 


5242 - ■ - ■ 




GI 


none 








Score 


'128 




Exons 


4970 5140 


4 970 . 


. 5125 , 


514 4. 


.5242, 5176. .5241 




Seq. No. 


31528 








Seq. ID 


OJ990619_39.9C10. 


C4 


Gene No. 


65262 








Strand 






Start 


7111 








End 


17096 




Name 


OJ99D619 39 


9ri 0 


CA nQ 

^ *a • \J Zf * 


U W r 


Method 


TBLASTX: Wheat 




Start 


5354 ~~ 








End 


5653 




GI 


none 








Score 


131 




Exons 


5354 . .5488, 


5555. 


.5653 










Seq. No. 


31528 








Seq. ID 


OJ990619 39.9C10. 


C4 


Gene No. 


65262 








Strand 






Start 


7111 








End 


17096 




Name 


OJ990619 39. 


9C10. 


C4.ol. 


tm 


Method 


TBLASTX: Maize 





31529 



Start 


5650 






End 


6013 


GI • 


none 






Score 


4 30 


Exons 


5650 .5973, 


5651 . 


5974, 5966 


. . 6013 




Seq. No. 


31528 






Seq. ID 


OJ990619_39.9C10.C4 


Gene No. 


65262 






Strand 




Start 


7111 






End 


17096 


Name 


OJ990619 39 


9C10 . 


C4 . o2 . tw - 


Method 


TBLASTX: Wheat 


Start 


5656 ~ 






End 


6045 


GI 


none 




... ■ , , 


Score 


410 


Exons 


5656 . . 5967, 


5657 . 


.6043, 5852 


..6043, 5998. .6045 


Seq . No . 


31528 






Seq. ID 


OJ990619_39. 9C10.C4 


Gene No. 


65262 






Strand 




Start 


7111 






End 


17096 


Name 


OJ990619 39. 


9C10 . 


C4 06 tw 


Method 


TBLASTX: Wheat 


Start 


6187 ~~ 






End 


6765 


GI 


none 






Score 


108 


Rxon *5 

L*J V**/ 11J 


6187 6261, 


6188 . 


6271 6302 


..6328, 6334. .6642, 6336. .6440, 




6634 6765 










Seq. No. 


31528 






Seq. ID 


OJ990619_39. 9C10.C4 


Gene No. 


65262 






Strand 




Start 


7111 






End 


17096 


Name 


OJ990619 39 


9C10 . 


CA n4 f m 

^ . W " . L. ILL 


Method 


TBLASTX: Maize 


Start 


64 63 ~~ 






End 


6726 


GI 


none 






Score 


161 


Exons 


6463 6645, 


6519. 


6644 6624 


..6725, 6624. .6725, 6625. .6726 


Sea No 


31528 






Seq. ID 


OJ990619_39.9C10.C4 


fZpnp No 


65262 






Strand 




Start 


7111 






End 


17096 


Name 


OJ990619 39. 


9C10. 


C4 .o2.gs 


Method 


GENSCAN 


Start 


7111 






End 


17096 


GI 


none 






Score 


. 69 


Exons 


7111. .7259, 


7422. 


.7556, 7630 


..7734, 7£ 


06. .7915, 10537. .10885, 




11859. .12023, 12101. .12459, 


12536. .12£ 


28, 12915. . 13118, 




. 13632. .13838, 15697 .. 15807 , 


16206. .162 69, 16296. .16507, 




17007. . 17096 








Seq. No. 


31528 






Seq. ID 


OJ990619_39.9C10.C4 


Gene No . ' 


•* 65262 






Strand 




Start ' 


• 7111 






Enti 


17096 


Name 


' .OJ990619- 39. 


9C10. 


C4 . o2 .np 


Method 


AAT/NAP 


Start 


7117 






End 


13799 


GI 


6691716 






Score 


2491 


Exons 


7117. .7556, 


7630. 


.7734, 7884 


..7995, 11836. . 12023, 12101.. 1228 



12357. .124 59, 12536. .12713, 12911. .137 99 
GI Descrip. (AP000492) hyppthetical protein [Oryza sativa] 

gi I 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 31528 

Gene No. 65262 

Staj-L 7111 

Name OJ990619_39 . 9C10 . C4 . o2 . gp 

Start 8544 



Seq. ID OJ990619_39. 9C10.C4 
Strand 

End 17096 

Method AAT/GAP 

End 9066 



31530 



GI LIB3434-038-P1-K1-F1 Score 777 

Exons 8544 . . 9066 

GI Descrip. ' 5257255/dbj | AP000364 . 1 | AP000364 0.0e+00 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. No. 


31528 




Seq. ID 


OJ990619__39.9C10.C4 




U J C 




Strand 






7111 




End 


17096 






AO +- T.J 


Method 


TBLASTX: Wheat 


Start 


13389 




End 


13680 


GI 


none 




Score 


50 


Exons 


13389'. .13679, 13426. 


.13494, 


13597.. 13680 


Seq. No. 


31528 




Seq. ID 


OJ990619_39. 9C10.C4 


Gene No. 


65262 




Strand 




Start 


7111 




End 


17096 


Name 


OJ990619 39.9C10.C4. 


o3 . gp 


Method 


AAT/GAP 


Start 


14784 




End 


15189 


GI 


5816562 




Score 


646 


Exons 


14784. .15189 








GI Descrip. 


6016845/dbj IAP000570 


.1IAP000570 3.0e-5S 


Oryza sativa genomic 



DNA, chromosome 1, clone : P07 11E10 



Seq. No. 31529 Seq. ID 

Gene No. 65263 Strand 

Start 438 End 

Name OJ990529_37 . 9C10 . CI . ol . gs Method 

Start 438 End 

GI none Score 

Exons 438 . . 695 



OJ990529_37.9C10.C1 
+ 

695 

GEN SCAN 
695 
. 68 



Seq. No. 


31529 


Gene No. 


65264 


Start 


1048 


Name 


OJ990529 37. 9C10.Cl.o2. 


Start 


1048 


GI., 


5091513 


Exons 


1048. .1070, 5798. .5853, 




8767. .8984, 9019. .9099 


GI Descrip. 


(AB023482) Hypothetical 


Seq. No. 


31529 - - 


Gene No. 


65264 ' ■ 


Start 


. 1048 


Name 


OJ990529 37.9C10.Cl.o3. 


Start 


3354 


GI 


462387 


Exons 


3354.. 3465, 4290.. 4636, 




24934. .25449, 37783. .37 


GI Descrip. 


IMMEDIATE-EARLY PROTEIN 



Seq. ID 
Strand 
End 

np Method 
End 
Score 
6232.^6871, 7703 



OJ990529_37.9C10.C1 
+ 

39557 
AAT/NAP 
9099 
1148 

,7950, 7997. .8306, 



• • Seq. ID 
• Strand 
End 

np Method 
End 
Score 
4672. .4783, 



OJ990529__37.9C10.C1 
+' ' 
39557 
AAT/NAP 
39557 
172 

15643. . 15803, 



15850. .16087, 



53, 39371.. 39557 
IE180 gi | 418707 |pir | | A45344 
immediate-early protein - suid herpesvirus 1 (strain Kaplan) 
gi 1 334071 (M34651) immediate-early protein [Pseudorabies virus] 



Seq. No. 
Gene no. 
Start 
Name 



31529 Seq. ID 

65264 Strand 

1048 End 

OJ990529_37 . 9C10 . CI . ol . gp Method 



OJ990529_37.9C10.C1 
+ 

39557 
AAT/GAP 



31531 



Start 


4093 




End 


4555 






GI 


2427668 




Score 


875 






Exons 


4093. .4555- ■ 












Seq. No. 


31529 




Seq. ID 


OJ990529_ 


37 . 9C10 


. CI 


Gene No. 


65264 




Strand 


+ 






Start 


1048 




End 


39557 






Name 


OJ990529 37.9C10.C1 


o3 . gs 


Method 


GENSCAN 






Start ' 


11997 ' 




End 


25926 






GI 


none 




Score 


.4 






Exons 


11997. .12047, 13351 


. 13500, 


13565. . 13617, 13883 


. .14069, 






.14169. . 14444, 15497 


. 16224 , 


16329. . 16 


484, 16527 


16668 






17341 . . 17505, 18036. 


. 18314, 


19086. . 19312, 19455 


. . 19568 , 






20120. .20307, 21073. 


.22568, 


23274 . .23453, 24892 


. .25336, 






25418 . .25926 










Seq. No. 


31529 




Seq. ID 


OJ990529_ 


37 . 9C10 


CI 


Gene No. 


65264 




Strand 


+ 






Start 


1048 




End 


39557 






Name 


OJ990529 37.9C10.C1. 


o4 . np 


Method 


AAT/NAP 






Start 


20454 




End 


23815 






GI 


2760318 




Score 


47 






Exons 


20454. .20502, 21580. 


.21704, 


23776. .23815 






GI Descrip. 


(AC002130) F1N21.2 [Arabidopsis thaliana] 






Seq. No. 


31529 




Seq. ID 


OJ990529_ 


37 . 9C10 . 


CI 


Gene No . 


65264 




Strand 


+ 






Start 


1048 




End 


39557 






Name 


OJ990529 37.9C10.C1. 


o5 . gp 


Method 


AAT/GAP 






Start 


36113 




' End 


36422 






GI 


427610 




Score 


353 






Exons 


36113. .36259, 36321. 


.36422 










GI Descrip. 


5852172/emb|CAB55410 


.11 4.0e 


-11 (AL117265) zhb0002.1 [Oryza 




sativa] 












Seq. No. 


31529 




Seq. ID 


OJ990529_ 


_37.9C10. 


CI- 


Gene No. 


65265 




Strand 








Start 


4879 




End 


5521 






Name 


OJ990529 37.9C10.C1. 


o2.gp 


Method 


AAT/GAP 






Start 


4879 




End 


5521 






GI 


5816518 




Score 


1194 






Exons 


4879. .5521 












GI Descrip. - 


4521193/dbj IAB013450 


.1IAB013450 3. 0e-40 Oryza" sativa DNA, 




similar sequence .to 


Pib gene 










Seq. No. 


31529 




Seq. ID 


OJ990529_ 


37.9C10. 


CI 


Gene No. 


65266 




Strand 








Start 


10633 




End 


10738 






Name 


OJ990529 37.9C10.C1. 


o3 . gp 


Method 


AAT/GAP 






Start 


10633 




End 


10738 






GI 


5816518 




Score 


170 






Exons 


10633. .10738 












GI Descrip. 


4521193/dbj (AB013450 


.1IAB013450 3.0e-40 Oryza sativa DNA 






similar sequence to 


Pib gene 










Seq. No. 


31529 




Seq. ID 


OJ990529_ 


37.9C10. 


CI 


Gene No. 


65267 




Strand 









31532 



Start 
Name- 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
.Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28812 End 

OJ990529_37 . 9C10 . CI . o4 . gs Method 

28812 End 

none Score 



31922 
GENSCAN 
31922 
.42 



28812. .28845, 288 93 29027 , 29153 29252 , 29275 .. 29378 , 
29680. .29819, 30096 .. 30218, 31920.. 31922 



31529 
65268 
36280 

OJ99052 9_37. 9C10 .CI . o3 . tm 

228 

none 



Seq. ID OJ990529_37.9C10.C1 
Strand 

End 39557 

Method TBLASTX : Mai ze 

End 521 

Score 79 



228. .329, 349. .468, 351. .521, 411. .479 



31529 
65268 
36280 

OJ99052 9_37. 9C10 . CI . ol . tw 

600 

none 

600. .761, 600. .947, 804. .932 



Seq. ID OJ990529_37. 9C10.C1 
Strand 

End 39557 

Method TBLASTX : Wheat 

End 947 

Score 97 



31529 
65268 
36280 

OJ99052 9_37 . 9C10 . CI . ol . tm 
693 
none 

693. .779, 697. .774, 792. .890, 792. .947, 950. .1162, 975 
995. .1192 



Seq. ID OJ990529_37. 9C10.C1 
Strand 

End 39557 

Method TBLASTX: Maize 

End 1192 

Score 75 

1163, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31529 Seq. ID 

65268 Strand 

36280 End 

OJ99052 9_37. 9C10 . CI . o2 . tw Method 

1061 End 

hone Score 



OJ990529_37. 9C10.C1 
39557 

TBLASTX: Wheat 

1533. 

149 



1061... 1177, 1205.. 1243, 1238.. 1366, 1300.. 1533 

OJ990529 37.9C10.C1 



31529 
65268 
36280 

. OJ99052 9_37. 9C10 . CI . ol . ts 
1235 
none 

1235. .1339, 1408. .1536 

31529 
65268 
36280 

OJ99052 9_37 . 9C10 . CI . o2 . tm 

1381 

none 

1381. . 1533, 1382. .1531 



Seq. ID 
Strand 
End 

Method 

End 

Score 



Seq. ' ID 

Strand 

End 

Method 

End 

Score 



39557 

TBLASTX : Soybean 

1536 

130 



OJ990529_37. 9C10.C1 
39557 

TBLASTX: Maize 

1533 

107 



Seq. No. 



31529 



Seq. ID OJ990529_37. 9C10.C1 



31533 




Gene No. 


65268 


Strand 


- 




Start 


36280 


End 


39557 




Name 


OJ990529 37.9C10.Cl.o5.np 


Method 


AAT/NAP 




Start 


36280 


End 


39557 




GI 


5852172 


Score 


124 




Exons 


36280 . .3644 4, 39474.. 39557 








GI Descrip. 


(AL117265) zhb0002.1 [Oryza 


sat iva ] 






Seq. No. 


31529 


Seq. ID 


OJ990529_37.9C10 


.CI 


Gene No. 


65268 


Strand 






Start 


36280 


End 


39557 




Name 


OJ990529 37.9C10.Cl.o6.gs 


Method 


GENSCAN 




Start 


37344 


End 


39508 




GI 


none 


Score 


.82 




Exons 


3734 4'. . 37 388, 374 77 .. 37 611 , 


37753. .37917, 38873.. 39508 




Seq. No. 


31530 


Seq. ID 


OJ990529_37.9C10 


.C2 


Gene No. 


65269 


Strand 


+ 




Start 


226 


End 


454 




Name 


OJ990529 37.9C10.C2.ol.gs 


Method 


GENSCAN 




Start 


226 


End 


454 




GI 


none 


Score 


.73 




Exons 


226. .360, 449. .454 








Seq. No . 


31530 


Seq. ID 


OJ990529_37.9C10 


. C2 


Gene No. 


65270 


Strand 






Start 


3574 


End 


6073 




Name 


OJ990529 37.9C10.C2.ol.np 


Method 


AAT/NAP 




Start 


3574 


End 


5980 




GI 


4512689 


Score 


109 




Exons 


3574.. 3603, 5829.. 5980 








GI Descrip. 


(AC006931) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


31530 


Seq. ID 


OJ990529_37.9C10 


C2 


Gene No. 


65270 


Strand 






Start 


3574 


End 


6073 




Name 


OJ990529 37.9C10.C2.o3.gs 


Method 


GENSCAN 




Start 


3791 


End 


6073- 




GI 


none 


Score 


.82 




Exons 


3791.. 3859, 3937.. 4077, 4201 


. .4377, 4997. .6073 




Seq. No. 


31531 


Seq. ID 


OJ990529_37 . 9C10. 


C3 


Gene No . 


65271 


Strand 


'+ 




Start 


3680 


End 


3738 




Name 


OJ990529 37.9C10.C3.ol.gp 


Method 


AAT/GAP 




Start 


3680 


End 


3738 




GI 


2312838 


Score 


67 




Exons' 


3680.. 3738 








GI Descrip. 


1420932/gb|U61383|ORU61383 7 


. 0e-21 Oryza rufipogon 






4-coumarate-CoA ligase gene, 


intron 1, 


partial sequence 




Seq. No. 


31531 


Seq. ID 


OJ990529_37. 9C10. 


C3 


Gene No. 


65272 


Strand 


+ 




Start 


8993 


End 


26072 




Name 


Oj 990529 37 . 9ul0 . uj . o2 . gs 


Method 


GENSCAN 




Start 


8993 


End 


24773 




GI 


none 


Score 


.47 





31534 




Exons 8993.. 9202, 9302.. 9616, 10085 10217, 10360 10520, 

1454 9. .14 625, 14 636. .14 698, 15665. .18130, 18142. .19919, 
21081. .21406, 21520. .21642, 22508 .. 22666, 22688 .. 22753, 
22759. .22913, 23237 .. 23256, 23410.. 24773 



Seq. No. 31531 Seq. ID 

Gene No. 65272 Strand 

Start 8993 End 

Name OJ990529_37 . 9C10 . C3 . o2 . gp Method 

Start 15299 End 

GI 426253 Score 

Exons 15299. . 15587 



OJ990529_37.9C10.C3 
+ 

26072 
AAT/GAP 
15587 
518 



Seq. No. 31531 Seq. ID 

Gene No. 65272 Strand 

Start 8993 End 

Name OJ99052 9_37 . 9C10 . C3 . ol . np Method 

Start 16164 End 

GI 6630696 Score 

Exons 16164. .19966 

GI Descrip. (AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



OJ990529_37.9C10.C3 
+ 

26072 
AAT/NAP 
19966 
6576 



Seq. No. 31531 Seq. ID 

Gene No. 65272 Strand 

Start 8993 End 

Name OJ990529_37 . 9C10 . C3 . o3 . gp Method 

Start 16206 End 

GI 101595_1.R1084 Score 

Exons 16206. .16906, 17022.. 17096 

GI Descrip. 1 3047066 3.0e-15 (AF058825) contains similarity to 

retrovirus-related POL polyproteins [Arabidopsis thaliana] 



OJ990529^37 . 9C10.C3 
+ 

26072 
AAT/GAP 
17096 
1451 



Seq. No. 


31531 




Seq. ID 


OJ990529_ 


_37 


9C10 


.C3 


Gene No . 


65272 




Strand 


+ 








Start 


8993 




End 


26072 








Name 


OJ990529 37.9C10.C3 


. o4 . gp 


Method 


AAT/GAP 








Start 


20731 




End 


21019 








GI 


426253 




Score 


522 








Exons 


20731. .21019 














Seq. No. 


'31531 




Seq. ID 


OJ990529^ 


_37. 


9C10 


.C3 


Gene No. 


65272 




Strand 


+ 








Start 


8993 




End 


26072 








Name 


OJ990529 37.9C10.C3 


o2 . np 


Method 


AAT/NAP 








Start 


23829 




End 


26072 








GI 


2213632 




Score 


605 








Exons 


23829. .24631, 26017 


.26072 












GI Descrip. 


(AC000103) F21J9.24 


[Arabidops 


is thaliana] 









Seq. No. 31531 Seq. ID 

Gene No. 65273 Strand 

Start 25976 End 

Name Oj990529_37 . 9C10 . C3 . o3 . gs Method 

Start 25976 End 

GI none Score 



OJ990529_37.9C10.C3 
+ 

32319 
GENSCAN 
32319 
.72 



31535 



Exons 



• 



25976. .26039, 26665. -26715," 26844 27027, 28967 29196, 
29654. .29874, 30338 .. 3054 1 , 31056 .. 31271, 31387 31573, 
32015. .32319 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31531 
65273 
25976 

OJ99052 9_37 . 9C10 . C3 . o5 . gp 
26618 

722 2.R1084 



Seq. ID OJ990529 37.9C10.C3 



Strand 
End 

Method 

End 

Score 



+ 

32319 
AAT/GAP 
28174 
997 



26618. .26715, 26844 .. 27027, 27901. .28174 

, 3122724/sp|O22860|RL38_ARATH 2.0e-28 60S RIBOSOMAL PROTEIN L38 
>gi_2289009 (AC002335) ribosomal protein L38 isolog [Arabidopsis 
thaliana] 1 



Seq. No. 31531 Seq. ID 

Gene No. 65273 Strand ■ 

Start 25976 End 

Name OJ990529_37 . 9C10 . C3 . o3 . np Method 

Start 26841 End 

GI 1835729 Score 

Exons. 26841. .27027, 27901. .27949 

GI Descrip. (U86017) ribosomal protein [Oryza sativa] 



OJ990529_37.9C10.C3 
+ 

32319 
AAT/NAP 
27949 
354 



Seq. No. 


31531 


Seq. ID 


• OJ990529_ 


'37. 9C10.C3 


Gene No. 


65273 


Strand 


+ 




Start 


25976 


End 


32319 




Name 


OJ990529 37. 9C10 . C3 . 06 . gp 


Method 


AAT/GAP 




Start 


30343 


End 


31220 




GI 


65534 1.R1084 


Score 


682 




Exons 


30343. .30541, 31056. .31220 








GI Descrip. 


, 1653665/dbj |BAA18577| 4.0e 


-26 (D90915) peptide 


chain rele; 




factor [Synechocystis sp.]' 








Seq. No. 


31531 


Seq. ID 


OJ990529_ 


_37.9C10.C3 


Gene No. 


65273 


Strand 


+ 




Start , 


25976 


End 


32319 




Name 


OJ990*529 37.9C10.C3.o4.np 


Method 


AAT/NAP 




Start 


30359 


End 


32298 




GI 


1653665 


Score 


900 




Exons 


30359. .30541, 31056 .. 3127 1 , 


31387. .31573, 32015. 


.32298 


GI Descrip. 


(D90915) peptide chain release factor 


[Synechocystis sp.] 


Seq. No. 


31531 


Seq. ID 


OJ990529_ 


37. 9C10.C3 


Gene No. 


65274 


Strand 


+ 




Start 


34680 


End 


36177 




Name 


OJ990529 37.9C10.C3.o4.gs 


Method 


GENSCAN 




Start 


34680 


End 


36177 




GI 


none 


Score 


. 94 




Exons 


34680. .34874, 34 928 .. 34 965 , 


36018. .36177 





Seq. No. 31531 ' Seq. ID OJ99052 9_37 . 9C10 . C3 

Gene No. 65275 Strand + 

Start 38469 End 38768 

Name OJ99052 9_37.9C10.C3.o5.gs Method GENSCAN 

Start 38469 End 38768 

GI none Score . 95 



-31536 



Exons 


38469. 


.38768 










Seq. No. 


31531 






Seq. ID 


OJ990529_37.9C10 


.C3 


Gene No. 


65276 






Strand 


+ 




Start 


42043 






End 


42788 




Name 


OJ990529 37.9C10.C3 


06 . qs 


Method 


GEN SCAN 




Start 


42043 






End 


42788 




GI 


none 






Score 


.89 




Exons 


42043. 


.42137, 42430 


.42562, 


42690. .42788 




Seq. No. 


31531 






Seq. ID 


OJ990529_37.9C10 


. C3 


Gene No. 


65277 






Strand 






Start 


32035 






End 


32528 




Name 


OJ990529 37.9C10.C3. 


o7.gp 


Method 


AAT/GAP 




Start 


32035 




End 


32528 




GI 


uC-osflcyp067el2al 




Score 


940 




Exons 


32035. 


.32528 










GI Descrip. 


'1653665/dbj |BAA18577| 9.0e 


-23 (D90915) peptide chain release 




factor 


[Synechocystis sp.]' 








Seq. No. 


31531 






Seq. ID 


OJ990529_37.9C10 




Gene No. 


65278 






Strand 






Start 


43673 






End 


52835 




Name 


OJ990529 37.9C10,.C3. 


o5 . np 


Method 


AAT/NAP 




Start 


43641 






End 


49200 . 




GI 


4835235 




Score 


363 




Exons 


43641. 


.43947, 44009. 


.44181, 


4 4 547 . .45,616, 49179. .49200 




GI Descrip. 


(AL049862) putative 


protein 


[Arabidopsis thaliana] 




Seq. No. 


31531 






Seq. ID 


OJ990529_37. 9C10 


. C3 


Gene No . 


65278 






Strand 






Start 


43673 






End 


52835 




Name 


OJ990529 37.9C10.C3. 


o7 . gs 


Method 


GEN SCAN 




Start 


43673 






End 


52835 




GI 


none 






Score 


.62 




Exons 


43673. 


.44181, 44295. 


. 44444, 


44446.. 44515, 44 547. ..45678, 






46455. 


46642, 47104. 


.47245', 


47761. .478 


48, 51678. .51802, 






51963. 


52005, 52149. 


.52279, 


52741.. 52835 - 




Seq. No. 


31531 






Seq. ID 


OJ990529__37. 9C10 


C3 


Gene No. 


65279 






Strand 






Start 


; 54361 






End 


57813 




Name 


OJ990529 37. 9C10.C3. 


o4 . tw' 


Method ' 


TBLASTX: Wheat 




Start 


16058 






End 


16455 




GI 


none 






Score 


128 




Exons 


16058. . 


16156, 16059. 


.16193, 


16170. .16454, 16244. .16435, 






16273. . 


16455, 16324. 


.16455 








Seq. No. 


31531 






Seq. ID 


OJ990529_37. 9C10. 


C3 


Gene No. 


65279 






Strand 






Start 


54361 






End 


57813 




Name 


OJ990529 37.9C10.C3. 


08. tm 


Method 


TBLASTX: Maize 




Start 


16206 






End 


16514 




GI 


none 






Score 


318 




TP . 


16206 . . 


16514, 16253. 


.16435, 


16332 . . 16bII 




Seq. No. 


31531 






Seq. ID 


OJ990529_37 . 9C10. 


C3 



31537 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 

r* t 
\j -L 

Exons 

GI Descrip. 



65279 
54361 

OJ990529_37.9C10.C3. 

17037 

none 

17037. .17309, 17038. 
17340. .17381 



Strand 
End 

Method 
End 
Score 



o2.tm 

.17310, 17039. . 17311, 17039 .. 17311 , 



57813 

TBLASTX: Maize 
17381 
391 



31531 
65279 
54361' ' 

OJ99052 9_37.9C10.C3.o8.ts 

17355 

none 

17355. .17504, 174 87. .17735 

31531 
65279 
54361 

OJ990529_37 . 9C10 . C3 . o9 . tm 

17493 

none 

17493. .17957, 17732. .17950 



Seq. ID OJ990529_37.9C10.C3 
Strand 

End 57813 

Method TBLASTX : Soybean 

End 17735 

Score 88 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990529_37.9C10.C3 
57813 

TBLASTX: Maize 

17957 

305 



31531 Seq. ID 

65279 Strand 

54361 End 

OJ990529_37 . 9C10 . C3 . o7 . tw Method 

17600 End 

none Score 

17 600. .17800, 17 601. .177 98, 17608. .177 99 



OJ990529_37.9C10.C3 
57813 

TBLASTX: Wheat 
17800 
269 



31531 
65279 
54361 

OJ990529_37. 9C10 . C3 . 06 . ts 

17745 

none 

17745. .17966, 17747. .17962 

31531 

65279 ' 
54361 

OJ990529_37. 9C10 . C3 . ol . tw 

17801 

none 

17801. .18091, 17801. .18091, 
18068. .1854 7, 18088. .18297, 

31531 
65279 
54361 

OJ990529_37. 9C10 . C3 . ol . ts 
18467 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 

17808 

18358 



OJ990529_37.9C10.C3 
57813 

TBLASTX: Soybean 

17966 

207 



OJ990529 37.9C10.C3 



57813 

TBLASTX: Wheat 
18547 
208 

18092, 17812. .18114, 
18543, 18365. . 18547 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990529_37.9C10.C3 
57813 

TBLASTX: Soybean 

18931 

375 



18467. .18931, 18562 .. 18723, 18754. .18783 



31538 



Seq. No. 


31531 




Seq. ID 


OJ990529_37 . 9C10 


.C3 


Gene No. 


65279 




Strand 






Start 


54361 




End 


57813 




Name 


OJ990529 37.9C10.C3 


. o3 . tc 


Method 


TBLASTX: Cress 




Start 


18554 




End 


18820 




GI 


none 




Score 


281 




Exons 


18554. .18811, 18560 


. .18820 








Seq. No. 


'"31531 




Seq. ID 


OJ990529_37.9C10 


. C3 


Gene No. 


65279 




Strand 






Start 


54361 




End 


57813 




Name 


OJ990529 37.9C10.C3 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


18608 




End 


19066 




GI 


none 




Score 


349 




Exons 


18608. .19066, 18616 


. . 18723, 


18737. .18817, 18853. .18 963 




Seq. No. 


31531 




Seq. ID 


OJ990529_37. 9C10 


.C3 


Gene No. 


65279 




Strand 






Start 


54361 




End 


57813 




Name 


OJ990529 37.9C10.C3 


. o3 . tw 


Method 


TBLASTX : Wheat 




Start 


18617 




End 


19147 




GI 


none 




Score 


307 




Exons 


18617. .18946, 18619 


. .18783, 


18941. . 19147 




Seq. No. 


31531 




Seq. ID 


OJ990529_37.9C10 


. C3 


Gene No. 


65279 




Strand • 






Start 


54361 




End 


57813 




Name 


OJ990529 37.9C10.C3 


o3 . ts 


Method 


TBLASTX: Soybean 




Start 


19000 




End 


19348 




GI 


none 




Score 


146 




Exons 


19000. .19164, 19001 


.19159, 


19159. .19347, 19160. .19348 




Seq. No. 


31531 




Seq. ID 


OJ990529_37.9C10 


,C3 


Gene No. 


65279 




Strand 






Start 


54361 




End 


57813 




Name 


OJ990529 37.9C10.C3 


06 . tm 


Method 


TBLASTX: Maize 




Start 


19127 . 




End 


19499 




GI 


none 




Score 


355 




Exons 


19127. .19498, 19150, 


.19497, 


19251.. 19499 




Seq. No. 


31531" ■ - 




' Seq. ID 


OJ990529J37-.9C10 


.C3 


Gene No. 


65279 




Strand 






Start 


54361 - 




End 


57813 




Name 


OJ990529 37.9C10.C3. 


o2 . tw 


Method 


TBLASTX: Wheat 




Start 


19355 




End 


19830 




GI 


none 




Score 


105 




Exons 


19355. .19429, 19360. 


.19428, 


19444. .19830, 19445. .19828 




Seq. No. 


31531 




Seq. ID 


OJ990529_37.9C10 


C3 


Gene No. 


65279 




Strand 






Start 


54361 




End 


57813.. 




Name 


OJ990529 37.9C10.C3. 


o5 . ts 


Method 


TBLASTX : Soybean 




Start 


19361 




End 


19702 




GI 


none 




Score 


97 




Exons 


19361. .19474, 19396. 


. 19464, 


194 93. . 19702, 194 98 . . 19623 





31539 



Seq. No. 


31531 




Seq. ID 


OJ990529_37. 9C10 


.C3 


Gene No. 


65279 




Strand 






Start 


54361 




End 


57813 




Name 


OJ990529 37.9C10.C3. 


,08. tw 


Method 


TBLASTX: Wheat 




Start 


23544 




End 


23939 




GI 


none 




Score 


209 




Exons 


23544. .23939, 23618. 


, .23896 








Seq. No. 


31531 




,,.Seq. ID 


OJ990529_37.9C10 


.C3 


Gene No. 


65279 




" x St rand 






Start 


54361 




End 


57813 




Name 


OJ990529 37.9C10.C3. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


23610 




End 


24182 




GI 


none 




Score 


335 




Exons 


23610. .24074, 23969. 


.24076, 


24132. .24182, 24136. .24180 




Seq. No. 


31531 




Seq. ID 


OJ990529_37. 9C10 


.C3 


Gene No. 


65279 




Strand 






Start 


54361 




End 


57813 




Name 


OJ990529 37.9C10.C3. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


23943 




End 


24347 




GI 


none 




Score 


196 




Exons 


23943. .24095, 23956. 


.24096, 


23957. .24094, 24111 ... 2434 1, 






24111. .24347 










Seq. No. 


31531 




Seq. ID 


OJ990529_37.9C10 


.C3 


Gene No. 


65279 




Strand 






Start 


54361 




End 


57813 




Name 


OJ990529. 37.9C10.C3. 


oil . tm 


Method 


TBLASTX: Maize 




Start 


24183 




End 


24548 




GI 


none 




Score 


192 




Exons 


24183. .24443, 24270. 


.24428, 


24431. .24481, 24483. .24548 




Seq. No. 


31531 




Seq. ID 


OJ990529_37.9C10, 


.C3 


Gene No. 


65279 




Strand 






Start 


54361 




End 


57813 




Name 


OJ990529 37.9C10.C3. 


o9.tw 


Method 


TBLASTX: Wheat 




Start . 


24351 




End 


24569 




GI 


none' 




Score 


184 




Exons 


24351. .24569 










Seq. No; 


31531 




Seq. ID 


OJ990529_37. 9C10. 


,C3 


Gene No. 


65279 




■Strand 






Start 


54361" 




End 


57813 




Name 


OJ990529 37.9C10.C3. 


06 . tw 


Method 


TBLASTX: Wheat 




Start 


26825 




End 


27991 




GI 


none 




Score 


164 




Exons 


26825. .26947, 26843. 


.27028, 


26844 . .27029,' 27898 .. 2794 8 , 






27929.. 27991 










Seq. No. 


31531 




Seq. ID. 


OJ990529_37.9C10. 


,C3 


Gene No. 


.65279 




Strand 






Start 


54361 




End 


57813 




Name 


OJ990529_37.9C10.C3. 


olO. tm 


Method 


TBLASTX: Maize 




3 1 di L 


2 6643 




End 


27079 




GI 


none 




Score 


305 




Exons 


26843. .27079, 26844. 


.27029 









31540 



Seq. No. 


31531 




Seq. ID 


OJ990529_37.9C10 


.C3 


Gene No. 


65279 




Strand 






Start " 


54361 




End 


57813 




Name 


OJ990529 37.9C10.C3 


.o2.tc 


Method 


TBLASTX * Cre^c 




Start 


26843 




End 


27067 




GI 


none 




Score 


291 




Exons 


26843. .27067, 26844 


. .27029 








Seq. No. 


31531 




Seq. ID 


OJ990529_37. 9C10 


.C3 


Gene No. 


65279 




Strand 






Start 


54361 ' 




End 


57813 




Name 


OJ990529 37.9C10.C3 


. o2 . t s 


Method 


TBLASTX • SnvhpAn 

J. i—> uriu _l /\ • t*j v_/" y u c o. i i 




Start 


26843 




End 


27029 




GI 


none 




Score 


297 




Exons 


26843. .27028, 26844 


. .27029 








Seq. No. 


31531 




Seq. ID 


OJ990529_37.9C10 


C3 


Gene No. 


65279 




Strand 






Start 


54361 




End 


57813 




Name 


OJ990529 37.9C10.C3 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


29461 




End 


30553 




GI 


none 




Score 


95 




Exons 


29461. .29538, 29463 


. .29552, 


29651. .29725, 29653 29877 , 






29653. .29883, 29654 


. .29884, 


29774. .298 96, 30329. .30553, 






30332. .30541 










Seq. No. 


31531 




Seq. ID 


OJ990529_37. 9C10. 


C3 


Gene No. 


65279 




Strand 






Start 


54361 




End 


57813 




Name 


OJ990529 37.9C10.C3 


. o5 . t c 


Method 


TBLASTX: Cress 




Start 


29644 




End 


30412 




GI 


none 




Score 


233 




Exons 


29644 . .29877, 30338 


. 30412 








Seq. No. 


31531 




Seq. ID 


OJ990529_37. 9C10. 


C3 


Gene No.. 


65279 




Strand 






Start 


54361 




End 


57813 




Name 


OJ990529 -37. 9C10.C3. 


ol . t c 


Method 


TBLASTX: Cress 




Start 


31061 




End 


31494 




GI 


none 




Score 


310 




Exons 


31061. .31261, -31062. 


\ 31271, 


31378. .31494, 31387. .31479 




Seq. No- 


31531 




Seq. ID 


•OJ990529_37. 9C10. 


C3 


Gene No. 


65279 




Strand 






Start 


54361 




End 


57813 




Name 


OJ990529 37.9C10.C3. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


31086 




End 


32081 




GI 


none -. t 




Score 


322 




Exons 


31086. .'31271, 31088 . 


.31270, 


31093. .31272, 31188. .31271, 






31192. .31275, 31377. 


.31568, 


31378. .31569, 31387. .31572, 






31499. .31582,. 32009. 


.32071, 


32011. .32079, 32013. .32081 




Seq. No. 


31531 




Seq. ID 


OJ990529_37.9C10. 


C3 


Gene No. 


65279 




Strand 






Start 


54361 




End 


57813 




Name 


OJ99052 9_37 . 9C10 .C3. 


o7 . ts 


Method 


TBLASTX: Soybean 





31541 



Start 


32016 




End 


32286 




GI 


none 




Score 


207 




Exons 


32016. .32204, 32017 


. .32286 








Seq. No. 


31531 




Seq. ID 


OJ990529__37.9C10 


.C3 


Gene No. 


65279 




Strand 






Start 


54361 




End . 


57813 




Name 


OJ990529 37.9C10.C3 


.o4 . tc 


Method 


TBLASTX: Cress 




Start 


32110 




End 


32315 




GI 


none 




Score 


255 




Exons 


32110. .32295, 32121 


. .32315 








Seq. No. 


31531 




Seq. ID 


OJ990529_37. 9C10, 


.C3 


Gene No. 


65279 




Strand 






Start 


54 361 




End 


57813 




Name 


OJ990529 37.9C10.C3. 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


43780 




End 


44119 




GI 


none 




Score 


219 




Exons 


' 43780. .43920, 43781, 


. .43954, 


4 3930. .4 398 9, 4 4 014 . . 4 4118 , 






44021. .44119 










Seq. No. 


31531 




Seq. ID 


OJ990529_37. 9C10. 


,C3 


Gene No . 


65279 




Strand 






Start 


54361 




End 


57813 




Name 


OJ990529 37.9C10.C3. 


.o4. ts 


Method 


TBLASTX : Soybean 




Start . 


44008 




End 


44960 




GI 


none 




Score 


93 




Exons 


44008. .44184, 44541. 


, .44726, 


4 454 7. .44714, 44724. .44960 




Seq. No. 


31531 




Seq. ID 


OJ990529_37.9C10. 


,C3 


Gene No. 


65279 




Strand 






Start 


54361 




End 


57813 




Name 


OJ990529 37.9C10.C3. 


, 08 . gs 


Method 


GENSCAN 




Start 


54361 


End 


57813 




GI 


none 




Score 


.58 




Exons 


54361. .54516, 54555. 


.54695, 


57422. .57813 




Seq. No. 


31532 




Seq. ID 


OJ990529_37.9C10. 


C4 


Gene No. 


65280 




Strand 


+ 




Start 


1 




End 


452 




Name 


OJ990529 37.9C10.C4. 


ol.np 


Method 


AAT/NAP 




Start- 


1 




End 


452 




GI 


6907106 




Score 


399 





Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



1...246, 283. .452 - 

(AP001129) EST AU068291 (C12960) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



31532 
65281 
4289 

OJ990529__37. 9C10.C4 .o2.gs 

4289 

none 



Seq. ID OJ990529_37. 9C10.C4 

Strand + 

End 6257 

Method GENSCAN 

End 6257 

Score . 63 



4289. .4370, 5781. .6067, 6243. .6257 



31532 
65282 



Seq. ID OJ990529_37.9C10.C4 
Strand 



31542 




Start 


8338 




End 


10929 


Name 


OJ990529 37 


. 9C10.C4 .o2. tm 


Method 


TBLASTX: Maize 


Start 


23 




End 


353 


GI 


none 




Score 


124 


Exons 


23. .145, 23 


..157, 46. .168, 48 


..164, 91 


..165, 144. .218, 168. 




169. .237, 169. .225, 169. .267, 


223. .333, 306. .353, 308. .346 


Seq. No. 


31532 




Seq. ID 


OJ990529_37 . 9C10 .C4 


Gene No. 


65282 




Strand 




Start 


8338 




End 


10929 


Name 


.OJ990529_37 


9C10.C4 ,o3.gs 


Method 


GENSCAN 


Start 


8338 




End 


10929 


GI 


none 




Score 


.44 


Exons 


8338 . . 8646, 


9260.. 9677, 10224 


. . 10288, 


10927. . 10929 


Seq. No. 


31532 




Seq. ID 


OJ990529_37. 9C10.C4 


Gene No. 


65282 




Strand 


— 


Start 


8338 




End 


10929 


Name 


OJ990529 37. 


9C10.C4 .o2.gp 


Method 


AAT/GAP 


Start 


8965 




End 


9270 


GI 


none 




Score 


596 


Exons 


8965. .9270 








Seq. No. 


31532 




'Seq. ID 


OJ990529_37.9C10.C4 


Gene No. 


65282 




Strand 




Start 


8338 




End 


10929 


Name 


OJ990529 37. 


9C10.C4 .ol. tm 


Method 


TBLASTX: Maize 


Start 


9158 




End 


10463 


GI 


none 




Score 


89 


Exons 


9158. .9268, 


9158. .9286, 9172. 


.9270, 91 


89. .9272, 9267. .9467, 



9272.. 9511, 9458.. 9679, 9469.. 9693, 9476.. 9679, 10223 .. 10291, 
10224, .1028 9, 10416. .104 63, 10417. .10458 



Seq. No. 


31532 


Seq. ID 


OJ990529_37 . 9C10 


.C4 


Gene No. 


65282 


Strand 






Start 


8338 


End- 


10929 




Name 


OJ990529 37.9C10.C4.o3.gp 


Method 


AAT/GAP 




Start 


9461 


End . 


10821 




GI 


none 


Score 


577 




Exons 


9461. .9677, 10224 .. 10288 , 10419. .10456 


, 10783. .10821 




Seq. , No. 


31533 


Seq. ID 


OJ990529_37.9C10 


.C5 


Gene No. 


65283 


Strand 






Start 


215 


End 


8022 




Name 


OJ990529 37.9C10.C5.o5.tm 


Method 


TBLASTX: Maize 




Start 


202 


End 


460 




GI 


none 


Score 


163 




Exons 


202. .411, 202. .444, 215. .460 








Seq. No. 


31533 


Seq. ID 


OJ990529_37.9C10 


C5 


Gene No. 


65283 


Strand 






Start 


215 


End 


8022 




Name 


OJ990529 37.9C10.C5.ol.gp 


Method 


AAT/GAP ' 




Start 


215 


End 


316 




GI 


none 


Score 


178 




Exons 


215. .316 










31543 









Seq. No. 31533 

Gene No. 65283 

Start 215 

Name OJ990529_37 . 9C10 .C5.ol.gs 

Start 215 

GI none 

Exons 215. .408,- 640. . 687, 838.. 

3108. .3245, 4060. .4115, 5338. .5411 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1402, 1500 



OJ990529_37.9C10.C5 

8022 
GEN SCAN 
5411 
.71 

1673, 2639. .2888, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31533 
65283 
215 

OJ990529_37.9C10.C5.o3.tm 

637 

none 



OJ990529 37/9C10.C5 



Seq. ID 
Strand 
End 

Method 
End 
Score 

637. .726, 637. .684, 638. .727, 639. .728, 669. .728, 733. .927, 
775. .927, 816. .935, 824. .937, 951. .983, 971. .1042, 982. .1041 



8022 

TBLASTX: Maize 

1042 

95 



Seq. No. 31533 Seq. ID 

Gene No. 65283 Strand 

Start 215 End 

Name OJ990529_37 . 9C10 .C5.ol.np Method 

Start 1187 End 

GI 6554200 Score 

Exons 1187.. 1405,' 1500.. 1594 

GI Descrip. (AC011661) T23J18.15 [Arabidopsis thaliana] 



OJ990529_37. 9C10.C5 

8022 
AAT/NAP 
1594 
139 



OJ990529 37.9C10.C5 



Seq. No. 31533 Seq. ID _ 

Gene No. 65283 Strand 

Start 215 End 8022 

Name OJ990529_37 . 9C10 . C5 . o2 . gp Method AAT/GAP 

Start 2334 End 3155 

GI 40259_1.R1084 Score 1151 

Exons 2334.. 2888, 3108.. 3155 

GI Descrip. 1 214 6741/pir | | S71370 3.0e-48 isopentenyl-diphosphate 

Delta-isomerase (EC 5.3.3.2) - Arabidopsis thaliana >gi_1293565 
(U49259) isopentenyl diphosphate : dimethylallyl diphosphate 
isomerase [Arabidopsis thaliana] 1 



Seq. No. '31533 
Gene No. 65283 
Start 215 

Name . OJ990529_37 . 9C10 . C5 .ol . 
Start 2577 
GI none 

Exons 2577.. 2822, 2577.. 2822, 

3108. .3245, 3109. .3246, 
3853. .3987, 3871. .3960, 
4059. .4127, 4060. .4131 

Seq. No. 31533 

Gene No. 65283 

Start 215 

Name OJ990529_37 . 9C10 . C5 . ol . 

SLcirt 2631 

GI none 

Exons 2631.. 2819, 2635.. 2886, 



Seq. ID OJ990529_37.9C10.C5 
Strand 

End 8022 
tm Method . TBLASTX : Maize 

End 4131 

Score 191 
2632. .2886, 2638. .2889, 2639. .2893, 
3110. .3247, 3332. .3451, 3336.. 3440, 
3875. .3961, 3876.. 3989, 4058.. 4114, 



Seq. ID OJ990529_37.9C10.C5 
Strand 

End 8022 

ts Method TBLASTX: Soybean 

End 2889 

Score 84 
2636. .2821, 2641. .2889 



31544 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990529 37.9C10.C5 



31533 Seq. ID 

65283 Strand 
215 End 8022 

OJ990529_37 . 9C10 . C5 . o2 . np Method AAT/NAP 

2638 End 5460 

6856560 Score 1162 

2638. .2888, 3108. .3245, 3337. .3439, 3871. .3962, 4060. .4115, 
5338.. 5460 

(AF188065) isopentenyl pyrophosphate : dimethyllallyl 
pyrophosphate isomerase [Oryza sativa] 



31533 
65283 
215 

OJ990529_37 . 9C10 .C5.ol.tc 

2641 

none 

2641. .2889, 2642. .2893, 3109. 
3332.. 3451, 3336.. 3455, 3349. 
4058. .4114, 4059. .4127 



Seq. ID OJ990529_37.9C10.C5 
Strand 

End 8022 
Method TBLASTX : Cress 
End 4127 
Score 199 

.3246, 3110. .3247, 3326. .3448, 
.3501, 3865..3969, 3871. .3978, 



Seq. No. 31533 

Gene No. 65283 

Start 215 

Name OJ990529_37 . 9C10 .C5.ol.tw 

Start 2681 

GI none 

Exons 2681.. 2821, 2682.. 2822, 2683. 

3109. .3246, 3113. .3250 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2886, 



OJ990529 37.9C10.C5 



8022 

.TBLASTX: Wheat 
3254 
131 

2683. .2889, 3108. ^3254, 



Seq. No. 31533 Seq. ID 

Gene No. 65283 Strand 

Start 215 End 

Name OJ990529_37 . 9C10 . C5 . o3 . gp Method 

Start 2851 End 

GI LIB3434-055-P1-K1-C11 Score 

Exons 2851. .2888, 3110. .3245, 3337. .3475 
GI Descrip. 



OJ990529_37. 9C10.C5 

8022 
AAT/GAP 
3475 
357 



•1085973/pirl IS49588 1.0e-25 isopentyl pyrophosphate isomerase 
Clarkia breweri (fragment) >gi_572 635__emb_CAA57 94 7_ (X82627) 
isopentenyl pyrophosphate isomerase [Clarkia breweri] 1 



Seq. No. 31533 * 

Gene No. 65283 
Start 215 

Name OJ990529_37 . 9C10 . C5 . o2 . ts 

Start 3119 
GI none 

Exons 3119.. 3247, 3119.. 3238, 3121. 

3332. .3451, 3336. .3455, 3337, 
3871. .3978, 3876. .3986, 4058. 



Seq. 'ID 
Strand 
End 

Method 
End 
Score 



-OJ990529 37.9C10.C5 



8022 

TBLASTX: Soybean 
4127 
106 

3261, 3121. .3246, 3326. .3448, 
3465, 3337.. 3477, 3871.. 3987, 
4114, 4059. .4127, 4065. .4118 



Seq. No. 31533 Seq. ID 

Gene No. 65283 Strand 

Start 215 End 

Name OJ990529_37 . 9C10 . C5 . o5 . gp Method 

Start 3869 End 



OJ990529_37.9C10.C5 

8022 

AAT/GAP 

4115 



31545 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene .No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



LIB3479-011-Q6-K1-E2 Score 243 

3869.. 3962, 4060.. 4115 

' 2832625/emb | CAA16754 . 1 | 3.0e-29 (AL021711) putative protein 
[Arabidopsis thaliana] 1 



31533 
65283 
215 

OJ990529_37 . 9C10 . C5 . o3 . np 

4150 

2832625 



Seq. ID GJ990529_37.9C10.C5 
Strand 

End 8022 

Method AAT/NAP 

End 8022 

Score 459 



4150. .4197, 7060. .7227, 7481. .7693, 7808. .8022 
(AL021711) putative protein [Arabidopsis thaliana] 



31533 
65283 
215 

OJ990529_37 . 9C10 . C5 . 06 . gp 
5338 

LIB3479-011-Q6-K1-E2 
5338..5473, 5500.. 5525 

l 2832625/emb|CAA16754.1| 3.0e-29 (AL021711) putative protein 
[Arabidopsis thaliana] 1 



Seq. ID OJ990529_37.9C10.C5 
Strand 

End 8022 

Method. -AAT/GAP 

End 5525 

Score 247 



31533 
65283 
215 

OJ99052 9_37 . 9C10 . C5 . o2 . gs 

6443 

none 



Seq. ID OJ990529_37.9C10.C5 
Strand 

End 8022 

Method GENSCAN 

End 7 951 

Score .86 



6443. .6615, 7077. .7227, 7664. .7693, 7808. .7951 

31533 Seq. ID OJ99052 9_37 . 9C10 . C5 

65283 Strand 

215 End 8022 

OJ990529_37.9C10.C5.o7.gp Method AAT/GAP 

6714 End 7130 

3768724 Score 782 • 

6714. .7130 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31533 
65283 

215 * * . ■ 

OJ99052 9_37 . 9C10 . C5 . o4 . tm 
7021 
none 



Seq. ID OJ990529__37. 9C10.C5 
Strand 

End 8022 

Method" TBLASTX : Maize 

End 7570 

Score 205 



7021. .7227, 7025. .7183, 7035. .7229, 7036. .7233, 7158. .7232, 
7458. .7568, 7469. .7570, 7469. .7570 



31533 
65283 
215 

OJ990529_37.9C10.C5.o2.tc 

7054 

none 

7054. .7227, 7055. .7177 



Seq. ID OJ990529_37. 9C10.C5 
Strand 

End 8022 

Method ■ TBLASTX: Cress 

End 7227 

Score 83 



31546 




Seq. No. 


31533 










Seq. ID 


OJ990529_37.9C10 


.C5 


Gene No. 


65283 










Strand 






Start 


215 










End 


8022 




Name 


OJ990529 37. 


9C10 


C5. o4 . 


ts 




Method 


TBLASTX : Soybean 




Start 


7057 










End 


7227 




GI 


none 










Score 


75 




Exons 


7057. .7227, 


7061 


.7183 












Seq. No. 


31533 










Seq. ID 


OJ990529_37. 9C10 


.C5 


Gene No. 


65283 










Strand 






Start 


215 










End 


8022 




Name 


OJ990529 37. 


9C10. 


C5.o2. 


tw 




Method 


TBLASTX: Wheat 




Start 


7503 










End 


7711 




GI 


none 










Score 


248 




Exons 


7503. .7694, 


7503. 


.7688, 


7505. 


.7711, 7505. .7708 




Seq. No. 


31533 










Seq. ID 


OJ990529_37. 9C10, 


C5 


Gene No. 


65283 










Strand 






Start 


215 










End 


8022 




Name 


OJ990529 37. 


9C10. 


C5.o3. 


ts 




Method 


TBLASTX: Soybean 




Start 


7529 










End 


7952 




GI 


none 










Score 


134 




Exons 


7529. .7696, 


7533. 


.77 60, 


78 


38. 


.7951, 7845. .7952 




Seq. No. 


31533 










Seq. ID 


OJ990529_37. 9C10. 


C5 


Gene No. 


65283 










Strand 






Start 


215 










End 


8022 




Name 


OJ990529 37. 


9C10. 


C5 . o2 . 


tm 




Method 


TBLASTX: Maize 




Start 


7582 










End 


7997 




GI 


none 










Score 


164 




Exons 


7582. .7695, 


7583. 


.7696, 


75 


83. 


.7768, 77 


38. .7997, 7791. .7973 




7838 . .7981 
















Seq. No. 


31533 










Seq. ID 


OJ990529_37. 9C10. 


C5 


Gene No. 


65283 










Strand 






Start 


215 










End 


8022 




Name 


OJ990529 37. 


9C10. 


C5.o8. 


gp 




Method 


AAT/GAP 




Start 


7605 * 










End 


7951 




GI 


701734 










Score 


371 




Exons 


7605. .7693, 


7808. 


.7951 












GI Descrip. 


2832 625/emb|CAAl 6754 . 1 | 


3. 


Oe- 


29 (AL021711) putative proteii 




" [Arabidopsis 


■ thaliana] 












Seq. No. 


■31534 • 










Seq. ID 


OJ990519_26. 9C03. 


C2 


Gene No. 


65284 










Strand 






Start 


1 










End 


508 




Name 


OJ990519 26. 


9C03. 


C2.ol. 


np 




Method 


AAT/NAP 




Start 


1 










End 


508 




GI 


2586082 










Score 


269 




Exons 


1..259, 349. 


.508 














GI Descrip. 


(U72725) retrofit 


[Oryza longistaminata] 




Seq. No. 


31534 










Seq. ID 


OJ990519_26.9C03. 


C2 


Gene No. 


65284 










Strand 






r> j j_ 


-t 

X 










End 


508 




Name 


OJ990519 26. 


9C03. 


C2.ol. 


gs 




Method 


GENSCAN 




Start 


47 










End 


494 





31547 



GI 

Exons 



none 
47. .494 



Score 



.6 



Seq. No. 31535 Seq. ID 
Gene No. 65285 Strand 
Start 59 End 
Name ' OJ990519_26 . 9C03 . C3 . ol . gs Method- 
Start ■ 59 End 
GI none Score 
Exons 5 9.. 3 94 



OJ990519_26.9C03.C3 
+ 

394 

GENSCAN 

394 

.97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31535 Seq. ID OJ99051 9_2 6 . 9C03 . C3 

65285 Strand + 

59 End 394 

OJ990519_26 . 9C03 . C3 . ol . np Method AAT/NAP 

110 End 391 

6498441 Score 437 

110. .391 

(AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl . (AF098806) [Oryza sativa] 



31535 Seq. ID 

65286 Strand 

20244 End 

OJ990519_26 . 9C03 . C3 . o5 . gs Method 

20244 End 

none Score 
20244 . .22670 



OJ990519_26. 9C03.C3 
+ 

22864 
GENSCAN 
22670 
.86 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq." No; 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
3 Ldr L 
GI 

Exons 



31535 Seq. ID 

65286 Strand 

20244 End 

OJ99051 9_2 6 . 9C03 . C3 . o5 . np Method 

20749 End 

6498441 Score 

20749. .21813, 22144 



OJ990519_26. 
+ 

22864 
AAT/NAP 
22864 
2501 



9C03.C3 



22607, 22671.. 22864 
(AP000815.). EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



31535 ' ■ * - . . 

65287 
1035 

OJ990519__26. 9C03 . C3 . o2 . gs 

1035 

none 

1035. .1822, 1900. .1944, 2209. 
3164. .3409, 3839. .3961, 5346. 

31535 
65287 
1035 

OJ990519_2 6. 9C03 . C3 . o2 . np 

1036 

6907089 

1038. .1748, 6164. .7331, 7424. 



•Seq. -ID OJ990519_26.9C03.C3 - 

■ Strand - 

: End 8 68 5 

Method GENSCAN 

End 8685 

Score . 66 

.2331, 2381. .2624, 2982. .3115, 
,5472, 6164. .733;, 7424. .8685 



Seq. ID 

Strand 

End 

Method 
fcind 
Score 
.8685 



OJ990519__26.9C03.C3 

8685 
AAT/NAP 
«b85 
4092 



31548 



GI Descrip. (AP001129) hypothetical protein [Oryza sativa] 

Seq. No. 31535 Seq. ID OJ990519_2 6 . 9C03 . C3 

Gene No. 65288 Strand 

Start 9528 End 10368 

Name OJ990519_26 . 9C03 . C3 . o3 . np Method AAT/NAP 

Start 9528 . - End - 10368 

GI 5922623' ' Score 367 

Exons 9528.. 9603, 9771.. 9918, 10288. .10368 

GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

gi| 6016856idbj IBAA85199.il (AP000570) hypothetical protein 

[Oryza sativa] 



Seq. No. 31535 Seq. ID 

Gene No. 65289 Strand 

Start 12333 End 

Name OJ990519_2 6 . 9C03 . C3 . o2 . tm Method 

Start 251 End 

GI none Score 

Exons 251.. 397, 256.. 372 



OJ990519_26. 9C03.C3 
16851 

TBLASTX: Maize 

397 

186 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31535 
65289 
12333 

OJ990519_26.9C03.C3.o3.tw 

3215 

none 



Seq. ID OJ990519_26. 9C03.C3 
Strand 
End 

Method 
End 
Score 



16851 

TBLASTX: Wheat 

3863 

90 



3215. .3283, 3369.-3659, 3680. .3832, 3684. .3863 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



31535 Seq. ID 

65289 Strand 

12333 End 

OJ990519_26 . 9C03 . C3 . ol . ts Method 

3471 End 

none Score 

3471. .3665, 3660. .3845 



OJ990519_26.9C03.C3 
16851 

TBLASTX : Soybean 

3845 

107 



Seq. No. 31535 
Gene No. 65289 
Start 12333 

Name OJ990519_26 . 9C03 . C3 . o4 . gs 

Start 12333 - - - - 

GI- none 
Exons 12333, 

13294. 

16591. 



12476, 12546. 
13559, 15017, 
16729 



,12 62 9, 
,15197, 



Seq. ID 
Strand 
End 

Method 

- End *■ - 

Score 
12668 
15433 



OJ990519 26.9C03.C3 



16851 
GENSCAN 
• - - 16729 - 

• . 63 
12829, 12894. 
15488, 16492. 



,13038, 
,16565, 



Seq. No. 31535 

Gene No. 65289 

Start 12333 

Name OJ990519_26 . 9C03 . C3 . o4 . np 

Start 14426 

GI 6006367 
Exons 



Seq. ID OJ990519_26. 9C03.C3 
Strand 

End ' 16851 

Method AAT/NAP 

End 16851 

Score 71 



14 42 6. . 14 4 55, 15 930. .16052, 16428 .. 1664 4 , 16674. .16851 
(APC00559) hypotheLiual pj-ulein [Oryza sativa] 



Seq. No. 



31535 



Seq. ID OJ990519 26.9C03.C3 



31549 



Gene No. 65290 

Start 20898 

Name OJ990519_26 . 9C03 . C3 . o2 . tw 

Start 20898 

GI none 

Exons 20898. .20945, 20952 21050, 
21033. .21290 



Strand 
'End 
Method 
End 
Score 



21290 

TBLASTX: Wheat 

21290 

58 



20957. .21049, 21017 .. 21256, 



Seq. No. 31535 Seq. ID 

Gene No. 65290- ■ Strand 

Start 20898 End 

Name OJ990519_26 . 9C03 . C3 . ol . tm Method 

Start 20903 End 

GI none Score 

Exons 20903. .21187, 20940.. 21188 



OJ990519_26.9C03.C3 
21290 

TBLASTX: Maize 

21188 

197 



Seq. No. 31535 Seq. ID 

Gene No. 65291 Strand 

Start 22028 End 

Name OJ99051 9_2 6 . 9C03 . C3 . ol . tw Method 

Start 22028 End 

GI none Score 

Exons 22028. .22165, 22029 22487 , 

22602.. 22784, 22655.-22798' 



OJ990519_26. 9C03.C3 
22799 

TBLASTX: Wheat 
22799 
404 

22223. .22483, 22602 .. 22799, ■ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

-GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 
.GI 
Exons 



31536 
65292 
617 

OJ990519_2 6. 9C03.C4 .ol.np 
617 

6498441 

617. .1680, 2011. .2474, 2538.. 
3885. .4319, 4491. .5888, 5982, 
(AP000815) EST C7278 6 (E2258 ) 



Seq. ID OJ990519__26. 9C03.C4 

Strand + 

End 6263 

Method AAT/NAP 

End 6263 

Score 6786 
2911, 3095.. 3229, 3404.. 3692, 
.6263 

corresponds to a region of the 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



31536 Seq. ID 

65293 Strand 
9421 End 
OJ990519_26.9C03.C4 .o3.np Method 
•9421- - • ■ - - End 
5042454 Score 
9421.. 9617, 9850.. 9903 - 

(AC007789) putative polyprotein [Oryza sativa] 



OJ990519_26.9C03.C4 
+ 

9903 
AAT/NAP 

9903 *- - " ' — 

271 . 



31536 Seq. ID 

65294 Strand 

13322 .. End 

OJ990519_26 . 9C03 . C4 . o3 . gs Method 

13322 End 

none Score 

13322. . 13714, 154 43. . 15637 



OJ990519_26.9C03.C4 
+ 

15637 
GENSCAN 
15637 
.46 



Seq. No. 
Gene No. 
Start 



31536 
65295 
6909 



Seq. ID 

Strand 

End 



OJ990519 26.9C03.C4 



9157 



31550 



>. 




Name 


OJ990519 26 


9rm C4 n? 

* -V >^ \J *-J . *3 . \J t~ t 




Mf^t~ hod 






Start 


6909 _ 






End 


8558 




GI 


none 






Score 


. 96 




Exons 


6909 8558 












Seq. No. 


31536 






Seq. ID 


OJ990S1 9 ?f> 9rrn 


. C4 


Gene No. 


65295 






Strand 






Start 


6909 






End 


9157 




Name 


OJ990519 26 


.9C03.C4.o2. 


np 


Method 


AAT/NAP 




Start 


6912 ~~ 






End 


9157 




GI 


5803259 






Score 


2349 




Exons 


6912 . . 8761, 


8886. . 9157 










GI Descrip. 


(AP000399) 


hypothetical protein [Oryza 


sat i va ] 




Seq. No. 


31536 






Seq. ID 


OJ990519_26.9C03 


.C4 


Gene No. 


65296 






Strand 






Start 


14083 






End 


15252 




Name 


OJ990519 26 


. 9C03.C4 .06. 


tw 


Method 


TBLASTX: Wheat 




Start 


765 






End 


1157 




GI 


none 






Score 


58 




Exons 


765. .812, 819. .917, 836. .916, 


884. .1123, 900. .1157 




Seq. No. 


31536 






Seq. ID 


OJ990519_26. 9C03 


.C4 


Gene No. 


65296 






Strand 


- 




Start 


14083 






End 


15252 




Name 


OJ990519 26 


. 9C03 C4 o5 


tm 


Mf^t hod 


TBLASTX -Mai 7P 




Start 


770 






End 


1055 




GI 


none 






Score 


193 




Exons 


770. . 1054, 


807. .1055 










Seq. No. 


31536 






Seq. ID 


OJ990519_26. 9C03 


,C4 


Gene No. 


65296 






Strand 






Start 


14083 






End 


15252 




Name 


OJ990519 26 


. 9C03.C4.o3. 


tw 


Method 


TBLASTX .-Wheat 




Start 


1895 






End 


2381 




GI 


none 






Score 


411 




Exons 


1895. .2068, 


1896. .2381, 


2090. 


.2377 






Seq. No. 


31536 






Seq. ID 


OJ990519_26. 9C03 


.C4 


Gene No. 


65296 






Strand 






Start 


14083 






End 


15252 




Name ~ ~ " 


OJ990519 26 


.9C03-.C4"-.ol. 


tw - 


Method - 


TBLASTX :Wheat 




•Start . 


254'6 






End 


3008 




GI' 


none 






Score ' 


568 




Exons 


2546. .3007, 


2547. .3008' 










Seq. No. 


31536 






Seq. ID 


OJ990519_26. 9C03 


.C4 


Gene No. 


65296 






Strand 






Start 


14083 






End 


15252 




Name 


OJ990519 26 


.9C03.C4.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2676 






End 


3032 




GI 


none 






Score 


396 




Exons 


2676. .3032, 


2702. .3022, 


2727. 


.3032 






Seq . No . 


31536 






Seq. ID 


OJ990519_26. 9C03 


C4 


Gene No. 


65296 






Strand 






Start 


14083 






End 


15252 





31551 




Name 


OJ990519 26 


9C03 


.C4 .o2 


. tm 


Method 


TBLASTX: Maize 




Start 


3059 








End 


3443 




GI 


none 








Score 


361 




Exons 


3059. .3424, 


3060 


. .3443 










Seq. No. 


31536 








Seq. ID 


OJ990519_26.9C03 


.C4 


Gene No. 


65296 








Strand 






Start 


14083 








End 


15252 




Name 


OJ990519 26 


9C03 


.C4 ,o2 


tw 


Method 


TBLASTX: Wheat 




Start 


3116 








End 


3541 




GI 


none 








Score 


487 




Exons 


3116. .3541, 


3117 


. .3536 










Seq. No. 


31536 








Seq. ID 


OJ990519_26. 9C03 


.04 


Gene No. 


65296 








Strand 






Start 


14083 








End 


15252 




Name 


OJ990519 26. 


9C03 


.C4 .ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


3195 








End 


3566 




GI 


none 








Score 


274 




Exons 


3195. .3566 














Seq. .No. 


31536 








Seq. ID 


OJ990519__26. 9C03 


.C4 


Gene No. 


65296 








Strand 






Start 


14083 








End 


15252 




Name 


OJ990519 26. 


9C03 


.C4 .o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


4191 








End 


4625 




GI 


none 








Score 


234 




Exons 


.4191 . .4415, 


4191 


. .4415, 


4256. 


.4429, 4476..462S, 4487. .4624 


Seq. No. 


31536 








Seq. ID 


OJ990519_26. 9C03 


.C4 


Gene No. 


65296 








Strand 






Start 


14083 








End 


15252 




Name 


OJ990519 26. 


9C03 


.C4.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


4314 








End 


4880 




GI 


5666795 








Score 


68 




Exons 


4314 . .4412, 


4488 


. .4625, 


4680. 


.4880 






GI Descrip. 


4206306 2.0e 


-10 


(AF049110) prpol [Zea 


mays] 




Seq. No. 


31536 








Seq. ID 


OJ990519_26. 9C03 


.C4 


Gene No. 


65296 








Strand 






Start 


14083 








End 


15252 




Name * 


■ OJ990519 26. 


9C03 


.C4*.o8. 


tw - 


' Method 


TBLASTX-: Wheat ■ - 




Start 


4628 








End 


4940 




GI • 


none 








Score 


191 




Exons 


4628 . .4804, 


4677 


. 4940 










Seq. No. 


31536 








Seq. ID 


OJ990519__26. 9C03 


,C4 


Gene No. 


65296 








Strand 






Start 


14083 








End 


15252 




Name 


'OJ990519 26. 


9C03 


C4.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


5133 








End 


5456 




GI 


none 








Score 


361 




Exons 


5133. .5456, 


5162 


.5443 












O 1 r i r 
J1JJU 








Seq. 1U 


OJ'9yUbl9_26. 9C03 


C4 


Gene No. 


65296 








Strand 






Start 


14083 








End 


15252 





31552 




Name 


OJ990519 26. 9C03.C4 .o4 . tw 


Method 


TBLASTX: Wheat 




Start 


5270 


End 


5651 






GI 


none 


Score 


371 






Exons 


5270.. 5326, 5271.. 5651, 5274 


..5612, 5372.. 5620 






Seq. No. 


31536 


Seq. ID 


OJ990519 


_26.9C03 


.C4 ' 


Gene No. 


65296 


Strand 








Start 


14083 


End 


15252 






Name 


OJ990519 26. 9C03.C4 .o7 .tw 


Method 


TBLASTX: 


Wheat 




Start 


5652 


End 


6254 






GI 


none 


Score 


289 






Exons 


.5652.. 5990, 5657.. 5935, 6128 


. . 6250, 6129. . 6254 






Seq. No. 


31536 


Seq. ID 


OJ990519 


_26. 9C03 


.C4 


Gene No. 


65296 


Strand 








Start 


14083 


End 


15252 






Name 


OJ990519 26. 9C03.C4 .o4 . tm 


Method 


TBLASTX: 


Mai ze 




Start 


13370 


End 


13624 






GI 


none 


Score 


142 






Exons 


13370. .134 95, 13372. .134 94, 


13499. . 13624, 13507 


. . 13620 




Seq. No. 


31536 


Seq. ID 


OJ990519 


_26.9C03 


.C4 


Gene No. 


65296 


Strand 








Start 


14083 


End 


15252 






Name 


OJ990519 26.9C03.C4.o5.np 


Method 


AAT/NAP 




* v 


Start 


14083 


End 


15252 






GI 


5042463 


Score 


105 






Exons 


14083. . 14160, 14212. . 14387, 


15056. . 15252 






GI Descrip. 


(AC007789) unknown protein [Oryza sativa] 






Seq. No. 


31537 


Seq. ID 


OJ990519 


_26.9C03 


.C5 


Gene No. 


65297 


Strand 


+ 






Start 


1 


End 


347 






Name 


OJ990519 26.9C03.C5.ol.gp 


Method 


AAT/GAP 






Start 


1 


End 


347 






GI 


LIB3432-059-P1-K1-D8 


Score 


512 






Exons 


1. .347 










GI Descrip. 


'5734616/dbj | AP000391 . 1 | AP000391 0.0e+00 Oryza 


sativa- genomi 




DNA, chromosome 6, clone : P0538C01 ? 








Seq. No. 


31537 


Seq. ID 


OJ990519 


_26.9C03 


C5 


Gene No. 


65298 


Strand 


+ 






Start 


4324 • 


End 


9311 






Name 


OJ990519 26.9C03.C5.ol.gs 


Method 


GENSCAN 






Start 


4324 


End 


9311 






GI 


none 


Score 


.5 






Exons 


4324. .4730, 4987. .5230, 5353 


. .5544, 5770. .5991, 


6170. .6351, 




6425.. 6503, 6517.. 6942, 70.61 


..7342, 7415. .7701, 


8021. .8139, ■ 




8229.. 8309, 8529.. 8751, 8777 


. .9311 








Seq. No. 


31537 


Seq. ID 


OJ990519_ 


_26. 9C03. 


C5 


Gene No. 


65298 


Strand 


+ 






Start 


4324 


End 


9311 






Name 


OJ990519_26.9C03.C5.ol.np 


Method 


AAT/NAP 






O J . „4- 


r rr rr i 


End 


9308 






GI 


4206306 


Score 


1276 






Exons 


6551.. 6591, 7455.. 9308 











31553 



GI Descrip. (AF049110) prpol [Zea mays] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI' 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



31537 
65299 
15314 

OJ990519_26.9C03.C5.o3.gs 

15314 

none 



Seq. ID OJ990519_26. 9C03.C5 

Strand + 

End 17394 

Method GENSCAN 

End 17394 

Score .74 



15314. .15914, 16009. .16541, 16842 . . 1 6940, 17180. .17394 

31537 Seq. ID OJ99051 9_2 6 . 9C03 . C5 

65300 Strand 

1 End 17 4 02 

OJ990519_26. 9C03 . C5 . o2 . np Method AAT/NAP 

1 End 17402 

6634015 Score 54 

1..37, 4317. .4380, 4415. .4618, 11119 .. 112 90, 11662 .. 117 1 9, 

12177. .12225, 12594 12706, 17165. .17402 

(AB002322) KIAA0324 protein [Homo sapiens] 



End 

Method 
End 
Score 



31537 
65300 
1 

OJ990519_26. 9C03.C5.o4 .tw 
5455' 
none 

5455. .5799, 5553. .5729 

31537 
65300 
1 

OJ990519_2 6. 9C03 . C5 . o5 . tw 
6592 
none 

6592. .6723, 6729. .6950, 6775. .6951 



Seq. ID OJ990519_26. 9C03.C5 
Strand 

17402 

T6LASTX : Wheat 
5799 
187' 



Seq. ID OJ990519_26. 9C03.C5 
Strand 

17402 

TBLASTX: Wheat 
6951 
62 



End 

Method 
End 
Score 



31537 
65300 
1 

OJ990519_2 6. 9C03 . C5 . ol . tw 

7145 

none • 

7145. .7471, 7204. .7473 

31537 
65300 
1 

OJ990519_2 6. 9C03 . C5 . o2 . tm 

7219 

none 

7219. .7494, 7223. .7480 

31537 
65300 
1 

OJ990519_26. 9C03 . C5 . o3 . tw 
7474 



Seq. ID OJ990519_26. 9C03.C5 
Strand 

End 17402 

Method TBLASTX: Wheat 

End 7473 

'Score 273 



Seq. ID OJ990519_26. 9C03.C5 
Strand 

End 17402 

Method TBLASTX : Mai ze 

End 7 4 94 

Score 241 



Seq. ID 

Strand 

End 

Method 
End 



OJ990519_26. 9C03.C5 
17402 

TBLASTX: Wheat 
7747 



31554 



GI none 

Exons 7474. .7746, 7475. .7747 

Seq. No. 31537 

Gene No. 65300 

Start 1 

Name OJ990519_26 . 9C03 . C5 . o3 . tm 

Start 8147 

GI none 

Exons 8147.. 8368, 8200.. 8367 



Score 215 



Seq. ID OJ990519_26. 9C03.C5 
Strand 

End 17402 

Method TBLASTX : Maize 

End 8368 

Score 203 



Seq. No. 31537 Seq. ID 

Gene No. 65300 Strand 

Start 1 End 

Name OJ990519_26 . 9C03 . C5 . o2 . tw Method 

Start 8210 End 

GI none Score 

Exons 8210. .8599 



OJ990519_26.9C03.C5 
17402 

TBLASTX: Wheat 

8599 

232 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31537 
65300 
1 

OJ990519_26. 9C03 . C5 . ol . tm 
8369 
none 

8369. .8737, 8461. .8730, 8624. .8731 



Seq. ID OJ990519_26.9C03.C5 
Strand 
End 

Method 
End 
Score 



17402 

TBLASTX: Maize 

8737 

337 



31537 
65300 
1 

OJ990519_2 6;9C03.C5.o2.gs 
10214 



OJ990519 26.9C03.C5 



none 
10214. 
11559. 
12614. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

11475, 
12526, 

13112, 13170. .13484, 14 456 14 508 , 14513.. 14576 



17402 
GENSCAN 
14576 
.75 

.10330, 10637. .10789, 11042 .. Ill 97 , 11254, 
.11823, 11889. .11984, 12173 12309, 12330. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31537 
65300 
1 

OJ990519_26. 
15445 
none 
15445. 
15520. 
15647, 



9C03.C5.o4 . tm 



15510, 
15600, 
15733, 



15450. 
15521. 
15649. 



.15542, 
,15577, 
15738 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990519 26.9C03.C5 



17402 

TBLASTX: Maize 
15739 - - 
81 - ' 

154 52. .15511, 15515. .15583, 
15642. .157 04, 15647. .15739, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Dtjsurip. 
Seq. No. 



31538 Seq. ID OJ990519_ 

65301 Strand + 

1 End 2493 

OJ990519_26. 9C03 . C6 . ol . np Method AAT/NAP 

1 End 2493 

4206200 Score 103 
1..28, 1681. .1999, 2462. .2493 
(AF07I527) hypothetical protein 



26. 9C03. C6 



31538 



[Arabidopsis thaliana] 
Seq. ID OJ990519_26.9C03.C6 



31555 



Gene No. 


65302 


Strand 










Start 


825 


End 


2142 








Name 


OJ990519 26. 9C03.C6.ol ,'gs 


Method 


GENSCAN 








Start 


825 ~ 


End 


2142 








GI 


none 


Score 


. 54 








Exons 


825. .990, 1145. .1214, 1732. 


.1754, 2015 


. .2142 








Seq. No. 


31539 


Seq. ID 


OJ990519 


26 


. 9C03 


C7 


Gene No. 


65303 - 


Strand 










Start 


414 


End 


4681 








Name 


OJ990519 26.9C03.C7.ol.np 


Method 


AAT/NAP 








Start 


414 


End 


4464 








GI 


4680183 


Score 


71 








Exons 


414 . . 496, 4442 . . 4464 












GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp . 


indica] 




Seq. No. 


31539 


Seq. ID 


OJ990519_ 


_2 6 


. 9C03. 


C7 


Gene No. 


65303 


Strand 










Start 


414 


End 


4681 








Name 


OJ990519 26.9C03.C7.ol.gs 


Method 


GENSCAN 








Start 


699 


End 


1825 








GI 


none 


Score 


.79 








Exons 


699. .765, 1481. .1619, 1712. 


.1825 










Seq. No. 


31539" 


Seq. ID 


OJ990519_ 


_2 6 


9C03. 


C7 


Gene No. 


65303 


Strand 










Start 


414 


End 


4681 








Name 


OJ990519 26.9C03.C7.o2.np 


Method 


AAT/NAP 








Start 


1948 


End 


4681 








GI 


5852181 


Score 


117 








Exons 


1948. .2061, 2207. .2340, 2820. .3135, 4642. .4681 








GI Descrip. 


(AL117265) zhbOOll.l [Oryza 


sativa] 










Seq. No. 


31539 


Seq. ID 


OJ990519_ 


_26. 


9C03. 


C7 


Gene No. 


65303 


Strand 










Start 


414 


End 


4681 








Name 


OJ990519 26.9C03.C7.o3.np 


Method 


AAT/NAP 








Start 


37 91 


End 


4681 








GI 


5295955 


Score 


358 








Exons 


3791. .4681 












GI Descrip. 


(AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 




[Oryza sativa] 












Seq, No. 


31539 


Seq. ID 


OJ990519_ 


_26. 


9C03. 


C7 


Gene No. 


65303 


Strand 










Start 


414 


End 


4681 








Name 


OJ990519 26.9C03.C7.o3.gs 


Method 


GENSCAN 








Start 


4291 


End 


4434 








GI 


none 


Score 


.44 








Exons 


4291. .4434 












Seq. No. 


31540 


Seq. ID 


OJ990519_ 


26. 


9C03. 


C8 


Gene No. 


65304 


Strand 










Start 


1 


End 


8214 








Name 


ujyyuoiy zb. yuu^.cy .oi.np 


Method 


AAT/NAP ' 








Start 


1 


End 


8214 








GI 


5295955 


Score 


301 









31556 




Exons 


1..293, 975.. 1088, 1629.. 1694, 5301.. 


5580, 6405. .6484, 






8155. .8214 










GI Descrip. 


(AB026295) Similar to Epstein 


-Barr virus (EBV) genome. (VOL 




[Oryza sativa] 










Seq. No. 


31540 




Seq. ID 


OJ990519 26.9C03 


. C8 


Gene No. 


65304 




Strand 






Start 


1 




End 


8214 




, Name 


OJ990519 26.9C03.C8.ol. 


. gs 


Method 


GENSCAN 




Start 


41 




End 


2116 




GI 


none 




Score 


.81 




Exons 


41. .119, 240. .288, 103^ 


I . . 1152 


, 1561 . . 


1697, 2047.. 2116 




Seq. No. 


31541 




Seq. ID 


OJ990519 26.9C03 


.C9 


Gene No. 


65305 




Strand 


+ 




Start 


1108 




End 


5659 




Name 


OJ990519 26.9C03.C9.ol. 


QS 


Method 


GENSCAN 




Start 


1108 




End 


5659 




GI 


none 




Score 


. 53 




Exons 


1108. .1501, 1673. .4898, 


5155. 


.5659 






Seq. No. 


31541 




Seq. ID 


OJ990519 26.9C03, 


.C9 


Gene No. 


65305 




Strand 


+ 




Start 


1108 




End 


5659 




Name 


OJ990519 26. 9C03.C9.ol . 


no 


Method 


AAT/NAP 




Start 


1108 




End 


5656 




GI 


4680179 




Score 


6756 




Exons 


1108.. 5656 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa 


subsp. indica] 




Seq. No. 


31541 




Seq. ID 


OJ990519 26.9C03, 


.C9 


Gene No. 


65305 




Strand 


+ ~~ 




Start 


1108 




End 


5659 




Name 


OJ990519 26.9C03.C9.o7. 


tw 


Method 


TBLASTX: Wheat 




Start 


1321 




End 


1701 




GI 


none 




Score 


299 




Exons 


1321. .1701, 1341. .1700 










Seq. No. 


31541 




Seq. ID 


OJ990519 26.9C03, 


.C9 


Gene No. 


. 65305 




Strand 


+ ~ 




Start 


1108 




End 


5659 




Name 


OJ990519 26. 9C03.C9.o6. 


tm 


Method 


TBLASTX : Maize 




Start 


1582 * ; " . ' . 




End 


1914 *' , • 




GI 


none 




Score 


221 




Exons 


1582. .1914, 1605. .1769 










Seq. No. 


31541 




Seq. ID 


OJ990519 26.9C03. 


,C9 


Gene No. 


65305 * 




Strand 


+ 




Start 


1108 




End 


5659 




Name 


OJ990519 26.9C03.C9.o8. 


tw 


Method 


TBLASTX: Wheat 




Start 


2242 




End 


2643 




GI 


none 




Score 


143 




Exons 


2242. .2466, 2274. .2408, 


2449'. . 


,2562, 2470. .2643, 2544. .2612 


Seq. No. 


31541 




Seq. ID 


OJ990519 26.9C03. 


C9 


Gene No. 


65305 




Strand 


+ 




Start 


1108 




End 


5659 





31557 




Name OJ990519_26 . 9C03 . C9 . 08 . tm 

Start 2280 

GI none 

Exons 2280.. 2381, 2281.. 2556 

Seq. No. 31541 

Gene No. 65305 

Start 1108 

Name OJ99051 9_26 . 9C03 . C9 . o4 . tw 

Start 2818 

GI none 

Exons 2818.. 3300, 2922.. 3257 

Seq. No. 31541 

Gene No. 65305 

Start 1108 

Name OJ990519_26 . 9C03 . C9 . o4 . ts 

Start 2854 

GI none 

Exons 2854.. 3168 

Seq. No. 31541 

Gene No. 65305 

Start 1108 

Name OJ990519_26 . 9C03 . C9 . o4 . tm 

Start 2887 

GI none 

Exons 2887.. 3354, 2958.. 3257 

Seq. No. 31541 

Gene No. 65305 

Start 1108 

Name OJ99051 9_2 6 . 9C03 . C9 . ol . ts 

Start 3241 

GI none 

Exons 3241.. 3273, 3243.. 3269, 3277. 
3381. .3635 

Seq. No. 31541 

Gene No. 65305 

Start 1108 

Name OJ99051 9_2 6 . 9C03 . C9 . o5 . tw 

Start 334 9 '/ " 

GI none 

Exons 3349.. 3651, 3352.. 3642, 3381. 

Seq. No. '31541 

Gene No. 65305 

Start . 1108 

Name OJ990519_26 . 9C03 . C9 . o5 . tm 

Start 3370 

GI none 

Exons 3370.. 3723, 3438. .3716 

Seq. No. 3I54I 

Gene No. 65305 

Start 1108 




Method 


TBLASTX "Ma t7p 




End 


2556 




Score 


195 




Seq. ID 


OJ990519 26 9C03 


. C9 


Strand 






End 


5659 ■ 




Method 


TBLASTX * Wheat 

X JLJ UrlU X <\ * rill Vw* a 




End 


3300 




Score 


546 




Seq. ID 


OJ990519 26 9C03 


. C9 


Strand 


+ ~~ 




End 


5659 




Method 


TBLASTX : Soybean 




End 


3168 




Score 


183 




Seq. ID 


OJ990519 26 9C03 


. C9 


Strand 


+ — 




End 


5659 




Method 


TBLASTX * Mai ze 




End 


3354 




Score 


389 




Seq. ID 


OJ990519_26. 9C03 


.C9 


Strand 


+ 




End 


5659 




Method 


TBLASTX : Soybean 




End 


3636 




Score 


57 




3636, 32? 


34. .3355, 3289. .3606 


Seq. ID 


OJ990519_26.9C03 


.C9 


Strand 


+ 




End 


5659 




Method 


TBLASTX: Wheat 




End • 


3651 • 




Score 


405 




3650 






Seq. ID 


OJ990519_26.9C03 


.C9 


Strand 


+ 




End 


5659 




Met hod 


TBLASTX : Maize 




End 


3723 




Score 


331 




Seq. ID 


OJ990519_26.9C03 


.C9 


Strand 


+ 




End 


5659 





31558 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
■ Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



OJ990519_26. 

3652 

none 

3652. .4161, 

31541 
65305 
1108 

OJ990519_26. 

3658 

none 

3658. .3903 

31541 
65305 
1108 

OJ990519_26. 
3724 
none 

3724. .4077, 

31541 
65305 
1108 

OJ990519_26. 
4165 
none 

4165. .4644, 

31541 
65305 
1108 

OJ990519_26. 
4351 
none 

4351. .4524, 

31541 . 
65305 
1108 

OJ990519_26. 
4432' 
none 

4432. .4692, 

31541 
65305 
1108 

OJ990519_26, 
4491 
none 

4491. .4778, 

31541 
65305 
1108 

OJ990519 26. 



9C03.C9.o2.tw 



3660.. 4070, 3694, 



9C03.C9.o3. ts 



, 9C03.C9.o2.tm 
3726. .4070, 3764, 

9C03.C9.o3. tw 
4198. .4608, 4389. 

9C03.C9.ol.tc 
4525. .4668, 4527. 

9C03.C9.o2.ts 
4437. .4691 

9C03.C9.o3.tm 
4492. .4782 

9C03.C9.ol.tw 



Method 
End 
Score 
.4074 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.4087 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.4643 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.4667 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 



TBLASTX: Wheat 

4161 

621 



OJ990519_26.9C03.C9 
+ 

5659 

TBLASTX : Soybean 

3903 

209 



OJ990519_26.9C03.C9 
+ 

5659 

TBLASTX: Maize 

4087 

477 



OJ990519_26. 9C03.C9 
+ 

5659 

TBLASTX: Wheat 
4644 
■ 587 



OJ990519_26.9C03.C9 
+ 

5659 

TBLASTX: Cress 

4668 

89 



OJ990519_26. 9C03.C9 
+ 

5659 

TBLASTX: Soybean 

4692 

299 • 



OJ990519_26. 9C03.C9 
+ 

5659 

, TBLASTX : Maize 
4782 
390 



OJ990519_26. 9C03.C9 
+ 

5659 

TBLASTX: Wheat 



31559 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4651 
none 

4651. .5223, 4653. .5219, 5225. 



31541 
65305 
1108 

OJ990519_26. 

4831 

none 

4831. .4992, 
5320. .5418 



9C03.C9.ol.tm 



4839.-4985, 4990, 



End 5278 

Score 657- 
.5278 

Seq. ID OJ990519_26.9C03.C9 

Strand + 

End 5659 

Method TBLASTX : Mai ze 

End 5419 

Score 217 

.5223, 4995.. 5219, 5204. .5419, 



Seq. No. 31541 

Gene No. 65305 

Start 1108 

Name OJ990519_26 . 9C03 . C9 . 06 . tw 

Start 5278 

GI none 

Exons 5278.. 5478, 5279.. 5611, 5593, 

Seq. No. 31541 

Gene No. 65305 

Start 1108 

Name ' OJ990519_26 : 9C03 . C9 . o7 . tm 

Start 5420 

GI none 

Exons 5420.. 5632 



Seq. ID OJ990519 26.9C03.C9 



Strand 
End 

Method 
End 
Score 
.5646 

Seq. ID 

Strand 

End ■ 

Method 

End 

Score 



+ 

5659 

TBLASTX: Wheat 

5646 

372 



OJ990519_26.9C03.C9 
+ 

5659 

TBLASTX: Maize 

5632 

202 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI- Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31542 Seq. ID 

65306 Strand 
1 End 
OJ9905 1 9_2 6 . 9C03 . C10 . ol . np Method 
1 End 
6498441 Score 
1..113, 306. .740, 912. .1499 

(AP000815) EST C7278 6 (E2258 ) corresponds to. a region of the 
predicted gene.; Similar, to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



OJ990519__26.9C03.C10 
+ 

1499 
AAT/NAP 
1499 
1709 



31542 Seq. ID 

65306 Strand 

1 / - - • End 
OJ990519__26. 9C03 . C10 vol . gs Method 

80 End 

none Score 
80. . 1365 



OJ990519_26. 9C03.C10 

+ 

1499 
GENSCAN 
1365 
.71 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



31542 
65306 
1 

OJ990519_26. 9C03 . C10 . ol . tw 

612 

none 



Seq. ID OJ990519_26.9C03.C10 

Strand + 

End 14 99 

Method TBLASTX : Wheat 

End 1046 

Score 235 



612. .863, 627. .«3b, 677. .853, 897. .1046, 897. .1043, 908. .1045 
31542 Seq. ID OJ990519 26.9C03.C10 



31560 




Gene No. 


65306 




Strand 


+ 






Start 


1 




End 


1499 






Name 


OJ990519 26.9C03.C10 ol ts 




Method 


TBLASTX: Soybean 




Start 


735 ~~ 




End 


1301 






GI 


5666795 




Score 


68 






Exons 


735-.. 833, 909. .1046, 1101. 


.1301 








GI Descrip. 


■ 4206306 2.0e-10 .(AF049110) 


prpol [Zea 


mays] 






Seq. No. 


31542 




Seq. ID 


OJ990519_26 


. 9C03. 


C10 


Gene No. 


65306 




Strand 


+ 






Start 


1 




End 


1499 






Name 


OJ990519 26 9C03 C10 o2 tw 




Method 


TBLASTX: Wheat 




Start 


1049 ~~ 




End 


1361 






GI 


none 




Score 


192 






Exons 


1049.. 1225, 1101.. 1361 












Seq. No. 


31543 




Seq. ID 


OJ990519_26 




Cll 


Gene No. 


65307 




Strand 








Start 


1 




End 


7952 






Name 


OJ990519 26.9C03.Cll.ol.np 




Method 


AAT/NAP 






Start 


1 




End 


7952 






GI 


4680186 




Score 


270 






Exons 


1..22, 5913. .6109, 6549. .6691 


, 7915. .7952 






GI Dgsciid 


(AF111709} unknown TOrv7A ■ 


sativa subsp 


t nH i c ^ 1 
• liiuiLa j 






Seq. No. 


31544 




Seq. ID 


wu zf z? \j *j ± y 6 u 


9C03 


C12 


Gene No. 


65308 




Strand 


+ ~~ 






Start 


329 




End 


700 






Name 


OJ990519 26. 9C03 . C12 . ol . gs 




Method 


GENSCAN 






Start 


329 




End 


700 






GI 


none 




Score 


.9 






Exons 


329. .700 












Seq. No. 


31544 




Seq. ID 


OJ990519_26 




C12 


Gene No. 


65309 




Strand 


+ 






Start 


1876 




End / 


2179 






Name 


OJ990519 26.9C03.C12.o2.gs 




Method 


GENSCAN " 






Start 


1876 




End 


2179 






GI 


none 




Score 


.44 






Exons 


1876.. 1955, 2120.. 2179 












Seq. No. 


31545 




Seq. ID 


OJ9905I9_23 


. 9C13. 


CI' ■ 


Gene No. 


.65310 




Strand 


+ 






Start 


591 




End- 


1364 






Name 


OJ990519 23.9C13.Cl.ol.gs 




Method 


GENSCAN 






Start 


591 




End 


1364 






GI 


none 




Score 


. 67 






Exons 


591. .610, 1178. .1364 












Seq. No. 


31545 




Seq. ID 


OJ990519_23, 


. 9C13. 


CI 


Gene No . 


65311 




Strand 


+ 






Start 


9464 




End 


10755 






Name 


OJ990519 23. 9C13 . CI . o3 . gs 




Method 


GENSCAN 






Start 


9464 




End 


10755 






GI 


none 




Score 


.8 






Exons 


9464.. 9602, 9700.. 9875, 9910. 


.10132, 10274. . 10480, 


10622 


. .10755 



31561 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31545 
65311 
9464 

OJ990519_23. 9C13.Cl.ol.np 

9988 

6714305 



Seq. ID OJ990519_23.9C13.C1 

Strand + 

End 10755 

Method AAT/NAP 

End 10704 

Score 266 



9988. .10132, 10245. .10522, 10622. .10704 
(AC013354')"" F15H18 . 4 [Arabidopsis thaliana] 



31545 
65312 
2867 

OJ990519 23.9C13.Cl.ol.tm 



Seq. ID OJ990519_23.9C13.C1 
Strand 

End 6586 

_ Method TBLASTX: Maize 

848 End 1268 

none Score 58 

848. .943, 860. .940, 985. .1041, 990. .1043, 1039. .1239, 
1045. .1239, 1047. .1268 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31545 
65312 
2867 

OJ990519_23. 9C13 . CI . o2 . gs 

2867 

none 



Seq. ID OJ990519_23. 9C13.C1 
Strand 

End 6586 

Method GENSCAN 

End 6586 

Score .77 



2867.. 3208, 6122.. 6193, 6234.. 6367, 6373.. 6496, 6572.. 6586 



31545 
65313 
9982 

OJ990519_23. 9C13 . CI . o2 . tm 

9982 

none 



Seq. ID OJ990519_23.9C13.C1 
Strand 

End 10692 

Method TBLASTX : Mai ze 

End 10464 

Score 128 



9982. .10119, 9987. .10118, 10203. .1044 5, 10300. .104 64 



31545 
65313 
9982 

OJ990519_23. 9C13 . CI . ol . ts 

9994 

none 



Seq. ID OJ990519_23. 9C13.C1 
Strand 

End 10692 

Method TBLASTX : Soybean 

End 10692 

Score 134 



9994. .10110, 10005. .10127, 10300. .104 94, 10320. .10478, 
10615.. 10692 



Seq. No. 31545 

Gene No. 65313 

Start 9982 

Name OJ990519_23 . 9C13 . CI . ol . tc 

Start 10308 

GI none 

Exons 10308. .10514, 10315.. 10482 



Seq. ID OJ990519_23-. 9C13.C1 
Strand 

End 10692 

Method TBLASTX : Cress 

End 10514 

Score 187 



Seq. No. 31546 . 

Gene No. 65314 

Start 2919 

Hdiue OJ9905I9__23 . 9CI3 . C2 . ol . gp 

Start 2919 

GI 3117 1.R1084 



Seq. ID OJ990519_23. 9C13.C2 

Strand + 

End 12381 

Method AAT/GAP 

End 5359 

Score 1304 



31562 



4 



Exons 2919.. 3103, 4449.. 4646, 4910.. 5145, 5276.. 5359 

GI Descrip. '2252840 3.0e-09 (AF013293) contains regions of similarity to 
Haemophilus influenzae permease (SP:P38767) [Arabidopsis 
thaliana] >gi_604 9882_gb__AAF027 97 . 1_AF195115_17 (AF195115) 
contains regions of similarity to Haemophilus influenzae 
permease (SP:P38767) [Arabidopsis thaliana] 1 



Seq. No. 31546 Seq. ID 

Gene No. 65314 Strand 

Start 2919 T End 

Name OJ990519_23 . 9C13 . C2 . ol\ np Method 

Start * 3504 End 

GI 4115913 Score 

Exons 3504. .3591, 4540. .4646, 4910. .5142, 5272. .5606, 6072. .6320 

GI Descrip. (AF118222) contains similarity to Iron/Ascorbate family of 

oxidoreductases (Pfam: PF00671, Score=307.1, E=2.2e-88, N=l) 
[Arabidopsis thaliana] gi | 4539409 | emb | CAB40042 . 1 | (AL049524) 
putative flavanone 3-beta-hydroxylase [Arabidopsis thaliana] 



OJ990519_23. 9C13.C2 
+ 

12381 
AAT/NAP 
6320 
327 



Seq. No. 


31546 




Seq. ID 


OJ990519_23. 9C13.C2 


rjpnp No 


65314 




Strand 


+ 


Start 


2919 




End 


12381 


Name 


OJ990519 23.9C13.C2.o3.gs 


Method 


GEN SCAN 


Start 


4107 




End 


12147 


GI 


none 




Score 


.84 


Exons 


4107. . 


4235, 4449. .4646, 4910 


..5145, 5276. .5606, 6072. .6308, 




6935. . 


6970, 7008.. 7166, 8057 


..8102, 8215. .8447, 8718. .9694, 




10172. 


.1.0256, 10372. .10467, 


10577. .10729, 10819. .10926, 




11260. 


.11379, 11480. . 11605, 


11852. . 11935, 12022. .1214 7 


Seq. No. 


31546 




Seq. ID 


OJ990519_23. 9C13.C2 


Gene No. 


65314 




Strand 


+ 


Start 


2919 




End 


12381 


Name 


OJ990519 23.9C13.C2.o2.gp 


Method 


AAT/GAP 


Start 


6341 




End 


6618 


GI 


5005143 


Score 


472 


Exons 


6341. . 


6618 






Seq. No. 


31546 




Seq. ID 


OJ990519_23. 9C13.C2 


Gene No. 


65314 




Strand 


+ 


Start 


2919 




End 


12381 


Name 


OJ990519 23. 9C13 :C2 . o2 . np 


Method "* 


AAT/NAP • - - 


Start 


8718 




End 


12147 • 


GI 


45072.23 


Score 


798 


Exons 


8718. . 


9694, 10172. .10256, 10372 .. 104 67, 


10577. .10729, 




10819. 


.10965, 11260. . 11379, 


114 80. .11605, 11852. .11935, 




12022. 


. 12147 






GI Descrip. 


signal 


recognition particle 


receptor ('docking protein 1 ) 



gi|134892|sp|P08240|SRPR_HUMAN SIGNAL RECOGNITION PARTICLE 
RECEPTOR ALPHA SUBUNIT (SR-ALPHA) (DOCKING PROTEIN ALPHA) 
(DP-ALPHA) gi|88607|pir| IA29440 signal recognition particle 
receptor - human gi | 30866 | emb | CAA29608 | (X06272) docking protein 
[Homo sapiens] 



beq. no. 
Gene No. 
Start 



Jis4 b 
65314 
2919 



Seq. ID OJ990519_23.9C13.C2 
Strand + 
End 12381 



31563 



Name 

Start 

GI 

Exons 



GI Descrip. 



OJ990519_23 . 9C13 . C2 . o3 . gp Method AAT/GAP 

9389 End 12381 

2017_1.R1084 Score 2693 

9389.. 9694, 10172 .. 10256, 10372 104 67 , 10577 10729, 

10819. . 10926, 11260. .11379, 11480 11605, 11852 .. 11935 , 

12022. .12381 

'4507223/ref |NP_003130. l|pSRPR| 1.0e-102 signal recognition 
particle receptor ('' docking protein 11 ) 

>gi_134892_sp_P08240_SRPR_HUMAN SIGNAL RECOGNITION PARTICLE 
RECEPTOR ALPHA SUBQNIT (SR-ALPHA) (DOCKING PROTEIN ALPHA) 
(DP-ALPHA) >gi_88607_pir A29440 signal recognition particle 





receptor - human >gi 30866 


emb CAA29608 (X06272) docking 




protein [Homo sapiens] 1 








Seq. No. 


31546 


Seq. ID 


OJ990519_ 


_23. 9C13.C2 


Gene No. 


65315 


Strand 


+ 




Start 


18122 


End 


20139 




Name 


OJ990519 23.9C13.C2.o4.np 


Method 


AAT/NAP 




Start 


18122 


End 


20139 




GI 


6721512 


Score 


64 




Exons 


18122. .18257, 19924. .20139 








\J -L. JUJ L V-f . 


(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


31546 


Seq. ID 


OJ990519_ 


23. 9C13.C2 


Gene No . 


65316 


Strand 






Start 


13177 


End • 


17666 




Name 


OJ990519 23.9C13.C2.o3.np 


Method 


AAT/NAP 




Start 


13177 


End 


17666 




GI 


1402878 


Score 


892 




Exons 


13177. .13252, 1334 1 .. 13427 , 


13549. .13667, 13779. 


.14017, 




14109. .14165, 14264 .. 14350, 


14442. .14983, 17206. 


.17385, 




17548. .17666 








GI Descrip. 


(X98130) unknown [Arabidopsis thaliana] 






Seq. No. 


31546 


Seq. ID 


OJ990519_ 


_23.9C13.C2 


Gene No. 


65316 


Strand 






Start 


13177 


End 


17666 




Name 


OJ990519 23.9C13.C2.o4.gp 


Method 


AAT/GAP 




Start 


13183 


End 


13916 




GI 


2800839 


Score 


571 




Exons 


13183. .13254, 13341. .134 27, 


13548. .13667, 13779. 


. 13916 


GI Descrip. 


- 5668808/gb|AAD46034 . 1 1 AC007519" 19 9.0e- 


-21 (AC007519) F16N3 




[Arabidopsis thaliana] 








Seq. No. 


31546 


Seq. ID 


OJ990519_ 


23. 9C13.C2 


Gene No. 


65316 


Strand 






Start 


13177 


End 


17666 




Name 


OJ990519 23.9C13.C2.o4.gs 


Method 


GENSCAN 




Start 


13684 


End 


17496 




GI 


none 


Score 


. 43 




Exons 


13684. .14017, 14109. . 14165, 


14264. .14350, 14442. 


. 14983, 




17206. .17496 








Seq. No. 


31546 


Seq. ID 


OJ990519_ 


23. 9C13.C2 


Gene No. 


65316 


Strand 






Start 


13177 


End 


17666 




Name 


OJ990519_23.9C13.C2.o5.gp 


Method 


AAT/GAP 





31564 




Start 15397 End 17366 

GI 4715947 Score 1050 

Exons 15397. .15417, 15873 . . 16264 , 17206.. 17366 

GI Descrip. 2252840 3.0e-09 (AF013293) contains regions of similarity to 
Haemophilus influenzae permease (SP:P38767) [Arabidopsis 
thaliana] >gi_604 9882_gb_AAF027 97 . 1_AF195115_17 (AF195115) 
contains regions of similarity to Haemophilus influenzae 
permease (SP:P38767) [Arabidopsis thaliana] 



Seq. No. 


31546 








Seq. ID OJ990519 


_23.9C13.C2 


Gene No. 


65317 








Strand 




Start 


17788 








End 18939 




Name 


OJ990519 23. 


.9C13 


.C2.o5.gs 


Method GENSCAN 




Start 


17788 








End 18939 




GI 


none 








Score . 4 3 




Exons 


17788 


. .17947, 18649. .18772, 


18813. . 18939 




Seq. No. 


31546 








Seq. ID OJ990519 


23.9C13.C2 


Gene No. 


65318 








Strand 




Start 


20364 








End 20675 




Name 


OJ990519 23. 


9C13, 


.C2.o5.ts 


Method TBLASTX: 


Soybean 


Start 


5018 








End ■ 6311 


GI 


none 








Score 94 




Exons 


5018. , 


.5164, 


5274. 


..5444, 5453 


..5608, 5454. .5612, 


6045. . 6200, 




■ 6225., 


.6311 










Seq. No. 


31546 








Seq. ID OJ990519 


23. 9C13.C2 


Gene No. 


65318 








Strand 




Start 


20364 








End 20675 




Name 


OJ990519 23. 


9C13. 


.C2.o2.tm 


Method TBLASTX: 


Maize 


Start 


8699 








End 12310 




GI 


none 








Score 517 




Exons 


8699. . 


.8920, 


8703, 


..9035, 8814 


..8945, 8989. .9033, 


9033. . 9158, 




9055. . 


.9123, 


9282. 


..9344, 9290 


..9343, 9292. .9345, 


9306. . 9380, 




9341. . 


.9373, 


9346. 


,.9375, 9376 


. .9501, 9421. .9498, 


9480. . 9572, 




9494 . . 


, 9607, 


9495. 


,.9605, 9499 


..9627, 9499. .9606, 


9660. .9.692, 




9662. . 


. 9694, 


10170. . 10256, 10173. .10256, 10180. . 


10260, 




10370. 


, .10444, 10371. .10463, 


10372. .10467, 10571 


. .10753, 




10574. 


, .10729 


>, 10576. .10734, 


10810. .10935, 10814 


. . 10924, 




10816. 


.10929, 11254. .11379, 


11257. .11361, 11259 


..11381, 




11477. 


, .11611, 11477. .11608, 


11479. .11619, 11849 


. .11938, 




11851. 


, . 11937 


, 12020. .12169, 


12021. .12146, 12021 


..12170, 




12022. 


. 12150, 12208. .12300, * 


12218. .12310-, 12222 


..;i2299 


Seq. No. 


31546 








Seq. ID OJ990519 


_23. 9C13.C2 


Gene No. 


65318 








Strand 




Start 


20364 








End 20675 




Name 


OJ990519 23. 


9C13. 


C2.o2.tw 


Method TBLASTX : Wheat 


Start 


8711 








End 9035 




GI 


none 








Score 93 




Exons 


8711. . 


8767, 


8714. 


.8782, 8790 


. .8861, 8853. .9035, 


8853. .8945, 




8864 . . 


9034 










Seq. No. 


31546 








Seq. ID OJ990519_ 


_23.9C13.C2 


r~> -kt - 

OCiiC L\KJ . 


6531 8 








Strand 




Start 


20364 








End 20675 




Name 


OJ990519_23. 


9C13. 


C2.o3.tc 


Method TBLASTX : Cress 



31565 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8715 
none 



End 
Score 



8715. .8768, 8787. .8897, 8880. .8924 



31546 
65318 
20364 

OJ990519_23. 

8717. 

none 

8717. .8764, 
9039. .9158, 



9C13.C2.o3. ts 



8718. .8768, 
9314 . . 9373, 



8793. 
9318. 



Seq. ID 

Strand 

End 

Method 

End 

Score 
.8876, 8E 
.9401 



31546 Seq. ID 

65318 Strand 

20364 End 

OJ99051 9_23 . 9C13 . C2 . o2 . ts Method 

9480 End 

none Score 

9480. .9572, 9660. .9692 



8924 
80 



OJ990519_23.9C13.C2 
20675 

TBLASTX: Soybean 

9401 

79 

80. .9035, 8880. .8942, 



OJ990519_23.9C13.C2 
20675 

TBLASTX: Soybean 

10896 

64 



10128. .10256, 10170. .10256, 
10344. .10463, 10372 .. 104 64 , 10566 .. 10730 , 10571 .. 10753 , 
10573. . 10749, 108 10 108 96, 10818.. 10895 



31546 
65318 
20364 

OJ990519_23. 9C13.C2.ol .tw 

9562 

none 



OJ990519 23.9C13.C2 



Seq. ID 
Strand 
End 

Method 
End 
Score 

9562. .9693, 9568. .9606, 9641. .9694, 10170 .. 10256, 10170 .. 10256, 
10171. . 10257, 10370. .10465, 10371 .. 10466, 10371 .. 10475, 
10372. . 10467, 10373 .. 104 68 , 10571 .. 1064 5, 10574 .. 10645, 
10575. . 10646 



20675 

TBLASTX : Wheat 

10646 

113 



Seq. No. 31546 
Gene No. 65318 
Start 20364 

Name OJ990519_23 . 9C13 . C2 . o4 . tw 

Start 10705 
GI none 
Exons 10705. 

10816, 

11259. 



,10740, 10705. 
,10929, 11254. 
,11381 



Seq. ID OJ990519_23. 9C13.C2 
Strand 

End 20675 
Method TBLASTX : Wheat 
End 11386 
Score 55 
,10734, 10810. .10935, 10814 .. 10924 , 
,11379, 11257. .11361, 11258 .. 11386, 



Seq. No. 


31546 






Seq. ID 


OJ990519_23. 9C13 


.C2 


Gene No. 


65318 






Strand 






Start 


20364 






End 


20675 




Name 


OJ9905 


19__23.9C13.C2. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


11254 






End 


12191 




GI 


none 






Score 


187 




Exons 


11254 . 


.11379, 11258. 


.11395, 


11259. . 113? 


31, 11462. . 11608, 






11470. 


.11586, 11477. 


. 11611, 


1184 9. . 11938, 11851. . 11937, 






12011. 


.12121, 12021. 


. 12125, 


12021. . 12191, 12022. .12147 




Seq. Nu . 


3154 6 






Seq. ID 


OJ990519_23. 9C13 


.C2 


Gene No. 


65318 






Strand 






Start 


20364 






End 


20675 





31566 



Name OJ990519_23 . 9C13 . C2 . o3 . tw Method TBLASTX : Wheat 

Start 11552 End 12147 

GI none Score 72 

Exons 11552. .11611, 11849 .. 11938, 11851 .. 11937 , 12021 1214 6, 
12021. .12146, 12022.. 12147 



Seq. No. 


31546 








Seq. ID 


OJ990519 


_23.9C13 


Gene No. 


65318 








Strand 






Start 


20364 








End 


20675 




Name 


OJ990519 23.9C13.C2. 


ol.ts 


Method 


TBLASTX : 


Soybean 


Start 


13338 








End 


17380 




GI 


none 








Score 


105 




Exons 


13338. 


.13436, 


13573. 


.13674, 


13754. .14020, 13777 


. .14019, 




14114. 


.14164, 


14115. 


.14198, 


14266. .14349, 14444 


. .14536, 




14699. 


.14983, 


14700. 


.14984, 


17195. .17380, 17203 


. .17379 



Seq. No. 31546 

Gene No. 65318 

Start 20364 

Name OJ990519_23 . 9C13 . C2 . o4 . tm 

Start 13338 

GI none 

Exons 13338. .13433, 13552 1367 4 , 13555.. 13668 



Seq. ID OJ990519 23.9C13.C2 



Strand 
End 

Method 

End 

Score 



20675 

TBLASTX: Maize 
13674 
89 



Seq. No. 31546 

Gene No. 65318. 

Start 20364 

Name OJ990519_23 . 9C13 . C2 . ol . tc 

Start • 13389 

GI none 

Exons 13389. . 13433, 13552 .. 13674 , 
13778. .14020, 14266 .. 1434 9, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

13631 

14442 



OJ990519 23.9C13.C2 



20675 

TBLASTX: Cress 
14516 
57 

13669, 13777. .14019, 
14516, 14444. .14515 



Seq. No. 


31546 






Seq. ID 


OJ990519_23. 9C13 


C2 


Gene No. 


65318 






Strand 






Start 


20364 






End 


20675 




Name 


OJ9905 


19_23. 9C13.C2 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


13774 






End 


14626 




GI 


none 






Score 


219 




Exons 


13774 . 


.14016, 13774 


. .14016, 


13775. .14 017, 14108. .14161, 






14108. 


.14167, 14109 


. .14201, 


142 60. .14 352, 142 66 .. 1434 9, 






14268. 


.14354, 14432 


. .14626, 


14 4 39. .14 519, 14 4 4 4. .14536 




Seq. No. 


31546 






Seq. ID 


OJ990519_23.9C13 


C2 


Gene No. 


65318 






Strand 






Start 


20364 






End 


20675 




Name 


OJ9905 


19_23.9C13.C2 


o2. tc 


Method 


TBLASTX: Cress 




Start 


14702 






End 


17385 




GI 


none 






Score 


39 




Exons 


14702. 


.14983, 14712 


.14828, 


14 8 83. . 14 984, 17203. . 17385 





Seq. No. 31546 Seq. ID OJ990519_23 . 9C13 . C2 

Gene No. 65318 Strand 

Start 20364 End 20675 

Name OJ9905I9_23. 9uI3.C2 ,oJ. tm Method TBLASTX : Maize 

Start 14739 End 17397 

GI none Score 327 



31567 




Exons 


14739.. 14 98 4, 14741.. 14 98 3, 


17195. . 17392, 17203 


. 17397 


Seq. No. 


31546 


Seq. ID 


OJ990519_ 


_23.9C13.C2 


Gene No. 


65318 


Strand 






Start 


20364 


End 


20675 




Name 


OJ990519 23. 9C13 . C2 . 06 . gs 


Method 


GENSCAN 




Start 


20364 


End 


20675 




GI 


none 


Score 


. 55 




Exons 


20364. .20675 








Seq. No. 


31547 


Seq. ID 


OJ990519 


_23.9C13.C4 


Gene No. 


65319 


Strand 


+ 




Start 


1365 


End 


37 68 




Name 


OJ990519 23. 9C13. C4 .ol.gs 


Method 


GENSCAN 




Start 


1365 ~~ 


End 


3768 




GI 


none 


Score 


.78 




Exons 


1365. .1389, 3052.. 3270, 3668 


. .3768 






Seq. No. 


31547 


Seq. ID 


OJ990519 


23 . 9C13 . C4 


Gene No. 


65319 


Strand 


+ 




Start 


1365 


End 


3768 




Name 


OJ990519 23.9C13.C4.ol.np 


Method 


AAT/NAP 




Start 


2089 


End 


2217 




GI 


5852093 


Score 


61 




Exons 


2089. .2217 








GI Descrip. 


(AL117264) zwhl6.1 [Oryza sativa] 






Seq. No. 


31547 


Seq. ID 


OJ990519_ 


_23.9C13.C4 


Gene No. 


65320 


Strand 






Start 


4259 


End 


7772 




Name 


OJ990519 23. 9C13.C4 . o2 . gs 


Method 


GENSCAN 




Start 


4259 


End 


7772 




GI 


none 


Score 


.51 




Exons 


4259. .4411, 5594. .5638, 6551 


..6731, 7361. .7547, 


7616. . 7772 


Seq. No. 


31548 


Seq. ID 


OJ990519_ 


_23.9C13.C5 


Gene No. 


65321 


Strand 


-f 




Start 


412 


End' 


• 1252 




Name 


OJ990519 23. 9C13 . C5; ol . gs 


Method 


' GENSCAN 




Start 


412 


End 


1252 




GI 


none • 


Score 


.5 




Exons . 


412. .469, 841. .981, 1081. .1157, 1163.. 


1252 




Seq. No. 


31548 


Seq. ID 


OJ990519_ 


23 9C13 C5 


Gene No. 


65322 


Strand 


+ 




Start 


4089 


End 


7087 




Name 


OJ990519 23.9C13.C5.ol.np 


Method 


AAT/NAP 




Start 


3283 


End 


7087 




GI 


6721547 


Score 


99 




Exons 


3283. .3366, 6999. .7087 








GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib. 


(AB013448) 


Seq. No. 


31548 


Seq. ID 


OJ990519_ 


?^ Qpi ^ rs 


Gene No. 


65322 


Strand 


+ 




Start 


4089 


End 


7087 




Name 


OJ990519 23. 9C13.C5.o2 .gs 


Method 


GENSCAN 




Start 


4089 


End 


5119 






3156 


3 







GI 


none 


Score 


.86 






Exons 


4089. .4121, 4970. .5119 










Seq. No. 


31548 


Seq. ID 


OJ990519_ 


_23. 9C13 


,C5 * 


Gene No. 


65323 


Strand 


+ 






Start 


11463 


End 


13838 






Name 


OJ990519 23. 9C13 . C5 . ol . gp 


Method 


AAT/GAP 






Start 


11463 


End 


13838 






GI 


none 


Score 


1111 






Exons 


11463. . 11642, 11713. . 11785, 


13474 . . 138 


38 






Seq. No. 


31548 


Seq. ID 


OJ990519_ 


_23.9C13 


.C5 


Gene No. 


65323 


Strand 


+ 






Start 


11463 


End 


13838 






Name 


OJ990519 23. 9C13 . C5 . o2 . np 


Method 


AAT/NAP 






Start 


12506 


End 


12664 






GI 


100488 


Score 


98 






Exons 


12506. .12664 










GI Descrip. 


TNP2 protein - garden snapdragon 








Seq. No. 


31548 


Seq. ID 


OJ990519_ 


23.9C13 


.C5 


Gene No. 


65324 


Strand 


+ 






Start 


16738 


End 


19384 






Name 


OJ990519 23. 9C13.C5.o4 .gs 


Method 


GENS CAN 






Start 


16738 


End 


19384 






GI 


none 


Score 


.7 






Exons 


16738. .16917, 18787 .. 18853, 


18905. .19069, 19212. 


.19384 




Seq. No. 


31548 


Seq. ID 


OJ990519_ 


23. 9C13, 


.C5 


Gene No. 


65325 


Strand 








Start 


6313 


End 


15163 






Name 


ojyyuoiy zJ.ycio.C5.oo.gs 


Method 


GENSCAN 






Start 


6313 


End 


15163 






GI 


none 


Score 


.47 






Exons 


6313.. 6378, 6791.. 6921, 7029 


..7251, 11583. .11724 


, 14 901. 


. . 15163 


Seq. No. 


31549 


Seq. ID 


OJ990519_ 


23.9C13, 


.C6 


Gene No. 


65326 


Strand 


+ 






Start 


2083 


End 


2298 






Name 


OJ990519 23. 9C13 . C6 . ol . gp 


Method 


AAT/GAP 






Start 


2083 


End 


2298 






GI 


287171 


Score 


432 






Exons- ■ 


2083.-.2298 










Seq. No. 


31550 


Seq. ID 


OJ990519 


23. 9C13. 


,C7 


Gene No. 


65327 


Strand 


+ 






Start 


1 


End 


324 






Name 


OJ990519 23.9C13.C7.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


318. 






GI 


4220524 


Score 


243' 






Exons 


1. .318 










GI Descrip. 


(AL035356) putative protein 


[Arabidops. 


is thaliana] 




Seq. No. 


31550 


Seq. ID 


OJ990519_ 


23. 9C13. 


C7 


Gene Nu . 


65327 


Strand 


+ 






Start 


1 


End 


324 






Name 


OJ990519_23. 9C13 . C7 . ol . gs 


Method 


GENSCAN 







31569 




Start 


61 






End 


324 




GI 


none 






Score 


. 65 




Exons 


61. .324 












Seq. No. 


31550 






Seq. ID 


OJ990519 23.9C13 


.C7 


Gene No. 


65328 






Strand 


+ 




Start 


252 






End 


.733 




Name 


OJ990519 23.9C13.C7. 


ol 


. ao 
• 


Method 


AAT/GAP 




Start 


252 






End 


733 




GI 


3760052 






Score 


803 




Exons 


252. .733 












Seq. No. 


31550 






Seq. ID 


OJ990519_23.9C13 


.C7 


Gene No. 


65329 






Strand 






Start 


651 






End 


1175 




Name 


OJ990519 23.9C13.C7. 


ol 


. tm 


Method 


TBLASTX • Mai ze 




Start 


126 ~ 






End 


305 




GI 


none 






• Score 


77 




Exons 


126. .203, 126. .305, 


127. .300, 


281 . . 301 






Seq. No. 


31550 






Seq. ID 


OJ990519_23.9C13 


.CI 


Gene No. 


65329 






Strand 






Start 


651 






End 


1175 




Name 


OJ990519 23.9C13.C7. 


ol 


to- 


Mpj- hnti 

L J ^ L 11 \*r V*^l 


TRT.ASTX • rrp99 




Start • 


127- . ~ 






End 


312 




GI 


none 






Score 


195 




Exons 


127 . . 312, 147 . . 311 












Seq. No. 


31550 






•Seq. ID 


OJ990519_23.9C13 


CI 


Gene No. 


65329 






Strand 






Start 


651 






End 


1175 




Name 


OJ990519 23.9C13.C7. 


ol 


ts 


Met hod 


TBLASTX • Sovhpan 




Start 


127 ~ 






End 


306 




GI 


none 






Score 


268 




Exons 


127 . . 306, 129. . 305 












Seq. No. 


31550 






Seq. ID 


OJ990519_23.9C13, 


CI 


Gene No. 


65329 






Strand 






Start 


651 






End 


1175 




Name 


OJ990519 23 . 9C13 . C7 . 


o2. 


gs 


Mpf h od 






Start 


651 ~ 






End * 


1175 




GI 


none 






Score 


.65 * - - - - 




Exons 


651 . .769, 1048 . . 1175 












Seq. No. 


31551 






Seq. ID 






Gene No. 


65330 






Strand 


+ ~ 




Start 


545 






End 


630 




Name 


v; OJ990519 23.9C13.C8. 


ol. 


gp 


Method 


AAT/GAP 




Start 


""545 






End 


630 




GI 


LIB3477-003-P1-K1-E9 






Score 


122 




Exons 


545. . 630 













GI Descrip. f 24 98586/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 

Seq. No. 31551 Seq. ID OJ990519_23 . 9C13 . C8 

Gene No. 65331 Strand 



31570 




Start 


43 






End 


276 




Name 


OJ990519 


23. 9C13.C8 


. ol . qs 


Method 


GENSCAN 




Start 


43 






End 


276 - 




GI 


none 






Score 


. 67 




Exons 


43. .276 












Seq. No. 


31552 






Seq. ID 


OJ990519 23. 9C13 


.C9 


Gene No. 


65332 






Strand 






Start 


1 






End 


623 




Name 


OJ990519 


_23.9C13.C9 


.ol.np 


Method 


AAT/NAP 




Start 


1 






End 


623 




GI 


6705984 






Score 


771 




Exons 


1. .623 












GI Descrip. 


(AB033235) gag-pol polyprotein [Oryza 


sativa ] 




Seq. No. 


31552 






Seq. ID 


OJ990519_23. 9C13 


.C9 


Gene No.. 


65332 






Strand 






Start 


1 






End 


623 




Name 


OJ990519 


_23.9C13.C9 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


5 






End 


236 




GI 


none 






Score 


86 




Exons 


5.'. 235, i 


i. .235,- 15. 


.236 








Seq. No. 


31552 






Seq. ID 


OJ990519_23. 9C13 


.C9 


Gene No. 


65332 






Strand 






Start 


1 






End 


623 




Name 


OJ990519 


_23.9C13.C9 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


14 






End 


403 




GI 


none 






Score 


269 




Exons 


14 . .403, 


15. .401 










Seq. No. 


31552 






Seq. ID 


OJ990519_23. 9C13 


.C9 


Gene No. 


65332 






Strand 






Start 


1 






End 


623 




Name 


OJ990519 


_23.9C13.C9 


. ol . gs 


Method 


GENSCAN 




Start 


78 






End 


367 




GI 


none 






Score 


. 51 




Exons 


78. .367 












Seq. No. 


31552 






Seq. ID 


OJ990519_23. 9C13 


C9 


Gene No. 


65332 






Strand 






Start 


1 






End 


623 




Name 


- OJ990519 


_23.9C13.G9 


ol.. tm 


Method . 


.TBLASTX: Maize 




Start 


242 






■ End 


619 




GI 


none 






Score 


78 




Exons 


242. .619, 


387. .527 










Seq. No. 


31552 






Seq. ID 


OJ990519_23.9C13. 


C9 


Gene No. 


65332 






Strand 






Start 


1 






End 


623 




Name 


OJ990519 


23.9C13.C9 


o2.tw 


Method 


TBLASTX : Wheat 




Start 


434 






End 


619 




GI 


none 






Score 


121 




Exons 


434 . . 619, 


440. .-610 










Seq. No. 


31553 






Seq. ID 


OJ990519_23.9C13. 


C10 


Gene No. 


65333 






Strand 







31571 



Start 


2797 




End 


5473 


Name 


OJ990519 23.9C13.C10 


. o2 . gs 


Method 


GENSCAN 


Start 


2797 




End 


5473 


GI 


none 




Score 


.4 


Exons 


2797. .3064, 3071. .3224, 3465. .3632, 3769. .3838, 4108. .4 




4433..45S3, 5028.. 5212, 5315.. 5473 




Seq. No. 


31553 




Seq. ID 


OJ990519_23. 9C13 


Gene No. 


65334 




Strand 




Start 


11096 




End 


16195 


Name 


OJ990519_23. 9C13.C10 


. o4 . gs 


Method 


GENSCAN 


Start 


11096 




End 


16195 


GI 


none 




Score 


.55 


Exons 


11096. .11201, 11249. 


. 11529, 


11781. .11902, 12015. .12216, 




12310. .12408, 12517. 


. 12603, 


13226. .13522, 1354 5 .. 13734 , 




13782 . . 13908, 16042 . 


. 16195 






Seq. No. 


31553 




Seq. ID 


OJ990519_23. 9C13 


Gene No. 


65334 




Strand 




Start 


11096 




End 


16195 


Name 


OJ990519 23.9C13.C10 


. ol . np 


Method 


AAT/NAP 


Start 


11254 




End 


14397 


GI 


4160298 




Score 


470 


Exons 


11254. .11426, 11472. 


. 11529, 


11781. .11902, 12015. . 12216, 




12310 ... 12408, 12517. 


. 12603, 


13226. .133 


31, 14233.. 14397 


GI Descrip. 


(AJ011892) cyclin D2 


. 1 protein [Nicotiana tabacum] 


Seq. No. 


31553 




Seq. ID 


OJ990519_23. 9C13 


Gene No. 


65335 




Strand 




Start 


16689 




End 


17131 


Name 


OJ990519 23.9C13.C10 


. ol . tm 


Method 


TBLASTX: Maize 


Start 


11772 




End 


13376 


GI 


none 




Score 


41 


Exons 


11772. .11903, 11869. 


. 11904, 


12005. .12211, 12013. . 12219, 




12304. .12426, 12308. 


.12409, 


12515. .12592, 12517. . 12 606, 




12650. . 12679, 13202 . 


.13249, 


13223. . 1324 9, 13301. . 13375, 




13314 . . 13376 








Seq. No. 


31553 




Seq. ID 


OJ990519_23. 9C13 


Gene No. 


65335 




Strand 




Start 


16689 




End 


17131 


Name 


OJ990519 23.9C13.C10 


ol.ts 


Method 


TBLASTX: Soybean 


Start. 


. 12028 




. .End 


12609 • 


GI 


none 




Score 


55 


Exons 


12028. .12219, 12113. 


12196, 


12307. .12417, 12311. . 12388, 




12517. .12609 








Seq. No. 


31553 




Seq. ID 


OJ990519_23. 9C13 


Gene No. 


65335 .. 




Strand 




Start 


16689 




End 


17131 


Name 


OJ990519 23.9C13.C10. 


ol. tc 


Method 


TBLASTX: Cress 


Start 


12082 




End 


12621 


GI 


none 




Score 


103 


Exons 


12082. .12219, 12098. . 


12211, 


12307. .12417, 12329. . 124 03, 




12514 .. 1262 1 , 12517.. 


12609 







Seq. No. 



31553 



Seq. ID OJ990519 23.9C13.C10 



31572 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



65335 Strand 
16689 End 17131 

OJ990519_23 . 9C13 . CIO . ol . gp Method AAT/GAP 
16689 End 17131 

LIB3432-059-P1-K1-D8 Score 710 

16689. .17131 

1 5734616/dbj I AP000391.il AP000391 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 ' 



31554 
65336 
1 

OJ990519_23.9C13.Cll.ol.np 



Seq. ID OJ990519_23.9C13.C11 

Strand + 

End 2331 

Method AAT/NAP 

End 2331 

Score 918 



133431 

1..69, 231. .843, 2297. .2331 

DNA-DIRECTED RNA POLYMERASE BETA' CHAIN gi | 66984 | pir ( | RNZMB1 
DNA-directed RNA polymerase (EC 2.7.7.6) beta'-l chain - maize 
chloroplast gi | 12481 | emb | CAA35196 | (X17318) RNA polymerase 
beta-1 subunit (AA 1-683) [Zea mays] gi | 9022 13 | emb | CAA60277 | 





(X86563) RNA polymerase 


beta ' 


subunit 


1 [ Zea mays ] 




Seq. No. 


31554 




Seq. ID 


OJ990519 23 9C13 


. Cll 


Gene No . 


65337 




Strand 






Start 


3171 




End 


3826 




Name 


OJ990519 23.9C13.Cll.ol. 


as 


Method 


GENSCAN 




Start 


3171 




End 


3826 




GI 


none 




Score 


.64 




Exons 


3171. .3259, 37 78. .3826 










Seq. No. 


31554 




Seq. ID 


OJ990519_23. 9C13 


.Cll 


Gene No. 


65338 




Strand 






Start 


4809 




End 


8130 




Name 


OJ990519 23. 9C13.Cll.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


279 




End ' 


499 




GI 


none 




Score 


328 




Exons 


279. .497, 281. .499, 281. 


.499 








Seq. No. 


31554 




Seq. ID 


OJ990519_23. 9C13 


.Cll 


Gene No. 


65338 




Strand 






Start 


4809 




End 


8130 




Name 


OJ990519 23. 9C13.Cll.ol. 


tc - 


Method 


TBLASTX: Cress 




Start 


509 




End 


839 * 




GI 


none 




Score 


480 




Exons 


509. .838, 510. .839, 594. 


.839 








Seq. No. 


31554 




Seq. ID 


OJ990519_23.9C13 


.Cll 


Gene No. 


65338 




Strand 






Start 


4809 




End 


8130 




Name 


OJ990519 23. 9C13.Cll.o2. 


gs 


Method 


GENSCAN 




Start 


4809 




End 


8130 




GI 


none 




Score 


.41 




Exons 


4809. .4972, 6072. .6202, 


6760. 


.6987, 7053. .7238, 8012. .8130 


n u_ 

OC4 . IN U . 


31554 




Seq. ID 


OJ990519_23. 9C13 


Cll 


Gene No. 


65338 




Strand 






Start 


4809 




End 


8130 





31573 



Name 


OJ990519 23.9C13.Cll.o2.tm 


Method 


TBLASTX: Maize 


Start 


5050 


End 


5342 


GI 


none 


Score 


84 


Exons 


5050.. 5172, 5064.. 5162, 5065. 


.5166, 5154. .5210, 5160. .5210, 




5218. .5340, 5220. .5342, 5221. 


.5328 




Seq. No. 


31554 


Seq. ID 


OJ990519 23.9C13 Cll 


Gene No. 


65338 


Strand 




Start 


. 4809 


End 


8130 


Name 


OJ990519 23.9C13.Cll.ol.gp 


Method 


AAT/GAP 


Start 


5066 


End 


5371 


GI 


LIB3475-004-P1-K2-A5 


Score 


405 


Exons 


5066. .5160, 5212. .5371 






GI Descrip. 


1 5777 612/emb|AJ245 900.1 IOSA245900 1 . Oe 


-94 Oryza sativa 




chromosome 4 BAC q3037-207Fl 


complete 


genome 1 


Seq. No. 


31554 


Seq. ID 


OJ990519_23. 9C13.C11 


Gene No. 


' 65338 


Strand 




Start 


4809 


End 


8130 


Name 


OJ990519 23.9C13.Cll.o2.np 


Method 


AAT/NAP 


Start 


6290 


End 


7260 


GI 


6907106 


Score 


339 . - 


.Exons 


6290. .6476, 6553. .6761, 6812. 


.7260 




GI Descrip. 


(AP001129) EST AU068291 (C12960) corresponds to a region of 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 


Seq. No. 


31554 


Seq. ID 


OJ990519_23. 9C13.C11 


Gene No. 


65338 


Strand 




Start 


4809 


End 


8130 


Name 


OJ990519 23. 9C13 . Cll . ol . tm 


Method 


TBLASTX: Maize 


Start 


6388 


End 


6852 


GI 


none 


Score 


84 


Exons 


6388. .6477, 6390. .6467, 6436. 


.6513, 6442. .6537, 6508. .6723, 




6546. .6569, 6553. .6615, 6583. 


.6636, 65 


86. . 6723, 6835. . 6852 


Seq. No. 


31555 


Seq. ID 


OJ990519_23.9C13.C12 


Gene No. 


65339 


Strand 


+ 


Start 


1 


End 


1068 


Name 


OJ990519 23. 9C13 . C12 . ol . np 


Method 


AAT/NAP 


Start 


1 


End 


1068 


GI 


2498930 


Score 


658 


Exons 


1. .24, : 464 . .524, 692. . 1068 






GI Descrip. 


DORSAL-VENTRAL PATTERNING PROTEIN SOG 


(SHORT GAS T RULAT I ON 




PROTEIN) gi 11203794 (U18774) 


Sog [Drosophila melanogaster ] 


Seq. No. 


31555 


Seq. ID 


OJ990519__23.9C13.C12 


Gene No. 


65339 


Strand 


+ 


Start 


1 


End 


1068 


Name 


OJ990519 23.9C13.C12.ol.gs 


Method 


GENSCAN 


Start 


465 


End 


993 


GI 


none 


Score 


.72 


Exons 


465. .524, 692. . 993 






Seq. No. 


31556 


Seq. ID 


OJ990429_11. 9C10.C1 


Gene No. 


6b340 


Strand 




Start 


43 


End 


940 


Name 


OJ990429_11. 9C10.Cl.ol.gs 


Method 


GENSCAN 



31574 




Start 


43 






End 


940 




GI 


none 






Score 


.78 




Exons 


43 . . 117, 


548 . . 666, 


767 .. 940 








Seq. No. 


31556 






Seq. ID 


OJ990429JL1.9C10 


.CI 


Gene No. 


65340 






Strand 






Start 


43 






End 


940 




Name 


OJ990429 


11 . 9C10.C1 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


542 






End 


922 




GI 


none 






Score 


137 




Exons 


542. . 658, 


545. . 676, 


547 . . 672, 


732. . 917 


, 767 . . 922 




Seq. No. 


31556 






Seq. ID 


OJ990429JL1.9C10 


.CI 


Gene No. 


65340 






Strand 






Start 


43 






End 


940 




Name 


OJ990429 


11. 9C10.C1 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


545 






End 


799 




GI 


none 






Score 


148 




Exons 


545 . . 667, 


547 . . 672, 


765 . .797, 


767 . .799 






Seq. No. 


31556 






Seq. ID 


OJ990429 11.9C10 


.CI 


Gene No. 


65340 






Strand 






Start 


43 






End 


940 




Name 


OJ990429 


11.9C10.C1 


.ol .np 


Method 


AAT/NAP 




Start ' 


548 






End 


931 




GI 


4324597 






Score 


287 




Exons 


548. .666, 


767. .931 











GI Descrip. (AF106324) sodium proton exchanger Nhxl [Arabidopsis thaliana] " 
gi| 6650177|gb|AAF21755.1|AF056190_l (AF056190) Na+/H+ exchanger 
[Arabidopsis thaliana] 



Seq. No. 


31557 






Seq. ID 


OJ990429JL1. 9C10 


.C2 


Gene No. 


65341 






Strand 


+ 




Start 


87 






End 


732 




Name 


OJ990429 


11.9C10.C2 


.ol .gs 


Method 


GENSCAN 




Start 


87 






End 


674 




GI 


none 






Score 


.82 




Exons 


87. . 674 












Seq. No. 


31557 






Seq. ID 


OJ990429JL1.9C10 


.C2 


Gene No. 


65341 






Strand 


+ 




Start 


87 






End 


•732 




Name 


. OJ990429 


11.9C10.C2 


.ol,tm. . 


Method 


TBLASTX: Maize 




Start 


282 






End 


681 




GI 


none 






Score 


114 




Exons 


282. .314, 


283. .381, 


355. .396, 


442. .501 


, 455. .619, 460.. 


621, 




512. .622, 


544. .621, 


621. .680, 


622. .681 






Seq. No. 


31557 






Seq. ID 


OJ990429_11.9C10 


.C2 


Gene No. 


65341 






Strand 


+ 




Start 


87 






End 


732 




Name 


OJ990429 


11. 9C10.C2 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


475 






End 


732 




GI 


none 






Score 


130 




Kxons 


47b. .621, 


476. .619, 


628. .732 








Seq. No. 


31558 






Seq. ID 


OJ990429_11.9C10 


.C5 



31575 



# 



Gene No. 65342 Strand + 

Start 1 End 1183 

Name OJ990429_11 . 9C10 . C5 . ol . np Method ■ AAT/NAP 

Start 1 End 1183 

GI 6850895 Score 367 

Exons 1..214, 437. .507, 592. .1183 

GI Descrip. (AL137898) putative protein [Arabidopsis thaliana] 



Seq. No. 31558 Seq. ID 

Gene No. 65342 Strand 

Start 1 End 

Name OJ990429_11 . 9C10 . C5 . ol . ts Method 

Start 167 End 

GI none Score 
Exons 



OJ990429J.1. 9C10.C5 
+ 

1183 

TBLASTX : Soybean 

727 

66 



167. .214, 440. .508, 590. .727, 592. .705 



Seq. No. 31558 Seq. ID 

Gene No. 65342 Strand 

Start 1 End 

Name OJ990429_11 . 9C10 .C5.ol.tc Method 

Start 476 End 

GI none Score 
Exons 



OJ990429_11. 9C10.C5 
+ 

1183 

TBLASTX: Cress 

913 

47 



476. .508, 478. .510, 589. .732, 590. .736, 845. .913 



Seq. No. 31558 ' Seq..- ID 

Gene" No. 65342' Strand 

Start 1 End 

Name OJ9904 2 9_1 1 . 9C10 . C5 . ol . gs Method 

Start 659 End 

GI none Score 

Exons 659.. 1087 



OJ990429_11. 9C10.C5. 
+ 

1183 
GEN SCAN 
1087 
.75 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31559 Seq. ID 

65343 Strand 

1 End 

OJ99042 9_11 . 9C10 . C6 . ol . gp Method 

1 End 

10573 1.R1084 Score 



OJ990429_11. 9C10.C6 

8043 
AAT/GAP 
1590 
1723 



1..370, 660. .827, 924. .1142, 1228. .1371, 1537. .1590 
'2281115/gb|AAC78267.1|AAC78267 5.0e-82 (AC002330) putative 
cullin-like 1 protein [Arabidopsis thaliana] 1 



Seq. No. 


31559 






Seq. ID 


OJ990429_ 


_11.9C10.C6 


Gene No. 


65343 






Strand 






Start 


1 






End 


8043 




Name 


OJ990429 11, 


. 9C10.C6.ol. 


gs 


Method 


GENSCAN 




Start 


269 






End 


8043 




GI 


none 






Score 


.85 




Exons 


269. .370, 660. .827, 924 


. .1142 


, 1228. .1 


371, 1537. 


. .1819, 




1926. .1981, 


2064. .2213, 


2306. 


.2392, 31 


52. .3214, 


3459. .3548, 




3742. .3819, 


3907. .4110, 


4191. 


.4238, 43 


14. .4499, 


5931. .6030, 




6066. .6106, 


6173. .6365, 


6527. 


.6634, 71 


79. .7243, 


7484. .7621, 




7957. .8043 












n _ _. 

JC4. IN U . 


31559 






Seq. ID 


OJ990429_ 


_11.9C10.C6 


Gene No. 


. 65343 






Strand 






Start 


1 






End 


8043 





31576 



Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name ' 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990429_11. 9C10.C6.ol.np Method AAT/NAP 

272 End 6303 

2281115 Score 2411 

272. .370, 660. .827, 924. .1142, 1228. .1371, 1537. .1819, 

1926. .1981, 2064. .2213, 2306. .2392, 3125. .3214, 3299. .3376, 

34S6..3548, 3742. .3819, 4045. .4110, 4314. .4499, 5931. .6030, 

6173. . 6303 

(AC002330) putative cullin-like 1 protein [Arabidopsis thaliana] 



31559 
65343 
1 

OJ990429_11.9C10.C6.o2.gp 
2090 

62845 1.R1084 



Seq. ID OJ990429_11. 9C10.C6 
Strand 

End 8043 

Method AAT/GAP 

End 3353 

Score 643 



2090. .2213, 2306. .2392, 2466. .2501, 3152. .3214, 3299. .3353 
, 2281115/gb|AAC78267.1 IAAC78267 1.0e-39 (AC002330) putative 
cullin-like 1 protein [Arabidopsis thaliana] ? 



31559 
65343 
1 

OJ99042 9_11.9C10.C6.o3.gp 
3981 

58661 1.R1084 



Seq. ID OJ990429_11. 9C10.C6 
Strand 

End 8043 

Method AAT/GAP 

End' 6441 

Score 1370 



3981. .4110, 4191. .4238, 4314. .4499, 5931. .6030, 6173. .6441 
, 2281115/gb|AAC78267.1 IAAC78267 1.0e-74 (AC002330) putative 
cullin-like 1 protein [Arabidopsis thaliana] ? 



31559 
65344 
8224 

OJ99042 9_11.9C10.C6.ol.ts 

235 

none 



Seq. ID OJ990429_11. 9C10.C6 
Strand 

End 9994 

Method TBLASTX : Soybean 

End 6301 

Score 125 



235. .267, 257. .373, 660. .818, 660. .833, 661. .828, 904. .1143, 
906. .1145, 908. .1150, 924. .1124, 1222. .1371, 1227. .1355, 
1228.. 1362, 1235.. 136.6, 1532. .1741, 1534. .1821, 1537. .1833, 
1922. .1984, 1925;. 1984, 2061. .2204, 2063. .2191, 2063. .2215, 
2113. .2214, 2301. .2393, 2306. .2392, 2319. .2393, 2323. .2394, 
2452. .2499, 2463. .2498, 3144. .3230, 3152. .3217, 3302. .3376, 
3303.. 3380, 3456.. 3563, 3457. .3573, 3742 .. 378 9, 3743 .. 3820, 
.3905.. 4066, 3907. ;41JL0, 3907:. 4110, 3918. .4118, 4-182.. 4238, 
4305. .4484, 4313. .4507, 4317. .4499, 5917 .. 6033 , 5928 .. 602 9, 
6166. .6300, 6179. .6301 



Seq. No. 31559 

Gene No. 65344 

Start 8224 

Name OJ990429_11 . 9C10 . C6 . ol . tm 

Start 248 

GI none 
Exons 



OJ990429_11.9C10.C6 
9994 

TBLASTX: Maize 
3930 
82 

248. .373, 252. .371, 256. .372, 302. .376, 660. .818, 661. .825, 
661. .816, 904. .1143, 924. .1124, 1219. .1371, 1228. .1371, 
1229. .1372, 1532. .1«19, 1534. .1821, 1535. .1741, 1905. .1982, 
1922. .1984, 1924. .1974, 1925. .1984, 2061. .2204, 2062. .2214, 
2063. .2215, 2306. .2392, 2313. .2393, 2452. .2502, 2463. .2504, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



31577 




3152. .3214, 
3300. .3380, 
3741. .3788, 



3152. .3214, 
3455. .3550, 
3742. .3789, 



3153. .3215, 
3456. .3578, 
3743. .3790, 




3154. .3216, 
3457. .3558, 
3791. .3820, 



3299. .3376, 
3457. .3591, 
3907. .3930 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31559 
65344 
8224 

OJ990429_11. 9C10.C6.o2. tw 

259 

none 



Seq. ID OJ990429_11. 9C10.C6 
Strand 

End 9994 

Method TBLASTX : Wheat 

End 972 

Score 65 



259.-372, 268.-324, 269. .373, 302. .376, 660. .818, 660. .833, 
661. .825, 904. .972, 924. .968 



31559 
65344 
8224 

OJ990429_11.9C10.C6.o2.tc 
269 
none 



Seq. ID OJ990429_11. 9C10.C6 
Strand 

9994 

TBLASTX: Cress 
2131 
131 



End 

Method 
End 
Score 

269. .373, 649. .828, 660. .833, 904. .1029, 924. .1031, 1059. .1124, 
1228. .1371, 1235. .1366, 1532. .1741, 1534. .1800, 1537. .1833, 
1923. .1982, 1924. .1998, 1925. .1984, 2061. .2129, 2061. .2129, 
2063.. 2131 



Seq. No. 31559 

Gene No. 65344 

Start 8224 

Name OJ99042 9_11 . 9C10 . C6 . ol . tw 

Start 1020 

GI none 

Exons 1020.. 1124, 1021.. 1143, 1022. 

1532. .1723, 1534. .1728, 1535. 



Seq. ID 

Strand 
End ' 
Method 
End 
Score 

.1168, 1219 
, 1729 



OJ990429 11.9C10.C6 



9994 

TBLASTX: Wheat 
1729 
160 

1371, 1229. .1372, 



Seq. No. 31559 

Gene No. 65344 

Start 8224 

Name OJ990429_11 . 9C10.C6.o3. 

Start 2291 

GI ' none 

Exons 2291.. 2395, 2304.. 2348, 
3159. .3218, 3302. .3376, 
3456..3563, 3457.. 3573 

Seq. No. 31559 

Gene No. 65344 

Start 8224 

Name OJ990429_1 1 . 9C10 . C6 . ol . 

Start 3770 

GI none 

Exons 3770.. 3817, 3907.. 4038, 
4313. .4477, 4314. .4481, 

Seq. No. 31559 

Gene No. 65344 

Start 8224 

Name OJ9904 29_11 . 9C10.C6.o2. 

Start 3930 



Seq. ID OJ990429_11.9C10.C6 
Strand 

End 9994 
tc Method TBLASTX : Cress 

'"■ End 3573 
Score 95 
2306. .2392, 3155. .3217, 3155. .3217, 
3303. .3380, 3305. .3382, 3456. .3557, 

Seq. ID OJ990429_11. 9C10.C6 
Strand 

End 9994 
tc Method TBLASTX : Cress 

End 6029 

Score 48 
3907. .4110, 4022. .4108, 4182. .4238, 
4317. .4499, 5928. .6029 

Seq. ID OJ990429_11.9C10.C6 
Strand 

End 9994 

tm Method TBLASTX : Maize 

End 6306 



31578 



GI 

Exons 



none Score" 194 

3930. .4106, 3931. .4107, 3931. .4110, 3972. .4112, 4167. .4244, 

4182. .4238, 4 192 .. 4239, 4305 .. 44 96, 4310. .4501, 4317. .4499, 

4318. .4506, 5924. .5968, 5928. .6029, 5929. .6033, 6012. .6044, 

6166.. 6306, 6171.. 6245, 6173.. 6304 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990429 11.9C10.C6 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31559 Seq. ID _ 

65344 Strand 
8224 End 9994 

OJ990429_11. 9C10.C6.o2.np Method AAT/NAP 

8224 End 9994 

5922620 Score 96 

8224. .8411, 9973. .9994 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016853 |dbj | BAA85196. 1 1 (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



31560 
65345 
177 

OJ990429 
177 
none 
177. 
2766 
4564 



_11.9C10.C7.ol.gs 



710, 883. .1000,. 1840. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
,1931, 2154. 



2924, 3460. .3531, 3607. 
4756 



OJ990429_11. 9C10.C7 
-f 

4770 
GENSCAN 
4756 
.67 

.2216, 2339.. 2437, 



,3808, 3853. .4131/ 4276. .4377, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
•GI 

Exons 



31560 
65345 
177 

OJ9904 2 9_11.9C10.C7.ol.gp 

340 

none 



Seq. ID OJ990429 11.9C10.C7 



Strand 
End 

Method 

End 

Score 



+ 

4770 
AAT/GAP 
2458 
960 



340. .621, 1840. .1931,. 2154. .2216, 2339. .2458 



31560 
65345 
177 

OJ990429 
527 

none . 
527. 
2153 
2753 



11.9C10.C7.o2.ts 



Seq. ID 
Strand 
End 

_ Method 

End 
Score- 

619, 528 .. 620, 1833. .1931, 2144. 
.2233, 2336. .2440, 2338. .2436, 
.2920 



OJ990429_11. 9C10.C7 
+ 

4770 

TBLASTX: Soybean 
2924 

131 ■ ' , 
..2224, 2151. .2237, 
2340. .2447, 2751. .2924, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31560 
65345 
177 

OJ990429_11. 9C10.C7 . o2 . tm 
536 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
536. .610, 537. .620, 567. .620, 1833. .1931, 1833. .1928, 
1840. .1929, 2151. .2237, 2I5i..2219, 2153. .2233, 2336. .2440, 
2336. .2440, 2337. .2447, 2338. .2445, 2511. .2579, 2745. .2864, 
2751. .2861, 2753. .2866 



OJ990429_11. 9C10.C7 

+ .. 

4770 

TBLASTX: Maize 

2866 

114 



31579 



Sea No 


31560 








Seq. ID 


OJ990429 


1 1 Qri n ci 

XX • X VJ . O / 


Gene No. 


65345 








Strand 


+ 




Start 


177 








End 


4770 




Name 


OJ990429 11, 


. 9C10 . 


C7.ol. 


ts 


Method 


TBLASTX : 




Start 


3475 _ 








End 


4622 


GI 


none 








Score 


97 




Exons 


3475. .3531, 


3479 . 


. 3544 , 


3603 . 


.3740, 3603. .3740, 


3607 3741 




3851 . .3892, 


3852 . 


. 3929, 


3856 . 


.3930, 4053.. 4136, 


4274 . . 4375 




4275 4376. 


4275 . 


.4388, 


4279 . 


.4377, 4563. .4622 




Seq. No. 


31560 








Seq. ID 


OJ990429 


_11.9C10.C7 


Gene No . 


65345 








Strand 


+ 




Start 


177 








End 


4770 




Name 


OJ990429 11. 


. 9C10 . 


C7 .o2 . 




Method 


AAT/GAP 




Start 


3475 _ 








End 


4346 




GI 


none 








Score 


712 




Exons 


3475 . . 3531, 


3607 . 


. 3739, 


3853 . 


.391.7, 4056. . 4131, 


4 ?7 6 4346 


Sea No. 


31560 








Seq. ID 


OJ990429 


XX. Z> \~< X \J • / 


Gene No. 


65345 








Strand 


+ 




Start 


177 








End 


4770 




Name 


OJ990429 11 


9C10 . 


C7 . ol . 


tm 


Method 


TBLASTX: 


lid 1LC 


Start 


3651 _ 








End 


4765 




GI 


none 








Score 


153 




F.Mon *=? 


3651 3740 


3652 . 


.3741, 


JO Jt, • 


.3929, 3852. .3929, 


JO JJ. . J JJU, 




4051 4131. 


4053 . 


. 4136, 


4275 . 


.4376, 4275. .4385, 


4?7°j 4^77 




4551 4763 


4563 . 


.4763, 


4567 . 


.4764, 4574. .4765 




Seq. No. 


31560 








Seq. ID 


OJ990429 


_11.9C10.C7 


Gene No . 


65345 








Strand 


•f 




Start 


177 








End 


4770 




Name 


OJ990429 11 


9C10 . 


C7 . ol . 


tc 


Method 


TBLASTX: 


ox c o o 


Start 


4289 ~~ 








End 


4763 




GI 


none 








Score 


123 




Exons 


4289 4375. 


4290 . 


.437 6, 


4551 . 


.4763, 4563..474S, 


4 64 3 47 6? 


Seq. No. 


31560 








Seq. ID 


OJ990429 


_11.9C10.C7 


Gene No . 


65345 








Strand ' 


+ 




Start 


177 








End 


4770 




Name 


OJ990429 11 


9C10 . 


C7 . o3 . 


ts 


Method 


TBLASTX: 




Start 


4631 ~ 








End 


4770 




GI 


none 








Score 


'20-9 




Exons 


4631 4738. 


4632.. 


.4763/ 


4 639 . 


.4764, 4639. .4770 




Sea No 


31561 








Seq. ID 


OJ990429 


XX. J^IU • 


Gene No. 


65346 








Strand 


+ 




Start 


94 








End 


5763 




Name 


OJ990429 11 


9C10. 


C8.ol. 


gs 


Method. 


GENSCAN 




Start 


Q4 ~~ 








End 


5763 




GI 


none 








Score 


.85 




Exons 


94. .204, 646 


..783, 1123 


..1238, 1460. .1544, 2095 


. .2154, 




2791. .2880, 


3671. 


.3871, 


3944 . 


.3988, 4260. .4568, 


4707. .4936, 




5333. .5569, 


5574 . 


.5763 










Seq. No. 


31561 








Seq. ID 


OJ990429_ 


_11.9C10.C8 


Gene No . 


65346 








Strand 


+ 





31580 




Start 


94 






End 


5763 




Name 


OJ990429__11 


-9C10 


.C8 .o2. ts 


Method 


TBLASTX : 


Soybean 


Start 


1158 


- 




End 


3970 


GI 


none 






Score 


112 




Exons 


1158. .1238, 


1159 


..1242, 1457. 


.1522, 1458. .1544, 


2788 . . 2838, 




2792. .2839, 


3206 


..3283, 3207. 


.3284, 3543.. 3608, 


3544 . . 3603, 




3544 . .3624, 


3661 


. .3867,- 3668. 


.3871, 3668. .3799, 


3669. . 3866, 




3670. .3867, 


3923 


. .3970 








Seq. No. 


31561 






Seq. ID 


OJ990429 


_11.9C10.C8 


Gene No. 


6534 6 






Strand 


+ 




Start 


94 






End 


5763 




Name 


OJ990429 11 


. 9C10 


.C8.o2.tc 


Method 


TBLASTX: 


Cress 


Start 


3571 






End 


3988 




GI 


none 






Score 


41 




Exons 


3571. .3603, 


3663 


..3716, 3668. 


.3871, 3673. .3882, 


3923. .3988 


Seq. No. 


31561 






Seq. ID 


OJ990429 


11.9C10.C8 


Gene No. 


65346 






Strand 


+ 




Start 


94 






End 


5763 




Name 


OJ990429 11 


. 9C10 


.C8.o2.np 


Method 


. AAT/NAP 




Start 


3704. 






End 


5570 




GI 


3928093 






Score 


845 




Exons . 


3704 . .3871, 


3944 


..3988, 4260. 


.4353, 4423.. 4568, 


4707. .4936, 




5333. .5393, 


5487 


. .5570 








GI Descrip. 


(AG005770) unknown protein [Arabidopsis thaliana] 


Seq. No. 


31561 






Seq. ID 


OJ990429 


_11.9C10.C8 


Gene No. 


65346 






Strand 


+ 




Start 


94 






End '■" 


5763 




Name 


OJ990429 11 


.9C10, 


-C8.ol.tm 


Method 


TBLASTX: 


Maize 


Start 


3950 






End 


4861 




GI 


none 






Score 


70 




Exons 


3950. .3988, 


4258, 


..4353, 4259. 


.4354, 4281. .4379, 


4421. .4573, 




4422. .4568, 


4682, 


..4861, 4704. 


.4859, 4705. .4860 




Seq. No. 


31561 






Seq. ID 


OJ990429 


_11.9C10.C8 


Gene No*. 


65346 ' 






Strand 


+ 




Start 


94 






End 


5763 




Name 


OJ990429 11, 


■9C10. 


.C8.ol.ts 


Method 


TBLASTX: 


Soybean 


Start 


4425 






End 


4916 


GI' 


none 






Score 


176 




Exons 


.4425. .4568, 


4426. 


..4569, 4439. 


.4573, 4683.'. 4916, 


4696.'. 4887, 




4697. .4915 












Seq. No. 


31561 






Seq. ID 


OJ990429 


_11.9C10.C8 


Gene No. 


65346 






Strand 


+ 




Start 


94 






End 


5763 




Name 


OJ990429 11, 


■9C10. 


,C8 .ol . tc 


Method 


TBLASTX: Cress 


Start 


4710 




End 


5413 




GI 


none 






Score 


259 




Exons 


4710. .4937, 


4712. 


.4915, 5327. 


.5413, 5331.. 5393 




Seq. No. 


31562 






Seq. ID 


OJ990429_ 


_11.9C10.C9 


Gene No 


c c o a n 






Strand 


+ 




Start 


331 






End 


1240 




Name 


OJ990429_11 . 


9C10. 


C9.ol.gs 


Method 


GENSCAN 





31581 



Start 331 End 1240 

GI none Score .67 

Exons 331.. 391, 990.. 1240 



Seq. No. 31562 Seq. ID 

Gene No. 65348 .Strand 

Start 2684 End 

Name OJ9904 29_11 . 9C10 . C9 . ol . gp Method 

Start 2684 End 

GI uOosroM202001e06al Score 

Exons 2684.. 2942, 3025.. 3123, 3207.. 3300 

GI Descrip. '3157934 2.0e-24 (AC002131) Similar 
F09E5.8 gb_U37429 from C. elegans. 



OJ990429_11. 9C10.C9 

3404 
AAT/GAP 
3300 
822 



come from this gene. [Arabidopsis thaliana] 



to hypothetical protein 
ESTs gb_T42019 and gb N97000 



Seq. No. 31562 

Gene No. 65348 

Start 2684 

Name OJ9904 29_11 . 9C10 . C9 . ol . tm 

Start 2830 

GI none 

Exons 2830.. 2943, 2860.. 2949, 3009. 

3024. .3128, 3201. .3341, 3206. 



Seq. ID OJ990429_11. 9C10.C9 
Strand 

End 3404 

Method TBLASTX : Mai ze 

End 3341 

Score 117 

.3125, 3013.. 3123, 3014. .3136, 
.3283, 3208.. 3339 



*Seq. No. 31562 Seq. ID 

Gene No. / 65348 Strand 

Start ' 2684 End 

Name OJ990429_11 . 9C10 .C9 . ol . ts Method 

Start 2868 End 

GI none Score 

Exons 2868.. 2948, 2875.-2952, 3013.. 3123, 

3185. .3337, 3207. .3341, 3211. .3336 



OJ990429_11. 9C10.C9 
3404 

TBLASTX: Soybean 
3341 
97 

3014. .3112, 3024. .3131, 



Seq. No. 


31562 








Seq. ID 


OJ990429JL1. 9C10 


.C9 


Gene No. 


65348 








Strand 






Start 


2684 








End 


3404 




Name 


OJ990429 11 


. 9C10 


.C9.o2. 


gs 


Method 


GENSCAN 




Start 


2868 








End 


3340 




GI 


none 








Score 


.76 




Exons 


2868. .2942, 


3025 


. .3123, 


3207. 


.3340 






Seq. No. 


31562 - * 








Seq. ID- 


OJ9904292"H. 9C10" 


.C9 


Gene No.- 


65348. 








Strand 






Start 


2684 








End 


3404 




Name 


OJ990429 11 


9C10 


.C9.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


2872 








End 


3148 




GI 


none 








Score 


97 




Exons 


2872. .2943, 


2874 


. .2948, 


3013. 


.3132, 3014. .3148 




Seq. No. 


31562 








Seq. ID 


OJ990429_11. 9C10 


.C9 


Gene No. 


65348 








Strand 






Start 


2684 








End 


3404 




Name 


OJ990429 11. 


9C10 


.C9.ol. 


np 


Method 


AAT/NAP 




Start 


2874 








End 


3404 




GI 


3157934 








Score 


387 




Exons 


2874. .2942, 


3025 


. .3123, 


3207. 


.3404 







GI Descrip. (AC002131) Similar to hypothetical protein F09E5.8 gb|U37429 



31582 



from C. elegans. ESTs gb|T42019 and gb|N97000 come from this 
gene . [Arabidopsis thaliana] 



Seq. No. 


31563 


Seq.' ID 


OJ990429_11. 9C10.C10 


Gene No. 


65349 


Strand 




Start 


65 


End 


1476 


Name 


OJ990429 11.9C10.C10.ol.gp 


Method 


AAT/GAP 


Start 


65 


End 


619 


GI 


uC-osroM202001e06al 


Score 


651 


Exons 


65. .294, 377. .475, 559. .619. 






GI Descrip. 


' 3157934 2.0e-24 (AC002131) Similar to 


hypothetical protein 




F09E5.8 gb_U37429 from C. elegans. ESTs gb_T42019 and gb_N9 




come from this gene. [Arabidopsis thaliana] 1 


Seq. No. 


31563 


Seq. ID 


OJ990429_11. 9C10.C10 


Gene No. 


65349 


Strand 




Start 


65 


End 


1476 


Name 


OJ990429 11.9C10.C10.ol.gs 


Method 


GENSCAN 


Start 


178 


End 


1063 


GI 


none 


Score 


. 93 


Exons 


178. .294, 377. .475, 559.-692, 


976. . 1063 


Seq. No. 


31563 


Seq. ID 


OJ990429_11. 9C10.C10 


Gene No. 


65349 


Strand 




Start 


65 


End 


1476 


Name 


OJ990429 ll/9C10.C10.ol.tm 


Method 


TBLASTX: Maize 


Start 


223 


End 


1066 


GI 


none 


Score 


103 


Exons 


223. .294, 227. .295, 227. .301, 


228. .299, 


361. .477, 365. .475, 




366. ,488, 376. .480, 553. .693, 


558. .635, 


560. . 691, 975. .1064, 




976. .1065, 977. .1066, 978. .1064 




Seq. No. 


31563 


Seq. ID 


OJ990429_11. 9C10.C10 


Gene No. 


65349 


Strand 




Start 


65 


End 


1476 


Name 


OJ990429 11. 9C10.C10.ol.tc 


Method 


TBLASTX: Cress ' 


Start 


224 


End 


500 


GI 


none 


Score 


89 


Exons 


224. .295, 226. .300, 365. .484, 


366. ..500 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

. GI Descrip. 



Seq. No. 
Gene No. 
Start 



Start 
GI 



31563 
65349 ' 
. 65 • 
OJ990429 
226 

3157934 
226. .294, 



OJ990429 11.9C10.C10 



Seq. ID 

Strand - - 
End' 1476 - 

Method AAT/NAP 
End 1476 
Score 443 
976. .1063, 1401. .1476 
(AC002131) Similar to hypothetical protein F09E5.8 gb|U37429 
from C. elegans. ESTs gb|T42019 and gb|N97000 come from this 
gene. [Arabidopsis thaliana] 



_11. 9C10.C10.ol.np 



377. .475, 559. .692, 



31563 
65349 
65 

OJ 9904 2 9_1 1 . 9CI0.CI0.ol. 

226 

none 



ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990429_11.9C10.C10 
1476 

TBLASTX: Soybean 

1088 

89 



31583 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



226. .300, 227. .304, 365. .475, 366. .464, 376. .483, 537. .689, 
559. .693, 563. .688, 977. .1066, 978. .1088 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990429 11.9C10.C10 



31563 
65349 
65 

OJ990429_11. 9C10.C10.o2.gp 
609 

uC-osroM202001e06bl 
609.. 692, 976.. 1065 

'3157934 5.0e-53 (AC002131) Similar to hypothetical protein 
F09E5.8 gb_U37429 from C. elegans . ESTs gb_T42019 and gb_N97000 
come from this gene. [Arabidopsis thaliana] 1 



1476 
AAT/GAP 
1065 
289 



31564 Seq. ID 

65350 Strand 

376 End 
OJ9904 2 9_11. 9C10.C11 .ol.gp Method 

37 6 End 

none Score 
376. . 681 



OJ990429_11.9C10.C11 
+ 

681 

AAT/GAP 

681 

526 



Seq. No. 31564 

Gene No. 65351 

Start 611 

Name OJ990429_11 . 9C10 . Cll . ol . np 

Start 611 

GI 3386565 

Exons 611.. 722 

GI Descrip. (AF079588) 
bicolor] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990429_11. 9C10.C11 
722 

AAT/NAP 

722 

85 



1-aminocyclopropane-l-carboxylate oxidase [Sorghum 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



31565 Seq. ID 

65352 Strand 
1 End 
OJ990429_11. 9C10 . C13 . ol . np Method 
1 End 
6539553 Score 
1..834 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597)* - 
[Oryza- sativa] . . • ...... 



OJ990429_11.9C10.C13 
+ 

834 

AAT/NAP • 

834 

1251 



31565 



65352 Strand 

1 End 

OJ990429_11. 9C10.C13.ol.ts Method 

•59 End 

none Score 

59. .208, 60. .212, 213. .386, 215. .259 



Seq. ID OJ990429_11.9C10.C13 



Seq. No. 31565 Seq. ID 

Gene No. 65352 Strand 

Start 1 End 

Name OJ99042 9_11 . 9C10 . C13 . ol . tw Method 

Start 59 End 



+ 

834 

TBLASTX: Soybean 

386 

141 



OJ990429_11.9C10.C13 
+ 

834 

TBLASTX: Wheat 
779 



31584 




GI 


none 


Score 


606 




Exons 


59. .523, 60. .500, 544 . .774, 


552. .779, 


574. .771, 632. .778 


Seq. No. 


31565 


Seq. ID 


OJ990429_11 . 9C10 


.C13 


Gene No. 


65352 


Strand 


+ 




Start 


1 


End 


834 




Name 


-OJ990429 11.9C10.C13.ol.tm 


Method 


TBLASTX: Maize 




Start 


6.0. 


End 


290 




GI 


none ' 


Score 


138 




Exons 


60. .209, 222. .290 








Seq. No. 


31565 


Seq. ID 


OJ990429_11 . 9C10 


. C13 


Gene No. 


65352 


Strand 


+ 




Start 


1 


End 


834 




Name 


OJ990429 11.9C10.C13.ol.gs 


Method 


GENSCAN 




Start 


197 


End 


773 




GI 


none 


Score 


. 72 




Exons 


197. .773 








Seq. No. 


31566 


Seq. ID 


OJ990429_11. 9C10 


.C14 


Gene No. 


65353 


Strand 


+ 




Start 


1 


End 


1906 




Name 


OJ990429 11.9C10.C14.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1906 




GI 


5042454 


Score 


187 




Exons 


1..129, 464. .553, 1104. .1167 


, 1811. .1906 




GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


31566 . 


Seq. ID 


OJ990429_11.9C10 


.C14 


Gene No . 


65353 


Strand 


+ 




Start 


1 


End 


1906 




Name 


OJ990429 11.9C10.C14.ol.gs 


Method 


GENSCAN 




Start 


75 


End 


751 




GI 


none 


Score 


.77 




Exons 


75. .125, 637. .751 








Seq. No. 


31566 


Seq. ID 


OJ990429_11. 9C10 


.C14 


Gene No..., 


65353 

r 


Strand 


+ 




otart 


1 


End 


1906 




Name 


OJ990429 11. 9C10.C14 .o2.np 


Method 


AAT/NAP 




Start 


1677 


End 


1906 




GI* 


2055230 ■ 


Score 


127 




Exons 


1677. .1906 . - 








GI Descrip. 


(AB000130) SRC 2 [Glycine max 


] 






Seq. No. 


31566 


Seq. ID 


OJ990429_11. 9C10 


.C14 


Gene No . 


65354 


Strand 






Start 


1556 


End 


1906 




Name 


OJ990429 11.9C10.C14 .o2.gs 


Method 


GENSCAN 




Start 


1556 


End 


1906 




GI 


none 


Score 


.43 




Exons 


1556. .1906. 








Seq. No. 


31566 


Seq. ID 


OJ990429_11. 9C10 


.C14 




UJJJ*i 


Strand 






Start 


1556 


End 


1906 




Name 


OJ990429 11.9C10.C14 .ol.tm 


Method 


TBLASTX: Maize 





31585 



Start 1680 End 1889 

GI none Score 221 

Exons 1680.^1886, 1680.. 1889 



Seq. No. 31567 
Gene No. 65355 
Start 1 

Name OJ9904 29_11 . 9C10 . CI 5 . ol . np 

Start 1 
GI 6539553 
Exons 1. .2281 

GI Descrip. (AP0008 

(D85597 

Similar 

[Oryza 



Seq. ID OJ990429_11.9C10.C15 

Strand + 

End 2281 

Method AAT/NAP 

End . 2281 

Score 3839 



36) Similar to Oryza australiensis retrotransposon RIRE1 
) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
to Oryza australiensis retrotransposon RIRE1 (D85597) 
sativa] 



Seq. No. 


31567 








Seq. ID 


OJ990429 11.9C10 


. C15 


Gene No. 


65355 








Strand 


+ ~~ 




Start 


1 








End 


2281 




Name 


OJ990429 


_11. 


9C10. 


C15.o3.tm 


Method 


TBLASTX: Maize 




Start 


62 








End 


460 




GI 


none 








Score 


175 




Exons 


62.. 274, 


82. 


.240, 


101. .250, 


293. .460 






Seq. No. 


31567 








Seq. ID 


OJ990429_11.9C10 


.C15 


Gene No. 


65355 








Strand 


+ 




Start - 


1 








End 


2281 




Name 


OJ990429 


_11. 


9C10. 


C15.o3.ts 


Method 


TBLASTX: Soybean 




Start 


62 








End 


460 




GI 


none 








Score 


197 




Exons 


62. .286, 


70. 


.282, 


287. .460, 


289. .333 






Seq. No. 


31567 








Seq. ID 


OJ990429_11. 9C10 


.C15 


Gene No. 


65355 








Strand 


+ 




Start 


1 








End 


2281 




Name 


OJ990429 


_11. 


9C10. 


C15.o2.tc 


Method 


TBLASTX: Cress 




Start 


95 








End 


484 ! " 




GI 


none 








Score 


113 




Exons 


95. .277, 


290 


. .484 











Seq. No. 


31567 






Seq. ID 


OJ990429_11. 9C10 


.C15 


Gene No. 


- 65355- - 






Strand 


+ 




Start 


1 






. End . 


2281 




Name 


OJ990429 11. 


9C10.C15 


. ol . tw 


Method' 


TBLASTX: Wheat 




Start 


110 






End 


865 




GI 


none 






Score 


633 




Exons 


110. .574, 11 


8. .597, 


618. .84 


8, 626. .865, 


648. .845, 706.. 


864 


Seq. No. 


31567 






Seq. ID 


OJ990429_11. 9C10 


-C15 


Gene No. 


65355 






Strand 


+ 




Start 


1 






End 


2281 




Name. 


OJ990429 11. 


9C10.C15 


. ol . ts 


Method 


TBLASTX: Soybean 




Start 


785 






End 


1249 




GI 


5509260 






Score 


383 




Exons 


7«i3..1249, 8 


86. .954, 


1003. . 


1098, 1171.. 


1230 




GI Descrip. 















31586 



Seq. No. 31567 

Gene No. 65355 

Start 1 

Name OJ9904 29_11 . 9C10 . C15 . ol . tc 

Start 878 

GI none 

Exons 878. .1138, 880.. 957 

Seq. No. 31567 • 

Gene No. 65355 

Start 1 

Name OJ990429_11 . 9C10 . C15 . ol . tm 

Start 919 

GI none 

Exons 919.. 1101, 920.. 1384, 1055.. 

Seq. No. 31567 

Gene No. 65355 

Start 1 

Name OJ990429_11 . 9C10 . C15 . o3 . tw 

Start 920 

GI none 

Exons 920.. 1264, 1067.. 1240, 1259. 



Seq. ID OJ990429_11.9C10.C15 

Strand + 

End 2281 

Method TBLASTX : Cress ' 

End 1138 

Score 286 



Seq. ID OJ990429_ll.9Ci0.C15 

Strand + 

End 2281 

Method TBLASTX : Maize 

End 1*384 

Score 361 
,1237, 1171. .1281 

Seq. ID OJ990429_11.9C10.C15 

Strand + 

End 2281 

Method TBLASTX : Wheat 

End 1465 

Score 319 
.1465, 1333. .1455 



Seq. No. 31567 

Gene No. 65355 

Start 1 

Name OJ990429_11 . 9C10 . C15 . o2 . ts 

Start 1318 

GI none 

Exons 1318.. 1518, 1319.. 1663 



Seq. ID OJ990429_11.9C10.C15 

Strand + 

End 2281 

Method TBLASTX : Soybean 

End 1663 

Score 314 



Seq. No. 31567 

Gene No. 65355 

Start 1 

Name OJ99042 9_11 . 9C10 . C15 . o2 . tm 

Start 1474 

GI none • 

Exons 1474.. 1812, 1475.. 1813 



Seq. ID OJ990429_11.9C10.C15 

Strand + 

End 2281 

Method TBLASTX: Maize 

End 1813 

Score 318 



Seq. No. 31567 

Gene' No.- 65355 

Start 1 

Name OJ99042 9_1 1 . 9C10 . CI 5 . o2 . tw 

Start 1669 

GI none 

Exons 1669.. 1740, 1670.. 1744, 1671, 

Seq. No. 31567' 

Gene No. 65355 

Start 1 

Name OJ990429_11 . 9C10 . CI 5 . o4 . ts 

Start 1676 

GI none 

Exons 1676.. 1789, 1702.. 1762, Ib06. 



Seq. ID OJ990429_11.9C10.C15 

-Strand + - - - .- - - 

End ■ -2281 

Method TBLASTX: Wheat 

End 2145 

Score 101 

.1742, 1759. .2145, 1760. .2107 

Seq. ID OJ990429_11.9C10.C15 

Strand + 

End 2281 

Method TBLASTX: Soybean . . 

End 2017 

Score 91 
.2UI7, 1813. .1938 



Seq. No. 



31568 



Seq. ID OJ990429 11.9C10.C16 



31587 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start .. ■ 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 
.Gene No. 
Start 
Name 
Start 
GI 



65356 Strand 

1 End 213 

OJ990429_11.9C10.C16.ol.np Method AAT/NAP 

1 End 213 

4127354 Score 103 
1. .213 

(AJ010452) glutathione transferase [Alopecurus myosuroides] 



31568 
65356 
1 

OJ990429_ll.9C10-C16.ol.gs 
89 

none 
89. .210 



Seq. ID OJ990429_11.9C10.C16 
Strand 

End 213 

Method GENS CAN 

End 210 

Score .91 



31568 
65357 
1185 

OJ990429_11.9C10.C16.o2.gs 

1185 
none 



Seq. ID OJ990429_11.9C10.C16 
Strand 

End 3032 

Method GEN SCAN 

End 3032 

Score . 62 



1185. .1268, 1855. .1925, 2359. .2434, 2883. .3032 



31568 
65358 
5691 

OJ990429_11. 9C10.C16.ol.gp 

5691 

4715667 

5691.. 6032, 6406.. 6494 



Seq. ID OJ990429_11.9C10.C16 
Strand 

End 7412 

Method AAT/GAP 

End 6494 

Score 771 



31568 
65358 
5691 

OJ990429_ll.9C10.C16.o4.gs 

5859 

none 

5859. .6032, 6406. .6481, 6907, 



Seq. ID OJ990429_11.9C10.C16 
Strand 

End 7 412 

Method GEN SCAN 

End . 7144 

Score .69 
.7010, 7091. .7144 



31568 
65358 
5691 

OJ990429_ll.9C10.C16.ol.ts 

6418 
5058550 

6418. .6477, 6419. .6475, 6420. 
7076. .7159, 7084. .7158, 7088. 
7242. .7346 



Seq. ID OJ990429_11.9C10.C16 

Strand - 

End 7412 

Method TBLASTX : Soybean 

End 7 34 6 

Score 89 

.6476, 6906.. 7025, 6907.. 7026, 
.7174, 7089. .7166, 7090. .7170, 



31568 
65358 
5691 

OJ"9904 2 9_11 . 9C10 .C16.ol . tm 

7088 

none 



Seq. ID OJ990429_11.9C10.C16 
Strand 

End 7412 

Method TBLASTX : Mai ze 

End 7 412 

Score 100 



31588 



Exons 7088. .7159, 7091. .7177, 7093. .7182, 7093. .7197, 7233. .7412, 

7235. .7369 



Seq. No. 


31569 


Seq. ID 


O.TQQD42Q 11 qpi n PI 7 


Gene No. 


65359 


St rand 


-j- 


Start 


680 


End 


8 1 4 

Oil 


Name 


OJ9904 2 9 11.9C10.C17.ol.gs 


Met hod 


\J 1—1 LN O v^iil i 


Start 


680 _ 


End 


814 


GI 


none 


Score 


.45 


Exons 


680. .814 






Seq. No. 


31569 


Seq. ID 


uu^jUit^ x x . x u • ^ x / 


Gene No. 


65360 

v/ \J \S 


rsnd 

O Ui CI 1 1 \J. 




Start 


545 


End 


656 


Name 


OJ990429 11 9C10 C17 ol an 


Mo t" h nH 


AAT /HAP 


Start 


545 ~ 


End 


656 


GI 


none 


Score 


193 


Exons 


545. . 656 






Seq. No. 


31569 


Seq. ID 


11 QPI n PI 7 


Qgn,6 No . 


65361 


Strand 




Start 


1222 


End 


1 67 1 

X U / X 


Name 


OJ990429 11.9C10.C17.ol.np 


Method 


AAT /MAP 


Start 


1222 


End- 


1 67 1 

X U / X 


GI 


5852093 


Score 


66 


Exon <=; 

1*J V_/ 1 I o 


1222. .1338, 1585. .1671 






GI Descrip. 


(AL117264) zwhl6.1 [Oryza sativa] 




Seq. No. 


31570 


Seq. ID 


OJQQ049Q '11 Qpi 0 PI Q 


Gene No . 


65362 


Strand 




Start 


1 


End 


114 

X X *i 


Name 


OJ990429 11.9C10.C19.ol.np 


Method 


AAT /MAP 


Start 


1 


End 


114 


GI 


5852093 


Score 


Q7 


Exons 


1. .114 






GI Descrip. 


(AL117264) zwhl6.1 [Oryza sativa] 




Seq. No. 


31571 


Seq. ID 


0^7990499 11 QPI D P9D 


Gene No . 


65363 


Strand 




Start 


89 


End 


X X \J u 


Name 


OJ990429 11.9C10.C20.ol.tm 


Method 


1 DLinu 1 A • rid X z. c 


Start 


83- 


End 


520 


GI ■ 


none 


Score 




Exons 


83. .175, 104. .169, 106. .171, 


280. .369, 


280. .360, 281. .370, 




285. .368, 448. .519, 449. .520, 


449. .520 




Seq. No. 


31571 


Seq. ID 


O.TQQn49Q 11 QPI D P9fi 


flAnp Mo 


65363 


Strand 




Start 


89 


End 


1160 .j 


Name 


OJ990429 11.9C10.C20.ol.ts 


Method 


TBLASTX: Soybean 


Start 


83 


End 


735 


GI 


none 


Score 


91 


Exons 


83. .178, 106. .177, 250. .369, 


282. .368, 


445. .522, 448. .519, 




479. .520, 651. .701, 658. .735 




Seq. No. 


31571 


Seq. ID 


OJ9904 29_11. 9C10.C20 


Gene No. 


65363 


Strand 





31589 



Start 89 - End 

Name OJ990429_11 . 9C10 . C20 . ol . gp Method 

Start 89 End 

GI none Score 

Exons 89.. 177, 285.. 348 

Seq. No. 31571 Seq. ID 

Gene No. 65363 Strand 

Start 8 9 End 

Name OJ9904 29_1 1 . 9C10 . C20 . ol . gs Method 

Start 106 End 

GI none Score 

Exons 106.. 203, 616.. 786 

Seq. No. 31571 Seq. ID 

Gene No. 65363 Strand 

Start 89 End 

Name OJ990429_11 . 9C10 . C20 . o2 . gp Method 

Start 647 End 

GI none Score 

Exons 647.. 786, 1049.. 1160 

Seq. No. 31572 Seq. ID 

Gene No. 65364 Strand 

Start 895 End 

Name OJ990429_11 . 9C10 . C21 . ol . gs Method 

Start 895 End 

GI none Score 

Exons 895. .1053 



1160 
AAT/GAP 
348 
230 



OJ990429_11.9C10.C20 

1160 
GENSCAN 
786 
.57 



OJ990429_11.9C10.C20 

1160 
AAT/GAP 
1160 
480 



OJ990429_11.9C10.C21 

1053 
GENSCAN 
1053 
.46 



Seq. No. 31573 

Gene No. 65365 

Start 1 

Name OJ990429_11 . 9C10 . C22 . ol .np 

Start 1 

GI 3157934 

Exons 1..190, 529 
GI Descrip. 



.OJ990429 11.9C10.C22 



Seq. ID _ 
Strand 

End 2547 
Method AAT/NAP 
End 2232 
Score 357 
575, 977. .1043, 1972. .2232 
(AC002131) Similar to hypothetical protein F09E5.8 gb|U37429 
from C. elegans. ESTs gb|T42019 and gb|N97000 come from this 
gene. [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31573 

65365 . ...... 

1 

OJ990429_11.9C10.C22.ol.gp 
100 

uC-osroM202001e06bl 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990429 11. 9C10.C22 



2547 
AAT/GAP 
2188 
722 

100. .190, 529. .575, 977. .1043, 1972. .2188 

■3157934 5.0e-53 (AC002131) Similar to hypothetical protein 
F09E5.8 gb_U37429 from C. elegans. ESTs^ gb_T4201 9 and gb_N97000 
come from this gene. [Arabidopsis thaliana] 1 



Seq. No. 31573 Seq. ID 

Gene No. 65365 Strand 

SLdxx I End 

Name OJ9904 29_11 . 9C10 .C22 . ol . tm Method 

Start 105 End 



OJ9904 29_11. 9C10.C22 
2547 

TBLASTX: Maize 
2154 



31590 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start - 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI 

Exons 



none Score 80 

105. .158, 106. .156, 137. .193, 141. .191, 514. .576, 529. .576, 
978. .1046, 982. .1047, -.984. .1049, 1969. .2154, 1979. .2152 * 



31573 
65365 
1 

OJ990429_11. 9C10.C22.ol.gs 

131 

none 



Seq. ID OJ990429_11.9C10.C22 
Strand 

End 2547 
Method GENSCAN 
End . 2193 

Score .68 



131. .190, 529. .575, 977. .1043, 1846. .2193 



31573 
65365 
1 

OJ9904 29_11. 9C10.C22.ol.tc 

978 

none 



Seq. ID OJ990429_11.9C10.C22 
Strand 

End 2547 

Method TBLASTX : Cress 

End 2154 

Score 63 



978. .1046, 1012. .1047, 1969. .2154, 1979. .2152 



31573 
65365 
1 

OJ990429_11 . 9C10 . C22 . o2 . gp 
1662 

15870_2.R1084 
1662. .1682, 2366. .2547 

■287403/dbj | D10838 | RICSBE1 8.0e-69 Rice gene for starch 
branching enzyme 1 



Seq. ID OJ990429_11.9C10.C22 
Strand 

End 2547 

Method AAT/GAP 

End 2547 

Score 256 



31574 
65366 
381 

OJ990429_11. 9C10.C23.ol.gs 

381 

none 

381. .503, 748. .850 

31574 
65367 
2535 

OJ990429_11. 9C10.C23.o2.gs 
2535 
, none 

2535. .3755 



Seq. ID OJ990429_11.9C10.C23 

Strand + 

End 850 

Method GENSCAN 

End 850 

Score .86 



Seq. ID OJ990429_11.9C10.C23 

Strand + 

End 3755 

Method GENSCAN 

End 3755 

Score . 9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



31575 
65368 
1 

OJ990429_11. 9C10.C26.ol.np 
1 

4127352 

1. .21, 200.. 583, 783.. 831, 966 



Seq. ID OJ990429_11.9C10.C26 
Strand 

1008 
AAT/NAP 
1008 
369 



End 

Method 
End 
Score 
1008 



(AJ010451) glutathione transferase [Alopecurus myosuroides] 



31575 
65368 



Seq. ID OJ990429_11.9C10.C26 
Strand 



31591 



Start 
Name 
Start 
GI 

Exons 



OJ9904 29_11. 9C10.C26.ol.tw 

183 

none 



End 

Method 

End 

Score 



1008 

TBLASTX: Wheat 

832 

41 



183. .272, 204. .269, 267. .545, 268. .504, 531. .584, 543. .575, 
775. .831, 785. .832 



Seq. No. 31575 
Gene No. ■ . 65368 

Start 1 

Name OJ990429_11 . 9C10 . C26 . ol . gs 

Start 195 

GI none 

Exons 195.. 583, 783.. 831 



Seq. ID OJ990429_11.9C10.C26 
Strand 

End 1008 

Method GENSCAN 

End 831 

Score .95 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
3 tear L 
GI 

Exons 



31575 
65368 
1 

OJ990429_11. 9C10.C26.ol . tm 

258 

none 



Seq. ID OJ990429_11.9C10.C26 
Strand 

End 1008 

Method TBLASTX : Mai ze 

End 831 

Score 65 



258. .407, 259. .315, 405. .545, 406. .504, 476. .568, 775. .831 



31575 
65368 
1 

OJ9904 29_11.9C10.C26.ol.tc 

265 

none 



Seq. ID OJ990429_11.9C10.C26 

Strand ..- 

End 1008 

Method TBLASTX: Cress 

.End 834 

Score 55 



265. .318, 267. .407, 384. .515, 546. .584, 775. .834 



31576 
65369 
1 

OJ990429_11.9C10.C28.ol.gp 
1 

3071_1.R1084 
1..185 

, 3386565/gb|AAC28488.1| 2.0e-15 (AF079588) 

1-aminocyclopropane-l-carboxylate oxidase [Sorghum bicolor] 1 



Seq. ID OJ990429_11.9C10.C28 

Strand 

End 185 

Method AAT/GAP 

End 185 

Score 331 



31577 
65370 
1 

OJ990429_11.9C10.C29.ol.np 
1 

3355640 
1..95, 309. .537 

(AJ009684) IVR-like protein [Nicotiana tabacum] 



Seq. ID OJ990429_11.9C10.C29 
Strand 

End 5 62 

Method AAT/NAP 

End 537 

Score 226 



31577 
65370 
1 

OJ9904 29_11 . 9C10.C29.ol. tc 

308 
none 



Seq. ID OJ990429_11.9C10.C29 

Strand 

End 562 

Method TBLASTX : Cress 

fcnd b34 

Score 129 



308. .490, 309. .491, 330. .491, 490. .534, 491. .532 



31592 




Seq. No. 


31577 




Seq. ID 


OJ990429_11. 9C10.C29 


Gene No. 


65370 




Strand 




Start 


1 




End ' 


562 


Name 


OJ990429 11.9C10.C29.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


329 




End 


562 


GI 


none 




Score 


116 


Exons 


329. .490, 330. .491, 344 


. .493, 


346. .492 


,* 470. .562, 490. . 540 


Seq. No. 


''31577 . 




Seq. ID 


OJ990429_11.9C10.C29 


Gene No. 


65370 




Strand 




Start 


1 




End 


562 


Name 


OJ990429 ll.9C10.C29.ol 


. tm 


Method 


TBLASTX : Maize 


Start 


384 




End 


562 


GI 


none 




Score 


123 


Exons 


384. .491, 386. .493, 386 


. .490, 


470. .562 


490. .540 


Seq. No. 


31578 




Seq. ID 


OJ990429_11.9C10.C30 


Gene No. 


65371 




Strand 


+ 


Start 


592 




End 


1020 


Name 


OJ990429 ll.9C10.C30.ol 


. qs 


Method 


GENS CAN 


Start 


592 




End 


908 


GI 


none 




Score 


.44 


Exons 


592. .908 








Seq. No. 


31578 




Seq. ID 


OJ990429_11.9C10.C30 


Gene No. 


65371 




Strand 


+ 


Start 


592 




End 


1020 


Name 


OJ990429 ll.9C10.C30.o2 




Method 


AAT/GAP 


Start 


673 




End 


1020 


GI 


none 




Score 


461 


Exons 


673. .970, 993. .1020 








Seq. No. 


31578 




Seq. ID 


OJ990429_11.9C10.C30 


Gene No. 


65372 




Strand 




Start ■■ 


483 




End 


688 


Name 


OJ990429 ll.9C10.C30.ol 


QP 


Method 


AAT/GAP 


Start 


483 




End ■ 


688 


GI 


none 




Score • 


342 


Exons 


483. .688 








Seq. No. 


31579 




Seq. ID 


OJ990429_11.9C10.C31- 


■Gene No. 


65373 




Strand 


+ .... 


Start 


258 . 




End 


1929 


Name 


OJ990429 ll.9C10.C31.ol. 


tm 


Method 


TBLASTX :Maize 


Start 


86 




End 


1748 


GI 


none 




Score 


76 


Exons 


86. .157, 86. .157, 87. .158, 236. .325, 237. .326, 238. .321, 




246. .326, 431. .523, 435. 


.500, 


437. .502, 


680. .757, 681. .767, 




687. .767, 1294. .1347, 1296. .1349, 1301. 


.1375, 1301. .1348, 




1424 . .1603, 1467. . 1601, 


1484 . . 


1609, 1639. .1743, 1654. .1743, 




1659. .1745, 1677. . 1748 








Seq. No. 


31579 




Seq. ID 


OJ990429_11.9C10.C31 


Gene No. 


65373 




Strand 


+ 


Start 


258 




End 


1929 


Name 


OJ990429_11. 9C10.C31.ol. 


gp 


Method 


AAT/GAP 



31593 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. • 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
3 Ldxc 
GI 

Exons 



258 End 1681 

none Score 784' 

258. .321, 429. .500, 690. .758, 1302. .1348, 1478. .1681 



31579 
65373 
.258 

OJ990429_11.9C10.C31.ol.gs 

429 

none 

429. .500, 690. .758, 1302. .134 
1826. .1928 



Seq. ID OJ990429_11.9C10.C31 

Strand + 

End 1929 

Method GENSCAN 

End 1928 

Score .7 

1478. .1601, 1677. .1745, 



31579 
65373 
258 

OJ990429_11.9C10.C31.ol.ts 

1490 

5058550 

1490. .1594, 1662. .1748, 1666. 
1678.. 1752, 1810.. 1887, 1811. 
1888. . 1929' 



Seq. ID OJ990429_11.9C10.C31 

Strand + 

End 1929 

Method TBLASTX : Soybean 

End 1929 

Score' 75 

.1746, 1670. .1747, 1677. .1760, 
.1894, 1823. .1894, 1884. .1928, 



31580 Seq. ID 

65374 - . Strand 

328 End 
OJ9904 29_11 . 9C10 . C32 . ol . gp Method 
328 End 
3071_1.R1084 Score 
328. .1011 

, 3386565/gb|AAC28488.1| 2.0e-15 (AF079588) 

1-aminocyclopropane-l-carboxylate oxidase [Sorghum bicolor] 



OJ990429_11.9C10.C32 
+ 

1026 
AAT/GAP 
1011 
1307 



31580 



65374 Strand 
328 End 
OJ99042 9_11. 9C10.C32.ol.tc Method 
805 End 
none Score 
805. .1002, 821. .1006, 912. .1007 



Seq. ID OJ990429_11.9C10.C32 



+ 

1026 

TBLASTX: Cress 

1007 

166 



31-580 



65374 Strand 

328 End 

OJ99042 9_11. 9C10.C32.ol.tm Method 

805 End 

none Score 
805. .1026, 820. .987, 849. .989 



Seq. ID OJ990429_11.9C10.C32 



+ 

1026 

TBLASTX: Maize 

1026 

113 



31580 Seq. ID 

65374 Strand 

328 End 
OJ990429_11. 9C10.C32.ol.ts Method 

656 End 

none Score 

856. .1002, 864. .1007, 870. .998, 883. .999 



OJ990429_11.9C10.C32 
+ 

1026 

TBLASTX : Soybean 
1007 
94 



31594 



Seq. No. 31581 
Gene No. 65375 
Start 1 

Name OJ990429_11 . 9C10 . C33 . ol . np 

Start 1 
GI 6539553 
Exons 1. . 1907 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. ID OJ990429_11.9C10.C33 
Strand 

End 2336 

Method AAT/NAP 

End 1907 

Score 2898 



Seq. No. 31581 

Gene No. 65375 

Start 1 

Name OJ990429_1 1 . 9C10 . C33 . o2 . ts 

Start 1 

GI , none 

Exons 1..222, 2.. 214 



Seq. ID OJ990429_11.9C10.C33 
Strand 

End 2336 

Method TBLASTX : Soybean 

End 222 

Score 107 



Seq. No, 
Gene No. 
Start . 
Name 
Start' 
GI 

Exons 



31581 
65375 
1 

OJ990429_11.9C10.C33:ol.tw 
1 

none 



Seq. ID OJ990429_11.9C10.C33 
Strand 

End 2336 

Method TBLASTX : Wheat 

End 366 

Score 118 



1..144, 5. .142, 9. .155, 10. .156, 118. .366, 133. .366 



Seq. No. 31581 

Gene No. 65375 

Start 1 

Name OJ990429_11 . 9C10 . C33 . ol . tm 

Start 10 

GI none 

Exons 10. .444, 35. .235 



Seq. ID OJ990429_11.9C10.C33 
Strand 

End 2336 

Method TBLASTX : Maize 

End 444 

Score 84 



Seq. No. 
Gene No. 
Start 
Name 
Start - 
GI 

Exons 



31581 
65375 
1 

OJ990429_11. 9C10.C33.ol.gs 

56" - - - 
none 



Seq. ID OJ990429_11.9C10.C33 
Strand 

End 2336 

Method GENSCAN 

End • 2336 

Score .el- 



se. .556, 839. .953, 1067. .1923, 2101. .2148, 2237. .2336 



Seq. No. 31581 

Gene No. 65375 

Start 1 

Name OJ990429_11 . 9C10 . C33 . ol . ts 

Start 232 

GI none 

Exons 232. .480, 463.. 618 



Seq. ID OJ990429_11.9C10.C33 
Strand 

End 2336 

Method TBLASTX : Soybean 

End 618 

Score 88 



Seq. No. 31581 

Gene No. 65375 

Start 1 

Name OJ990429 11 . 9C10 . C33 . o2 . tm 



Seq. ID OJ990429_11.9C10.C33 
Strand 

End 2336 

Method TBLASTX : Mai ze 



31595 




Start 


1474 








End 


1768 


GI 


none 








Score 


225 


Exons 


1474 . .1689, 


1476 


. . 1712, 


1479 


. .1724, 1706. .1768 


Seq. No. 


31581 








Seq. ID 


OJ990429_11.9C10.C33 


Gene No. 


65375 








Strand 




Start 


1 








End 


2336 


Name •'. 


' OJ990429 11 


. 9C10 


.C33.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


1535 








End 


1913 


GI 


none 








Score 


125 


Exons 


1535 . .1687, 


1536 


. . 1715, 


1537 


.1668, 1539. .1715, 1710. .1913, 




1744 . . 1902 












Seq. No. 


31582 








Seq. ID 


OJ990429 11 9C10 C34 


Gene No. 


65376 








Strand 


+ 


Start 


143 








End 


382 


Name 


OJ990429 11 


. 9C10 


. C34 . ol 


. as 


Method 


GEN SCAN 

V_J i—i -L ^ k_/ villi 


Start 


143 ~ 








End 


382 


GI 


none 








Score 


.69 


Exons 


143. .382 












Seq. No. 


31582 








Seq. ID 


OJ990429 11 9C10 C^4 


Gene No. 


65377 








Strand 




Start 


1815 








End 


1931 


Name 


OJ990429 11 


. 9C10 


. C34 . o2 


. y 0 


Method 


GENSCAN 


Start 


1815 ~~ 








End 


1931 


GI 


none 








Score 


.78 


Exons 


1815 . . 1931 












Seq. No. 


31583 








Seq. ID 


OJ990429_11.9C10.C35 


Gene No. 


65378 








Strand 


+ 


Start 


265 








End 


3304 


Name 


OJ990429 11 


. 9C10 


C35.ol 


.gs 


Method 


GENSCAN 


Start 


265 








End 


3304 


GI 


none 








Score 


.76 


Exons 


265. .350, 1405. .1581, 1604. .1883, 1942 


. .2200, 3279. .3304 


Seq. No. 


31583 








Seq. ID 


OJ990429_11.9C10.C35 


Gene No. 


65379 








Strand 




Start ■ 


. 4285 








End 


5032 


Name 


OJ990429 11 


.9C10. 


C35.ol 


. tm 


Method 


TBLASTX: Maize 


Start " - 


- 1531 








End 


1944 - - '- - 


GI. 


none 








Score 


126 , 


Exons 


1531. .1593, 


1532. 


.1597, 


1547. 


.1597, 1587. .1757, 1598. .1756, 




1819. .1893, 


1873. 


.1944, 


1881. 


.1937 




Seq. No. 


31583 








Seq. ID 


OJ990429_11.9C10.C35 


Gene No. 


65379 








Strand 




Start 


4285 








End 


5032 


Name 


OJ990429 11 


9C10. 


C35.ol 


ts 


Method 


TBLASTX: Soybean 


Start 


1629 








End 


1802 


GI 


none 








Score 


192 


Exons 


. 1629. .1802 














31583 








Seq. ID 


OJ990429_11.9C10.C35 


Gene No. 


65379 








Strand 




Start 


4285 








End 


5032 



31596 




Name 


OJ990429 11 


.9C10 


.C35.o2 


. gs 


Method 


GENSCAN 




Start 


4285 








End 


5032 




GI 


none 








Score 


.8 




Exons 


4285. .4326, 


4916 


. .5032 










Seq. No. 


31584 








Seq. ID 


OJ990429_11.9C10 


.C36 


Gene No. 


65380 








Strand 


+ 




Start 


567 








End 


1469 




Name 


OJ990429 11 


. 9C10 


.C36.ol 


.gs 


Method 


GENSCAN 




Start 


567 








End 


1469 




GI 


none 








Score 


.55 




Exons 


567. .650, 1118.. 


1469 










Seq. No. 


31585 








Seq. ID 


OJ990429_11. 9C10 


.C37 


Gene No. 


65381 








Strand 


+ 




Start 


59 








End 


365 




Name 


OJ990429 11 


. 9C10 


.C37.ol 


. gs 


Method 


GENSCAN • 




Start 


59 








End 


365 




GI 


none 








Score 


.83 




Exons 


59. .365 














Seq. No. 


31585 








Seq. ID 


OJ990429 11.9C10 


.C37 


Gene No. 


65382 








Strand 






Start 


2216 








End 


2548 




Name 


OJ990429 11 


. 9C10 


.C37.ol 


.np 


.Method 


AAT/NAP 




Start 


2210 








End 


2548 




GI 


3386565 








Score 


338 




Exons 


2210. .2548 














GI Descrip. 


(AF079588) : 


1-aminocyclopropane-l-carboxylate oxidase [Sorghum 




bicolor] 














Seq. No. 


31585 








Seq. ID 


OJ990429_11.9C10, 


.C37 


Gene No. 


65382 








Strand 






Start 


2216 








End 


2548 




Name 


OJ990429 11 


. 9C10 


.C37.o2 


.gs 


Method 


GENSCAN 




Start 


2216 








End 


2422 




GI 


none 








Score 


.75 




Exons 


2216. . 2422 














Seq. No. 


31585 








Seq. ID 


OJ990429JL1.9C10, 


.C37 


Gene No. 


65382 








Strand 






Start 


2216 - 








End ■ 


2548 




Name - 


OJ990.429- 11 


.9C10. 


.C37.ol, 


. tm 


Method . 


TBLASTX: Maize 




Start 


2231 








End 


2537 




GI 


none 








Score 


51 




Exons 


2231. .2320, 


2244 


. .2324, 


2354 . 


.2536, 2355. .2537 




Seq. No. 


31585 








Seq. ID 


OJ990429_11.9C10. 


,C37 


Gene No. 


65382 








" Strand 






Start 


2216 








End 


2548 




Name 


OJ990429 11. 


.9C10. 


.C37.ol, 


. ts 


Method 


TBLASTX: Soybean 




Start 


2231 








End 


2547 




GI" 


none 








Score 


60 




Exons 


2231. ..2320, 


2232, 


. .2318, 


2354 . 


.2488, 2355.. 2537, 2491.. 2547 


Seq. No. 


31585 








Seq. ID 


OJ990429_11.9C10. 


C37 


Gene No. 


65382 








Strand 







31597 



Start 


2216 






End 


2548 


Name 


OJ990429 11.9C10 


.C37 .ol 


. tw 


Method 


TBLASTX: Wheat - 


Start 


2231 






End 


2537 


GI 


none 






Score 


56 


Exons 


2231.. 2320, 2232 


. .2348, 


2354 


..2485, 2355. .2537, 2491. .2526 


Seq. No. 


31586 






Seq. ID 


OJ990429_11.9C10.C38 


Gene No. 


: 65383 






Strand 


+ 


Start 


" 5255 






End 


6474 


Name 


OJ990429 11.9C10 


C38.o2 


gp 


Method 


AAT/GAP 


Start 


5152 






End 


6202 


GI 


16101 1.R1084 






Score 


1515 


Exons 


5152.. 5362, 5638 


.6202 








GI Descrip. 


, 3386565/gb|AAC2E 


M88.ll 


l.Oe 


-101 (AF079588) 




1-aminocyclopropane-l-carboxylate oxidase [Sorghum bicolor] 


Seq. No. 


31586 






Seq. ID 


OJ990429_11.9C10.C38 


Gene No. 


65383 






Strand 


+ 


Start 


5255 






End 


6474 


Name 


OJ990429 11.9C10. 


C38.o2. 


np 


Method 


AAT/NAP 


Start 


5255 






End 


6474 


GI 


3386565 






Score 


1276 


Exons 


5255.. 5362, 5638. 


.6474 









GI Descrip. (AF079588) 1-aminocyclopropane-l-carboxylate oxidase [Sorghum 
bicolor] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31586 Seq. ID 

65383 Strand 

5255 End 
OJ99042 9_11 . 9C10 . C38 . o3 . gs Method 

5255 End 

none Score 

5255. .5362, 5638. .6207, 6316. .6468 



OJ990429_11.9C10.C38 
+ 

6474 
GENSCAN 
6468 
.68 



OJ990429 11.9C10.C38 



Seq. No. 31586 Seq. ID _ 

Gene No. 65384 Strand 

Start 1 End 1156 

Name OJ99042 9_11 . 9C10 . C38 . ol . np Method AAT/NAP 

Start 1 End 1156 

GI 3386565 Score 672 

Exons 1..434, 1049. .1156 

GI" Descrip . (AF07 9588 ) 1-aminocyclopropane-l-carboxylate oxidase [Sorghum 
• bicolor] * 



Seq. No. 31586 Seq. ID 

Gene No. 65384 Strand 

Start 1 End 

Name OJ990429_11 . 9C10 . C38 . ol . gp Method 

Start 41 End 

GI 16101_1.R1084 Score 

Exons ' 41. .434, 1049. .1156 

GI Descrip. 1 3386565/gb | AAC284 88 . 1 1 1.0e-101 (AF079588) 

1-aminocyclopropane-l-carboxylate oxidase [Sorghum bicolor] ' 



OJ9904 29_11. 9C10.C38 

1156 
AAT/GAP 
1156 
888 



Gene No. 
Start 



0 

65384 
1 



Seq. ID 

Strand 

End 



OJ990429 11.9C10.C38 



1156 



31598 



Name 

Start 

.GI 

Exons 



OJ990429_11 . 9C10 .C38 . ol .gs 
52 



Method GENSCAN 

End 1156 

none Score . 54 

52. .372, 387. .464, 1049. .1156 



Seq. No. 31586 Seq. ID 

Gene No. 65385 Strand 

Sta^t 6404 End 

Name OJ990429_11 . 9C10 . C38 . o3 . gp Method 

Start '■ 6404 End 

GI none Score 

Exons 6404.. 6710 



OJ990429_11.9C10.C38 

6710 
AAT/GAP 
6710 
523 



Seq. No. 31586 Seq. ID 

Gene No. 65386 Strand 

Start 7618 End 

Name OJ990429_11 . 9C10 . C38 . ol . tm Method 

Start 41 End 

GI none Score 

Exons 41. .79, 43. .78, 67. .354, 86. .265, 340. 

1040. .1111, 1047. .1088, 1118. .1156, 1118 
5255.. 5293, 5255.. 5293, 5300.. 5374, 5307 
5617.. 5706, 5622.. 5711, 5625.. 5987, 5626 
5995. .6231 



OJ990429_11.9C10.C38 
10435 

TBLASTX: Maize 
6231 
51 

447, 348. .446, 

1165, 5254. .5280, 
5360, 5323.. 5364, 
6006, 5994.. 6230, 



Seq. No. 31586 " Seq. ID 

Gene No. 65386 Strand 

Start 7618 End 

Name OJ990429_11 . 9C10 . C38 . ol . ts Method 

Start 41 End 

GI none Score 
Exons 



OJ990429_11.9C10.C38 
10435 

TBLASTX: Soybean 

6452 

147 



41. .265, 43. .291, 363. .446, 369. .440, 376. .447, 1040. .1108, 

1118. .1156, 5254. .5280, 5255. .5293, 5303. .5374, 5323. .5358, 

5625. .5696, 5626. .5709, 5782. .6330, 5808. .6329, 6364. .6441, 
6366. . 6452 



Seq. No. • 31586 Seq. ID 

Gene No. 65386 Strand 

Start 7618 End 

Name OJ990429_11 . 9C10 . C38 . ol . tc Method 

Start 43 End 

GI " none - Score 

Exons. 43..81, 85 . . 207, 241 . 276, 366. .446, 1040..1108-, 1118, 

5255. .5293, 5303. .5374, 5626 .. 5706, . 5797 .. 5832 , 5866.. 
5991. .6329, 5992. .6330, 6364. .6438 



OJ990429_11.9C10.C38 
10435 

TBLASTX: Cress 
6438 

42 - ■ 

.1156, 
5988, 



Seq. No. 31586 

Gene No. 65386 

Start 7618 

Name OJ99042 9_11 . 9C10 . C38 . ol . tw 

Start 6021 

GI none 

Exons 6021.. 6266, 6022.. 6270, 6100.. 6270 



Seq. ID OJ990429__11.9C10.C38 
Strand 

End 10435 

Method TBLASTX: Wheat 

End 6270 

Score 384 



Gene No. 
Start 



JIDdD 

65386 
7618 



Seq. ID 

Strand 

End 



OJ990429 11.9C10.C38 



10435 



31599 



Name 


OJ990429 11.9C10.C38'.o4.gs 


Method 










Start 


7618 


End 


10435 








GI 


none 


Score 


47 








Exons 


7618. .7682, 8004. .8191, 10353. .10435 










Seq. No. 


31587 


Seq. ID 


OJ990429_ 


11, 


9C10 


.C40 


Gene No... 


65387 


Strand 


+ 








Start 


69 


' End 


146 








Name 


OJ990429 ll.-9C10.C40.ol.gs 


Method 


GENSCAN 








Start 


69 


End 


14 6 








GI 


none 


Score 


- . 55 








Exons 


69. . 146 












Seq. No. 


31588 


Seq. ID 


OJ990429_ 


_11. 


9C10 


.C41 


Gene No. 


65388 


Strand 


+ 








Start 


976 


End 


1363 








Name 


OJ990429 11.9C10.C41.ol.gs 


Method 


GEN^TAN 








Start 


976 


End 


1316 








GI 


none 


Score 


. 72 








Exons 


976. .1149, 1208. .1316 












Sea No 


31588 


Seq. ID 


J -/ \J T ^ 


11 . 






Gene No . 


65388 


Strand 


+ 








Start 


976 


End 


1363 








Name 


OJ990429 ll.-9C10.C41.ol.np 


Method 


AAT/NAP 








Start 


985 


End 


"* 1363 








GI 


2191184 


Score 


267 








Exons 


985. .1149, 1250. .1363 












GI Descrip. 


(AF007271) Similar to sodium/hydrogen exchanger; 


coded 






thaliana cDNA T75860 [Arabidopsis thaliana] 








Seq. No. 


31588 


Seq. ID 


OJ990429_ 


11. 


9C10 


.C41 


Gene No. 


65388 


Strand 


+ 








Start 


976 


End 


1363 








Name 


OJ990429 11.9C10.C41.ol.ts 


Method 


TBLASTX: Soybean 




Start 


994 


End 


1351 








GI 


none 


Score 


161 








Exons 


994. .1149, 999. .1184, 1240. 


.1350, 1244 


. . 1351 








Seq. No. 


31589 


Seq. ID 


OJ990429_ 


11. 


9C10 


.C47 


Gene No. 


65389 


Strand 


+ 








Start 


62 


End 


180 








Name 


OJ990429 11.9C10.C47..o.l.gs. ■ 


Method 


•GENSCAN- 








Start 


62 


End 


180 








GI 


none 


Score 


.71 








Exons 


62. .180 












Seq. No. 


31590 


Seq. ID 


OJ990429_ 


11. 


9C10 


.C49 


Gene No. 


65390 


Strand 


+ .. 








Start 


294 


End 


396 








Name 


OJ990429 11.9C10.C49.ol.gs 


Method 


GENSCAN 








Start 


294 


End 


396 








GI 


none 


Score 


.47 








Exons 


294 . .396 












Seq. No. 


31591 


Seq. ID 


OJ990429_ 


11. 


9C10 


.C50 


Gene No. 


65391 


Strand 











31600 



Start 
Name 
Start 
GI 

Exons 



55 End 

OJ990429_11.9C10.C50.ol.gs Method 

55 End 

none Score 
55. .204 



204 

GENSCAN 

204 

.98 



Seq. No. 31592 

Gene No. 65392 

Start 7100 

Name OJ990809_11 . 9C01 . CI . ol . gp 

Start 7100 

GI LIB34 34-051-P1-K1-G8 

Exons 7100.. 7223 

GI Descrip. ? 5670155/gb | AF161269 . 1 | AF161269 4.0e-86 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 1 



Seq. ID OJ990809_11.9C01.C1 
Strand + 

7223 .: 
" AAT/GAP 
7223 
149 



End 

Method 

End 

Score 



Seq. No. 


31592 




Seq. ID 


OJ990809_11.9C01.C1 


Gene No . 


65393 




Strand 




Start 


1 




End 


4641 


Name 


OJ990809 


11. 9C01.Cl.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


4641 


GI 


2586082 




Score 


3494 


Exons 


1. . 1848, 


2304. .4641 






GI Descrip. 


(U72725) 


retrofit [Oryza longistaminata] 


Seq. No. 


31592 




Seq. ID 


OJ99080§JL1.9C01.C1 


Gene No. 


65393 




Strand 




Start 


1 




End 


4641 


Name 


OJ990809 


11. 9C01.Cl.ol.gs 


Method 


GENSCAN 


Start 


707 




End 


4641 


GI 


none 




Score 


. 62 


Exons 


707. .822, 


1021. . 1146, 1312. . 


1647, 2181 


..2566, 2588. .2781, 




2943. .3067, 3252. .4641 






Seq. No. 


31592 




Seq. ID 


OJ990809_11.9C01.C1 


Gene No. 


65394 




Strand 




Start 


5343' 




End 


7967 


Name 


OJ990809 


11.9C01.Cl.o2.tm 


Method 


TBLASTX: Maize 


Start 


401 




End 


649 


GI 


none 




Score 


150 


Exons 


401. .643, 


401. .649, 402. .644 






Seq. .No: 


31592 ' 




Seq. ID . 


OJ990809_11.9C01..C1 


Gene No. 


65394 




Strand 




Start 


5343 




End 


7967 


Name 


OJ990809 


11. 9C01.Cl.o2.ts 


Method 


TBLASTX : Soybean 


Start 


407 




End 


788 


GI 


none 




Score 


80 


Exons 


407. .583, 


411. .623, 600. .788 


, 602.,. 787 




Seq. No. 


31592 




Seq. ID 


OJ990809_JL1.9C01.C1 


Gene No. 


65394 




Strand 




Start 


5343 




End 


7967 


Name 


OJ990809_ 


11. 9C01.Cl.o2.tw 


Method 


TBLASTX: Wheat 




1 u / 




End 


763 


GI 


none 




Score 


178 


Exons 


407. .763, 


408. .758 







31601 




Seq. No. 


31592 






Seq. ID 


OJ990809_11.9C01 


.CI 


Genp No 


65394 












Start 


5343 






PnH 


7 Q67 




Name 


OJ990809 11 


. 9C01 


CI ol tm 


Mo f~ h oH 


TRT A^TY ■ Ma i to 




Start 


698 _ 






End 


114 4 

X X *i *a 




GI 


none 






Score 


4 5 




P von s 


698 1144 


714 


791, 903 


1061 






Seq. No. 


31592 






Seq.' ID 


OJ990809_11.9C01 


.CI 


Gpnp No 


65394 






c;t rand 






Start 


5343 






Hii L\JL 


7 Q67 




Name 


OJ990809 11 


.9C01 


.Cl.o3.tw 


Mof h oH 


TRT.A9TX • Whppf 
X DiinO 1 /\ . Wilt! a. L 




Start 


764 . 






End 


127 6 




GI 


none 












P.xon ^ 


764. .946, 932. .1276, 1051. 


1119 114 ^ 

. X X X J , X X *4 O * 






Seq. No. 


31592 






Seq. ID 


OJ990809_11. 9C01 


.CI 


Gene No. 


65394 






Strand 






Start 


5343 






End 


7 367 




Vi CtlllC 


OJ990809 11 


. 9C01 


.Cl.ol.ts 




1 Dj_t.tt.o 1 a . ooyoean 




Start 


941 






PnH 


1 4 S 6 

14 JO 




GI 


5509260 






Q 0 0 yes 


i rid 

X \J H 




F.von 


941. .-1456, 


957. . 


1118, 968. 


11?^ 1170 


1 ^07 1 1444 




UI UC D ^ J — * 


- 












Seq. No. 


31592 






Seq. ID 


OJ990809_11. 9C01 


.CI 


Gene No . 


65394 






St rand 






Start 


5343 






PnH 

HIl (J. 


7 Q£i7 




Name 


OJ990809 11 


. 9C01 


.Cl.o2.tc 


Mo +■ h r^H 


TRT aQTY • PrDcc 




Start 


1058 






PnH 






GI 


none 






^ OO T**0 


1 OR 




P von ^ 


1058. .1327, 


1101 


. . 1328 








Seq. No. 


31592 






Seq. ID 


OJ990809_11.9C01 


.CI 


Qgp^e No . 


65394 






St r^nH 






Start 


5343 






PnH 


7Q67 




Name 


OJ990809 11 


. 9C01 


.CI .06. tm 


Mo f hnH 

l it: L 1 1 LJ Li 


TRT n^TY • Ma i 70 




Start 


1148 






PnH 


1 4 Dfi 

X *± \J \J 




GI 


none 








97 




J—J JTi. HO 


1148. .1405, 


1167 


. . 1406 








Seq. No. 


31-592 • 






■ Seq.' ID 


OJ990809_11.9C01 


CI 


^onp No 


65394 






Strand 






Start 


5343 






End 


7 Q£7 




Name 


OJ990809 11 


. 9C01 


.Cl.o4.tw 


Method 


TRT ZiCTY • Whoaf 




Start 


2458 






End 






GI 


none 






Score 


0 0 




P von q 


2458. .2814, 


2477 


. .2611 v 2636.. 2677 






Seq. No. 


31592 






Seq. ID 


OJ990809_11 . 9C01. 


CI 


Gene No. 


65394 






Strand 






Start 


5343 






End 


7967 




Name 


OJ990809_11 


. 9C01 


.CI .ol. tc 


Method 


TBLASTX: Cress 




Start 


2473 






End 


2920 




GI 


none 






Score 


92 




Exons 


2473. .2916, 


2642 


.2920 









31602 




Seq. No. 


31592 








Seq. ID 


OJ990809_11. 9C01 


.CI 


Gene No. 


65394 








Strand 






Start 


5343 








End 


7967 




Name 


OJ990809 11 


. 9C01 


. Cl.oS. 


tm 


Method 


TBLASTX : Maize 




Start 


2488 








End 


2811 




GI 


none 








Score 


239 




Exons 


2488. .2811 














Seq. No. 


31592 








Seq. ID 


OJ990809_11. 9C01 


.CI 


Gene No. 


65394 








Strand 






Start 


5343 








End 


7967 




Name 


OJ990809 11 


. 9C01 


.Cl.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


2734 








End 


2947 




GI 


none 








Score 


88 




Exons 


2734 . .2946, 


2741 


. .2947 










Seq. No. 


31592 








Seq. ID 


OJ990809_11. 9C01 


CI 


Gene No. 


65394 








Strand 






Start 


5343 








End 


7967 




Name 


OJ990809 11 


. 9C01 


.Cl.o4 . 


ts 


Method 


TBLASTX : Soybean 




Start 


2950 








End 


3327 




GI 


none 








Score 


90 




Exons 


2950. . 3096, 


3121 


. . 3228, 


3235 . 


. 3327 






Seq. No. 


31592 








Seq. ID 


OJ990809_11. 9C01 


CI 


Gene No. 


65394 








Strand 






Start 


5343 








End 


7967 




Name 


OJ990809 11 


. 9C01 


.Cl.o4. 


tm 


Method 


TBLASTX * Maize 




Start 


3409 








End 


3708 




GI 


none 








Score 


86 




Exons 


3409. .3708, 


3435 


. . 3560, 


3439. 


. 3708 






Seq. No. 


31592 








Seq. ID 


OJ990809_11. 9C01. 


CI 


Gene No. 


65394 








Strand 






Start 


- 5343 








End 


7967 




Name 


OlT990809 11 


9C01 


.Cl.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


3414 








End 


3796 




GI 


none 








Score 


118 




Exons 


3414 . . 3749, 


3415 


. . 3777, 


3415 . 


.3783, 3470.. 3796 




Seq. No. 


31592 - 








Seq. ID 


OJ990809^11. 9C01 . 


CI 


Gene No. . 


" 65394 








Strand 






Start 


5343 








End 


7967 




Name 


OJ990809 11. 


9C01 


.Cl.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


4006 








End 


4317 




GI 


none 








Score 


73 




Exons 


4006 . .4317, 


4076 


. . 4282 










Seq. No. 


31592 








Seq. ID 


OJ990809_11.9C01. 


CI 


Gene No. 


65394 








Strand 






Start 


5343 








End 


7967 




Name 


OJ990809 11. 


9C01 


Cl.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


4135 








End 


4572 




GI 


none 








Score 


87 




Exons 


4135. .4329, 


4136. 


.4330, 


4447. 


.4572 







31603 



Seq. No. 


31592 


Seq. ID 


OJ990809_ 


11. 


9C01 


.CI 


Gene No. 


65394 


Strand 










Start 


5343 


End 


7967 








Name 


OJ990809 11. 9C01.Cl.o2.gs 


Method 


GENSCAN 








Start 


5343 ~~ 


End 


7967 








GI 


none 


Score 


.82 








Exons 


5343. .5417, 6879. .7301, 7398. 


.7597, 7910.. 7967 








Seq. No. 


31592 • 


Seq. ID 


OJ990809 


11 . 


9C01 


.CI 


Gene No. 


65394 


Strand 










Start 


5343 


End 


7967 








Name 


OJ990809 11.9C01.Cl.o2.np 


Method 


AAT/NAP 








Start 


6020 


End 


7699 








GI 


6539588 


Score 


196 








Exons 


6020. .6061, 7398. .7699 












GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 








Seq. No. 


31593 


Seq. ID 


OJ990809 


11 . 


9C01 


C2 


Gene No. 


65395 


Strand 


+ 








Start 


1 


End 


1574 








Name 


OJ990809 11.9C01.C2.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


1358 








GI 


6721512 


Score 


71 








Exons 


1..38, 1245. .1358 












GI Descrip. 


, (AP001072) hypothetical protein [Oryza 


sativa] 








Seq. No. 


31593 


Seq. ID 


OJ990809_ 


11. 


9C01. 


C2 


Gene No. 


65395 


Strand 


+ 








Start ' 


1 


End 


1574 








Name 


OJ990809 11. 9C01.C2.ol.gs 


Method 


GENSCAN 








Start 


421 


End 


1574 








GI 


none 


Score 


.74 








Exons 


421. . 623, 1527. . 1574 












Seq. No. 


31594 


Seq. ID 


OJ990809_ 


11 . 


9C01 . 


C3 


Gene No. 


65396 


Strand 










Start 


176 


End 


270. 








Name 


OJ990809 11.9C01.C3.ol.gp 


Method 


AAT/GAP 








Start 


176 


End 


270 








GI- 


LIB3477-003-P1-K1-E9 


Score 


102 








Exons 


176. .270 












GI Descrip . 


.'2498586/sp|Q40638 IMPOl ORYSA 


2.0e-24 MAJOR POLLEN 


ALLERGEN 




S 1 PRECURSOR (ORY S I) >gi 1173557 .(U31771) Ory 


s 


1 [Oryza 




sativa] ' 












Seq. No. 


31594 


Seq. ID 


OJ990809_ 


11. 


9C01. 


C3 


Gene No. 


65397 


Strand 










Start 


2648 


End 


3014 








Name 


-,OJ990809 11.9C01.C3.o2.gp 


Method 


AAT/GAP 








Start 


2256 


End 


2549 








GI 


none 


Score 


550 








Exons 


2256. .2549 












Seq. No. 


31594 


Seq. ID 


OJ990809_ 


11. 


9C01. 


C3 


Gene No . 


bs^y / 


Strand 










Start 


2648 


End 


3014 








Name 


OJ990809 11. 9C01.C3.ol.gs 


Method 


GENSCAN 









31604 



Start 


2648 




End 


3010 




GI 


none 




Score 


.86 




Exons 


2648. .3010 










Seq. No. 


31594 




Seq. ID 


OJ990809_11. 9C01 


,C3 


Gene No. 


65397 




Strand 






Start 


2648 




End 


3014 




Name 


OJ990809 11 


.9C01.C3.ol.tm 


Method 


TBLASTX : Maize 




Start 


2684 




End 


3014 




GI 


none 




Score 


267 




Exons 


2684 . .2920, 


2736.. 2921, 2928. 


.3014 






Seq. No. 


31594 




Seq. ID 


OJ990809_11.9C01 


C3 


Gene No. 


65397 




Strand 






Start 


2648 




End 


3014 




Name 


OJ990809 11 


■9C01.C3.ol.ts 


Method 


TBLASTX : Sovbean 




Start 


2714 ~ 




End 


2879 




"GI 


none 




Score 


162 




Exons 


2714 . .2878, 


2739. .2879 








Seq. No. 


31594 




Seq. ID 


OJ990809JL1. 9C01 


C3 


Gene No. 


65397 




Strand 






Start 


2648 




End 


3014 




Name 


OJ990809 11 


9C01.C3.ol. tc 


Method 


TBLASTX • Cress 




Start 


2723 ~ 




End 


2852 




GI 


none 




Score 


131 




Exons 


2723 . .2851, 


2739. .2852 








Seq. No. 


31594 




Seq. ID 


OJ990809_11.9C01. 


C3 


Gene No. 


65397 




Strand 






Start 


2648 




End 


3014 




Name 


OJ990809 11 


9C01 . C3 . ol . tw 


Method 


TBLASTX : Wheat 




Start 


2813 ~ 




End 


3011 




GI 


none 




Score 


148 




Exons 


2813. .2938, 


2814 . .2927, 2928 . 


. 3011 






Seq. No. 


31595 




Seq. ID 


OJ990809J.1. 9C01. 


C5 


Gene No. 


65398 




Strand 


+ 




Start 


203 




End 


3043 




Name 


OJ990809 11. 


9C01.C5.ol.gs 


Method 


GENSCAN 




Start 


203 




End 


3043 




GI • 


none 




Score 


. 59 




Exons 


203. -.295, ■ 1092. .1126, 24 79.". 2 698, 2974 


3043 




Seq. No. 


31595 




Seq. ID 


OJ990809 11 9C01 


C5 


Gene No. 


65399 




Strand 


+ " 




Start 


3076 




End ■ 


3180 




Name 


OJ990809 11. 


9C01.C5.ol.np 


Method 


AAT/NAP 




•Start 


3076 




End 


3180 




GI 


769716 




Score 


95 




Exons 


3076. .3180 










GI Descrip. 


(D32052) ORF73[Oryza sativa] 








Seq. No. 


31595 




Seq. ID 


OJ990809_11.9C01. 


C5 


Gene No . 


65400 




Strand 






Start 


3790 




End 


4095 




Name 


OJ990809_11. 


9C01.C5.o2.gs 


Method 


GENSCAN 





31605 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3790 
none 

3790.. 3837, 3880.. 4095 



End 4095 
Score .73 



31595 
65401 
5211 

OJ990809JL1.9C01.C5.ol.gp 
4 956 

43545 1.R1084 



OJ990809 11.9C01.C5 



Seq. ID 
Strand 

End 6486 
Method AAT/GAP 
.End 6239 
_ Score 1183 

4956. .5350, 5444. .5496, 5946. .6061, 6153. .6239 
'2388585 1.0e-38 (AC000098) Similar to Caenorhabditis unknown 
protein T03F1.1 (gb_U88169) . [Arabidopsis thaliana] ' 



Seq. No. 


31595 






Seq. ID 


OJ990809_11.9C01.C5 


Gene No. 


65401 






Strand 




Start 


5211 






End 


6486 


Name 


OJ990809 11 


. 9C01 


.C5.ol.tw 


Method 


TBLASTX: Wheat 


Start 


5201 






End 


6247 


GI 


none 






Score 


54 


Exons 


5201. .5266, 


5212 


..5295, 5274. 


.5363, 5286. .5354, 5287. .5355, 




5460. . 5498, 


5946 


..6062, 5947. 


.6063, 6038. .6064, 6153. .6239, 




6153. . 6239, 


6154 


..6240, 6155. 


.6247 




Seq/ No. 


31595 






Seq. ID 


OJ990809_11. 9C01.C5 


Gene No. 


65401 






Strand 




Start 


5211 






End 


6486 


Name 


OJ990809 11 


. 9C01 


.C5 . o3 . gs 


Method 


GENSCAN 


Start 


5211 






End 


6061 


GI 


none 






Score 


-.78 


Exons 


5211. .5350, 


5444 


..5496, 5946. 


. 6061 




Seq. No. 


31595 






Seq. ID 


OJ990809_11. 9C01.C5 


Gene No. 


65401 






Strand 




Start 


5211 






End 


6486 


Name 


OJ990809 11 


. 9C01 


. C5.o2.np 


Method 


AAT/NAP 


Start 


5214 ~ 






End 


6486 


GI 


2388585 






' Score 


285 


Exons 


5214. .5350, 


.5444 


..5496, 5946. 


.6061, 6153.. 6239, 6451.. 6486 


GI Descrip. 


(AC000098) 


Similar ,to Caenorhabditis unknown protein T03F1.1 




(gb IU88169) 


. [Arabidopsis thaliana] 




Seq. No. 


31595 






Seq. ID 


OJ990809_11.9C01.C5 


Gene No. 


65401 






Strand 




Start 


5211 






End 


6486 


Name 


OJ990809 11 


. 9C01 


.C5.ol.tm 


Method 


TBLASTX: Maize 


Start 


5231 






End 


6253 


GI 


none 






Score 


93 


Exons 


5231. .5365, 


5265 


..5369, 5266. 


.5364, 5447. .5497, 5452. .5496, 




5940. . 6062, 


5947 


..6063, 6153. 


.6239, 6153.. 6239, 6154.. 6240, 




6155. . 6253 










Seq. No. 


31596 






Seq. ID 


OJ990809_11.9C01.C6 


Gene No. 


65402 






Strand 




Start 


197 






End 


1952 


Name 


OJ990809 11 


. 9C01 


. C6.ol.gp 


Method 


AAT/GAP 


Start 


197 




End 


1937 



31606 



GI 43545_2.R1084 Score 658 

Exons 197. .271, 502. .584, 1201 .. 1237, ' 1398 1544, 1901. .1937 

GI Descrip. 1 2388585 1.0e-69 (AC000098) Similar to Caenorhabditis unknown 
protein T03F1.1 (gb_U88169) . [Arabidopsis thaliana] 1 



Seq. No. 


31596 


Seq. ID 


OJ990809_11. 9C01.C6 


Gene No. 


65402 


Strand 




Start 


' 197 


End 


1952- 


Name 


OJ990809 11.9C01.C6.ol.gs 


Method 


GENSCAN 


Start 


197 


End 


1544 


GI 


none 


Score 


.98 


Exons 


197. .271, 502. .584, 1201.. 


1237, 1398.. 


1544 


Seq. No. 


31596 


Seq. ID 


OJ990809_11.9C01.C6 


Gene No. 


65402 


Strand 




Start 


197 


End 


1952 


Name 


OJ990809 11.9C01.C6.ol.np 


Method 


AAT/NAP 


Start 


197 


End 


1952 


GI 


2388585 


Score 


378 


Exons 


197. .271, 456. .584, 1201.. 


1237, 1398.. 


1544, 1901.. 1952 


GI Descrip. 


(AC000098) Similar to Caenorhabditis unknown protein T03F1 




(gb | U88169) . [Arabidopsis 


thaliana] 




Seq. No. 


31597 


Seq. ID 


OJ990809_11.9C01.C7 


Gene No. 


65403 


Strand 


+ 


Start 


10377 


End 


10997 


Name 


OJ990809 11.9C01.C7.o5.np 


Method 


AAT/NAP 


Start 


10377 


End 


10997 


GI 


6721559 


Score 


613 


Exons 


10377. .10829, 108 60. .10997 






GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 




gi | 6815084 |dbj IBAA90370.1 | 


(AP001081) 


hypothetical protein 




[Oryza sativa] 






Seq. No. 


31597 


Seq. ID 


OJ990809_11.9C01.C7 


Gene No. 


65404 


Strand 




Start 


1 


End 


6451 


Name ■ 


OJ990809 11.9C01.C7.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


4614 


GI 


4512618 


Score 


1539 


Exons 


1..19, 346. .3062, 3090. .37 


46, 3867. .4007, 4047. .4341, 4405 



GI Descrip;- (AC004793) Strong similarity to gi|3600044 T12H20.12 protease 
homolog from Arabidopsis thaliana BAC gb|AF080119 and is a 
member of the reverse - transcriptase family PF 100078. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. Nu . 
Gene No. 
Start 



31597. Seq. ID 

65404 Strand 

1 End 

OJ990809_11. 9C01.C7 .o2.np Method 

332 End 

2865202 Score 
332.. 1826 

(U19263) ORF [Saccharomyces paradoxus] 



J±02 / 

65404 
1 



Seq. ID 

Strand 

End 



OJ990809_11.9C01.C7 

6451 
AAT/NAP 
1826 
521 



OJ99U809 11.9C01.C7 



6451 



31607 



Name OJ990809JL1 . 9C01 . C7 . o3 . np Method AAT/NAP 

Start 333 - End 4550 

GI 4586028 Score 1528 

Exons 333.. 3081, 3118.. 4341, 4444.. 4550 

GI Descrip. (AC007109) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 31597 

Gene No. 65404 

Start 1 

Name OJ990809_11 . 9C01 . C7 . ol . gs 

Start 474 

GI none 
Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990809 11.9C01.C7 



6451 
GENSCAN 
6347 
.71 

474. .565, 1217. .1564, 1727. .1909, 2634. .2798, 3011. .3168, 
3236. .3359, 3447. .3743, 3867. .4041, 4162. .4525, 4766. .5082, 
5865..S978, 6108. .6167, 6267. .6347 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31597 
65404 
1 

OJ990809_11. 9C01.C7 ,o4 .np 

3794 

2388585 



Seq. ID OJ990809_11. 9C01.C7 
Strand 

End 6451 

Method AAT/NAP 

End 634 4 

Score 127 



3794. .3837, 5865. .5995, 6210. .6344 

(AC000098) Similar to Caenorhabditis unknown protein T03F1.1 
(gb|U88169). [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 



31597 
65404 
1 

OJ990809_11. 9C01.C7.ol.gp 
5865 

17752_1.R1084 

5865. .5978, 6108. .6167, 6267. 



Seq. ID OJ990809_11.9C01.C7 
Strand 

End 6451 

Method AAT/GAP 

End 6451 

Score 651 
.6451 



1 2388585 5.0e-48 (AC000098) Similar to Caenorhabditis unknown 



protein T03F1.1 (gb_U88169) . 

31597 
65405 
9512 

OJ990809_1 1 . 9C01 . C7 . ol . ts 

351 

none" 

351. .884, 496. .816, 888. .983 



[Arabidopsis thaliana] 1 

OJ990809 11.9C01.C7 



Seq. ID 
Strand 
End 

Method 
End 
"Score 



14687 

TBLASTX : Soybean 

983 

138 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31597 Seq. ID 

65405 Strand 

9512 End 

OJ990809_11 . 9C01 .C7 . o3 . tm Method 

351 End 

none Score 

351. .575, 505. .576, 555. .881, 667,. 747 



OJ990809_11.9C01.C7 
14687 

TBLASTX: Maize 

881 

59 



Seq. No. 31597 Seq. ID 

Gene No. 65405 Strand 

Start 9512 End 

Name OJ990809 11 . 9C01 . C7 . ol . tm Method 



OJ990809_11.9C01.C7 
14687 

TBLASTX: Maize 



31608 




Start 


1132 






GI 


none 






Exons 


1132. . 1236, 


1140 


. . 1448 


Seq. No. 


31597 






Gene No. 


65405 






Start 


9512 






Name 


OJ990809 11 


. 9C01 


.C7 . ol 


Start 


1158 : 






GI 


none 






Exons 


1158 . . 1358, 


1353 


. . 1445, 


Seq. No. 


31597 






Gene No. 


65405 






Start 


9512 






Name 


OJ990809 11 


. 9C01 


.C7.o2 


Start 


1362 






GI 


5509260 ' 






Exons 


1362 . . 1445, 


1452 


. . 1865, 


GI Descrip. 








Seq. No. 


31597 






Gene No. 


65405 






Start 


9512 






Name 


OJ990809 11 


. 9C01 


. C7 . ol . 


Start 


1473 ~~ 






GI 


none 






Exons 


1473. . 1733, 


1558 


. . 1734 


Seq. No. 


31597 






Gene No. 


65405 






Start 


9512 






Name 


OJ990809 11 


9C01 


. C7 . o5 . 


Start 


1560 ~ 






GI 


none 






Exons 


1560. . 1820, 


1564 


. . 1773 


Seq. No. 


31597 






Gene No. 


65405 






Start 


9512 






Name 


OJ990809 11. 


9C01 


C7 . o3 . 


Start 


2168 ~ 






GI 


none 






Exons 


• 2168 . . 2395, 


2182 


. 2394 


Seq. No. 


31597 






Gene No. 


65405 






Start 


9512 






Name 


OJ990809 11. 


9C01 . 


C7 . o2 . 


Start 


2180 ~~ 






GI 


none 






Exons 


2180. .2350, 


2185. 


.2595, 


Seq. No. 


31597 






Gene No . 


65405 






Start 


9512 






Name 


OJ990809 11. 


9C01. 


C7.o3. 




End 1551 
Score 50 
1354. .1446, 1464. .1550, 1468. .1551 

Seq. ID OJ990809_11.9C01.C7 
Strand 

End 14687 

tw Method TBLASTX : Wheat 

End 1691 

Score 125 
1449. .1691, 1450. .1677 

Seq. ID OJ990809_11.9C01.C7 
Strand 

End 14687 

ts Method TBLASTX : Soybean 

End 1865 

Score 45 
1453. .1533, 1561. .1734 



Seq. ID OJ990809JL1. 9C01.C7 

Strand - • 

End 14687 

tc Method TBLASTX : Cress 

End 1734 

Score 119 



Seq. ID OJ990809_11.9C01.C7 
Strand 

End 14687 

tm Method TBLASTX : Maize 

End 1820 

Score 91 



Seq. ID OJ990809_11.9C01.C7 
Strand 

End 14687 

tw Method TBLASTX : Wheat 

End 2395- 

Score 229 



Seq. ID OJ990809_11.9C01.C7 
Strand 

End 14687 

tc Method TBLASTX : Cress 

End 2604 

Score 53 
2323.. 2604. 

Seq. ID OJ990809_11.9C01.C7 
Strand 

End 14687 

ts Method TBLASTX : Soybean 



31609 




Start 


2185 








End 


2631 




GI 


none 








Score 


2 66 




Exons 


2185. .2631 














Seq. No. 


31597 








Seq. ID 


OJ990809_11.9C01 


.C7 


Gene No. 


65405 








Strand 






Start 


9512 








End 


14687 




Name 


OJ990809 11 


. 9C01 


.C7 .o4 


tw 


Method 






Start 


2401 ~ 








End 


2847 




GI 


none 








Score 


81 




Exons 


2401 . . 2847, 


2540 


. . 2833 










Seq. No. 


31597 








Seq. ID 


OJ990809_11.9C01 


.C7 


Gene No. 


65405 








Strand 






Start 


9512 








End 


14687 




Name 


OJ990809 11 


. 9C01 


.C7 .o2 . 


tm 


Mpf- hod 


TBLASTX * i 7P 

J. l-> J_I.IT.lJ X /\ . L JO J. 




Start 


2425 ~ 








End 


2862 




GI 


none 








Score 


292 




Exons 


2425 . . 2862 














Seq. No. 


31597 








Seq. ID 


OJ990809_11.9C01 


.C7 


Gene No. 


65405 








Strand 






Start 


9512 








End 


14687 




Name 


OJ990809 11 


. 9C01 


.C7.o3. 


tc 


Mp f- hod 


TBLASTX • Prpsq 




Start 


2740 ~ 








End 


3021 




GI ■ 


none 








Score 


81 




Exons 


2740 .-.2922, 


2741 


2908, 


3001 . 


. 3021 






Sea. No. 


31597 








Seq. ID 


OJ990809_11. 9C01 


.C7 


Gene No. 


65405 








Strand 






Start 


9512 








End 


14687 




Name 


OJ990809 11 


. 9C01 


.C7 .o4 . 


tm 


Method 


TBLASTX: Maize 




Start 


2863 ~ 








End 


3171 




GI 


none 








Score 


139 




Exons 


2863 . .2922, 


2864 


. 3040, 


2868 . 


.3056, 2980. .3021, 3060. .3170 




3085 . . 3168, 


3094 


. 3171 










Seq. No. 


31597 








Seq. ID 


OJ990809_1I. 9C01 


.C7 


Gene No. 


65405 








Strand 






Start 


9512 








End 


14687 




Name 


OJ990809 11 


9C01 


C7 . o2 . 


tw 


Method 


TBLASTX: Wheat 




Start 


3075 "~ 








End 


3435 ■ 




GI 


none 








• Score 


147 




Exons 


3075 . . 3260, 


3085 . 


. 3285, 


3094 . 


.3279, 32 


92. .3435 




Seq. No. 


31597 








Seq. ID 


OJ990809_11. 9C01 


,C7 


Gene No. 


65405 








Strand 






Start 


9512 








End 


14687 




Name 


OJ990809 11 


9C01 . 


C7 . 06 . 




Method 


TBLASTX: Maize 




Start 


4195 ~ 








End 


4431 




GI 


none 








Score 


132 




Exons 


4195. .4431, 


4216. 


. 4431 










Seq. No. 


31597 








Seq. ID 


OJ990809 11.9C01 


.C7 


Gene No. 


65405 








Strand 






Start 


9512 








End 


14687 




Name 


OJ990809 11. 


9C01. 


C7.o4. 


ts 


Method 


TBLASTX: Soybean 





31610 



Start 5865 

GI none 

Exons 5865.. 5984, 5865.. 5999 

Seq. No. 31597 

Gene No. 65405 

Start 9512 

Name OJ990809_11 . 9C01 . C7 . o2 . gs 

Start 9512 

GI none 
Exons 



End 5999 
Score 97 



Seq. ID OJ990809_11. 9C01.C7 
Strand 

End 14687 

Method GENSCAN 

End 14687 

Score .57 



9512. .9616, 10572. .108 4 0, 11270. .11371, 11962. .12059, 
12102. . 12222, 14 618. .14 687 



Seq. No. 31598 Seq. ID 

Gene No. 65406 Strand 

Start 278 End 

Name OJ990809_11 . 9C01 . C8 . ol . gs Method 

Start 278 End 

GI none Score 

Exons 278 . .417 



OJ990809_11. 9C01.C8 
+ 

417 
: GENSCAN 
417 
.49 



Seq. No. 31598 Seq. ID 

Gene No. 65407 Strand 

Start 2323 End 

Name OJ990809_11 . 9C01 . C8 . ol . gp Method 

Start 2323 End " : 

GI none Score 

Exons 2323.. 2744 



OJ990809_11.9C01.C8 
+ 

3273 
AAT/GAP 
2744 
735 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31598 



Seq. ID OJ990809 11.9C01.C8 



65407 Strand + 

2323 End 3273 

OJ990809_11 . 9C01 . C8 . ol . np Method AAT/NAP 

2619 End 3273 

2760321 Score 151 
2619. .2823, 2993. .3273 ■ 

(AC002130) F1N21.6 [Arabidopsis thaliana] 



Seq. No. 


31598 


Gene No. 


65408 


Start 


2110 


Name 


OJ9908 


Start 


2110 


GI 


none 


Exons 


2110. . 


Seq. No. 


31599 


Gene No. 


65409 


Start 


1 


Name 


OJ9908 


Start 


1 


GI 


276032 


Exons 


1. .556 


GI Descrip. 


{AC002 


Seq. No. 


31599 


Gene No. 


65409 



_11.9C01.C8.o2.gs 



2803, 2824 . .3218 



Seq. ID OJ990809_11. 9C01.C8 
Strand 

End 3218 

Method GENSCAN 

End 3218 

Score .73 



Seq. ID OJ990809_11.9C01.C9 

Strand + 

End .. 556 

Method AAT/NAP 

End 556 

Score 35 9 



(AC002130) F1N21.6 [Arabidopsis thaliana] 



Seq. ID OJ990809_11.9C01.C9 
Strand + 



31611 



Start 
Name 
Start 
GI 

Exons 



OJ990809_ll.9C01.C9.ol.gs 

86 

none 
86. .553 



End 

Method 

End 

Score 



556 

GENSCAN 

553 

.95 



Seq. No. 31599 Seq. ID 

Gene No. 65410 Strand 

Start 8515 End 12932 

Name OJ990809_11 . 9C01 . C9 . o3 . gs Method GENSCAN 

Start 8515 End 12801 

GI none Score .49 

Exons 8515.. 8661, 1007 6 .. 10882 , 11026 11 195 , 11398.. 
12296. .12555, 12711. .12801 



OJ990809_11. 9C01.C9 
+ 



11956, 



Seq. No. 31599 

Gene No. 65410 

Start 8515 

Name OJ990809_11 . 9C01 . C9 . o3 . np 

Start 11002 

GI 6815062 

Exons 11002. .12506, 12731 12801, 
GI Descrip. 



Seq. ID OJ990809_11. 9C01.C9 
Strand + 
End 12932 
Method AAT/NAP 
End 12932 
Score 1290 
12893. .12932 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] ^ 



Seq. No. 31599 Seq. ID 

Gene No. 65411 Strand 

Start 122 End 

Name OJ990809_1 1 . 9C01 . C9 . ol . ts Method 

Start 2 End 

GI none Score 

Exons 2. .103, 191. .217, 314. .478, 337. .456 



OJ990809_11. 9C01.C9 
9756 

TBLASTX: Soybean 

478 

95 



Seq. No. 


31599 




Seq. ID 


OJ990809_11. 9C01 


.C9 


Gene No. 


65411 




Strand 






Start 


122 




End 


9756 




Name 


OJ990809 


11.9C01.C9.o2.np 


■ Method 


. AAT/NAP 




Start 


122 




End 


9756 




GI 


3044086 




Score 


145 




Exons 


122. .602, 


7056. .7290, 9681. 


9756 






GI ' Descrip . 


(AF055904 


) unknown [Myxococcus xanthus 


1 




Seq. No. 


31599 




Seq. ID 


OJ990809_11. 9C01 


,C9 


Gene No. 


65411 




Strand 






Start 


122 




End 


9756 




Name 


OJ990809 


11.9C01.C9.ol.tc 


Method 


TBLASTX: Cress 




Start 


287 




End 


478 




GI 


hone 




Score 


185 




Exons 


287. .439, 


322. .438, 443. .476 


i 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



31599 Seq. ID 

65411 Strand 

122 End 

OJ990809_ii . 9c0l.cy.o2.gs Method 

1126 End 

none Score 



OJ990809_11.9C01.C9 

9756 
GENSCAN 
7282 
. 68 



31612 




Exons 


1126. .1205, 1244 1335- 2713 


..2755, 3451. .3523, 3993. .4203, 




5653.. 5789, 5996.. 6075, 6811 


. . 7282 




Seq. No. 


' 31599 


Seq. ID 


OJ990809_11".9C01.C9 


Gene No. 


65412 


Strand 




Start 


11044 


End 


11584 


Name 


OJ990809 11. 9C01.C9.ol.tm 


Method 


TBLASTX: Maize 


Start 


11044 


End 


11584 


GI 


none 


Score 


134 


Exons 


11044. .11199, 11220. .11348, 


11221. .11349, 11349. .11477, 




11378. .11476, 11480. .11584 






Seq. No. 


31599 


Seq. ID 


OJ990809_11. 9C01.C9 


Gene No. 


65413 


Strand 




Start 


11735 


End 


12013 


Name 


OJ990809 11. 9C01.C9.o2.tm 


Method 


TBLASTX: Maize 


Start 


11735 ~ 


End 


12013 


GI 


none 


Score 


195 


Exons 


117 35. .12013, 11791. .12012 






Seq. No. 


31600 


Seq. ID 


OJ990809_11.9C01.C10 


Gene No. 


65414 


Strand 


+ 


Start 


1 


End 


1810 


Name 


OJ990809 11.9C01.C10.ol.np 


Method 


AAT/NAP 


Start 


1 • 


End 


1810 


GI 


6815062 


Score 


763 


Exons 


1..458, 544. .77-0, 828. .1150, 


1227. .1325, 1393. .1477, 1562. .1810 


GI Descrip. 


(AP001080) Similar to Arabidopsis thaliana chromosome II BAG 




F16P2 genomic sequence ;mudrA 


like protein (AC004561) [Oryza 




sativa] 






Seq. No. 


31600 


Seq. ID 


OJ990809__11.9C01.C10 


Gene No. 


65414 


Strand 


+ 


Start 


1 


End 


1810 


Name 


OJ990809 11.9C01.C10.ol.tm 


Method 


TBLASTX: Maize 


Start 


11 


End 


305 


GI 


none 


Score 


306 


Exons 


11. .301, 15. .305 






Seq. No. 


31600 


Seq. ID 


OJ990809_11.9C01.C10 


Gene No. 


65414 


Strand 


+ 


Start 


1 - ■ 


End 


1810 


Name 


OJ990809 11. 9C01.C10.ol.gs 


Method 


GENSCAN 


Start 


348 


End 


1689 


GI 


none 


Score 


.74 


Exons 


348. .458, 659. .752, 987. .1150, 1227. .1325, 1393. .1510, 




1586. . 1689 






Seq. No. 


31600 


Seq. ID 


OJ990809_11.9C01.C10 


Gene No. 


65414 


Strand 


+ 


Start 


1 


End 


1810 


Name 


OJ990809 11. 9C01.C10.o2. tm 


Method 


TBLASTX: Maize 


Start 


544 


End 


1150 


GI 


none 


Score 


224 


Exons 


544. .753, 594. .752, 863. .92s, 


y«u . . HbO 


Seq. No. 


31601 


Seq. ID 


OJ990809_11 . 9C01.C11 



31613 




Gene No. 


65415 


Strand 




Start 


9 


End 


179 


Name 


OJ990809 11 9C01 Cll ol as 




PFN9PAN 


Start 


9 ~~ 


End 


17 9 


GI 


none 


Score 


. 88 


Exons 


9. . 179 






Seq. No. 


31602 


Seq. ID 


OJ990809 11 9C01 C12 


Gene No . 


65416 


Strand 




Start 


639 


End 


1399 


Name 


OJ990809 11.9C01 C12 ol tm 


Method 


TBLASTX: Maize 


Start 


8 


End 


550 


GI 


none 


Score 


73 


Exons 


8. .136, 15. .134, 24. .134, 32 


..157, 35. 


.214, 53. .145, 58. .23 




61 168. 61 135. 160 285 


160. .318, 


177. .299, 178. .330, 




178. .342, 185. .358, 188. .328 


, 188. .295, 189. .293, 193. .345, 




193. .333, 209. .424, 280. .507 


. 281 550 


374 529 405 530 




419. .547, 450. .503 






Seq. No. 


31602 


Seq. ID 


OJ990809_11.9C01.C12 


Gene No. 


65416 


Strand 




Start 


639 


End 


1399 


Name 


OJ990809 11 9C01 C12 ol as 


Mpf h nH 




Start 


639 _ 


End 


1399 


GI 


none 


Score 


. 5 9 


Exons 


639. .1136> 1199 1399 






Seq. No. 


31603 


Seq. ID 


OJ990R09 1 1 QPDI PI ^ 


Gene No. 


65417 


Strand 




Start 


1563 


End 


1952 


Name 


OJ990809 11 9C01 C13 ol as 


Method 


GENSCAN 


Start 


1563 ~~ 


End 


1952 


GI 


none 


Score 


. 9 


Exons 


1563 . .1952 






Seq. No. 


31604 


Seq. ID 


OJ990809_11.9C01.C14 


Gene No. 


65418 


Strand 


+ 


Start 


1901 


End 


-2934 


Name 


OJ990809 11 9C01 C14 ol as 


Method 


GENSCAN 


Start 


1901 ~~ 


End 


2934 


GI 


none 


Score 


.53 


Exons 


1901 1940 ■ 2534 2595 2616 


. .2934 




Seq. No. 


31605 


Seq. ID 


OJ990809_11.9C01.C15 


Gene No. 


65419 


Strand 


+ 


Start 


10188 


End 


10321 


Name 


OJ990809 11.9C01.C15.ol.gp 


Method 


AAT/GAP 


Start 


10188 


End 


10321 


GI 


32447 1.R1084 


Score 


229 


Exons 


10188. .10321 






GI Descrip. 


*4587550/gb|AAD25781.1|AC006577_17 6.0e-ll (AC006577) EST 




gb_R64848 comes from this gene. [Arabidopsis thaliana]. 1 


Seq. No. 


31605 


Seq. ID 


OJ990809_11.9C01.C15 


Gene No . 


65420 


Strand 


+ 


Start 


13748 


End 


20092 


Name 


OJ990809_11. 9C01.C15.o4 .gs 


Method 


GENSCAN 



31614 



Start 
GI 

Exons 



13748 End 20092 

none Score .88 

13748. . 13760, 14 880 15004 , 15025 15239, 15282 154 52 , 

15641. .15771, 16294. .164 51, 18008. .18050, 194 37. .20092 



Seq. No. 


31605 




Seq. ID 


OJ990809 


11 . 9C01 


.C15 


Gene No. 


. 65421 




Strand 








Start 


1383 




End 


3541 






Name 


OJ990809 11. 


9C01.C15.ol.gs * * 


Method 


GENSCAN 






Start 


1383 




End 


3541 






GI 


none 




Score 


.77 






Exons 


1383. .1543, 


2568. .2652, 2942. 


.3058, 3149. .3541 






Seq. No. 


31605 




Seq. ID 


OJ990809_ 


_11.9C01 


.C15 


Gene No. 


65422 




Strand 








Start 


9798 




End 


11933 






Name 


OJ990809 11. 


9C01.C15.o3.gs 


Method 


GENSCAN 






Start 


9798 


End 


11933 






GI 


none 




Score 


.44 






Exons 


9798. .10234, 


10427. .10550, 10555. .10722 


, 10787.. 


11065, 





11542. . 11724, 11919. .11933 



Seq. No. 31605 Seq. ID 

Gene No. 65423 Strand 

Start 23325 . End 

Name OJ990809_11 . 9C01 . C15 . o5 . gs Method 

Start 23325 End 

GI none Score 
Exons 



OJ990809_11.9C01.C15 

31412 
GENSCAN 
31412 
.83 



23325. .23458, 24306. 
27519. .27845, 29956. 



,26630, 27266. .27407, 274 4 1 . . 27517 , 
30025, 30606. .30718, 31385.. 31412 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31605 Seq. ID 

65423 Strand 

23325 End 

OJ990809JL1 . 9C01 . C15 . o2 . np Method 

24332 ■ End 

6730754 Score 
24332. .25977, 26014.. 26198 

(AC016529) unknown protein [Arabidopsis thaliana] 



OJ990809_11.9C01.C15 

31412 
AAT/NAP 
26198 
853 



31605 
65423 * 
23325 

OJ990809_11. 9C01.C15.ol.np 
24344 
100226 

24344 . .24622, 24650. 
hypothetical protein 
protein of unknown function 
gi I 445619 | prf | | 1909366A Leu 
esculentum] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990809 11.9C01.C15 



31412 
AAT/NAP 
26355 
8 62 

26121, 26188.. 26355 

tomato gi|19275|emb|CAA78112| (Z12127) 
[Lycopersicon esculentum] 
zipper protein [Lycopersicon 



Seq. No. 31605 Seq. ID 

Gene No. 65423 Strand 

SLarb 23325 End 

Name OJ990809_11 . 9C01 . C15 . o2 . ts Method 

Start 24391 End 



OJ990809_11.9C01.C15 
31412 

TBLASTX: Soybean 
24832 



31615 




GI 


none 




Score 


70 




Exons 


24391. .24621, 24404. 


.24622, 


24685. .24831, 24686. .24832 




Seq. No. 


31605 




Seq. ID 


OJ990809_11.9C01. 


C15 


Gene No. 


65423 




Strand 






Start 


23325 




End 


31412 




Name 


OJ990809 11.9C01.C15 


.o4 . tm 


Method 


TBLASTX: Maize 




Start 


24397 




End 


24627 




GI 


no'fte 




Score 


119 




Exons 


24397.-24549, 24401. 


.24520, 


24550. .24627, 24578. .24613 




Seq. No. 


31605 




Seq. ID 


OJ990809_11.9C01. 


C15 


Gene No. 


65423 




Strand 






Start 


23325 




End 


31412 




Name 


OJ990809 11.9C01.C15 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


24499 




End 


25107 




GI 


none 




Score 


77 




Exons 


24499. .24627, 24685. 


.24804, 


24805. .24981, 25048. .25107 




Seq. No. 


31605 




Seq. ID 


OJ990809JL1. 9C01. 


C15 


Gene No. 


65423 




Strand 






Start 


23325 




End 


31412 




Name 


OJ990809 11.9C01.C15 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


24517 




End 


24951 




GI 


none 




Score 


64 




Exons 


24517. .24627, 24578. 


.24628, 


24685. .248 


88, 24685. .24951 




Seq. No. 


31605 




Seq. ID 


OJ990809_11. 9C01. 


C15 


Gene No. 


65423 




Strand 






Start 


23325 




End 


31412 




Name 


OJ990809 11 . 9C01 .CI 5 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


24678 




End 


25626 




GI 


none 




Score 


280 




Exons 


24678. .24974, 24685. 


.24981, 


24686. .24952, 24 690 .. 24 974 , 






25014 . .25526, 25014. 


.25439, 


25016. .25552, 2504 8 .. 25626, 






25049. .25615, 25507. 


.25626 








Seq. No. 


31605 




Seq. ID 


OJ990809_11. 9C01. 


C15 


Gene No. 


65423 




Strand 






Start 


23325 




End 


31412 




Name 


OJ990809 11.9C01.C15 


.ol.ts 


Method 


TBLASTX: Soybean 




Start - 


24838 




End 


25401 




GI 


none ■ 




Score 


77 . 




Exons 


24838. .24960, 24838. 


.24975, 


25048. .252 


57, 25049. .25291, 






25208. .25393, 25252. 


.25401 








Seq. No. 


31605 




Seq. ID 


OJ990809_11.9C01. 


C15 


Gene No. 


65423 




Strand 






Start 


23325 




End 


31412 




Name 


OJ990809 11.9C01.C15 


. o2 . gp 


Method 


AAT/GAP 




Start 


24909 


End 


25303 




GI 


699987 




Score 


790 




Exons 


24909.. 25303 










GI Descrip. 


4587550/gb|AAD25781.1|AG006577 17 6.0e 


-11 (AC006577) EST 




gb_K6484 8 comes from 


this gene. [Arabidopsis thaliana] 




Seq. No. 


31605 




Seq. ID 


OJ990809_11. 9C01. 


C15 



31616 



Gene No. 65423 Strand 

Start 23325 End 

Name OJ990809_11 . 9C01 . C15 . o2 . tc Method 

Start 25246 End 

GI none Score 

Exons 25246. .25422, 25396.. 25680 



31412 

TBLASTX: Cress 

25680 

179 



Seq. No. 31605 Seq. ID 

Gene- No. 65423 ■ Strand 

Start 23325 End 

Name OJ990809_11 . 9C01 .C15 . o3 . ts Method 

Start 25408 End 

GI none Score 

Exons 25408. .25659 



OJ990809_11.9C01.C15 
31412 

TBLASTX : Soybean 

25659 

259 



Seq. No. 


31605 








Seq. ID 


OJ990809JL1. 9C01 


C15 


Gene No. 


65423 








Strand 






Start 


23325 








End 


31412 




Name 


OJ9908 


09_11. 


9C01.C15 


. o2 . tm 


Method 


.TBLASTX: Maize 




Start 


26050 








End 


26459 




GI 


none 








Score 


65 




Exons 


26050. 


.26148 


, 26093. 


.26146, 


26180. .26239, 2 6182 .. 26214 , 






26215. 


.26343 


, 26216. 


.26317, 


26248. .26343, 26436. .26459 




Seq. No. 


31605 








Seq. ID 


' OJ990809_11. 9C01 


C15 


Gene No. 


65423 








Strand 






Start 


23325 








End 


31412 




Name 


OJ9908 


09_11. 


9C01.C15 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


27167 








End 


27420 




GI 


none 








Score 


89 




Exons 


27167. 


.27262 


, 27168. 


.27260, 


27261. .27419, 27262. .27420 





Seq. No. 


31605 




Seq. ID 


OJ990809 


Gene No. 


65423 




Strand 




Start 


23325 




End 


31412 


Name 


OJ990809 11. 9C01.C15.o3 


.np 


Method 


AAT/NAP 


Start 


30012 




End 


.30292 


GI 


6721 : !TI2 




Score 


111 


Exons 


30012. .30152, 30180.. 30292 






GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


31606 




Seq. ID 


OJ990809 


Gene No. 


65424 




Strand 


.+ 


Start' ' 


1399 




End 


9507 


Name 


OJ990809 11. 9C01.C16.ol 


gs 


Method 


GENSCAN 


Start 


1399 




End 


9507 


GI 


none 




Score 


.65 


Exons 


1399. .1470, 1695. .1790, 


4273. 


.4415, 70c" 


U. .7141, 




7779.. 8005, 8187.. 8370, 


8530. 


.8647, 88E 


30. . 9507 



7618. .7684, 



Seq. No. 31606 Seq. ID 

Gene No. 65424 Strand 

Start 1399 End 

Name OJ990809_11 . 9C01 . C16 . ol . gp Method 

Start 7628 End 

GI 7388_1.R1084 Score 

Exons 7628.. 7684, 7779.. 8586 



OJ990809_11. 9C01.C16 

+ ■• 

9507 

AAT/GAP 

8586 

1628 



31617 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



'3176664 2.0e-29 (AC004393) Contains similarity to beta scruin 
gb_Z47541 from Limulus polyphemus. ESTs gb_T04493 and 
gb_AA585955 come from this gene. [Arabidopsis thaliana] ' 



31606 
65425 
10905 

OJ990809_11 . 9C01 . C16 . o2 . gs 

10905 

none 

10905. .10978, 11088. .1124 7, 
14260. . 14420, 15574. .16008 



Seq. ID OJ990809_11.9C01.C16 

Strand + 

End ■ 16104 

Method GENSCAN 

End 16008 

Score .62 
124 92. . 12583, 13215. . 1374 0, 



Seq. No. 31606 

Gene No. 65425 

Start 10905 

Name OJ990809__1 1 . 9C01 . C16 . ol 

Start 11016 

GI 1785862 

Exons 11016. .11268, 13245.. 13 



GI Descrip. (U68756) stearoyl-Acyl- 
guineensis var. tenera] 



Seq. ID OJ990809_11.9C01.C16 

Strand + 

End 16104 

. np Method AAT/NAP 

End 16104 

Score 1212 
740, 15620. .16104 

carrier protein desaturase [Elaeis 



Seq. No. 


31606 








Seq. ID 


OJ990809_11.9C01.C16 


Gene No. 


65426 








Strand 




Start 


9309 








End 


9848 


Name 


OJ990809 11 


.9C01 


C16.o4 


. tm 


Method 


TBLASTX: Maize 


Start 


7631 








End 


8044 


GI 


none 








Score 


59 


Exons 


7631. .7687, 


7632. 


.7685, 


7777 


.7854, 7799. .8044, 7846. .8034 


Seq. No. 


31606 








Seq. ID 


OJ990809_11. 9C01.C16 


Gene No. 


65426 








Strand 




Start 


9309 








End 


9848 


Name 


OJ990809 11 


. 9C01. 


C16.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


8258 








End 


8435 


GI 


none 








Score 


191 


Exons 


8258. .8434, 


8259. 


.8435 








Seq. No. 


■31606 








Seq. ID 


OJ990809_11.9C01.C16 


Gene No. 


65426 








Strand 




Start ' 


9309- 








End 


9848 


Name 


' ' OJ990809 11 


. 9C01. 


C16.63 


.ts ... 


•Method 


TBLASTX : Soybean " 


Start 


8265 








End 


8485 


GI 


none 








Score 


252 


Exons 


8265. .8480, 


8267. 


.8485, 


8268. 


.8480 





Seq. No. 31606 Seq. ID 

Gene No. 65426 Strand 

Start 9309 End 

Name OJ990809_11 . 9C01 . C16 . o2 . tm Method 

Start 8418 End 

GI none " Score 
Exons 



OJ990809_11 . 9C01.C16 
9848 

TBLASTX: Maize 

9174 

353 



8418. .8651, 8419. .8664, 8420. .8665, 8877. .9101, 8878. .9099, 
9004. .9106, 9142. .9174 



Seq. No. 



31606 



Seq. ID OJ990809 11.9C01.C16 



31618 




Gene No. 


65426 






Strand 








9309 






End 


9848 




Name 


OJ990809 11.9C01.C16. 


.ol.ts 


Method 


TBLASTX: Soybean 




OLdll. 


9063 






End 


9519 




rz t 


none 






Score 


208 






9063. . 


9497, 9063.. 9506, 9064.. 9507, 9065.. 9508, 9091.. 9519 


Seq. No. 


31606 






Seq. ID 


OJ990809_11. 9C01. 


.C16 


Gene No. 


65426 






Strand 


- 




Start 


9309 






End 


9848 






OJ990809 11.9C01.C16, 


, o3 . tm 


Method 


TBLASTX: Maize 






9306 






End 


9519 






none 






Score 


262 






9306. . 


9509, 9307.. 9507, 9310.. 9519 








31606 






Seq. ID 


OJ990809_11. 9C01. 


.C16 




65426 






Strand 






Start 


9309 






End 


9848 




Name 


OJ990809 11.9C01.C16. 


o2.gp 


Method 


AAT/GAP 




Start 


9309 






End 


9848 




\J -L 


2509 1 


.R1084 




Score 


947 




Cvnnc 

Ej A(JI 1 O 


9309. . 


9848 












'4587550/gb|AAD25781. 


1IAC006 


J577 17 6.0e-ll (AC006577) EST 




gb_R64 


848 comes from 


this gene. [Arabidopsis thaliana] ? 




OC^J ■ Vt\J . 


31606 






Seq. ID 


OJ990809_11.9C01. 




Con 0 M/-\ 


65427 






Strand 






Start 


13179 






End 


16102 




Name 


OJ990809 11.9C01.C16. 


o2 . ts 


Method 


TBLASTX: Soybean 






13179 






End 


16102 




J. 


none 






Score 


41 






13179. 


.13238, 13249.. 


13341, 


1324 9. . 13329, 13323. .13577, 






13324. 


.13566, 13566.. 


13742, 


13567. .1374 0, 15602. .16027, 






15616. 


.15903, 15964.. 


16017, 


16034. .16102 




C prf Kin 


31606 






Seq. ID 


OJ990809_11.9C01. 


C16 


Gene No. 


65427 






Strand 






Start 


13179 ' 






End 


16102 




Name 


OJ990809 11.9C01.C16. 


ol. tc 


Method 


TBLASTX: Cress 






13230 






End 


16102 




GI 


none 






Score 


376 




P von Q 


' 13230. 


.13577, 13249.. 


13566, 


13566. . 13742, 13567 137 4 0, 






15602. 


.16027, 15616.. 


15903, 


15947. .1601 


.8, 16034 .... 16102 ' 




Q prT Wn 

OCU ■ L v « 


31606 






Seq. ID 


OJ990809_11.9C01. 


C16 




65427 






Strand 






Start 


13179 






End 


16102 




Name 


OJ990809 11.9C01.C16. 


ol . tm 


Method 


TBLASTX: Maize 






13248 






End 


16102 






none 






Score 


403 




Exon s 


13248. 


.13577, 13249.. 


13566, 


13566. .13742, 13567 .. 1374 0, 






13659. 


.13742, 15602... 


16027, 


15616. .15903, 15941. .16027, 






16034. 


. 16102 










^ v= . IN . 


-» n r r\ /- 






Seq. ID 


OJ990809_11.9C01. 


C16 


Gene No. 


65427 






Strand 






Start 


13179 






End 


16102 





31619 




Name 


OJ990809 11 


. 9C01 


.C16.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


15728 








End 


16081 


GI 


none 








Score 


366 


Exons 


15728. .16027, 15802. .15903, 


15947. .16027, 16034.. 16081 


Seq. No. 


31607 








Seq. ID 


OJ990809_11.9C01.C17 


Gene No. 


65428 








Strand 




Start 


522 








End 


2265 


Name 


OJ990809 11 


.9C01 


.C17.ol 


.gs 


Method 


GENSCAN 


Start ' 


522 








End 


2265 


GI 


none 








Score 


. 65 


Exons 


522.-545, 1377.. 


1562, 2031.. 


2265 




Seq. No. 


31608 








Seq. ID 


OJ990809_11.9C01.C18 


Gene No. 


65429 








Strand 


+ 


Start 


3863 








End 


3942 


Name 


OJ990809 11. 


9C01 


.C18.ol 


.gs 


Method 


GENSCAN 


Start 


3863 








End 


3942 


GI 


none 








Score 


.4 


Exons 


3863. . 3942 












Seq. No. 


31609 








Seq. ID 


OJ990809_11.9C01.C19 


Gene No. 


65430 








Strand 


— 


Start 


• 11 








End 


508 


Name 


OJ990809 ll! 


"9C01 


.C19.ol 


. gs 


Method 


GENSCAN 


Start 


11 








End 


508 


GI 


none 








Score 


.76 


Exons 


11. .508 












Seq. No. 


31609 








Seq. ID 


OJ990809JL1. 9C01.C19 


Gene No. 


65431 








Strand 


— 


Start 


5063 








End 


5794 


Name 


OJ990809_11 . 


9C01 


-C19.ol 


• gp 


Method 


AAT/GAP 


Start 


4902 








End 


5465 


GI 


none 








Score 


868 


Exons 


4902. .5239, 


5338 


. .5465 








'Seq. No. 


31609 








Seq. ID' 


OJ990809_11.9C01.C19 


Gene No. 


£ C A O I 

004 Ol 








Strand 




Start 


5063 








End 


5794 


Name 


OJ990809 11. 


9C01 


.C19.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


4979 








End 


5794 


GI 


.none 








Score 


294 . 


Exons " 


4979. .5248, 


5010 


. .5240, 


5012 


..5248, 5317. .5460, 5318. .5458, 




5334. .5459, 


5338 


. .5463, 


5635 


..5781, 5702. .5794, 5705. ".5785, 




5706. .5786 












Seq. No. 


31609 








Seq. ID 


OJ990809_11.9C01.C19 


Gene No. 


65431 








Strand 




Start 


5063 








End 


5794 


Name 


OJ990809 11. 


9C01 


.C19.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


5060 








End 


5794 


GI 


none 








Score 


189 


Exons 


5060. .5248, 


5061 


.5240, 


5155 


..5250, 5329. .5460, 5336. .5458, 






c -7 r\ o 


r -1 r\ * 










_/ _/ ^ . . ji 






5707 


. . 5778 




Seq. No. 


31609 








Seq. ID 


OJ990809_11.9C01.C19 



31620 




Gene No. 


65431 


Strand 




Start 


5063 


End 


5794 


Name 


OJ990809 11.9C01.C19.o3.gs 


Method 


GENSCAN 


Start 


5063 


End 


5457 


GI 


none 


Score 


'. 9 


Exons 


5063. .5278, 5338. .5457 






Seq. No. 


31610 


Seq. ID 


OJ990809__11.9C01.C20 


Gene No. 


65432 . 


Strand 


+ 


Start 


4677 


End 


5675 


Name 


OJ990809 11. 9C01.C20.o2.gs 


Method 


GENSCAN 


Start 


4677 


End 


5675 


GI 


none 


Score 


.73 


Exons 


4677. .4954, 4964. .5287, 5423. 


.5675 




Seq. No. 


31610 


Seq. ID 


OJ990809 11 . 9C01 . C20 


Gene No, 


65433 


Strand 




Start 


101 


End 


2856 


Name 


OJ990809 11. 9C01.C20.ol.gs 


Method 


GENSCAN 


Start 


101 


End 


2719 


GI 


none 


Score 


. 69 


Exons 


101. .160, . 670. .74 9, 1273. .134 9, 14 07. . 


1428, 2263 . . 2412, 




2552. .2719 






Seq. No. 


31610' 


Seq. ID 


OJ990809 11 9C01 C20 


Gene No. 


65433 


Strand 




Start 


101 


End 


2856 


Name 


OJ990809 ll.-9C01.C20.ol.gp 


Method 


AAT/GAP 


Start 


2053 


End 


2856 


GI 


30324 1.R1084 


Score 


1009 


Exons 


2053. .2162, 2263. .2412, 2552. 


2856 




GI Descrip. 


M544372/gb|AAD22283.1 IAC006920 7 6.0e 


-26 (AC006920) putati 1 




reverse transcriptase [Arabidopsis thaliana] 1 


Seq. No. 


31610 


Seq. ID 


OJ990809_11.9C01.C20 


Gene No. 


65434 


Strand 




Start 


7509 


End 


13558 


Name 


OJ990809 11.9C01.C20.ol.tc 


Method 


TBLASTX: Cress 


Start 


669 


End 


2722 


GI 


none 


Score 


83 


Exons 


669. .752, 1282. .1350, 2063. .2185, 2065 


..2163, 2243. .2413, 




2326. .2412, 2547. .2720, 2555.. 


2722 




Seq. No. 


31610 


Seq. ID 


OJ9908 09_11.9C01.C20 


Gene No. 


65434 


Strand 




Start 


7509 


End 


13558 


Name 


OJ990809 11.9C01.C20.o3.tm 


Method 


TBLASTX: Maize 


Start 


669 


End 


2722 


GI 


none 


Score 


77 .. 


Exons 


669. .749, 670. .750, 1263. .1349, 1269.. 


1349, 1270. .1350, 




1270. .1350, 2051. .2173, 2065.. 


2163, 2245. .2412, 2273. .2413, 




2550.. 2720, 2552.. 2722, 2609.. 


2716 




Seq. No. 


31610 


Seq. ID 


OJ990809_11.9C01.C20 




a C A O A 

-T _> 1 


Strand 




Start 


7509 


End 


13558 


Name 


OJ990809_11. 9C01.C20.o2.ts 


Method 


TBLASTX: Soybean 



31621 



Start 
GI 

Exons 



669 End 2746 

none Score 65 

669. .749, 670. .750, 1270. .1350, 1936. .1992, 2063. .2167, 

2065. .2163, 2261. .2413, 2269. .2412, 2547. .2720, 2552. .2746 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31610 
65434 
7509 

OJ990809_11 . 9C01 . C20 . o3 . gs 

7509 

none 



Seq. ID OJ990809_11.9C01.C20 
Strand 

End 135.58 

Method GENSCAN 

End 13558 

Score .69 



7509. .7761, 8371. .8474, 8631. .8714, 8963. .9151, 10423 10544 , 
10557. .10694, 10743. . 10919, 11329 .. 114 63, 11783 .. 12088 , 
12257. .12331, 12605 .. 12825 , 12895 .. 13105, 13328. .13558 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31610 
65434 
7509 

OJ990809_11. 9C01.C20.ol.np 

7906 

4206306 



Seq. ID OJ990809_11.9C01.C20 
Strand 

End 13558 

Method AAT/NAP 

End 13111 

Score 1275 



7 906. .9141, 9354. .11367, 11564. .12019, 12872. .13111 
(AF049110) prpol [Zea mays] 



Seq. No. 31610' Seq. ID 

Gene No. 65434 Strand 

Start. 7509 End 

Name OJ990809_11 . 9C01 . C20 . o4 . tw Method 

Start 8364 • End 

GI none Score 

Exons 8364.. 8723- 



"OJ990809_11.9C01.C20 
13558 

TBLASTX: Wheat 

8723 

184 



Seq. No. 31610 

Gene No. 65434 

Start 7509 

Name OJ990809_11 . 9C01 . C20 . o3 . ts 

Start 84 84 

:; GI none 

Exons 8484. .8879, 8584.. 8778, 8601. 



Seq. ID OJ990809_11.9C01.C20 
Strand 
End 

Method 
End 
Score 
.8846 



13558 

TBLASTX : Soybean 

8879 

90 



Seq. No. 31610 Seq. ID 

Gene No. 65434 Strand 

Start . ' . 7509 . End 

Name OJ990809_11 . 9C01 . C20 . o4 . tm Method 

Start 8505 End 

GI none Score 

Exons 8505.. 8729, 8724.. 8885 



OJ990809_11.9C01.C20 
13558 

TBLASTX: Maize 

8885 

81 



Seq. No. 31610 

Gene No. 65434 

Start 7509 

Name OJ990809_11 . 9C01 . C20 . o3 . tw 

Start 9535 

GI none 



Seq. ID OJ990809_11.9C01.C20 
Strand 

End 13558 

Method TBLASTX: Wheat 

End 9969 

Score 39 



Seq. No. 



31610 



Seq. ID OJ990809_11.9C01.C20 



31622 



'V 




Gene No. 


65434 




Strand 


- 




Start 


7509 




End" 


13558 




Name 


OJ990809 11.9C01.C20 


. ol . ts 


Method 


TBLASTX * Sovbp^n 




Start 


9598 




End 


10015 




GI 


none 




Score 


84 




Exons 


9598. .9840, 9602. .9715, 9773. .9841, 98 


77 10014 9877 


1001 4 




9899. . 10015 










Seq. No. 


31610 




Seq. ID 


OJ990809_11. 9C01 


.C20 


Gene No. 


65434 




Strand 






Start 


7509 




End 


13558 




Name 


OJ990809 11.9C01.C20 


. o4 . ts 


Method 


TBLASTX : Soybean 




Start 


10166 




End 


10635 




GI 


none 




Score 


71 




Exons 


10166. . 10315, 10354 


10635, 


10472. .10600 




Seq. No. 


31610 




Seq. ID 


OJ990809JL1.9C01 


.C20 


Gene No. 


65434 ' 




Strand 






Start 


7509 




End 


13558 




Name 


OJ990809 11.9C01.C20 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


10321 




End 


10782 




GI 


none 




Score 


281 




Exons 


10321 . . 10782, 10322 . 


10663. 


10718. .107 


80 




Seq. No. 


31610 




Seq. ID 


OJ990809_1-1. 9C01 


.C20 


Gene No. 


65434 




Strand 






Start 


7509 




End 


13558 




Name 


OJ990809 11.9C01.C20 


,o2. tw 


Method 


TBLASTX .'Wheat 




Start 


10321 




End 


10632 




GI 


none 




Score 


207 




Exons 


10321 . . 10632 










Seq. No. 


31610 




Seq. ID 


OJ990809_11.9C01 


.C20 


Gene No. 


65434 




Strand 






Start 


7509 




End 


13558 




Name 


OJ990809 11.9C01.C20 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


10649 


* 


End 


11058 




GI 


none 




Score 


213 




Exons 


10649. .11035, 10651. 


.11058, 


10702. .10929, 10718. .11038 




Seq. No. 


31610 




Seq. ID 


OJ990809JL1. 9C01 


.C20 


Gene No. 


654 34 




Strand 






Start • 


;7509 




End 


13558 




Name 


OJ990809 11.9C01.C20 


.o2.tm 


Method 


TBLASTX: Maize 




Start 


10783 




End 


10998 




GI 


none 




Score 


87 




Exons 


10783. .10995, 10783. 


.10998, 


10784. .10996 




Seq. No. 


31610 




Seq. ID 


OJ990809_11.9C01 


.C20 


Gene No. 


65434 




Strand 






Start 


7509 




End 


13558 




Name 


OJ990809 11.9C01.C20 


. o5 . ts 


Method 


TBLASTX: Soybean 




Start 


10852 




End 


11220 




GI 


none 




Score 


148 




Ex on a 


10652.. 10986, 11002. 


. 11220 








Seq. No. 


31610 




Seq. ID 


OJ990809_11.9C01 


.C20 



31623 



Gene No. 65434 Strand 

Start 7509 ■ End 

Name OJ990809_11 . 9C01 . C20 . 06 . ts Method 

Start 11706 End 

GI none Score 

Exons 11706. .12068 



13558 

TBLASTX : Soybean 

12068 

188 



Seq. No. 31611 

Gene No. 65435 

Start 73 " 

Name OJ990909_15 . 9C10 . C2 . ol . gs 

Start 73 

GI none 

Exons 73.. 205 



Seq. ID OJ990909_15. 9C10.C2. 

Strand 

End 205 

Method GENSCAN 

End 205 

Score • .97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31612 
65436 
21 

OJ990909_15. 9C10.C4 .ol.gs 
21 

none 



Seq. ID OJ990909_15. 9C10.C4 
Strand 

End 1284 

Method GENSCAN 

End 1284 

Score .53 



21. .244, 412. .581, 1101. .1180, 1252. .1284 



31612 
654 37 
1606 

OJ990909_15. 9C10.C4 .ol.np 
1606 
6539588 
1606. .1635, 2963. .3257 

(AP000837) hypothetical protein [Oryza sativa] 



Seq. ID QJ990909JL5.9C10.C4 
Strand 

End 3257 

Method AAT/NAP 

End 3257 

Score 209 



31613 
65438 
1776 

OJ990909_15. 9C10.C5. ol.gs 

1776 

none 

1776. .1913, 2008. .2088 



Seq. ID OJ990909_15. 9C10.C5 

Strand + 

End 2088 

Method GENSCAN 

End 2088 

Score '.8 6 



Seq. No. 31613 

Gene No. 65439 

Start 2702 ■ 

Name OJ990909_15 . 9C10 . C5 . o2 . gs 

Start 2702 

GI none 
Exons 



Seq. ID OJ990909_15. 9C10.C5 
Strand 

End 34 65 

Method GENSCAN 

End 34 65 

Score .87 



2702. .2727, 3043. .3162, 3367. .3465 



Seq. No. 31614 

Gene No. 65440 

Start 20 

Name OJ990909_15 . 9C10 . C6 . ol . gs 

Start 20 

GI none 

axons 20. .92, 181. .354, 924. .1069 



Seq. ID OJ990909_15.9C10.C6 

Strand + 

End 1069 

Method GENSCAN 

End 1069 

Score .68 



Seq. No. 



31614 



Seq. ID OJ990909 15.9C10.C6 



3162,4 



Gene No. 65441 Strand 

Start 2965 End 3141 

Name OJ990909_15 . 9C10 . C6 . o2 . gs . Method GENSCAN 

Start 2965 End 3141 

GI none Score .89 

Exons 2965.. 3141 



Seq. No. 31615 

Gene No. 65442 

Start 6047 

Name OJ990909_15 . 9C10 . C7 . o3 . gs 

Start 6047 

GI none 

Exons 6047.. 6136, 6204.. 6609, 6663. 



Seq. ID OJ990909_15. 9C10.C7 

Strand + 

End 7522 

Method GENSCAN 

End . 7522 

Score .8 

6796, 7343.. 7522 



Seq. No. 31615 Seq. ID 

Gene No. 65443 Strand 

Start 70 End 

Name OJ990909_15 . 9C10 . C7 . ol . gp Method 

Start 70 End 

GI none Score 

Exons 70.. 412, 1113.. 1231 



OJ990909_15. 9C10.C7 

1231 
AAT/GAP 
1231 
857 



Seq. No. 31615 Seq. ID 

Gene No. 65443 Strand 

Start 70 End 

Name OJ990909_15 . 9C10 . C7 . ol . tc Method 

Start 253 End 

GI none Score 

Exons 253.. 396, 255.. 407 



OJ990909_15.9C10.C7 
1231 

TBLASTX: Cress 

407 

122 



Seq. No. 31615 Seq. ID 

Gene No. 65443 Strand 

Start 70 End 

Name OJ990909_15 . 9C10 . C7 . ol . tm Method 

Start 256 End 

GI none Score 

Exons ■ 256.. 405, 258.. 419, 259.. 405 



OJ990909JL5.9C10.C7 
1231 

TBLASTX: Maize 

419 

134 



Seq. No. . 31615 Seq. ID- 
Gene No. 65443 Strand 
Start 70 - ' ■ End 
Name OJ990909_15 . 9C10 . C7 . ol . ts Method 
Start 256 End 
GI none Score 
Exons 256.. 453, 258.. 452 



OJ990909_15. 9C10.C7 
1231- 

TBLASTX: Soybean 

453 

113 



Seq. No. . 31615 

Gene No. . ; 65443 
Start 70 

Name OJ990909_15 . 9C10 . C7 . ol .gs 

Start 258 
GI none 

Exons 258.. 412, 1113.. 1176 

Seq. No. 31615 
Gene No. 654 43 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 



OJ990909_15.9C10.C7 

1231 
GENSCAN 
1176 
.65 



OJ990909 15.9C10.C7 



31625 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



70 



OJ990909JL5 . 9C10 . C7 . ol . np 
261 

533692 
261. .422, 1102. . 1176 

(U12150) protease inhibitor [Glycine max] 



End 

Method 
End 
Score 



1231 
AAT/NAP 
1176 
188 



31615 
65443 
70 

OJ990909_15. 9C10.C7.ol. tw 

261 

none 

261. .419, 269. .406 



Seq. ID OJ990909_15. 9C10.C7 
Strand 

End 1231 

Method TBLASTX : Wheat 

End 419 

Score 114 



31616 
65444 
1 

OJ990909_15. 9C10.C8.ol.np 
1 

3402755 
1..1256, 1284. .1911 

(AL031187) putative transposable element [Arabidopsis thaliana] 



Seq. ID OJ990909__15.9C10.C8 

Strand + 

End 1911 

Method AAT/NAP 

End 1911 

Score 1114 



31616 
65444 
. 1 

OJ990909_15. 9C10.C8.ol.gs 
87 

none 

87. .764, 786. .1170, 1375. .1667 
31616 

65444 Strand 
1 End 
OJ990909_15 . 9C10 . C8 . o2 . tw Method 
119 End 
nor*e Score 



Seq. ID OJ990909JL5. 9C10.C8 

Strand + 

End 1911 

Method GENSCAN 

End 1667 

Score . 64 



Seq. ID OJ990909_15.9C10.C8 

+ 

1911 

TBLASTX: Wheat 
540 
113 



119. .265, 120. .266, 121. .267, 261. .362, 294. .350, 351.. 422, 
448 . . 489, 457. . 540 



Seq/ No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31616 
65444 
1 

OJ990909_15. 9C10.C8.ol.tw 

1208 

none 



Seq. ID OJ990909__15.9C10.C8- 

Strand . + 

End 1911 

Method TBLASTX : Wheat 

End 1874 

Score 325 



1208. .1591, 1209. .1661, 1700. .1753, 1770. .1874 



31616 
65444 
1 

OJ990909_15.9C10.C8.ol.tm 

1269 

none 



Seq. ID OJ990909_15. 9C10.C8 

Strand + 

End 1911 

Method TBLASTX : Mai ze 

End 1895 

Score 75 



1269. .1334, 1335. .1772, 1427. .1648, 1673. .1768, 1770. .1895 



31626 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 

Method 
End 
Score 
.1907 



31616 
65444 
1 

OJ990909_15.9C10.C8.ol.ts 
1443 
none 

1443. .1772, 1451. .1771, 1758. 

31616 
65444 
1 

OJ990909__15. 9C10.C8.ol.tc 
1476 
none 

1476. .1754, 1770. .1898, 1772. .1828 



Seq. ID, OJ990909_15.9C10.C8 
Strand + 

1911 

TBLASTX: Soybean 
1907 
257 



Seq. ID OJ990909__15.9C10.C8 
Strand + 

1911 

TBLASTX : Cress 
1898 
163 



End 

Method 
End 
Score 



31617 
65445 
1 

OJ990909_15. 9C10.C9.ol.np 
1 

81286 
1. .442 

extensin -Volvox carteri (fragment) gi | 21992 | emb | CAA4 6283 | 
(X65165) extensin [Volvox carteri] 



Seq. .ID OJ990909_15. 9C10.C9 

Strand + 

End 442 

Method AAT/NAP 

End 442 

Score 78 



Seq. No. 


31617 




Seq. ID 


OJ990909 


Gene No. 


65446 




Strand 




Start 


153 




End 


320 


Name 


OJ990909 15. 9C10.C9.ol. 


gs 


Method 


GENSCAN 


Start 


153 




End 


320 


GI 


none 




Score 


.8 


Exons 


153. .320 








Seq. No. 


31618 




Seq. ID 


OJ990909 


Gene No. 


65447 




Strand 




Start 


1 




End 


137 


Name 


OJ990909 15.9C10.C10.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


137 


GI 


6907089 




Score 


207 


Exons 


1. . 137 








GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


31619 . 




Seq. ID 


OJ990909_ 


Gene No. 


65448 




Strand 




Start 


139 




End 


248 


Name 


OJ990909 15.9C10.Cll.ol 


.gs 


Method 


GENSCAN 


Start 


139 


End 


248 


GI 


none 




Score 


.41 


Exons 


139. .248 








Seq. No. 


31620 




Seq. ID 


OJ990909_ 


Gene No. 


65449 




Strand 


+ 


Start 


, 1 




End 


2121 


Name 


OJ990909 15 . 9CI0 . Ci2 . ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


2121 


GI 


130582 




Score 


1393 



31627 




Exons 1..57, 565.. 2121 

GI Descrip. RETROVIRUS -RELATED POL POLYPROTEIN FROM TRANSPOSON TNT 1-94 
[CONTAINS: PROTEASE ; REVERSE TRANSCRIPTASE ; ENDONUCLEASE] 
gi 1 100342 Ipir | | S04273 hypothetical protein - common tobacco 
gi |20045|emb|CAA32025| (X13777) ORF [Nicotiana tabacum] 



Seq. No. 


31620 


Seq. ID 


OJ990909 15 9C10 


. C12 


Gene No . 


65450 


Strand 


+ ~~ 




Start 


5699 


* End 


6581 




Name 


OJ990909 15.9C10.C12.o3.np 


Method 


AAT/NAP 




Start 


5699 


End 


6581 




GI 


6907089 


Score 


1395 




Exons 


5699. .6581 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


i - 1 va 1 

d ^- J- v a j 




Seq. No. 


31620 


Seq. ID 


OJ990909 15 9C10 


. C12 


Gene No . 


65451 


Strand 






Start 


2543 


End 


2858 




Name 


OJ990909 15. 9C10.C12.o2.gs 


Method 


GENSCAN 




Start 


2543 


End 


2858 




GI 


none 


Score 


. 5 




Exons 


2543. .2654, 2728. .2858 








Seq. No. 


31620 


Seq. * ID 


OJ990909 15 9n 0 


. C12 


fipnA No 


65452 


Strand 






Start 


3255 


End 


6581 




Name 


OJ990909 15.9C10.C12.o2.tw 


Method 


TBLASTX: Wheat 




Start 


'4 92 


End 


761 




GI 


none 


Score 


309 




Exons 


492. .761, 504. .722, 530. .760 






Seq. No. 


31620 


Seq. ID 


OJ990909 15.9C10, 


. C12 


Gene No . 


65452 


Strand 






Start 


3255 


End 


6581 




Name 


OJ990909 15.9C10.C12.o3.tm 


Method 


TBLASTX: Maize 




Start 


758 


End 


1187 




GI 


none 


Score 


321 




Exons 


758. .1054, 759. .1187 








Seq. No. 


31620 


Seq. ID 


OJ990909 15 9C10 


. C12 


Gene No . 


65452 


Strand 






Start 


3255 


- End 


6581 




Name ■ 


OJ990909 15.9C10.C12.ol.tw 


Method 


TBLASTX: Wheat 




Start 


762 


End 


1541 




GI 


none 


Score 


12 A 




Exons 


762. .1091, 764. .1075, 1086. 


. 1541 






Seq. No. 


31620 


Seq. ID 


OJ990909_15.9C10. 


C12 


Gene No. 


65452 


Strand 






Start 


3255 


End 


6581 




Name 


OJ990909 15.9C10.C12.ol.ts 


Method 


TBLASTX: Soybean 




Start 


783 


End 


1172 




GI 


none 


Score 


379 




Exons 


783. .1172, 785. .1075, 927.. 


1130 






Seq. No. 


31620 


Seq. ID 


OJ990909_15.9C10. 


C12 


Gene No. 


65452 


Strand 







31628 



Start 
Name 
Start 
GI 

Exons 



3255 

OJ990909_15.9C10.C12.o2.tm 

1194 

none 

1194. .1352, 1202. .1282, 1314, 



End 

Method 

End 

Score 



6581 

TBLASTX: Maize 

1639 

108 



.1631, 1328. .1621, 1448. .1639 



Seq. No. 31620 

Gene No. 65452 

Start 3255 

Name OJ990909_15 . 9C10 . C12 . o3 

Start 1637 

GI none 

Exons 1637.. 1858, 1668.. 1868, 

Seq. No. 31620 

Gene No. 65452 

Start 3255 

Name OJ990909_15 . 9C10 . C12 . ol 

Start 1695 

GI none 

Exons 1695.. 1964, 1697.. 1942, 
1950. .2111, 1951. .2115, 

Seq. No. 31620 
Gene No. • 65452 

Start 3255 

Name OJ990909_15 . 9C10 . C12 . o2 

Start 1718 

GI none 

Exons 1718.. 1963, 1722.. 1964, 
2016. .2105 



Seq. ID OJ990909_15.9C10.C12 
Strand 

End 6581 

.tw Method TBLASTX : Wheat 

End 2088 

Score 149 
1722.. 1874, 1939.. 2088 

Seq. ID OJ990909_15.9C10.C12 
Strand 

End 6581 

.tm Method TBLASTX : Maize 

End 2115 

Score 310 
1720. .1965, 1720. .1944, 1722. .1970, 
1986. .2111 

Seq. ID OJ990909_15.9C10.C12 
Strand 

End 6581 

,ts Method . TBLASTX : Soybean 

End 2105 

Score 215 
1725. .1970, 1951. .1989, 2014. .2103, 



Seq. No. 31620 

Gene No. 654 52 

Start 3255 

Name OJ990909_15 . 9C10 . C12 . o3 . gs . 

Start 3255 

GI none 

Exons 3255.. 3263, 4102.. 4272, 4601, 
5654.. 5798, 5968.. 6405 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4644, 



OJ990909 15.9C10.C12 



6581 
GENSCAN 
6405 
.53 

4760". .4829, 5094.. 5211, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31620 Seq. ID 

65452 . Strand 

3255 End 

OJ990909JL5. 9C10.C12.o2.np Method 

4219 End • 

5042454 Score 



OJ990909_15.9C10.C12 

6581 
AAT/NAP 
6581 
82 



4219. .4314, 4634. .4720, 5272. .5415, 6448. .6581 
(AC007789) putative polyprotein [Oryza sativa] 



Seq. No. 31621 Seq. ID 

Gene No. 654 53 - Strand 

Start 1 End 

Name OJ990909_15 . 9C10 . C13 . ol . np Method 

Start i End 

GI 6539586 Score 

Exons 1 . . 1864 



OJ990909_15.9C10.C13 
+ 

1867 
AAT/NAP 
1864 
2194 



31629 



# 



GI Descrip. (AP000837) hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31621 
65453 
1 

OJ990909_15. 9C10.C13.ol.gs 
48 

none 



Seq. ID OJ990909_15.9C10.C13 

Strand + 

End 1867 

Method GENSCAN 

End 1867 

Score .93 



48. .992, 1047. .1411, 1447. .1867 



31621 
65454 
2491 

OJ990909_15. 9C10.C13.o2.np 
2491 
6498441 



Seq. ID OJ990909__15.9C10.C13 
Strand 

7946 
AAT/NAP 
7946 
7065 



End 

Method 
End 
Score 

2491. .2772, 2866. .4263, 4435. .5158, 5333. .5467, 5651. .6024, 
6088. .6551, 6882. .7946 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


31621 








Seq. ID 


OJ990909 15.9C10. 


.C13 


Gene No . 


65454 








Strand 






Start 


2491 








End 


794 6, 




Name 


OJ990909 15. 


9C10 


X13.o7 


. tw 


Method 


TBLASTX: Wheat 




Start 


2500 








End 


3102 




GI 


none 








S c o re 


77 




Exons 


2500. .2625, 


2504 


. .2626, 


2812 . 


.3102, 2E 


}13 . . 3097 




Seq. No. 


31621 








Seq. ID 


OJ990909_15. 9C10. 


,C13 


Gene No. 


65454 








Strand 






Start 


2491 








End 


7946 




Name 


OJ990909 15. 


9C10, 


.C13.o4, 


.tw 


Method 


TBLASTX: Wheat 




Start 


3103 








End 


3484 




GI 


none 








Score 


211 




Exons 


3103. .3483, 


3134, 


. .'3484 










Seq. No. 


31621 








Seq. ID 


OJ990909_15. 9C10. 


C13 


Gene No. 


65454 








Strand 






Start 


2491 








End 


7946 




Name 


OJ990909 15. 


9C10. 


.C13.o3. 


, tm 


Method 


TBLASTX: Maize 




Start 


3259 








End 


3621 




GI 


none 








Score 


195 




Exons 


3259. .3306, 


3298, 


. .3621, 


3311. 


.3592 






Seq. No. 


31621 








Seq. ID 


OJ990909_15. 9C10. 


C13 


Gene No. 


65454 








Strand 






Start 


2491 








End 


7946 




Name 


OJ990909 15. 


9C10. 


,C13.o8. 


, tw 


Method 


TBLASTX: Wheat 




Start 


3814 








End 


4074 




GI 


none 








Score 


190 




Exons 


3814. .4074 














Seq. No. 


3I62I 








Seq. ID 


OJ990909_15. 9C10. 


C13 


Gene No. 


65454 








Strand 






Start 


2491 








End 


7946 





31630 




Name 


OJ990909 15 


. 9C10 


,C13.o2 


.ts ' 


Method 


TBLASTX : Soybean 


Start 


3874 








End 


4440 


GI 


5666795 








Score 


68 


Exons 


3874. .4074, 


4129 


. .4266, 


4342. 


. 4440 




GI Descrip. 


4206306 2.0e-10 


(AF049110) prpol [Zea 


mays ] 


Seq. No. 


31621 








Seq. ID 


OJ990909_15.9C10.C13 


Gene No. 


65454 








Strand 




Start 


2491 








End 


7946 


Name 


OJ990909 15 


.9C10 


.C13.o5 


.tw 


Method 


TBLASTX: Wheat 


Start 


4129 








End 


4587 


GI 


none 








Score 


88 


Exons 


4129. .4278, 


4130, 


. .4267, 


4144 . 


.4269, 4322. .4498, 4339. .4563, 




4366. .4587 












Seq. No. 


31621 








Seq. ID 


OJ990909 15.9C10.C13 


Gene No. 


65454 








Strand 




Start 


2491 








End 


7946 


Name 


OJ990909 15, 


. 9C10 , 


.C13.ol, 


. ts 


Method 


TBLASTX: Soybean 


Start 


4996 








End 


5367 


GI 


none 








Score 


91 


Exons 


4996. .5367, 


5207. 


. .5350 








Seq. No. 


31621 








Seq. ID 


OJ990909 15.9C10.C13 


Gene No. 


''65454 








Strand 




Start 


2491 








End 


7946 


Name 


OJ990909 15 , 


. 9C10 . 


.C13 .o2 , 


. tw 


Method 


TBLASTX: Wheat 


Start 


5026 








End 


5446 


GI 


none 








Score 


293 


Exons 


5026. .5445, 


5051. 


, .5446 








Seq. No. 


31621 








Seq. ID 


OJ990909 15.9C10.C13 


Gene No. 


65454 








Strand 




Start 


2491 








End 


7946 


Name 


OJ990909 15. 


. 9C10. 


,C13.o2. 


, tm 


Method 


TBLASTX: Maize 


Start 


5119 ~ . 








End 


5503 


GI 


none 








Score 


229 


Exons 


5119. .5502, 


5138. 


, .5503 








Seq. No. 


31621 








Seq. ID 


OJ990909_15.9C10.C13 


Gene No. 


65454 








Strand 




Start 


2491 ' 








' End ' 


7946 ■ ----- 


Name 


OJ990909 15 . 


, 9C10 . 


C13 . ol . 


, tm 


Method 


TBLASTX: Maize ■ 


Start ■ 


5530' 








End 


5886 


GI 


none 








Score 


71 


Exons 


5530. .5646, 


5530. 


.5886, 


5540. 


.5851 




Seq. No. 


31621 








Seq. ID 


OJ990909_15.9C10.C13 


Gene No. 


65454 








Strand 




Start 


2491 








End 


7946 


Name 


OJ990909 15. 


9C10. 


C13.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


5554 








End 


6016 


GI 


none 








Score 


214 


Exons 


5554. .6015, 


5560. 


.6015, 


5561. 


.6016 




Seq. No. 


31621 








Seq. ID 


OJ990909_15.9C10.C13 


Gene No. 


65454 








Strand 





31631 




Start 


2491 








End 


7946 




Name 


OJ990909 15 


. 9C10. 


C13.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


5611 








End 


5976 




GI 


none 








Score 


112 




Exons 


5611. .5745, 


5752. 


.5976 










Seq. No. 


31621 








Seq. ID 


OJ990909_15.9C10 


.C13 


Gene No. 


65454 








Strand 






Start • 


2491 








End 


7946 




Name 


OJ990909 15 


. 9C10. 


C13.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


6181 








End ' 


6667 




GI 


none 








Score 


163 




Exons 


6181. . 6666, 


6212. 


. 6472, 


6536. 


.6667 






Seq. No. 


31621 








Seq. ID 


OJ990909_15.9C10 


.C13 


Gene No. 


65454 








Strand 






Start 


2491 








End 


7946 




Name 


OJ990909 15 


. 9C10. 


C13.o6. 


tw 


Method 


TBLASTX: Wheat 




Start 


7405 








End 


7794 




GI 


none 








Score 


99 




Exons 


7405. .7662, 


7439. 


.7678, 


7645. 


.7743, 7646. .7726, 7753. .7794 


Seq. No. 


31621 








Seq. ID 


OJ990909_15.9C10 


.C13 


Gene No . 


65454 








Strand 






Start 


2491 








End, 


7946 




Name 


OJ990909 15 


. 9C10. 


C13.o4 . 


tm ' 


Method 


TBLASTX: Maize 




Start 


7507 








End 


7755 




GI 


none 








Score 


104 




Exons 


7507. .7755, 


7508. 


.7720 










Seq. No. 


31622 








Seq. ID 


OJ990909JL5.9C10 


.C14 


Gene No. 


65455 








Strand 


+ 




Start 


1419 








End 


2408 




Name 


OJ990909 15 


. 9C10. 


C14.ol. 


crs 


Method 


GENSCAN 




Start 


1419 








End 


2408 




GI 


none 








Score 


.93 




Exons 


1419. .2051, 


2129. 


.2240, 


2263. 


.2408 






Seq. No. 


31622 








, Seq. ID 


OJ990909_15.9C10 


.C14 


Gene No. 


65455 








Strand 


+ 




Start 


1419 








End 


2408 




Name * ' 


OJ990909 15 


. 9C10. 


C14.ol. 


gp- 


Method 


AAT/GAP 




Start . . 


15.59 








End 


2051. 




GI 


18284 l.RlOf 


34 ' 






Score 


700 




Exons 


1559. .2051 














GI Descrip. 


M16316/gb|U03445 


I PRS405 


4.0e 


-20 Yeast 


integrative vector pRS405 




with LEU2 marker, 


complete sequence 1 






Seq. No. 


31622 








Seq. ID 


OJ990909_15.9C10 


C14 


Gene No. 


65456 








Strand 


+ 




Start 


4944 








End 


5498 




Name 


OJ990909 15 


.9C10. 


C14.o2. 


gs 


Method 


GENSCAN 




Start 


4944 








End 


5498 




GI 


none 








Score 


.67 




Exons 


4 944. . 5216, 


5475 . 


. 5498 










Seq. No. 


31623 








Seq. ID 


OJ990909_15. 9C10, 


C15 



31632 




Gene No. 


65457 


Strand 


+ 




Start 


182 


End 


412 




Name 


OJ990909 15.9C10.C15.ol.gs 


Method 


GENSCAN 




Start 


182 ~ 


End 


412 




GI 


none 


Score 


. 66 




Exons 


182. .412 








Seq. No. 


.31623 


Seq. ID 


OJ990909_15.9C10. 


C15 


Gene No. 


65458 


Strand 






Start 


2482 


End 


2614 




Name 


OJ990909 15. 9C10.C15.o2.gs 


Method 


GENSCAN 




Start 


2482 


End 


2614 




GI 


none 


Score 


. 87 




Exons 


2482. .2614 








Seq. No. 


31624 


Seq. ID 


OJ990909_15. 9C10. 


C16 


Gene No. 


65459 


Strand 


+ 




Start 


253' 


End 


5512 




Name 


OJ990909 15.9C10.C16.ol.gs 


Method 


GENSCAN 




Start 


253 


End 


3648 




GI 


none 


Score 


.76 




Exons 


253. .381, 528. .640, 1479.. 


1538, 3078.. 


3189, 3436. .3648 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31624 Seq. ID 

.65459 Strand 

253 End 

OJ990909_15. 9C10.C16.o2.np Method 

1701 End 

3510251 Score 



OJ990909_15.9C10.C16 
+ 

5512 
AAT/NAP 
'5512 
102 



1701. .1741, 3400. .3589, 5485. .5512 

(AC005310) unknown protein [Arabidopsis thaliana] 



Seq. No. 31624 Seq. ID 

Gene No. 65459 Strand 

Start 253 End 

Name OJ990909_15 . 9C10 . C16 . o2 . gs Method 

Start 4061 .End 

GI . none Score 

Exons 4061.. 4363 



OJ990909_15.9C10.C16 

+ 

5512 
GENSCAN 
4363 
.97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



31624 Seq. ID OJ990909_15.9C10.C16 

654 60 ' - Strand + . . . 

6102 . ' End 6216. 

OJ990909_15. 9C10.C16.o2/gp Method AAT/GAP 

6102 End 6216 

69953_1.R1084 Score 124 

6102. . 6216 

1 5295936/dbj | AB02 6295 . 2 | AB026295 7.0e-34 Oryza sativa genomic 
DNA, chromosome 6, clone : ; P0681F10, complete sequence* 



GI 

Exons 



31624 Seq. ID 

65461 Strand 

1744 End 
OJ990909_15. 9C10.C16.ol.gp Method 

17 4 4 End 

331_10.R1084 Score 
1744. .2337, 2751. .2879 



OJ990909_15.9C10.C16 

2879 
AAT/GAP 
2879 
1394 



31633 




GI Descrip. ' 3915102/sp | Q40901 I THG_PETIN 7.0e-10 GAMMA-THIONIN HOMOLOG PPT 

PRECURSOR >gi_107 6652__pir S52634 gamma-thionin - Petunia 

inflata >gi_499655 (L27173) gamma-thionin homolog [Petunia 
inflata] 1 



Seq. No. 31624 

Gene No. 65461 

Start 1744 

Name OJ990909_15 . 9C10 . CI 6 . ol . tm 

Start 2155 

GI none 
Exons 



Seq. ID OJ990909_15.9C10.C16 
Strand 
End 

Method 
End 
Score 



2879 

TBLASTX: Maize 

2359 

93 



2155. .2268, 2165. .2290, 2165. .2359, 2166. .2309 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31624 Seq. ID OJ990909_15.9C10.C16 

65461 Strand 

1744 End 2879 

OJ990909_15 . 9C10 ..CI 6 . ol . np Method AAT/NAP 

2168 End 2814 

322571 Score 159 

2168. .2328, 2745. .2814 

proteinase inhibitor II - Arabidopsis thaliana 
gi | 16427 | emb I CAA4 8892 | (X69139) protease inhibitor II 
[Arabidopsis thaliana] gi | 4038041 | gb IAAC97223 . 1 | (AC005936) 
protease inhibitor II [Arabidopsis thaliana] 



Seq. No. 31625 Seq. ID 

Gene No. * 65462 Strand 

Start 2813 End 

Name OJ990909JL5 . 9C10 . C17 . ol . np Method 

Start 2813 • End 

GI 5852181 Score 

Exons 2813.. 3049, 6145.. 6257 

GI Descrip. (AL117265) zhbOOll.l [Oryza sativa] 



OJ990909_15.9C10.C17 

6257 
AAT/NAP 
6257 
140 



Seq. No. 


31626 Seq. ID 


OJ990909_15. 


9C10.C18 


Gene No. 


65463 Strand 


+ 




Start 


731 End 


9937 




Name 


OJ990909 15.9C10.C18.ol.np Method 


AAT/NAP 




Start 


731 End 


1512 




GI 


6002794 Score 


1261 




Exons 


731. .1512 






GI * Descrip. 


(AF149813) unknown [Oryza sativa] 






Seq. No. 


31626 Seq. ID 


OJ990909_15. 


9C10.C18 


Gene No. 


65463 Strand 


+ 




Start 


731 End 


9937 




Name 


OJ990909 15.9C10.C18.o2.np Method 


AAT/NAP 




Start 


759 End 


9937 




GI 


4680179 .. Score 


4519 




Exons 


759. .793, 2239. .2347, 2767. .3210, 3296 


..3445, 6267. 


. 6420, 




6523. .9937 






GI Descrip. 


(AF111709) polyprotein [Oryza sativa subsp. indica] 





Seq. No. 31626 Seq. ID OJ990909_15.9C10.C18 

Gene No. 654 63 Strand + 

Start 731 End 9937 

Name OJ990909_15 . 9C10 . C18 . o2 . gp Method AAT/GAP 



31634 



• • 

Start 4043 End 4561 

GI uC-osflM202048cl2bl Score 835 

Exons 4043. .4561 

GI Descrip. 1 5257255/dbj | AP000364 . 1 | AP000364 2.0e-16 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. No. 


31626 








Seq. ID 


OJ990909 15 9C10 


. C18 


Gene No . 


65463 








Strand 


+ • 




Start 


731 








End 


9937 , 




Name 


OJ990909 15 


. 9C10. 


C18.o2. 


gs 


Method 


GEN SCAN 




Start 


5001 








End 


5671 




GI 


none 








Score 


.87 




Exons 


5001 . . 5056, 


5061 . 


. 5337, 


5402 


. .5671 






Seq. No. 


31626 








Seq. ID 


OJ990909_15.9C10 


. C18 


Gene No . 


65463 








Strand 


+ 




Start 


731 








End 


9937 




Name 


OJ990909 15 


. 9C10. 


C18.o3. 


gs 


Method 


GENSCAN 




Start 


6867 








End 


9908 




GI 


none 








Score 


.62 




Exons 


6867 8424, 


8487 . 


.9016, 


9147 


. .9441, 9493. .9908 




Sea No 


31626 








Seq. ID 


OJ990909_15.9C10 


C18 




65464 








Strand 






Start 


3326 








End 


3591 




Name 


OJ990909 15 


9C10. 


C18.o7. 


tw 


Method 


TBLASTX: Wheat 




Start 


2234 








End 


3018 




GI 


none 








Score 


260 




Ex on «3 


2234 2599 


2239 . 


. 2340, 


2785 


. .3018 






Sea No 


31626 








Seq. ID 


OJ990909JL5. 9C10 


C18 


Gpnp No 


65464 








Strand 






Start 


3326 








End 


3591 




Name 


OJ990909 15 


9C10. 


CI8.06. 


tm 


Method 


TBLASTX: Maize 




Start 


2480 








End 


3198 




GI 


■ none 








Score 


171 




Exons 


2480. .2710, 


2899. 


.3198 










Seq. No. 


31626 








Seq. ID 


OJ990909_15.9C10 


C18 


Gpnp Wo 


65464 








Strand 






Start 


3326 








End 


3591 




Name 


OJ990909 15. 


9C10. 


CI8.0I. 




Method 


AAT/GAP 




Start . 


3326 • 








End 


3591 




GI 


61605 3.R1084 - 






Score 


443 




Exons 


3326. .3591 














GI Descrip. 


•1402920/emb|CAA66965| 2 


. 0e- 


20 (X98321) 


peroxidase [Arabidopsis 




thaliana] 1 














Seq. No. 


31.626 








Seq. ID 


OJ990909_15.9C10. 


C18 


Gene No. 


65465 








Strand 






Start 


6372 








End 


6818 




Name 


OJ990909 15. 


9C10. 


CI8.08. 


tw 


Method 


TBLASTX: Wheat 




Start 


6372 








End 


6818 




GI 


none 








Score 


72 




Exons 


6372 . . b4Z5, 


6543. 


. 6818, 


6602 


. . 6712 






Seq. No. 


31626 








Seq. ID 


OJ990909JL5. 9C10. 


C18 



31635 




Gene No. 


65466 




-** 


Strand 






Start 


7103 








End 


7973 




Name 


OJ990909 15 


. 9C10 


.C18 .o4 


. tw 


Mp f Hod 


TBLASTX * Whps t 




Start 


7103 ~ 








End 


7586 




GI 


none 








Score 


539 




Exons 


7103. .7552, 


7104 


. .7586, 


7131 . 


.7577 






Seq. No. 


.31626 








Seq. ID 


OJ990909_15. 9C10 


.C18 


Gene No. 


65466 








Strand 






Start 


7103 








End 


7973 




Name 


OJ990909 15 


. 9C10 


.C18.o5 


. tm 


Met hod 


TBLASTX • Ma i ze 




Start 


7115 ~~ 








End 


7403 




GI 


none 








Score 


331 




Exons 


7115 . .7402, 


7116 


. . 7403, 


7125. 


.7403 






Seq. No. 


31626 








Seq. ID 


OJ990909_15. 9C10 


.C18 


Gene No. 


65466 








Strand 






Start 


7103 








End 


7973 




Name 


OJ990909 15 


. 9C10 


.C18 .o3 


. tm 


Met hod 


TBLASTX * Maize 




Start 


7473 ~ 








End 


7973 




GI 


none 








Score 


159 




Exons 


7473. .7652, 


7638 


. .7973 










Seq. No. 


31626 








Seq. ID 


OJ990909_15.9C10 


.G18 


Gene No. 


65466 








Strand 






Start 


. 7103 








tnd 


7973 




Name 


OJ990909 15 


. 9C10 


.C18 . ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


7527 ~ 








End 


7922 




GI 


none 








Score 


49 




Exons 


7527 . . 7559, 


7563 


7922, 


7565 . 


.7639, 7679. .7894 




Seq. No. 


31626 








Seq. ID 


OJ990909_15.9C10 


.C18 


Gene No. 


65466 








Strand 






Start 


7103 








End 


7973 




Name 


OJ990909 15 


9C10 


.C18 06 


. tw 


Method 


TBLASTX: Wheat 




Start 


7635 ~ 








End 


7931 




GI 


none 








Score 


369 




Exons 


7635 . . 7931, 


7679 


. .7894 










Seq. No. 


31626 








Seq. ID 


OJ990909__15.9C10 


C18 


Gene No. 


65467 








Strand 






Start * 


7937 








■ End 


8373 




Name 


OJ990909 15, 


9C10 


C18 . o2 


tw. 


Method 


TBLASTX: Wheat 




Start . 


7937 ~ 








End 


8363 




GI 


none 








Score 


606 




Exons 


7937 . . 8326, 


7938 


8363, 


7941 . 


.8348,. 7999. .8361 




Seq. No. 


31626 








Seq. ID 


OJ990909JL5. 9C10. 


C18 


Gene. No. 


65467 








Strand 






Start 


7937 








End 


8373 




Name 


OJ990909 15 


9C10 . 


C18.o3 


ts 


Method 


TBLASTX: Soybean 




Start 


7944 








End 


8189 




GI 


none 








Score 


213 




Exons 


7944. .8189 














Seq. No. 


31626 








Seq. ID 


OJ990909_15.9C10. 


C18 


Gene No. 


65467 








Strand 







31636 



# 



Start 


7937 


Name 


OJ9Q0909 1 S 


Start 


8010 ~~ 

O W J- u 


GI 


none 


Ex on <5 


8010 8363, 


Seq. No. 


31626 


Gene No. 


65468 


Start 


8405 


Name 


OJ990909 15 


Start 


8405 ~~ 


GI 


none 


Exons 

1*J \*/ llu 


8405 8929 


Seq. No. 


31626 


Gene No. 


65468 


Start 


8405 


Name 


OJ990909 15 


Start 


8636 ~ 


GI 


none 


Fx on s 


8636 8809 


Seq. No. 


31626 


Gene No. 


65468 


Start 


84 05 


Name 










none 


Fx on s 


8722 8967 


Seq. No. 


31626 


Gene No. 


65468 


Start 


8405 


Name 


\J {J -S -S \J J \J -J ±. -J 


Start 


8736 ~~ 


GI 


none 


Fx on ^ 


8736 8927 


Seq. No. 


31626 


Gene No. 


65469 


Start 


8936 


Name 


O.TQQ0Q0Q 1 S 


Start. 


O -J U 


GI 


none 


Exon ^ 


8936 9022 




-> J- O o 


Gene No. 


65469 


Start 


8936 


Name 


\JKJZ/Z7\JZJ\JZf 1J 


Q4- a -r-H 

O (- CL±- L 


Q1 1 7 ~~ 


GI 


none 


Exons 


9117. .9275, 




9491. .9700, 


Seq. No. 


31626 


Gene No. 


65469 



. 9C10.C18.o2._tm 
8012. .8311, 8062. 

.9C10.C18.o3.tw 
8557. .8925 



End 

Method 
End 
Score 
.8373 



8373 

TBLASTX: Maize 

8373 

474 



Seq. ID OJ990909_15.9C10.C18 
Strand 

End 8995 

Method TBLASTX : Wheat 

End 8 92 9 

Score 579 



.9C10.C18.ol.tc 
8657. .8809, 8810. .8953, 8812. .8937 



Seq. ID OJ990909_15.9C10.C18 
Strand 

8995 

TBLASTX: Cress 
8953 
101 



End 

Method 
End 
Score 



9C10.C18.o2.ts 



8729.. 8977, 8849. 



9C10.C18.o4.tm 



Seq. ID OJ990909_15.9C10.C18 
Strand 

End ^ 8 995 
Method TBLASTX : Soybean 
8977 
300 



End 
Score 
.8977 



Seq. ID OJ990909_15.9C10.C18 
Strand 

End 8995 

Method TBLASTX : Mai ze 

End 8995 

Score 101 



8737. .8967, 8738. .8995, 8738. .8986 



9C10.ClB.ol. tw 
9029.. 9436, 9030, 

9C10.C18.ol. tm 



Seq. ID OJ990909_15.9C10.C18 
Strand *Y 
9893 

TBLASTX: Wheat 
95.6.0. - ■ 

74 



End 

Method 
End 
Score 
,9560 



9122. .9268, 
9615. .9710 



Seq. ID OJ990909_15.9C10.C18 
Strand 

End 9893 

Method TBLASTX: Maize 

End 9710 

Score 212 
9272.. 9415, 9273.. 9710, 9393.. 9509, 



Seq. ID OJ990909_15.9C10.C18 
Strand 



31637 



Start 


8936 






End 


9893 


Name 


OJ990909 15 9C10 


C18 o5 


. tw 


Mpt hod 


TBLASTX • 


Start 


9561 ~~ 






End 


9893 


GI 


none 






Score 


374 


Exons 


9561 . . 9893, 9567 


. . 9872 








Seq. No. 


31626 






Seq; ID 


OJ990909 


Gene No. 


65469 






Strand 




Start ' 


8936 






End 


9893 


Name 


OJ990909 15.9C10 


. C18 . o7 


. tm 


Method 


TBLASTX * 


Start 


9717 ~~ 






End 


9878 


GI 


none 






Score 


188 


Exons 


9717 . . 9875, 9720 


. . 9878 








Seq. No. 


31627 






Seq. ID 


OJ990909 


Gene No. 


65470 






Strand 


+ 


Start 


3704 






End 


5405 


Name 


OJ990909 15.9C10 


.C19.o2 


. as 


Method 


GENSCAN 


Start 


3704 _ 






End 


5405 


GI 


none 






Score 


.7 


Exons 


3704 3757. 4319 


. . 4448 , 


4510 


.4597, 4685. .4854, 




5386 5405 










Seq. No. 


31627 






Seq. ID 


OJ990909_ 


Gene No. 


65471 






Strand 




Start 


574 






End 


2390 


Name 


OJ990909 15 9C10 


. C19. ol 


a*? 


Method 


GENSCAN 


Start 


574 _ 






End 


2390 


GI 


none 






Score 


.52 


Exons 


574 1107, 2253 


. 2390 








Sea. No 


31627 






Seq. ID 


OJ990909_ 


Gene No. 


65471 






Strand 




Start 


574 






End 


2390 


Name 


OJ990909 15.9C10 


.C19.ol 


np 


Method 


AAT/NAP 


Start 


966 






End 


2390 


GI 


6907088 






Score 


1174 


Exons 


966. .1351,. 1838. 


.2077, 2253.. 


2390 




GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 


Sea No 


31627 






Seq. ID 


OJ990909_ 


Gene No. 


.65472 






Strand 




Start 


13208 * • 






End ' 


14324 


Name 


OJ990909 15.9C10 


.C19.o3. 


np 


Method 


AAT/NAP 


Start 


13208 






End 


14324 


GI 


4234852 






Score 


1231 


Exons 


13208. .14324 











GI Descrip. (AF082133) gag-pol polyprotein [Zea mays] 



Seq. No. 31627 

Gene No. 65472 

Start 13208 

Name OJ990909_15 . 9C10 . CI 9 . o2 . tw 

Start 13259 

GI none 
Exons 



Seq. ID OJ990909_15.9C10.C19 
Strand 

End 14324 

Method TBLASTX: Wheat 

End 13689 

Score 113 



13259. .13654, 13425 .. 13658, 13471. .13689 



31638 



Seq. No. 


31627 


Seq. ID 


OJ990909_15.9C10.C19 


Gene No. 


65472 


Strand 




Start 


13208 


End 


14324 


Name 


OJ990909 15 9C10 C19 ol tw 


Method 


TBLASTX: Wheat 


Start 


13801 ~~ 


End 


14284 


GI 


none 


Score 


110 


Exons 


138 01.. 13899, 138 68.. 14251, 


13965. .14252, 14237. .14284 


Seq. No. 


31628 


Seq. ID 


OJ990909_15.9C10.C21 




65473 


Strand 


+ 


Start 


761 


End 


7168 


Name 


OJ990909 15.9C10.C21.ol.gs 


Method 


GENSCAN 


Start 


761 


End 


7168 


GI 


none 


Score 


.45 


F von s 


761. .961, 1212. .1288, 1386. 


.1988, 2044 


..2291, 2400. .2482, 




2538. .2841, 2964. .3315, 3366. .3669, 3769. .4134, 4201. .4913, 




4968. .5080, 5103. .6050, 6399. .7168 




Qprr No 


31628 


Seq. ID 


OJ990909_15.9C10.C21 


Gene No. 


65473 


Strand 


+ 


Start 


761 


End 


7168 


Name 


OJ990909 15.9C10.C21.ol.np 


Method 


AAT/NAP 


Start 


3271 


End 


7165 


GI 


4206306"' 


Score 


2972 


Fvnnq 


3271. .7165 






\J J- hJ VjpJ L k-' » 


(AF049110) prpol [Zea mays] 






Seq. No. 


31628 


Seq. ID 


OJ990909_15.9C10.C21 


Gene No. 


65474 


Strand 


+ 


Start 


9972 


End 


12993 


Name 


OJ990909 15. 9C10.C21.o2.np 


Method 


AAT/NAP 


Start 


9972 


End 


12993 


GI 


6473880 


Score 


104 


_J Vw/ 1 1 L_> 


9972. .10093, 10942 .. 11278 , 


12964. .12993 


GI Descrip. 


(AB027890) Hypothetical protein [Schizosaccharomyces pombe] 


Seq. No. 


31628 


Seq. ID 


OJ990909_15.9C10.C21 


Gene No. 


65475 


Strand 


+ 


Start 


18417 


End 


19134 


Name 


OJ990909 15.9C10.C21.o3.gs 


Method 


GENSCAN 


Start 


18417 


End 


19134 


GI 


none 


Score 


. 9 


J—J *k W 1 1 o 


18417. .18480, 18485. .18728, 


19017. .19134' 


Sea No 


31628 


Seq. ID 


OJ990909_15. 9C10.C21 


Gene No . 


65476 


Strand 


+ 


Start 


19322 


End 


19630 


Name 


OJ990909 . 15. 9C10.C21.o2 . gp 


Method 


AAT/GAP 


Start 


19322 


End 


19630 


GI 


72524 1.R1084 


Score 


416 


F 1 von q 


19322. .19630 






GI Descrip. 


' 50914 96/dbj | AB0234 82 . 2 | AB0234 82 3.0e-* 


34 Oryza sativa genomic 




DNA, chromosome 6, clone P0680A03, complete sequence 1 


Sfcjq. No. 


31626 


Seq. ID 


OJ990909_15.9C10.C21 


Gene No. 


65476 


Strand 


+ 


Start 


19322 


End 


19630 



31639 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start ■' 
Name 
Start 
GI 

Exons 



0 J990 909_1 5 . 9C10 . C2 1 . o3 . gp Method AAT/GAP 
19525 End 19630 

5816518 Score 150 

19525. .19630 

4521193/dbj I AB013450 . 1 | AB013450 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene 



31628 
65477 
8060 

OJ990909_15.9C10.C21.o2.gs 

8060 

none 



Seq. ID OJ990909__15.9C10.C21 
Strand 

End 11995 
Method GENSCAN 
End 11995 
Score .55 

8060.. 8208, 8638. .9229, 9402.. 9941, 10025 .. 10183, 10272 .. 10336, 
10423. .10498, 10571 10802, 10859 .. 11096, 11250 .. 11325 , 
11591. . 11995 



Seq. No. 31628 

Gene No. 65478 

Start 19266 

Name OJ990909_15 . 9C10 . C21 . 06 . tw 

Start 3517 

GI none 

Exons 3517.. 3648, 3654.. 3875, 3655. 



Seq. ID OJ990909_15.9C10.C21 
Strand 

End 19516 

Method TBLASTX : Wheat 

End 3876 

Score 76 
,3876 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31628 
65478 
19266 

OJ990909_15 . 9C10 . C2 1 . o3 . tw 

4081 

none 



Seq. ID OJ990909_15.9C10.C21 
Strand 

End. 19516 

Method TBLASTX : Wheat 

End 4434 

Score 4 4 



4081. .4149, 4141. .4209, 4142. .4282, 4196. .4423, 4201. .4434, 
4206. .4433 



Seq. No. 31628 

■Gene No. 65478 

Start 19266 

Name OJ990909_15 . 9C10 . C21 . ol . tm 
Start ' 4243 

GI none 
Exons 



Seq. ID OJ990909_15.9C10.C21 
Strand 

End 19516 

Method TBLASTX: Maize 

End 4566 

Score 401 



4243. .4566, 4251. .4565, 4279. .4566 



Seq. No. 31628' • ' . 

Gene No. 65478 

Start 19266 

Name OJ990909_15 . 9C10 . C21 . ol . tw 

Start . 4435 

GI none 
Exons 



Seq. ID ' OJ990909_15.9C10.C21 
Strand 

End 19516 
Method TBLASTX : Wheat 
End 4854 
Score 446 



4435. .4854, 4437. .4604, 4450. .4707, 4680. .4853 



Seq. No. 
Gene No. 
Start 
Name 

O J J- 

GI 

Exons 



31628 
65478 
19266 

OJ990909 JL5 . 9C10 . C21 . o3 . tm 

4 594 

none 



Seq. ID OJ990909_15.9C10.C21 
Strand 

End 19516 

Method TBLASTX : Mai ze 

_nd 4939 

Score 313 



4594. .4908, 4615. .4866, 4704. .4871, 4877. .4939 



31640 




Seq. No. 


31628 








Seq. ID 


OJ990909_15.9C10. 


.C21 


Gene No. 


65478 








Strand 






Start 


19266 








End 


19516 




Name 


OJ990909 15 


. 9C10 . 


C21 . ol 


. t s 




TRLASTX • ^ovhp^n 




Start 


4696 _ 








End 


5041 




GI 


none 








Score 


169 




Ex on 


4696 4890, 


4746. 


. 4871, 


4880 . 


. 5041 






Seq. No. 


31628 








Seq. ID 


OJ990909_15. 9C10 


C21 


Gene No . 


65478 








Strand 






Start 


19266 








End 


19516 




Name 


OJ990909 15 


. 9C10 . 


C21 . o7 


. tw 


1. iC L11UU 


TRT.ASTX • Whp^h 




Start 


4877 ~~ 








End 


5242 




GI 


none 








Score 


101 




Exons 

J-J A I X 


4877 .5032. 


5117 . 


. 5242, 


5122 . 


. 5235 






Seq. No. 


31628 








Seq. ID 


OJ990909_15. 9C10. 


C21 


Gene No . 


' 65478 








Strand 






Start 


19266 








End 


19516 




Name 


OJ990909 15 


9C10 . 


C21 . o2 


. ts 




TRT.ASTX • ^nvhp^n 




Start 


5306 ~~ 








End 


5665 




GI 


none 








Score 


197 




P. von 


530 6 56 65 


5317 . 


. 5664 










Seq. No. 


31628 








Seq. ID 


OJ990909_15. 9C10. 


C21 


G^ne No 


65478 








St rand 






Start 


19266 








End 


19516 




Name 


OJ990909 15 


9C10 . 


C21 . o2 




t" hnH 


TRT.A9TX • Whp^f 




Start 


5308 _ 








FnH 


R7 1? 




GI 


none 








Score 


308 




TT von *^ 

JJ AVI i O 


5308 5544 


5309 . 


. 5731 , 


55 66 . 


57 33 






Seq. No. 


31628 








Seq. ID 


OJ990909_15. 9C10. 


C21 


Gene No . 


65478 








Strand 






Start 


19266 








End 


19516 




Name 


OJ990909 15 


9C10 . 


C21 . o4 


tm 


Mpt hod 


TRT ,ASTX * Ma i 7p 




Start 


5942 ~ 








End 


\j vj o 




GI 


none 








Score 


238 




J— 1 A V^S 1 1 O 


5942 6208 


6067 . 


. 6207 










Seq. No. 


3162.8 








Seq. ID 


OJ990909_15.9C10. 


C21 


Gene No. 


.65478 * 








St rand 






Start 


19266 








End 


-L _7 *J J_ U 




Name 


OJ990909 15 


9C10 . 


C21 . o4 . 


t w 


Mp t" hnH 

L iC L11U vJ. 


TRT.ASTX • Wh^at" 




Start 


6050 ~~ 








End 


64 39 




GI 


none 








Score 






Exon 5 ; 


6050 6439 














Seq. No. 


31628 








Seq. ID 


OJ990909JL5'. 9C10. 


C21 


Gene No. 


65478 








Strand 






Start 


19266 








End 


19516 




Name 


OJ990909 15. 


9C10. 


C21.o2. 


tm 


Method 


TBLASTX : Maize 




Start 


6209 








End 


6571 




GI 


none 








Score 


361 




Exons 


6209. .6571, 


6301. 


. 6570 











31641 




Seq. No. • 


31628 




Seq. ID 


OJ990909_15.9C10 


.C21 


Gene No. 


65478 




Strand 






Start 


19266 




End 


19516 




Name 


OJ990909 15.9C10 


.C21.o3 ts 


Method 


TBLASTX • Sovbpan 




Start 


6326 ~~ 




End 


6670 




GI 


none 




Score 


46 




Exons 


6326.. 6361, 6380 


. . 6670 








Seq. No. 


31628 




Seq. ID 


OJ990909_15. 9C10 


• C21 


Gene No. 


"65478 




Strand 






Start 


19266 




End 


19516 




Name 


OJ990909 15.9C10 


■C21.o5.tw 


Method 


TBLASTX: Wheat 




Start 


6557 




End 


7156 




GI 


none 




Score 


101 




Exons 


6557 . . 6676, 6707 


. . 6838, 6895 


.7032, 7031.. 7156 




Seq. No. 


31628 




Seq. ID 


OJ990909_15.9C10 


. C21 


Gene No. 


65478 




Strand 






Start 


19266 




End 


19516 




Name. 


OJ990909 15.9C10 


.C21.ol.gp 


Method 


AAT/GAP 




Start 


19266 




End 


19516 




GI 


3761181 




Score 


406 




Exons 


19266. . 19516 










GI Descrip. 


4521193/dbj | AB013450. 1 IAB013450 1.0e-99 Oryza sativa DNA, 




q-i mi 1 ar cprjnpnrp 

O -J- ILL J L U J- O j u 1 1 










Seq. No. 


31629 




Seq. ID 


OJ990909_13.9C13 


. C2 


Gene No. 


65479 




Strand 


+ 




Start 


8418 




End 


9332 




Name 


OJ990909 13.9C13 


C2.o3.gs 


Method 


GENSCAN 




Start 


8418 




End 


9332 




GI 


none 




Score 


.89 




Exons 


8418. .8487, 8533 


.8624, 9033. 


.9332 






Seq. No. 


31629 




Seq. ID 


OJ990909_13.9C13 


.C2 


Gene No. 


65480 




Strand 






Start 


7307 




End 


7864 




Name 


OJ990909 13.9C13 


C2.o2.gs 


Method 


GENSCAN 




Start 


7307 




End 


7864 




GI 


none 




Score 


. 93 




Exons 


7307. .7636, 7712. 


.7864 








Seq. No. ' ■ 


31629 ■ ' 




Seq. ID 


OJ990909_13.9C13 


■ C2 


Gene No. 


65481 




Strand 






Start 


10133 




End 


11688 




Name 


OJ990909 13.9C13. 


C2.ol.tm 


Method 


TBLASTX: Maize 




Start 


7292 




End 


7648 




GI 


none 




Score 


219 




Exons 


7292. .7645, 7316. 


.7648 








Seq. No. 


31629 




Seq. ID 


OJ990909__13. 9C13 


C2 


Gene No. 


65481 




Strand 






Start 


10133 




End 


11688 




Name 


OJ990909_13. 9C13. 


C2.ol. ts 


Method 


TBLASTX: Soybean 




C+- — 4- 






una 


7750 




GI 


none 




Score 


44 




Exons 


7296. .7346, 7310. 


.7645, 7428. 


.7592, 7676. .7750 





31642 



Seq. No. 


31629 


Seq. ID 


OJ990909_13. 9C13, 


■ C2 


Gene No. 


65481 


Strand 






Start 


10133 


End 


X x U U O 




Name 


OJ990909 13 9C13 C2 ol tc 


Mot* h nH 


1 OxxflO X /\ . x, C o O 




Start 


7394 ~~ 


End 


77 fi^ 




GI 


none 


S core 


66 




F.xon s 


7394 7645 7422 7592 7670 


.77 65 






Seq. No. 


31629 


Seq. ID 


OJ990909_13.9C13. 


C2 


Gene No . 


65481 


Strand 






Start 


10133 


End 


1 1 fift Pi 

lluOO 




Name 


OJ990909 13 9C13 C2 o4 as 








Start 


10133 ~~ 


End 


1154 9 




GI 


none 


Score 


. 57 




Exons 


10133 10245 11462 11549 








Seq. No. 


31629 


Seq. ID 


OJ990909_13. 9C13. 


C2 


Gene No . 


65481 


Strand 






Start 


10133 


End 


11688 




Name 


OJ990909 13 9C13 C2 o2 tm 


Method 


TBLASTX: Maize 




Start 


11397 ~~ 


End 


11688 




GI 


none 


Score 


69 




l—i 1 1 0 


11397 11495 11490 11687 


11502. .11633, 11575. .11688 




Seq. No. 


31630 


Seq. ID 


OJ990909_13. 9C13. 


C4 


Gene No . 


65482 


Strand 


+ 




Start 


44 67 


End 


5394 




Name 


OJ990909 1 ^ Qn ^ P4 n? os 


Method 


GENSCAN 




Start 


4467 ~~ 


End 


5394 




GI 


none 


Score 


.58 




i—i vy 1 1 o 


4467 5019 5305 5347 5391 


. .5394 






Seq. No. 


31630 


Seq. ID 


OJ990909_13.9C13. 


C4 


Gene No. 


65483 


Strand 






Start 


467 


End 


9041 




Name 


OJ990909 13.9C13.C4.ol.gs 


Method 


GENSCAN 




Start 


467 


End 


3940 




GI 


none 


Score 


.77 




Ex on s 


467. .505, 946. .1117, 1284. .1454, 1537. 


.2060, 2062. .2367, 






2449. .2751, 2989. .3722, 3811 


. .3940 






Seq. No. 


31630 


Seq. ID 


OJ990909JL3. 9C13. 


C4 


Gene No. 


65483 


■. Strand 






Start 


467 


End 


9041 




Name 


OJ990909 13.9C13.C4.ol.gp 


Method 


AAT/GAP 




Start 


607 


End 


1128 




GI 


LIB3431-001-P1-N1-B5 


Score 


' 754 





Exons 

GI Descrip. 



Seq. No. 
Gene No. 
S cart 
Name 
Start 



607. .839, 946. .1128 

M680203/gb|AAD27566.1|AF114171_7 1.0e-39 (AF114171) TNP2-like 
protein [Sorghum bicolor] 1 



31630 
65483 
4 67 

OJ990909JL3. 9C13.C4 .ol.np 
3767 



Seq. ID OJ990909_13. 9C13.C4 
Strand 

End 9041 

Method AAT/NAP 

End 8436 



31643 



# 



GI 


1076802 


Score 


340 


Ry on 


3767. .3928/ 4466. .5217, 8388. 


.8436 




GT Dpsrri n 


extensin-like protein - maize 


gil 600118 |emb|CAA84230| (Z34465 




extensin-like protein [Zea mays] gi | 1096557 | prf | | 21114 7 6A 




extensin-like domain [Zea mays] 




Sea No 


31630 


Seq. ID 




Gene No . 


65483 


Strand 




Start 


467 


End 


Qfi A 1 
y U H 1 


Name 


OJ990909 13.9C13.C4.o2.gp 


Method 


7\ 7\ rn /p7\ p 

r*J\ 1 / bnr 


Start 


5618 


End 


7 m Q 
/ U / 0 


GI 


5002953 ' 


Score 


1 Z / D 


J — 1 Ilk? 


5618. .5799, 6279. .6688, 6947. 


.7078 




GJ Descrin 


4680203/gb|AAD27566.1|AF114171 7 l.Oe- 


39 (AF114171) TNP.2-like 




piOLC'iii L^^rynujit uicoior J 






Qpn No 




Seq. ID 


OJ990909_13. 9C13.C4 


Gene No. 


6S4 ft "3 

\J *J *a O -J 


Strand 




Start 


A 67 


End 


9041 


Name 




Method 


AAT/NAP 


Start 


S7 ^9 ~~ 


End 


9041 


GI 


4680203 


Score 


1947 




5732. .6673, 6950. .7180, 7333. 


.7425, 7468. .9041 


GI Dp qrrin 


^AF1141711 TNP9-1 i Vp nrnf pin 


[Sorghum bicolor] 


Seq. No. 


jIOjU 


Seq. ID 


OJ990909_13.9C13.C4 


Gene No. 


DJIO J 


Strand 




Start 


1 u / 


End 


9041 


Name 




Method 


GEN SCAN 


Start 


5756 


End 


7021 


GI 


none 


Score 


.65 


Exons 


S7S6 696S 6^Q? 7091 






Seq. No. 


JlDJU 


Seq. ID 


OJ990909_13. 9C13.C4 


Gene No 


DJ 1 o o 


Strand 




Start 


4 67 

ID / 


End 


9041 


Name 




Method '■' 


TBLASTX: Wheat 


Start 


" 5843 


End 


7063 


GI 


none 


Score 


67 


Exon 


5843. .5935, 5936. .6040, 5964. 


.6041, 6065.. 6106, 6065. .6103, 




6110. .6157, 6146. .6337, 6162. 


.6302, 6341. .6502, 6345.-6485, 




6521.. 7063, 6573.. 7019 






Seq. No. 


31630 


Seq. ID* 


OJ990909_13. 9C13.C4 


Gene No . 


65483 


Strand 




Start 


467 


End 


9041 


Name 


OJ990909 13.9C13.C4.ol.tc 


Method 


TBLASTX: Cress 


Start 


6350 


End 


6776 


GI 


none 


Score 


68 


uavj no 


6350. .6502, 6363. .6485, 6521. 


6772, 6573.. 6776 


Seq. No. 


31630 ■ 


Seq. ID 


OJ990909_13. 9C13.C4 . 


Gene No. 


65483 


Strand 




Start 


467 


End 


9041 


Name 


uj990yuy i3.9Ci3.C4.oi.tm 


Method 


TBLASTX: Maize 


Start 


6674 


End 


7159 


GI 


none 


Score 


89 



31644 




Exons 


6674 7159 


6681 


6830 


6966 


7142 






Seq. No. 


31630 








Seq. ID 


OJ990909_13. 9C13 


.C4 


Gene No. 


65483 








Strand 






Start 


467 








End 


904 1 




Name 


OJ990909 13 


. 9C13 


. C4 . o4 . 


tw 


I IC L iiuu 


TRT.A^TY • Whoa h 




Start 


7067 _ 










/ *i X U 




GI 


none 














Exons 


7067 . . 7150, 


7068 


. .7151, 


72 67 . 


.7416, 72 


80 7387 




Seq. No. 


31630 








Seq. ID 


OJ990909_13. 9C13 


.C4 


Gene No. 


65483 








Strand 






Start 


467 








End 


904 1 




Name 


OJ990909 13 


9C13 


C4 o3 




Mo +■ h /-^H 


TRT nQTY • Ma i -70 




Start 


7196 _ 










7 4 1 n 




GI 


none 








o ^ w x c 






Exons 

J_J 'w 1 ± 


7196 7252 


7264 


. .7410, 


7274 . 


7 381 






Seq. No. 


31630 








Seq. ID 


OJ990909_13. 9C13 


.C4 


Gene No. 


65483 








Strand 






Start 


467 








End 


Qf)4 1 

^ VJ *i X 




Name 


OJ990909 1 ^ 




P4 r>9 




i. v Jfc; LI1L/U 


1 DxjR.O 1 A . oOyDcan 




Start 


7555 ~~ 








Lj 1 


7 7ft Q 
/ / O _7 




GI 


none 










Qft 




Exons 

l_f *\ V»s 1 1 O 


7555 7788 


7634 


.7789 










Seq. No. 


31630 








Seq. ID 


OJ990909_13.9C13 


,C4 


Gene No. 


65483 ' 








Strand 






Start 


467 








End 


9041 




Name 


OJ990909 1 3 


X O 




Lit l 


Method 


TBLASTX: Maize 




Start 


7 624 _ 








End 


8064 




GI 


none 








Score 


80 




Exons 


7624 7818 


7822 


7 938 


78 92 

/ o _? z. . 


.7969, 7909.. 8064 




Seq. No. 


31630 








Seq. ID 


OJ990909_13.9C13 


.C4 


Gene No. 


65483 








Strand 






Start 


467 








End 


9041 




Name 


OJ990909 13 


9C13 


P4 


tw 


Method 


TBLASTX: Wheat 




Start 


7658 ~ 








End 


7964 




GI 


none 








Score 


100 




Exons 


7658 7819 


7663 


.7818, 


784 9. 


.7890, 78 


89. .7963, 7890. .7964 


Seq. No. 


31630 








Seq. ID 


OJ990909_13.'9C13 


.C4 


Gene No. 


65483 








Strand 






Start 


467 








End 


9041 




Name 


OJ990909 13 


9C1 3 


P4 r>? 


L. o 


Method 


TBLASTX: Cress 




Start 


7909 ~" 








End 


8241 




GI 


none 








Score 


70 




Exon s 


7909 8067 


7 958 

/ ^ JO • 


■ O U O J , 


ft (167 

O V U f . 


.8240, 8104. .8241 




Seq. No. 


31630 








Seq. ID 


OJ990909_13.9C13 


C4 


Gene No. 


65483 








Strand 






Start 


4 67 








End 


9041 




Name 


OJ990909_13. 


9C13. 


C4 ,o2 . 


tw 


Method 


TBLASTX: Wheat 




Start 


6005 








End 


8687 




GI 


none 








Score 


64 




Exons 


8005. .8067, 


8082. 


.8132, 


8136. 


.8240, 8146. .8241, 8287. .8448, 



31645 



8289. .8687 



Seq. No. 


31630 


Seq. ID 


OJ990909 


13. 9C13. 


C4 


Gene No . 


65483 


Strand 








Start 


467 


End 


9041 






Name 


OJ990909 13.9C13.C4.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


8271 


End 


8589 




GI 


none 


Score 


86 






Exons 


8271. .8531, 8284. .8508, 8289 


..8564, 8296. .8562, 


8566. .85 


.89 


Seq. No. 


31631 


Seq. ID 


OJ990909 


13. 9C13. 


C5 


Gene No. 


65484 


Strand 


+ 






Start 


3 


End 


2506 






Name 


OJ990909 13. 9C13.C5.ol.gs 


Method 


GENSCAN 






Start 


3 ~~ 


End 


2506 






GI 


none 


Score 


.45 






Exons 


3. . 152, 2189. .2506 










Seq. No. 


31631 


Seq. ID 


OJ990909 


_13. 9C13. 


C5 


Gene No . 


65485 


Strand 








Start 


2273 


End 


2515 






Name 


OJ990909 13. 9C13.C5.ol.np 


Method 


AAT/NAP 






Start 


2273 


End 


2515 






GI 


6539570 


Score 


146 






Exons 


2273. .2515 










GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 






Seq. No. 


31632 


Seq. ID 


OJ990909 


_13. 9C13. 


C6 


Gene No. 


65486 


Strand 


+ 






Start 


290 


End 


2079 






Name 


OJ990909 13.9C13.C6.ol.np 


Method 


AAT/NAP 






Start 


290 


End 


2079 






GI 


5922620 


Score 


429 






Exons 


290. .324, 1315. .1350, 1511.. 


1826, 1863 


. .2079 







GI Descrip. (AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi| 6016853|dbj IBAA85196.il (AP000.570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


31632 


Seq. ID 


OJ990909_ 


13. 


.9C13, 


.C6 


Gene No. 


65486 


Strand 


+ 








Start 


290 


End 


2079 








Name 


OJ990909 13.9C13.C6.ol.-gs 


Method 


GENSCAN 








Start 


420 


End 


1887 








GI 


none 


Score 


.7 








Exons 


420. .444, 755. .918, 1192.. 


.1350, 1780.. 


,1887 








Seq. No. 


31632 


Seq. ID 


OJ990909_ 


13, 


■9C13. 


X6 


Gene No. 


65487 


Strand 










Start 


2986 


End 


3325 








Name 


OJ990909 13.9C13.C6.o2.gs 


Method 


GENSCAN 








Start 


2986 


End 


3325 








GI 


none 


Score 


.75 








Ex On a 


2986. .3110, 3189. .3325 












Seq. No. 


31633 


Seq. ID 


OJ990909_ 


13. 


. 9C13. 


.C7 



31646 




Gene No. 


65488 


Strand 


- 








Start 


1 


End 


628 








Name 


OJ990909 13.9C13.C7.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


628 








GI 


100488 


Score 


324 








Exons 


1..502, 585. .628 












GI Descrip. 


TNP2 protein - garden snapdragon 










Seq. No. 


31633 


Seq. ID 


OJ990909 


13 


. 9C13 


. C7 


Gene No . 


65489 


Strand 










Start 


845 


End 


1418 








Name 


OJ990909 13.9C13.C7.ol.gp 


Method 


AAT/GAP 








Start 


845 


End 


1418 








GI 


LIB3434-017-P1-K1-F5 


Score 


243 








Exons 


845. .926, 1338. .1418 












GI Descrip. 


'5257255/dbj | AP000364 . 1 | AP000364 5.0e- 


20 Oryza 


sativa genomic 




DNA, chromosome 8, clone : P0026F07 1 










Seq. No. 


31634 


Seq. ID 


OJ990909 


13 


. 9C13 


. C8 


Gene No. 


65490 


Strand 


+ 








Start 


253 


End 


570 








Name 


OJ990909 13.9C13.C8.ol.gs 


Method 


GENSCAN 








Start 


253 


End 


570 








GI 


none 


Score 


. 95 








Exons 


253. .570 












Seq. No. 


31634 


Seq. ID 


OJ990909 


X J 


Z/\^ X ~J 


rfi 

o 


Gene No. 


65491 


Strand 










Start 


337 


End 


570 








Name 


OJ990909 13.9C13.C8.ol.np 


Method 


AAT /NAP 








Start 


337 


End 


570 








GI 


6539570 


Score 


134 








Exons 


337. .570 












GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sat iva ] 








Seq. No. 


31634 


Seq. ID 


OJ990909 


_13. 


9C13. 


C8 


Gene No. 


65492 


Strand 










Start 


3906 


End 


5582 








Name 


OJ990909 13. 9C13.C8.o3.gs 


Method 


GENSCAN 








Start 


3906 


End 


5582 








GI 


none 


Score 


. 4 








Exons 


3906. .3943, 4706. .4957, 5504. 


.5582 










Seq. No- 


31635 . 


Seq. ID " 


OJ990909_ 


_13. 


9C13. 


C10 


Gene No. 


65493 


Strand 










Start 


929 


End 


2398 








Name 


OJ990909 13. 9C13.C10.ol.gs 


Method 


GENSCAN 








Start 


929 


End 


2398 








GI 


none 


Score 


. 9 








Exons 


929. .1122, 2174. .2398 












Seq. No. 


31636 


Seq. ID 


OJ990909_ 


_13. 


9C13. 


Cll 


Gene No. 


65494 


Strand 


+ 








Start 


139 


End 


3224 








Name 


OJ990909 13. 9C13.Cll.ol.gs 


Method 


GENSCAN 








Start 


139 


End 


3224 








GI 


none 


Score 


.67 









31647 



Exons 


139. .238, 2634. .2799, 2840.. 


3140, 3201 


. . 3224 


Seq. No. 


31637 




Seq. ID 


OJ990909 13.9C13.C12 


Gene No. 


65495 




Strand 


+ 


Start 


. 998 




End 


1219 


Name 


OJ990909 13 


.9C13.C12.ol.np 


Method 


AAT/NAP 


Start 


998 




End 


1219 


GI 


5295951 




Score 


219 


Exons 


998 . . 1219 








GI Descrip. 


(AB026295) 


Similar to Herpesvirus papi 


o BRRF2 homolog gene, 




partial cds 


. (U23857) TOrvza 


sativa] 




Seq. No. 


31637 




Seq. ID 


OJ990909_13.9C13.C12 


Gene No. 


65496 




Strand 


+ 


Start 


6178 




End 


6744 


Name 


OJ990909_13 


. 9C13 .C12 . ol . an 


Method 


AAT/GAP 


Start 


6178 




End 


6744 


GI 


none 




Score 


904 


Exons 


6178 . . 6339, 


6427 . . 6744 






Seq. No. 


31637 




Seq. ID 


OJ990909_13.9C13.C12 


Gene No. 


65497 




Strand 




Start 


2554 




End 


6702 


Name 


OJ990909 13 


. 9C13.C12 o2 as 


Method 


GENSCAN 


Start 


2554 




End 


6692 


GI 


none 




Score 


.53 


Exons 


2554 . .2663, 


3368 3419. 3660 


..3721, 5630. .5721, 6254. .6369, 




6484 . . 6692 








Seq. No. 


31637 




Seq. ID 


OJ990909_13.9C13.C12 


Gene No. 


65497 




Strand 




Start 


2554 




End 


6702 


Name 


OJ990909 13 


.9C13.C12-ol.tm 


Method 


TBLASTX: Maize 


Start 


6516 




End 


6696 


GI 


none 




Score 


273 


Exons 


6516. . 6662, 


6517. .6696 






Seq. No. 


31637 




Seq'. ID 


OJ990909_13.9C13..C12 


Gene No. 


65497 




Strand 




Start 


2554 




End 


6702 


Name 


OJ990909 13 


.9C13.C12.ol.tc 


Method 


TBLASTX: Cress 


Start 


6520 




End 


6702 


GI 


none 




Score 


296 



Exons 



6520.. 6702, 6522.. 6689 



Seq. No. 31637 

Gene No. 654 97 

Start 2554 

Name OJ990909_13 . 9C13 . C12 . ol . ts 

Start 6520 

GI none 

Exons 6520.. 6696, 6522.. 6695 



Seq. ID OJ990909_13.9C13.C12 
Strand 

End 6702 

Method TBLASTX: Soybean 

End 6696 

Score 2 91 



Seq. No. 31638 

Gene No. 654 98 

Start 189 

Name OJ990909_13 . 9C13 . C14 . ol . gs 



Seq. ID OJ990909_13.9C13.C14 
Strand 

End 2 92 

Method GENSCAN 



31648 




C -J- a y~f- 

O Lax t. 


1 fl Q 
1 0 3 




CjUU 


9Q9 
^3Z 






\3 1 


none 




Score 


• Jl 






Exons 


lOQ OQO 
lO 3 . . Z 3 c. 












Ociji LN U . 


^1 fi^Q 




Seq. ID 


OJ990909 


1 "3 QP1 "3 
ij. 3L- 1 J 


PI Q 

. tio 


Gene No. 


65499 




Strand 


+ 






Start 


8730 




End 


12052 






Mam & 
ln cu tie 


O.TQQOQOQ 1 ^ QP1 ^ Pi ft 


. o2 . np 


Method 


AAT/NAP 






O Lai L 


ft7^n — 




End 


12052 






P T 






Score 


3053 






Exons 


ft 7 ? 0 10401 IflRRR 

O ( JU . . lU'iUl/ 1U J J J . . 


10785, 


11062. . 12052 






f~* T PlC* O V 1 Y"\ 

cl Ucbolip • 


/z\P11d171\ TMP9— l i u 0 

^ Mr 1 1 fi 1 / 1 J ILNrZ 11 K.c 


protein [Sorghum bicolor] 






Corr Mrs 


"31 6^Q 




Seq. ID 


OJ990909_ 


1 ^ QP1 "3 
lj . 3L, 1 J 


PIP 


Gene No. 


65500 




Strand 


+ 






Start 


14799 




End 


22514 






Mam o 


O.TQQOQDQ 1 ^ QP1 ^ PI ft 


. o3 . np 


Method 


AAT/NAP 






oLdl L 


1 d 7 QQ ~~ 

14 / 33 




End 


17782 






P,T 

Ol 


Rfi S91 7Q 

JO JlI / 3 




Score 


426 






Exons 


1d7QQ IdftlQ 1 QfilD 
14 / 33 . . 11013^ IjOIU , 


.16017, 


16091. .16315, 17734. 


-17709 
. 1 / / O Z 




oi Ucotlip. 


fZ\Tl179fiM 7hh0nriQ 1 


[Oryza 


sativa] 








oeq. ln o * 


"31 £^Q 




Seq. ID 


OJ990909_ 


1 "3 QP1 "3 

1 0 . yt 1 0 


Pi Q 


bene lno . 


DO jUU 




Strand 


+ 






OtalL. 


1 A 7 QQ 
14/33 




End 


22514 






Name 


O.TQQOQDQ 1 ^ QP1 ^ PI ft 


. o5 . gs 


Method 


GENS CAN 






Start 


15977 




End 


22514 






GI 


none 




Score 


.65 






Exons 


15977. .16113, 16142. 


.16334, 


17970. . 18431, 18596. 


. 18782, 






18815. .19119, 19174. 


.19239, 


19587. .19760, 19885. 


. 19961, 






20045. .20117, 20215. 


.20313, 


20397. .20575, 21164. 


.21457, 






21513. .21583, 22420. 


.22514 











Seq. No. 


31639 


Seq. ID 


OJ990909_13. 


. 9C13 


.C18 


Gene No. 


65500 


Strand 


+ 






Start 


14799 - 


End 


22514 ■ 






Name 


OJ990909 13.9C13.C18.o4 , 


. np Method 


AAT/NAP ■ 






Start 


17955 


End 


22185 






GI 


4680204. 


Score 


624 






Exons 


17955. .19094, 22100. .22185 








GI Descrip. 


(AF114171) hypothetical 


protein [Sorghum bicolor] 






Seq. No. 


31639 • 


"' Seq.' ID 


" OJ990909_13. 


, 9C13 


-C18 


Gene No. 


65500 . 


Strand 


+ 






Start 


14799 


End 


22514 






Name 


OJ990909 13.9C13.C18.o5. 


. np Method 


AAT/NAP 






Start 


17955 


End 


19090 






GI 


4680204 


Score 


622 






Exons 


17955. .19090 










GI Descrip. 


(AF114171) hypothetical 


protein [Sorghum bicolor] 






Seq. No. 


31639 


Seq. ID 


OJ990909_13. 


9C1.3 


.C18 


Gene No. 


65501 


Strand 


+ 






Start - 


29028 


End 


31130 






Name 


OJ990909 13.9C13.C18.o6. 


, np Method 


AAT/NAP 






Start 


29028 


End 


31130 






GI 


5922634 


Score 


75 







31649 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29028. .29127, 31061.. 31130 

(AP000492) hypothetical protein [Oryza sativa] 

gi I 6016867 |dbj IBAA85210.il (AP000570) hypothetical protein 

[Oryza sativa] 



31639 
65501 
29028 

OJ990909_13 . 9C13.C18.o8. gs 

30662 

none 

30662. .31081 



Seq. ID OJ990909_13.9C13.C18 

Strand + 

End 31130 

Method GENSCAN 

End 31081 

Score .87 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start, 

Name 

Start 

GI 

Exons 



31639 
65502 
1 

OJ990909_13. 9C13.C18.ol.np 

1 ■ 

6642643 



Seq. ID OJ990909_13.9C13.C18 
Strand 

End 3298 

Method AAT/NAP 

End 3263 

Score 527 



1..21, 986. .1139, 2309. .2399, 2685. .3065, 3141. .3263 
(AC012395) unknown protein [Arabidopsis thaliana] 



31639 Seq. ID 

65502 Strand 

1 End 
OJ990909_13.9C13.C18-ol.gs Method 

2567 End 

none Score 
2567. .3298 



OJ990909_13.9C13.C18 

3298' 
GENSCAN 
3298 
.7 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31639 Seq. ID 

65503 Strand 

11679 End 

OJ990909_13. 9C13.C18.ol.gp Method 

11679 End 

LIB3431-028-P1-N1-A10 Score 
11679. .12038, 12066.. 12136 
'4 680203/gb|AAD27566.1 |AF114171_7 
protein [Sorghum bicolor] 1 



OJ990909_13.9C13.C18 

12136 
AAT/GAP 
12136 
67 9 



3.0e-33 (AF114171) TNP2-like 



31639 Seq. ID 

65504 ' Strand 

-12 911 ' End 
OJ990909_13 . 9C13 . C18 . o4 . gs . Method 

12911 End 

none Score 
12911. .13705 



OJ990909_13.9C13.C18 

13705 
GENSCAN 
13705 
.8 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

r?, 

GI Descrip. 



31639 Seq. ID 

65505 Strand 

13810 End 

OJ990909_13. 9C13.C18.o2.gp Method 

13810 End 

61605 3.R1084 Score 



OJ990909_13.9C13.C18 

14449 
AAT/GAP 
14449 
460 



13810.. 13847, lo^u7..I4I66, 14433.. 14449 

, 1402920/emb|CAA66965| 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



31650 



Seq. No. 31639 Seq. ID OJ9909.09_13.9C13.C18 

Gene No. 65506 Strand 

Start 20674 End 20779 

Name OJ990909_13 . 9C13 . C18 . o3 . gp Method AAT/GAP 

Start 20674 End 20779 

GI LIB3477-003-P1-K1-E9 Score 104 

Exons 20674. '.20779 

GI Descrip. 1 24 9858 6/sp | Q4 0638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 31639 
Gene No. 65507 
Start 23170 

Name OJ990909_13 . 9C13 . C18 . o4 . gp 

Start 23170 

GI LIB3477-003-P1-K1-E9 
Exons 23170. .23263 

GI Descrip. T 24 9858 6/sp | Q4 0638 I MPOl 

S 1 PRECURSOR {ORY S I) 

sativa] * 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990909_13.9C13.C18 

23263 
AAT/GAP 
23263 
136 



ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN 
>gi_1173557 (U31771) Ory s 1 [Oryza 



ORY 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31639 
65508 

29301 ' 

OJ990909_13.9C13.C18.ol.tm 

992 

none 



Seq. ID OJ990909_13.9C13.C18 
Strand 
End 

Method 
End 
Score 



30207 

TBLASTX : Maize 

3028 

126 



992. .1138, 996. .1142, 2819. .3028, 2823. .3026 



Seq. No. 


31639 








Seq. ID 


OJ990909_13.9C13.C18 


Gene No. 


65508 








Strand 




Start 


29301 








End 


30207 


Name 


OJ990909 13, 


. 9C13 


.C18.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


2826 








End 


3236 


GI 


none 








Score 


127 


Exons 


2826. .2957, 


2828 


. .3028, 


3143. 


.3235, 3153. .3236 


Seq. No. 


31639 








Seq. ID 


OJ990909_13.9C13.C18 


Gene No. 


65508 








Strand 




Start 


29301 








End 


30207 


Name 


OJ990909 13, 


.9C13 


.C18.ol 


.ts 


Method 


TBLASTX : Soybean ' 


Start 


• 2828 








End 


3236 


GI 


none 








Score 


178 


Exons 


2828. .3028, 


2835 


. .3026, 


3143. 


.3235, 3152. .3229, 3156. .3236 


Seq. No. 


31639 








Seq. ID 


OJ990909_13.9C13.C18 


Gene No. 


65508 








Strand 




Start 


29301 








End 


30207 


Name 


OJ990909 13. 


9C13 


.C18.o4 


.tw 


Method 


TBLASTX: Wheat 


Start 


9036 








End 


9436 


GI 


none 








Score 


96 


Exons 


9036. . 9173, 


9055 


. .9174, 


9171. 


.9422, 9172. .9429, 9179. .9436, 




9188 . . 9424 , 


9190 


. . 9426 








Seq. No. 


31639 








Seq. ID 


OJ990909_13.9C13.C18 



31651 




Gene No. 


65508 




Strand 






Start 


29301 




End 


30207 




Name 


OJ990909 13. 


9C13.C18.o2.ts 


Method 


TBLASTX: Soybean 




Start 


9353 




End 


9781 




GI 


none 




Score 


103 




Exons 


9353. . 9418, 


9354. .9428, 9485. 


.9781, 9539.. 9763 




Seq. No. 


31639 




Seq.- ID 


OJ990909_13.9C13 


.C18 


Gene -No. 


65508 




Strand 






Start 


29301 




End 


30207 




Name 


OJ990909 13. 


9C13.C18 .o3. tc 


Method 


TBLASTX: Cress 




Start 


9514 




End 


9862 




GI 


none 




Score 


293 




Exons 


9514 . . 9666, 


9521.. 9862, 9715. 


.9843 






Seq. No. 


31639 




Seq. ID 


OJ990909_13. 9C13 


.C18 


Gene No. 


65508 




Strand 






Start 


•29301 




End 


30207 




Name 


OJ990909 13. 


9C13.C18.o2.tm 


Method 


TBLASTX: Maize 




Start 


9521 




End 


9909 




GI 


none 




Score 


67 




Exons 


9521 . . 9610, 


9626. .9907, 9649. 


.9909 






Seq. No. 


31639 




Seq. ID 


OJ990909_13.9C13 


.C18 


Gene No . 


65508 




Strand 






Start 


29301 




End 


30207 




Name 


OJ990909 13. 


9C13.C18.o2.tw 


Method 


TBLASTX: Wheat 




Start 


9650 




End 


10104 




GI 


none 




Scored 


.68 




Exons 


9650. . 9706, 


9658.. 9702, 9703. 


.9804, 9704. .9808, 9812. .9910, 




9817 . . 9909, 


9829. .9912, 9890. 


.9991, 9913. .9990, 9989. .10054, 




9990. . 10055, 


9991. .10104, 9994. .10101 






Seq. No. 


31639 




Seq. ID 


OJ990909_13. 9C13 


C18 


Gene No. 


65508 




Strand 






Start 


29301 




End 


30207 




Name 


OJ990909 13. 


9C13.G18.o3.tw 


Method 


TBLASTX: Wheat 




Start 


10258 




End 


10667 




GI 


none 




Score 


67 




Exons 


10258. .10302 


, 10259. .10303, 10306. .105 


48, ■ 10326. .10508, 






10581. .10667, 10582. .10665 








Seq. No. 


31639 




Seq. ID 


OJ990909_13.9C13. 


C18 


Gene, No. 


65508 - 




Strand 






Start 


29301 




End 


30207 




Name 


OJ990909 13. 


9C13.C18.o3.tm 


Method 


TBLASTX: Maize 




Start 


10582 




End 


11060 




GI 


none 




Score 


277 




Exons 


10582. .11058 


, 10720. . 10797, 10851. .110 


60 




Seq. No. 


31639 




Seq. ID 


OJ990909_13.9C13. 


C18 


Gene No. 


65508 




Strand 






Start 


29301 




End 


30207 




Name 


OJ990909 13. 


9C13.C18.ol.tw 


Method 


TBLASTX: Wheat 




Start 






End 


11904 




GI 


none 




Score 


346 




Exons 


10668. .11393, 10668. . 11555, 10669 .. 11556, 11254 .. 11571, 





31652 





11561. .11620, 11581 


. 11625, 


11602. .11625, 11628. .11678, 






11632. . 11691, 11670. 


. 11810, 


11671 . . 118 


11. 11824 11904 




Seq. No. 


31639 




Seq. ID 


OJ990909_13.9C13. 




Gene No. 


65508 




Strand 






Start 


29301 




End 


30207 




Name 


OJ990909 13.9C13.C18 


. o2 . tc 


Method 


TBLASTX * Crpcjs 




Start • 


10952 




End 


11403 




GI 


none 




Score 


175 




Exons 


10952 . . 11134, 10956. 


. 11378, 


10956. . 113 


99, 10960 11403 






11254 . .11403 










Seq. No. 


31639 




Seq. ID 


OJ990909_13.9C13. 


CI 


Gene No. 


65508 




Strand 






Start 


29301 




End 


30207 




Name 


OJ990909 13.9C13.C18- 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


18567 




End 


18969 




GI 


none 




Score 


62 




Exons 


18567 . . 18707, 18567 . , 


. 18722, 


18569. . 18721, 18736. . 18804, 






18780. . 18812, 18799. , 


. 18969, 


18894. .18968 




Seq. No. 


31639 




Seq. ID 


OJ990909_13.9C13. 


Cl! 


Gene No. 


65508 




Strand 






Start 


29301 




End 


30207 




Name 


OJ990909 13.9C13 "C18 


. o7 . gs 


Method 


GENSCAN 




Start 


29301 * ~~ 




End 


30207 




GI 


none 




Score 


. 81 




Exons 


29301 . .29465, 29551 . . 


,29628, 


30205. .30207 




Seq. No. 


31640 




Seq. ID 


OJ990909 13.9C13. 


Cl! 


Gene No. 


65509 • 




Strand 


+ 




Start 


12 




End 


701 




Name 


OJ990909 13.9C13.C19. 


■ol.gs 


Method 


GENSCAN 




Start 


12 




End 


701 




GI 


none 




Score 


.96 




Exons 


12. .104, 525. .701 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



seq. No. 
Gene No. 
Start 



31641 
65510 
1413 

OJ990909_13.9C13.C20.ol .gs 
1413 

none ' - 

1413. .1521, 1874. ".1950,. 284 7 

31641 
65511 
3907 

OJ990909JL3. 9C13.C20.ol.ts 

3907 
none 

3907.. 3981, 3908.. 3982, 3953 
4735.. 4839, 4915.. .5142, 5149 

31641 
65511 
3907 



Seq. ID OJ990909_13.9C13.C20 

Strand + 

End 3112 

Method GENSCAN 

End 3112 

Score .52 
. .2897, 2999. .3112 

Seq. ID OJ990909_13.9C13.C20 
Strand 

End 5825 

Method TBLASTX : Soybean 

End 5583 

Score 64 
..4486, 4018. .4563, 4594. .4740, 
..5583, 5186.. 5323, 5363.. 5578 

Seq. ID OJ990909_13.9C13.C20 
Strand 

End 5825 



31653 



Name 


OJ990909 13 


9C13 










Start 


3907 ~~ 








' End 


5 S74 


GI 


none 








Score 


ft 4 


Exons 


3907 5574 












Sea No 


31641 








0 ~ ^ • J. u 




Gene No. 


65511 








Strand 




Start 


3907 








End 


5825 


Name 


OJ990909 13. 


9C13 


.C20.ol, 


.np 


Method 


AAT/NAP 


Start 


3910 








End 


5825 


GI 


5051781 








Score 


1547 


Exons 


3910. .5653, 


5782 


. .5825 








GT Dpsrrio 


(AL078637) transport inhibitor response-like protein 




[Arabidopsis 


! thaliana] 








Seq. No. 


31641 








Seq. ID 


OJ990909_13. 9C13 


Gene No. 


65511 








Strand 




Start 


3907 








End 


5825 


Name 


OJ990909 13. 


9C13 


.C20.ol, 


. tm 


Method 


TBLASTX: Maize 


Start 


3910 








End 


5289 


GI 


none 








Score 


65 


Exons 


3910. .3981, 


3911, 


. .3982, 


3994. 


.4563, 3998. .4402, 4594. .4" 




4741. .4875, 


4921, 


. .5115, 


5149. 


.5289 




Seq. No. 


31641 








Seq. ID 


OJ990909_13.9C13 


Gene No. 


65511 








Strand 




Start 


3907 








End 


5825 


Name 


OJ990909 13. 


9C13, 


■C20.ol. 


, tc 


Method 


TBLASTX: Cress 


Start 


3919 








End 


5626 


GI 


none 








Score 


213 


Exons 


3919. .3981, 


4021. 


. .4575, 


4022. 


.4486, 4027. .4548, 4594. .4! 



4906. .5151, 5149. .5622, 5183. .5317, 5363. .5626 



Seq. No. 31641 

Gene No. 65511 

Start 3907 

Name OJ990909_13.9C13.C20-.o2.tm 

Start 5389 

GI none 

Exons 5389.. 5622, 5390.. 5668, 5620. 



Seq. ID OJ990909_13.9C13.C20 
Strand 

End 5825 

Method TBLASTX : Maize 

End 5694 

Score 189 
.5694 



Seq. No. 31642 

Gene No." 65512 

Start 174 

Name OJ990909_13 . 9C13. C24 .ol'.gs 

Start 174 

GI none 

Exons 174.. 204, 286.. 383 



Seq. ID OJ990909_13.9C13.C24 
Strand 

End 383 

Method GENSCAN 

End 383 

Score .62 



Seq. No. 31643 

Gene No. 65513 

Start 1 

Name OJ990909_13 . 9C13 . C26 . ol . np 

Start 1 

GI 2792216 

Exons 1. .95, 2497. .2708 

GI Descrip. (AF032686) NBS-LRR type resistance protein [Hordeum vulgare] 



Seq. ID OJ990909_13.9C13.C26 
Strand 

End 2936 

Method AAT/NAP 

End 2708 

Score 195 



31654 




Seq. No. 


31643 


Seq. ID 


OJ990909_13. 9C13 


.C2 


Gene No . 


65513 


fcj L1G11U 






Start 




End 






Name 


OJ990909 13 9C13 C26 ol as 


Mp t" hnH 


vJ Hi IN O L/iilN 




Start 


2475 _ 


End 


_» Zf ~J \J 




GI 


none 


Q pAro 


4 




J—J £\ V/ i 1 


2475 2936 








Seq. No. 


31644 


Seq. ID 


OJ990819_11.9C17 


.CI 


Gene No. 


65514 


Strand 






Start 


1 


End 


1721 




Name 


OJ990819 11.9C17.Cl.ol.np 


Method 


AAT /MAP 




Start 


1 


End 


1721 




GI 


4680179 


Score 


14 4 6 




Exons 


1..629, 657. .1721 








GI Descrip. 


(AF111709) polyprotein [Oryza sativa 


^nh<5Ti i nHi pal 




Seq. No. 


31644 


Seq. ID 


OJ990819_11.9C17 


CI 




65515 


Strand 






Start 


1950 


End 


c* -J U 




Name 


OJ990819 11. 9C17.Cl.o2.tm 


Method 


x D J_i.tt.fc_) l /\ . rJaJL_c 




Start 


18 


End 


J. _J 




GI 


none 


Score 


147 




i-J '1 X _> 


18. .215, 19. .177 








Seq. No. 


31644 


Seq. ID 


OJ990819_11.9C17. 


CI 




65515 


' Strand 






Start 


1950 


End 






Name 


OJ990819 11.9C17.Cl.o2.tw 


Method 


1 D-UttO 1 /\ . v V 1 1 1: a. L. 




Start 


39 


End 


-J _7 ._J 




GI 


none 


Score 


114 




Fx on ^ 


39. .206, 40. .168, 231. .395, 


268. .336 






Seq. No. 


31644 


Seq. ID 


OJ990819_11.9C17. 


CI 


Gene No . 


65515 


Strand 






Start 


1950 


End 






Name 


OJ990819 11.9C17.Cl.o4.tw 


Method 


1 o lino 1 /\ • vv I It a. _ . 




Start 


423 


End 


7^7 




GI 


none 


Score 


72 




i-J *\ X 1 


423. .620, 433. .570, 693. .737 








Seq. No. 


31644 


Seq'. ID 


OJ990819_11.9C17. 


CI 


Gene No . 


65515 


Strand 






Start 


1950 


End 


9 SO? 




Name 


OJ990819 11. 9C17.Cl.o3.tw 


Method 


TRT A^TY-Whp^l- 

1 D JjAO J. -\ • VV 1 1 g Cl L. 




Start 


794 


End 


1 SOfi 

lJUu 




GI 


none 


Score 


4 Q 




F, xnn s 

i—i *\ w 1 1 ■_> 


794. .838,^1308. .1490, 1309.. 


1506 






Seq. No. 


31644 


Seq. ID 


OJ990819_11.9C17. 


CI 


Gene No. 


65515 


Strand 






Start 


1950 


End 


2502 




Name 


OJ990819_11. 9C17.Cl.ol.tw 


Method 


TBLASTX: Wheat 




Start 


306 


End 


1259 




GI 


none 


Score 


68 




Exons 


906. .1256, 1062. .1259 









31655 



Seq. No. . 


31644 


Seq. ID 


OJ990819__11.9C17 


.CI 


Gene No . 


65515 


St rand 






Start 


1950 


End 


9^09 




Name 


OJ990819 11 9C17 CI ol tm 


M<^ t" h nrl 


TRT.A9TY * M;^ i 7P 




Start 


918 ~~ 


End 


X ^1 *J \J 




GI 


none 


S core 


102 




P, von s 


918 1256 1020 12S6 








Seq. No. 


31644 *" 


Seq. ID 


OJ990819_11.9C17 


.CI 


Gene No. 


65515 


Strand 






Start 


1950 


End 


^) \J iL. 




Name 


OJ990819 11.9C17.Cl.o2.np 


Method 


AAT /NAP 




Start 


1948 


End 


2502 

*L yj *L 




GI 


4512231 


Score 


831 




Exons 


1948. .2502 








GT DescriD. 


(AB014741) ORF0 protein [Oryza sativa] 






Seq. No. 


31644 


Seq. ID 


OJ990819_11. 9C17 


.CI 


Gene No . 


65515 


Strand 






Start 


1950 


End 


2SD9 
£i \j 




Name 


OJ990819 11.9C17.Cl.o2.gs 


Method 






Start 


1950 


End 


24 24 




GI 


none 


Score 


. 52 




F.ynn^ 
j_j a w i lu 


1950. .2424 








Seq. No. 


31645 


Seq. ID 


OJ990819_11.9C17 


.C2 


Gene No . 


65516 


Strand 


+ 




Start 


755 


End 


fi 4 ^ 

O t .J 




Name 


OJ990819 11.9C17.C2.ol.gs 


Method 






Start 


755 


End 


P A s 

o *± *J 




GI 


none 


Score 


1 9 




Exons 


755. .845 








Seq. No. 


31646 


Seq. ID 


OJ990819_11. 9C17 


C3 


Gene No. 


65517 


Strand 


+ 




Start 


634 


End 


719 




Name 


OJ990819 11.9C17.C3.ol.gp 


Method 


AAT /GAP 




Start 


634 


End 


719 




GI 


uC-osf Icypl58c04al 


Score 


88 




Exons 


634 . .719 








GI Descrip. 


, 4581164/gb|AAD24 64 7. 1 |AC006220_3 2.0e 


-17 (AC006220) putative 




polyprotein [Arabidopsis thaliana] ' 






Seq. No. 


31646 


Seq. ID 


OJ990819_11.9C17. 


C3 




65518 


Strand 


+ 




Start 


747 


End 


1771 




Name 


OJ990819 11.9C17.C3.ol.gs 


Method 


GENSCAN 




Start 


747 


End 


1771 




GI 


none 


Score 


.72 




Exons 


747. .828, 1602. .1771 








Seq. No. 


31646 


Seq. ID 


OJ990819_11. 9C17'. 


C3 


Gene No. 


65519 


Strand 






Start 


1 


End 


1807 




Name 


OJ990819 11.9C17.C3.ol.np 


Method 


AAT /NAP 




Start 


1 


End 


1807 





31656 




rij 


5852175 


Score 


7 n 




F v An q 

DAUUo 


1..105, 708. .800, 1403. .1807 








ox UcSCiip . 


(AL117265) zhbOOOS.l [Oryza sativa] 






oeq. 1NO > 


31647 


Seq. ID 


OTQQHP1 Q 11 QP1 7 


C* A 


Gene No. 


65520 


Strand 


+ ~~ 




Start 


276 


End 


2056 






OJ990819 11.9C17.C4.ol.np 


Method 


AAT/NAP 




c+- -3 r-4- 


276 


End 


2053 






4680179 


Score 


2328 




C 1 v c\ n c 
Ej AvJi lb 


97 90^^ 








Ci T np^rri n 

Ol L^COL*XX£J. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


31647 


Seq. ID 


OJ990819_11. 9C17 


.C4 


Gene No. 


65520 


Strand 


+ 




Start 


276 


End 


2056 




Ln CU LLC 


OJ990819 11.9C17.C4.ol.gs 


Method 


GENSCAN 




0 Lai L 


446 


End 


2056 




riT 
ox 


none 


Score 


. Do 




P 1 v 0 n c 
Hi A LP 1 1 0 


446. .1348, 1532. .2056 








0 e q . IN 0 . 


31647 


Seq. ID 


OJ990819_11. 9C17 




Gene No. 


65521 


Strand 


+ 




Start ■ 


5323 


End 


6499 




LN dint: 


OJ990819 11.9C17.C4.o3.np 


Method 


AAT/NAP 




Oldl L 


5323 


End 


6499 






4680185 


Score 


£ O 4 




Exons 


5323.. 5426, 6171. .6499 










(AF111709) unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


31647 


Seq. ID 


OJ990819_11. 9C17 


.C4 


Gene No. 


65522 


Strand 


- 




O Lai L 


1162 


End 


3170 




Name 


OJ990819 11.9C17.C4.o2.tw 


Method 


TBLASTX: Wheat 




O Let I. L 


320 


End 


/ 4 D 






none 


Score 


556 






-320. .745, 322. .738, 395. .745 








Seq. No. 


31647 


Seq. ID 


OJ990819_11.9C17 


.C4 


Gene No. 


65522 


Strand 






q-h = rt 


1162 


End 


3170 




Name 


OJ990819 11.9C17.C4.ol.tm 


Method 


TBLASTX: Maize 




O Lai L 


392 


End 


745 






none ' 


Score 


466 




Lj AUllO 


392. .745, 397. .738 








Seq. No. 


31647, 


Seq. ID 


OJ990819_11. 9C17 


.C4 


Gene No. 


65522 


Strand 






O Lai L 


1162 


End 


3170 




Name 


OJ990819 11.9C17.C4.ol.tw 


Method 


TBLASTX: Wheat 




Q+- -j 


773 


End 


1313 




GI. 


none 


Score 


605 




Exons 


773. .1312, 961. .1308, 1032. .1313 








O n c a ~i 
*j x u *i / 


Seq. ID 


OJ990819JL1. 9C17 


.C4 


Gene No. 


65522 


Strand 






Start 


1162 


End 


3170 





31657 




Ncinie 


O.TQQOftl Q 11 

UU J^uOl J XX 


Qri 7 


.C4 ,o3. tm 


Method 


TRT flQTY • Ma -i *7o 




Start 


Q2Q ~~ 
y c. y 






End 


127 6 
li / u 




GI 


none 






Score 


2 S6 
z. *j \j 




l—l *\ KJ llO 


Q9Q 1261 " 

Zs c. Z) * . 1 4* U X , 


955 


1275, 956.. 1276 






Seq. No. 


31647 






Seq. ID 


OJ990819_11. 9C17 


.C4 


Gene No. 


65522 






Strand 






Start 


1162 






End 


3170 




Name 


OJ990819 11 

\J \J Z* ZJ \J \J A. -J J — L 


. 9C17 


.C4.ol.ts 


Method 


TRT.A^TY • cinuhpan 






1100 ~~ 






End 


1 ^61 

X O D ± 






none 






Score 


U x 






1100 1360 


1111 


..1359, 1164 


. .1361 








31647 






Seq. ID 


O.T9Q0R1 Q 11 9P1 7 


■ v„ 4 


Gene No. 


65522 






Strand 






Start 


1162 






End 


3170 




Name 


OJ990819 11 


.9C17 


.C4.o2.np 


Method 


AAT /NAP 




Start 


1162 _ 






End ■ 


3170 

J 1 ' V 




GI 


5852179 






Score 


2 62 






1162 1195 


2475 


..2848, 2923 


. .3170 








f AL1172651 


zhb0009.1 [Oryza 


sativa] 






Seq. No. 


31647 






Seq. ID 


OJ990819_11. 9C17 


,C4 


Gene No. 


65522 






Strand 






Start 


1162 






End 


?1 70 
J x / v 




Name 


O.TQ9081 9 11 

\JUZ/Z?\JOj-Zs XX 


Qri 7 


■ ^4 • • on 


Method 


TRT A c;TY • Ma i 70 




Start 


1277 ~~ 






End 


1 ^94 




<j x 


none 






Score 


4 R "3 

4 J J 




DAU11D 


1 277 1 594 


1288 


. .1590 








Seq. No. 


31647 






Seq. ID 


OJ990819_11. 9C17 


.C4 


Gene No. 


65522 






Strand 






Start 


1162 






End 


3170 




Name 


OJ99081 9 11 


. 9C17 


.C4 .o3.tw 


Method 


TRT.A^TY • Whpai- 




Start 


1319 — 






End 


1 70S 




GI 


none 






Score 


son 




Rxnn ^ 

J-j \^/ 1; j 


1319 1705 


1324 


..1698, 1392 


..1430 






Seq. No. 


31647 . 






Seq. ID 


OJ990819_11. 9C17 


C4 


Gene No. 


65522 






Strand 






Start 


1162 






End 


^170 




Name 


OJ990819 11 

WU Z? Zs \J t> X Zf XX 


. 9C17 


.C4 .o4 . tw 


Method 


TRT.A9TY • Wh£>a t- 




9 tart- 

O Lai L 


1721 ~~ 

X f X 






Jul IvJ. 


^ u u 0 




GI 


none 






. Score 






K von ^ 


1721 2008 


1723 


. .1956 








Seq. No. 


31647 






Seq. ID 


OJ990819_11.9C17. 


C4 


Gene No. 


65522 






Strand 






Start 


1162 






End 


^170 




Name 


O.T990R1 9 11 

\JKJZ7ZJ\J{JA.ZJ XX 


. 9C17 


C4 .o4 .tm 


Method 


TRT A^TY • Ma i -70 
x n> ±jj-\o ia • naX 




O Lai L 


1 724 ~ 






End 


1 QR7 




GI 


none 






Score 


235 




Exons 


1724. .1957, 


1762 


.1908 








Seq. No. 


Jlb4« 






Seq. ID 


OJ990819_11. 9C17. 


C5 


Gene No. 


65523 






Strand 


+ 




Start 


1 






End 


10749 





31658 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990819JL1. 9C17.C5.ol.np Method AAT/NAP 

1 End 1492 

4680179 Score 2256- . 
1. . 1492 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



31648 
65523 
1 

OJ990819_ll.9C17.C5.ol.gs 

98 

none 
98. .1495 



Seq. ID OJ990819_11.9C17.C5 

Strand + 

End 10749 

Method GENS CAN 

End 1495 

Score .99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31648 Seq. ID 

65523 Strand 
1 End 
OJ990819_11 . 9C17 . C5 . o4 .np Method 
195 End 
6063554 Score 
195. .218, 8881. .9071, 9190. .9431, 9902. .9929, 10574. .10749 
(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



OJ990819_11.9C17.C5 
+ 

10749 
AAT/NAP 
10749 
308 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31648 
65523 
1 

OJ990819_11.9C17.C5.o3.np 



Seq. ID 
Strand 
End 

_ Method 
1646 End 
6063554 Score 
1646. .1674, 2217. .2266, 2301. .2492, 3610. .3782 
(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



OJ990819_11.9C17.C5 
+ 

10749 
AAT/NAP 
3782 
171 



31648 Seq. ID 

65523 Strand 
.1 End 
OJ990819_11 . 9C17 . C5 . o2 . np Method 
2156 End 
5852178 Score 
2156. .2458, 2490. .2596, 2959. .3054 

(AL117265). zhb0008. 1 [Oryza sativa] 



OJ990819_1I.9C17.C5 
+ 

10749 
AAT/NAP 
3054 
479 



31648 Seq. ID OJ990819_11 . 9C17 . C5 

65524 Strand + 

11110 End 11383 

OJ9908 19_11 . 9C17 . C5 . o2 . gp Method AAT/GAP 

11110 End 11383 

61605_3.R1084 Score 442 

11110. .11383 

' 14 02920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] ' 



Seq. No. 
Gene No. 



31648 
65525 



Seq. ID OJ990819_11.9C17.C5 
Strand + 



31659 



Start 


13619 


End 


14462 




Name 


OJ990819 11. 9C17.C5.o5.np 


Method 


AAT/NAP 




Start 


13619 


End 


14462 




GI 


6498441 


Score 


397 






13619. .13855, 1394 9 .. 14 115, 


14352. . 14462 






(AP000815) EST C72786 (E2258) 


corresponds to a region of 


th 




predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl. (AF098806) 


LUIy id odLlVaJ 




Seq. No. 


31648 


Seq. ID 




. \^D 


Gene No. 


65526 


Strand 






Start 


2213 


End 


2582 




Name 


OJ990819 11.9C17.C5.o2.gs 


Method 


VJ Hj L\ O V^rtLN 




Start 


2213 


End 






GI 


none 


Score 


Q1 
. y i 




Exons 


2213. .2446, 2487. .2582 








Seq. No. 


31648 




nTQQOftl Q 11 QP1 1 




Gene No. 


65527 


Strand 






Start 


5927 


End 


12419 




Name 


OJ990819 11.9C17.C5.o2.tw 


Method 


TRT QQTY • TAThoa-H 
1 Dlino 1 A . Wilcal. 




Start 


2 


End 


A ft 1 
H O 1 




GI 


none 


Score 


Rft 7 
JO / 


> 


Exons 


2. .481, 112. .477 








Seq. No. 


31648 


OC^i ±.vJ 


HTQQOP1 Q 11 QP1 7 


^D 


Gene No. 


65527 


Strand 






Start 


5927 


End 


12419 




Name 


OJ990819 11.9C17.C5.ol.tc 


Method 


TRT Zl^TY * rrocc 
1 olirio 1A . LicSS 




Start 


179 


End 


CAR 
DUD 




GI 


none 


Score 


?U 




Exons 


179. .361, 362. .505, 364. .504 








Seq. No. 


31648 


Cpn TD 

* J. LJ 


DTQQHftlQ 11 QP1 7 

Kjozjyvoxy ii . yui / 




Gene No. 


65527 


Strand 






Start 


5927 


End 


12419.. 




Name 


OJ990819 >11. 9C17.C5.ol.ts 


Method 


1 DljrlO 1 A . OUyUcail 




Start 


269 


End 


D £ y 




GI 


none 


Score 


Jul 




Exons 


269. .529, 280. .528 








Seq. No. 


31648 


Seq. ID 


HTQQflfi 1 Q 11 QP1 7 

uj yyuoiy ii.yui/. 




Gene No. 


65527 ' 


' Strand 






Start . 


5927 


End 


12419 . . 




Name 


OJ990819 11.9C17.C5.o2.tm 


Method 


TBLASTX: Maize 




Start 


327 


End 


619 




GI 


none 


Score 


408 




Exons 


327. .614, 328. .615, 329. .619 








Seq. No. 


31648 


Seq. ID 


OJ990819_11.9C17. 


C5 


Gene No. 


65527 


Strand 






Start 


5927 


End 


12419 




Name 


OJ990819 11.9C17.C5.ol.tw 


Method 


TBLASTX: Wheat 




Start 


488 


End 


1114 




GI 


none 


Score 


715 




Exons 


488. .1114, 544. .993, 659. .1105, 1054.. 


1113 





31660 



Seq. No. 


31648 




Seq. ID 


OJ990819_11.9C17.C5 


Gene No. 


65527 




Strand 




Start 


5927 




End 


12419 


Name 


OJ990819 11.9C17.C5.ol.tm 


Method 


TBLASTX: Maize 


Start 


667 




End 


1252 


GI 


none 




Score 


221 


Exons 


667. .822, 668. .829, 826. .987, 


827. .1252, .989. .123.1 


Seq. No. 


31648 




Seq. ID 


OJ990819_11.9C17.C5 


Gene No. 


65527 




Strand 




Start 


5927 




End 


12419 


Name 


OJ990819 11.9C17.C5.o3.tw 


Method 


TBLASTX: Wheat 


Start 


1115 




End 


1447 


GI 


none 




Score 


306 


Exons 


1115. . 


1447, 1165.. 1395 






Seq. No. 


31648 




Seq. ID 


OJ990819_11. 9C17.C5 


Gene No. 


65527 




Strand 




Start 


5927 




End 


12419 


Name 


OJ9908 


H9_ll. 9C17.C5.o3.gs 


Method 


GENSCAN 


Start 


5927 




End 


12419 


GI 


none 




Score 


.5 


Exons 


5927. . 


6433, 6458.. 6580, 6907. 


.7309, 7337. .7654, 7734. .7857, . 




8097. . 


8182, 8338. .8375, ' 8829. 


.9107, 9137.. 9500, 11300 .. 11442, 




12348. 


.12419 






Seq. No. 


31648 




Seq. ID 


OJ990819_11.9C17.C5 


Gene No. 


65527 




Strand 




Start 


5927 




End 


12419 


Name 


OJ990819 11.9C17.C5.ol.gp 


Method 


AAT/GAP 


Start 


9394 




End 


10128 


GI 


101153 


1.R1084 


Score 


416 


Exons 


9394. . 


9420, 9885.. 10128 






GI Descrip. 


l 5852170/emb|AL117265. 1 IOST17804 1 . Oe- 


115 Oryza sativa 




indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone: tl7804 ' 


Seq. No. 


31648 




Seq. ID 


OJ990819_11.9C17.C5 


Gene No. 


65528 




Strand 




Start 


13622 




End 


14064 . 


Name 


OJ990819 11.9C17.C5.o4.tw 


Method 


TBLASTX: Wheat 


Start 


13622 




End 


14064 


GI 


none 




Score 


55 


Exons 


13622. 


.13732, .13623. .13793, 13634 .. 137 92 , 137 94 .. 13859, 




13798. 


.14064 - 






Seq. No. 


31648 




Seq. ID 


OJ990819_11.9C17.C5 


Gene No. 


* 65529 




Strand 




Start 


16025 




End 


16462 


Name 


OJ990819 11.9C17.C5.o2.ts 


Method 


TBLASTX : Soybean 


Start 


16025 




End 


16462 


GI 


none 




Score 


65 


Exons 


16025. 


.16156, 16184. .16462 






Seq. No. 


31648 




Seq. ID 


OJ990819_11. 9C17 .C5 


Gene No. 


65529 




Strand 




Start 


16025 




End 


16462 


Name 


OJ990819 11.9C17.C5.o5.tw 


Method 


TBLASTX: Wheat 



31661 




Start 


16052 




End 


16399 




GI 


none 




Score 


81 




Exons 


16052 . .16168, 16184 


. . 16399 








Seq. No. 


31648 




Seq. ID 


OJ990819_11.9C17 


C5 


Gene No. 


65530 




Strand 






Start 


17272 




End • 


17637 




Name 


OJ990819 11.9C17.C5 


. 06 ..tw 


Method 


TBLASTX: Wheat 




Start 


17272 ~ 




End 


17637 




GI 


none 




Score 


98 




Exons 


17272. . 17427, 17460 


..17636, 17461. .17637 




Sea. No. 


31649 




Seq. ID 


OJ990819_11. 9C17 


CI 


Gene No. 


65531 




Strand 


+ ■ 




Start 


1 




End 


707 




Name 


OJ990819 11.9C17.C7 


. ol . np 


Method 


AAT/NAP 




Start 


1 




End 


707 




GI 


4680180 




Score 


1212 




Exons 


1. .707 










GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


31649 




Seq. ID 


OJ990819_11. 9C17 . 


C7 


Gene No. 


65531 




Strand 


+ 




Start 


1 




End 


707 




Name 


OJ990819 11.9C17.C7 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


2 




End 


238 




GI 


none 




S core 


197 




Exons 


2. .238 










Seq. No. 


31649 




Seq. ID 


OJ990819_11.9C17. 


C7 


Gene No. 


65531 




Strand 


+ 




Start 


1 




End 


707 




Name 


OJ990819 11.9C17.C7 


. ol . gs 


Method 


GENSCAN 




Start 


38 




End 


524 




GI 


none 




Score 


.64 




Exons 


38. .524' 










Seq. No. 


31649 




Seq. ID 


OJ990819_11.9C17. 


C7 


Gene No. 


65531 




Strand 


+ 




Start 


1 




End 


707 




Name 


OJ990819 11.9C17.C7 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


373 




End 


696 




GI" 


• none • 




Score 


202 




Exons 


373. .534, 374. .532, 


513. . 683, 


523. . 696 






Seq. No. 


31649 




Seq. ID 


OJ990819_JL1.9C17. 


C7 


Gene No. 


65531 




Strand 


+ 




Start 


1 




End 


707 




Name 


OJ990819 11.9C17.C7 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


379 




End 


697 




GI 


none 




Score 


179 




Exons 


379. .534, 380. .532, 


498. .680, 


508. .690, 


513. .689, 574. .690, 




575. .697 










Seq. No. 


31650 




Seq. ID 


OJ990819_11. 9C17. 


C9 


Gene No. 


65532 




Strand 






Start 


8 




End 


237 





31662 



Name OJ990819_11 . 9C17 . C9 . ol . gs Method GENSCAN 

Start 8 * End 237 

GI none Score .47 

Exons 8. .237 



Seq. No. 31651 Seq. ID 

Gene No. 65533 Strand 

Start 1190 End 

Name OJ990819_11 . 9C17 . CIO . ol . gs Method 

Start 1190 . , End 

GI none Score 

Exons 1190.. 1990 



OJ990819_11.9C17.C10 
+ 

15623 
GENSCAN 
1990 
.98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31651 
65533 
1190 

OJ990819_11.9C17.C10.ol.np 
1190 
4512231 
1190. . 1987 

(AB014741) ORF0 protein [Oryza sativa] 



Seq. ID OJ990819_11.9C17.C10 



Strand 
End 

Method 

End 

Score 



+ 

15623 
AAT/NAP 
1987 
1345 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31651 
65533 
1190 

OJ990819_11.9C17.C10.o3.np 

1868 

5852180 



Seq. ID OJ990819_11.9C17.C10 

Strand + 

End 15623 

Method AAT/NAP 

End 12126 

Score 547 



1868. .1915, 5411. .5492, 6469. .6586, 6638. .7051, 8546. .8594, 
12108. .12126 



GI Descrip. (AL117265) zhbOOOlO.l [Oryza . sativa] 



Seq. No. 31651 Seq. ID 

Gene No. 65533 Strand 

Start 1190 End 

Name OJ990819_11 . 9C17 . CIO . o2 . np Method 

Start 2203. End 

GI ■ ~ . 4680179 Score 

Exons 2203.. 3268, 3296.. 4638 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



OJ990819_11.9C17.C10 
+ 

15623 
AAT/NAP 
4638 
2541 



Seq. No. 


31651 








Seq. ID 


OJ990819_11. 


9C17 


.C10 


Gene No. 


65533 








Strand 


+ 






Start • 


1190 








End 


15623 






Name 


OJ990819 11 


.9C17. 


C10.o2 


.gs 


Method 


GENSCAN 






Start 


2267 








End 


4567 






GI 


none 








Score 


.93 






Exons 


2267. .4567 
















Seq. No. 


31651 








Seq. ID* 


OJ990819_11. 


9C17 


.C10 


Gene No. 


65533 








Strand 


+ 






Start 


1190 








End 


15623 






Name 


OJ990819 11 


9C17. 


C10.o5 


gs 


Method 


GENSCAN 






Start 


9211 








End 


14047 






GI 


none 








Score 


.76 






Exons 


9211. .9579, 


9590. 


.9879, 


10734 


. .10866, 


12380. .13783, 


138 


92. . 14047 



31663 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31651 
65533 
1190 

OJ990819 
12063 
729704 

12063... 12095, 12665. 
13620. .13700, 15586. 



3_11.9C17'.C10.o7.np 



,12760, 
,15623 



Seq. ID OJ990819_11.9C17.C10 

Strand + 

End * 15623 

Method AAT/NAP 

End 15623 

Score 96 
12983. . 13039, 13282. . 13364, 



DNA-BINDING PROTEIN HEXBP ( HEXAMER-BINDING PROTEIN) 
gi I 1078700 Ipir | | A47156 hexamer-binding protein HEXBP - 
Leishmania major gi 1159342 (M94390) HEXBP DNA binding protein 
[Leishmania major] 



31651 Seq. ID 

65533 Strand 

1190 End 
OJ990819_11. 9C17.C10.o6.gs Method 

15032 End 

none Score 
15032. .15257 



OJ990819_11. 9C17.C10 
+ 

15623 
GENSCAN 
15257 
.79 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



31651 Seq. ID OJ990819_11 . 9C17 . C10 

65534 Strand 

5341 End 5717 

OJ990819_11.9C17.C10.o2.gp Method AAT/GAP 

5341 End 5717 

uC-osflcyp033a04bl . Score 666 

5341. . 5717 

'6016845/dbj | AP000570.il AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



31651 
65535 
6148 

OJ990819JL1. 9C17.C10.o7 . tw 

2419 

none 

2419. .2616, 2420. .2617 * 

31651 
65535 
6148 

OJ990819_11. 9C17.C10.o4 . tw 

2666 

none 

2666.. 2863, 2669.. 3019 

31651 
65535 
6148 

OJ990819JLl.9C17.C10.o3. tm 

2669 

none 

2669.. 2974, 2669.. 2956 

31651 
65535 



Seq. ID 
Strand 
' End 
Method 
End 
Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 



OJ990819_11.9C17.C10 
13824 

TBLASTX: Wheat 

2617 

216 



OJ990819_11.9C17.C10 
13824 

TBLASTX: Wheat 

3019 

307 



OJ990819_11.9C17.C10 
13824 

TBLASTX: Maize 

2974 

235 



OJ990819 11.9C17.C10 



31664 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



6148 

OJ990819_11. 

3353 

none 

3353. .3706 

31651 
65535 
6148 

OJ990819_11; 

3710 

none 

3710. .3901, 

31651 
65535 
6148 

OJ990819_11. 

3838 

none 

3838. .4278, 

31651 
65535 
6148 

OJ990819_11. 

3875 

none 

3875. .4189 

31651 
65535 
6148 

OJ990819JL1. 

3904 

none 

3904. .4146, 

31651 
65535 
6148 

OJ990819_11. 

4262 

none 

4262. .4294, 
4414. .4563, 

31651 
65535 
6148 

OJ990819_11. 

4406 

none 

4406. .4564, 

31651 
65535 



9C17.C10.o6.tw 



9C17.C10.o5.tm 
3748. .3855 

9C17.C10.ol.tw 
3839. .4321, 3863. 

9C17.C10.o2.ts 



9C17.C10.o2.tm 



3908. .4351 



9C17.C10.ol.ts 



4262. .4294, 4298. 
4551. .4634, 4558. 



9C17.C10.o4.tm 



4459. .4551, 4551. 



End 

Method 

End 

Score 



13824 

TBLASTX: Wheat 

3706 

256 



Seq. ID OJ990819_11.9C17.C10 
Strand 

End 13824 

Method TBLASTX: Maize 

End 3901 

Score 188 



Seq. ID OJ990819_11.9C17.C10 
Strand 

13824 

TBLASTX : Wheat 
4321 
530 



End 

Method 
End 
Score 
.4318 



Seq. ID OJ990819_11.9C17.C10 
Strand 

End 13824 

Method TBLASTX : Soybean 

End 4189 

Score 193 



Seq. ID OJ990819_11.9C17.C10 
Strand 

End 13824 

Method TBLASTX : Maize 

End 4351 

Score 368 



Seq. ID OJ990819_11.9C17.C10 
Strand 

End 13824 

Method TBLASTX : Soybean 

End ' 4638 

Score 57 
.4351, 4301. .4441, 4406. .4564, 
.4638 

Seq. ID OJ990819_11.9C17.C10 
Strand 

End 13824 

Method TBLASTX : Mai ze 

End 4638 

Score 144 
.4586, 4558.. 4638 

Seq. ID OJ990819_11.9C17.C10 
Strand 



31665 




Start 


6148 








End 


13824 




Name 


OJ990819 11, 


9C17 C10 o5 


• L. VV 


Method 


TBLASTX: Wheat 




Start 


4409 








End 


4638 




GI 


none 








Score 


200 




Exons 


4409. 


.4564, 


4411 4563. 


4557 . 


.4637, 4558. .4638 




Seq. No. 


31651 








Seq. ID 


OJ990819_11-. 9C17 


.CIO 


Gene No. 


65535 








Strand 


- 




Start 


6148 








End 


13824 




Name 


OJ990I 


319 11. 


9C17 C10 o3 




Method 


GENSCAN 




Start 


6148 








End 


7167 




GI 


none 








Score 


.66 




Ex on s 

J—J *\ \*s 1 1 O 


6148 . , 


. 6233, 


6560 6701 


6793 . 


.7167 






Sea No 


31651 








Seq. ID 


OJ990819_11.9C17 




Cpnp No 


65535 








Strand 






Start 


6148 








End 


13824 




Name 


OJ990* 


319_11. 


9C17.C10.o5 


.np 


Method 


AAT/NAP 




Start 


6834 








End 


11842 




GI 


58521? 


30 






Score 


592 




E v n n s 


6834 . , 


. 6903, 


8572. .8626, 


9324 . 


.9733, 9785. .9901, 10984.. 






11803, 


. . 11842 










(^t Hp or - i n 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 






Seq. No. 


31651 








Seq. ID 


OJ990819_11. 9C17 


.CIO 


Gene No. 


65535 








Strand 






Start 


6148 








End 


13824 




Name 


OJ990819 11. 


9C17.C10.o4 


.gs 


Method 


GENSCAN 




Start 


7796 








End 


8548 




GI 


none 








Score 


. 92 




Exons 


7796. . 


.8548 












Seq. No. 


31651 








Seq. ID 


OJ990819_11.9C17 




Gene No. 


65535 








Strand 






Start 


6148 








End 


13824 




Name 


OJ990819 11. 


9C17.C10.o4 


.np 


Method 


AAT/NAP 




Start 


7799 








End 


13824 




GI 


4680179 






Score 


1128 




Exons 


7799. . 


8601, 


13732. .13824 








GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


31651 








Seq. ID 


OJ990819_11. 9C17 


.CIO 


Gene No. 


65535 








Strand 






Start 


6148 








End . ' 


13824 




Name 


OJ990819 11. 


9C17.C10.o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


7844 








End 


8177 




GI 


none 








Score 


135 




Exons 


7844. . 


8176, 


7865. .8173, 


7908'. 


.8177 






Seq. No. 


31651 








Seq. ID 


OJ990819_11. 9C17 


. CIO 


Gene No. 


65535 








Strand 






Start 


6148 








End 


13824 




Name 


OJ990S 


J19JL1. 


9C17.C10.ol, 


.tm 


Method 


TBLASTX: Maize 




Start 


8024 








End 


8602 




GI 


none 








Score 


213 




Exons 


8024. . 


8464, 


8040. .8465, 


8462. 


.8602, 8469. .8591 





31666 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31651 
65535 
6148 

OJ9908 19_11 . 9C17 . CIO . o2 . tw ' 

8177 

none 



Seq. ID OJ990819_11.9C17.C10 
Strand 
End .. 
Method 
End 
Score 



13824 

TBLASTX : Wheat 

8590 

61 



8177..8590, 8180. .8431, 8289. .8540, 8462. .8584 



Seq. No. 31651 . Seq. ID 

Gene No. 65535 Strand 

Start 6148 End 

Name OJ990819_11 . 9C17 . CIO . 06 . np Method 

Start 10589 End 

GI 4680186 1 Score 

Exons 10589. . 10795 

GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 



OJ990819_11.9C17.C10 

13824 
AAT/NAP 
10795 
136 



Seq. No. 


31652 


Seq. ID 


OJ990819_11.9C17.C11 


Gene No. 


65536 


Strand 


+ 


Start 


239 . 


End 


305 


Name 


OJ990819 11.9C17.Cll.ol.gs 


Method 


GENSCAN 


Start 


239 


End 


305 


GI 


none 


Score • 


.44 


Exons 


239. .305 






Seq. No. 


31653 


Seq. ID 


OJ990819_11.9C17.C12 - 


Gene No. 


65537 -- 


Strand 


+ 


Start 


1523 


End 


6576 


Name 


OJ990819 11.9C17.C12.ol.np 


Method 


AAT/NAP 


Start 


1523 


End 


6576 


GI 


5295955 


Score 


487 


Exons 


1523. .1546, 4021. .4089, 4631. 


.4744, 5430. .5759, 5873. .6576 


GI Descrip. 


(AB026295) Similar to Epstein 


-Barr virus (EBV) genome . (V01555 ) 




[Oryza sativa] 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31653 
65537 
1523 

OJ9908 19_11 . 9C17 . C12 . ol . gs 

2628 

none 



Seq. ID OJ990819_11.9C17.C12 

Strand + 

End 6576 

Method GENSCAN 

End 4 698 

Score . 61 



2628. .2689, 2882. .2915, 3289. .3775, 3878 .. 3964 , '4586 .. 4 698 



31653 
65538 
5599 

OJ990819_11. 9C17.C12.ol.tw 

3165 

none 

3165. .3386, 3166. .3555 



Seq. ID OJ9908.19_11.9C17.C12 
Strand 

End 10120 

Method TBLASTX : Wheat 

End 3555 

Score 181 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



31653 
65538 
5599 

OJ990819_ 

5599 

none 



11. 9C17.C12.o2, 



gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990819_11.9C17.C12 

10120 
GENSCAN 
10120 , 
.93 



31667 




Exons 5599. .5723, 5729. .5821, 5914. .6152, 7841. .8121, 8201. .8311, 

8522. .8947, 9326. .10120 



OC^i V*\J ■ 


"31 6^4 




oeq * x u 


nTQQHQI Q 11 an' 1 *7 




Pono Kl n 






our ana 


T 




Start 


x x w 






£ o 




Name 


(^7990819 11 QP1 7 PI ^ nl 


. gs 


L v lC LllUU 


pp , Mqr , z\M 




o Lai L 


1 1 n ~~ 

* X x u 




ijilCl 


9 fi Q 




GI 


none 




Score 


68 ' 




Exons 


110. .289 ■ 










Q (=>rr Mn 


?1 6^4 






Pi TQQHQ1 Q 11 QP1 1 










q-f- ranH 


X 

i 




O L Cli L. 


/ X 






X ft *i 0 




Name 


0,7990819 11 QP1 7 pi ^ n9 


. gs 


> 4- r\ /H 






q+- a -rf- 

O Lai u 


791 _ 

f £. X 




IjUQ 


1 4 /I £ 

X f± fi 0 




riT 


none 




Score 






Exons 


721. .806, 1356. .1446 












31654 




Seq. ID 


O.TQQDP1 Q 11 QP1 1 


PI ^ 


(?ono M f-\ 


65541 




Strand 


i 

t 




Cf a v-f 

jLal L 


3916 




End 


A "3 /l c; 




Name 


OJ990819 ll.9C17.C13.ol 


.np 


Method 


nflrp /MAD 




O Lai L 


3916 




End 


fi O f± 0 




PT 

\J X 


4680182 




Score 


1 07 
lo / 




Exons 


3916. .4345 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Con Mn 
o q • IN U . 


31654 




Seq. ID 


ATQQHQ1 Q 11 Qm 1 


. CI J 


Pon o Mn 


65541 




Strand 






O-f- -a v-+- 

OLdlL 


3916 




End 






in ciiut; 


OJ990819 11. 9C17.C13.ol 


.tc 


Method 


i tsLAo i a : tress 




o Lai L 


3937 




End 


ft z 0 j 




GI 


none 




Score 


87 




Exons 


3937. .4116, 4144. .4233, 


4149. 


.4232 






Qpn Mn 

O C LJ * LM w • 


31654 




Seq. ID 


OJ990819_11.9C17 


C13 


f^onp Mn 


65541 




Strand 


+ 




Start 


3916 




End 


4345 




Name 


OJ990819 ll.9C17.C13.ol 


tm 


Method 


TBLASTX: Maize 




Qf art* 

o u a i- L, 


3999 




End 


4341 




GI* 


none 




"Score 


63 




Exons 


3999.. 4097, 3999. /4232, 


4006. 


.4341, 4121. .4282, 4249. .4341 


Qpn Mn 


31655 




Seq. ID 


OJ990819_11. 9C17. 


C14 


P on o Mn 


65542 




Strand 


+ 




o Lai L 


106 




End 


1543 




Name 


OJ990819 ll.9C17.C14.ol. 


gs 


Method 


GENSCAN 




Start 


106 




End 


1543 




GI 


none 




Score 


.62 




Exons 


106.. 390, 596.. 760, 774. 


.1543 








Seq. No. 


31655 




Seq. ID 


OJ990819_11. 9C17. 


C14 


Gene No. 


65543 




Strand 


+ 




Start 


3871 




End 


9778 




Name 


OJ990819 11.9C17.C14.o2. 


np 


Method 


AAT/NAP 




Start 


3871 


End 


7594 





31668 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 



4680181 Score 132 

3871.. 3898, 5442.. 5860, 5992.. 6264, 7567.. 7594 
(AF111709) unknown [Oryza sativa subsp. indica] 



31655 
65543 
3871 

OJ990819_11.9C17.C14 .o2.gs 

5243 

none 

5243. .6295 



Seq. ID OJ990819_11.9C17.C14 

Strand + 

End 9778 

Method- GENSCAN 

End 6295 

Score • .55 



Seq. No. 


31655 




Seq. ID 


OJ990819_ 


_11.9C17.C14 


Gene No. 


65543 




Strand 


+ 




Start 


3871 




End 


9778 




Name 


OJ990819 11.9C17.C14.o3 


. gs 


Method 


GENSCAN 




Start 


7005 




End 


9778 




GI 


none 




Score 


. 67 




Exons 


7005. .7020, 7482. .7727, 


8333. 


.8383, 8 


555. .8789, 


8845. .9778 


Seq. No. 


31655 




Seq. ID 


OJ990819_ 


_11.9C17.C14 


Gene No. 


65544 




Strand 






Start 


10674 




End 


10946 




Name 


OJ990819 11.9C17.C14.ol 


• gp 


Method 


AAT/GAP 




Start 


10674 




End 


10946 




GI 


61605 1.R1084 




Score 


455 




Exons 


10674. .10946 










GI Descrip. 


' 5852 170/emb|AL1172 65.1 


IOST17804 l.Oe 


-137 Oryza 


sativa 



indica (GLA4) genomic DNA, chromosome 4, BAC clone : tl7804' 



Seq. No. 31655 

Gene No. 65545 

Start 11318 

Name OJ990819_11 . 9C17 . C14 . o2 . tm 

Start 47 

GI none 
Exons 



Seq. ID OJ990819_11.9C17.C14 
Strand - • 
End 

Method 
End 
Score 



12276 

TBLASTX: Maize 

422 

49 



47. .100, 84. .131, 213. .422, 216. .413, 236. .421 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
. GI 
Exons 

GI Descrip. 



31655 
65545 
11318 

OJ990819_11.9C17.C14.ol.tm 

9001 

none 

9001. .9297, 9008. .9301, 9218. 



Seq. ID 

Strand 

End 

Method 

End 

Score* 



OJ990819_11.9C17.C14 
12276 

TBLASTX : Maize 

9415 

296 



.9400, 9229. .9372, 9305. .9415 



31655 Seq. ID 

65545 Strand 
11318 End 
OJ990819_11. 9C17.C14 .o3.np Method 
11318 End 
6063554 Score 
11318. . 11491, 12130. .12276 

(AP000 615) ESTs AU075609 (C6334 4 ) , C7 1850 ( E04 64 ) , C98 611 (E04 64 ) 
correspond to a region ot the predicted gene.; hypothetical 
protein [Oryza sativa] 



OJ990819_11.9C17.C14 

12276 
AAT/NAP 
12276 
237 



31669 




Seq. No. 


31656 








Seq. ID 


OJ990819_ 


_11.9C17.C15 


Gene No. 


65546 








Strand 


+ 




Start 


64 








End 


7Q4 




Name 


OJ990819 11 


. 9C17, 


,C15.ol 


. y to 


Maf H oH 






Start 


64 








FnH 


7 Q4 




GI 


none 








Q. r< y 






i—J A V-/ 1 1 O 


64. .341, 380. .794 










Seq. No. 


31656 








Seq. ID 


OJ990819_ 


_11.9C17.CI5 


Gene No. 


65547 








Strand 






Start 


1436 








End 


3087 




Name 


OJ990819 11 


.9C17. 


.C15.o2 


* y 


lit; L. i 1<^JLJ. 






Qf a rt 


1436 














GI 


none 










81 




Exons 


1436. .1570, 


3037. 


, .3087 










Seq. No. 


31657 








Seq. ID 


OJ990819_ 


_11.9C17.C16 


Gene No. 


65548 








Strand 


+ 




Start 


74 








End 


4 fiQ 

1 \J Zf 




Name 


OJ990819 11, 


. 9C17. 


C16.ol 


. y to 


Mot" h oH 






Start 


74 






* 


FnH 

£ji 1U. 


4 fiQ 

1 U J 




GI 


none 










. u 




Fvnn s 

J—J v/l 1 


74. .469 














Seq. No. 


31657 






- 


Seq. ID 


OJ990819 


_11.9C17.C16 


Gene No. 


65549 








Strand 


+ 




Start 


1128 








FnH 


^4 QD 




LN dlUC 


OJ990819 11. 


. 9C17. 


C16.o2 


. gs 








Cf arf 
O Lai. L. 


1128 








FnH 


^4 1 ^ 




rij 


none 








Score 


.57 




P.vnn ^ 


1128. .1236, 


1499. 


.1644, 




?4 1 ^ 






Sea No 


31657 










OJ990819 


_11.9C17.C16 


npnp No 


65549 








O Li Clil — 


+ 




Start 


1128 








End 


3490 




Name 


OJ990819 11. 


,9C17. 


C16.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1687 








End 


3052 




GI 


none 








Score 


226 




F v nn c; 


1 687 ?1 S4 


_ \J J U • 


1 7 67 


J. O \J u • 


.1931, 18 


24. .2162, 


1902. .2216, 




1912. .2217, 


2114. 


.2299, 


OTTO 
LllO . 


.2609, 22 


86. .2387, 


2349. .2831, 




2350. .2424, 


2399. 


.2605, 


?d T 4 


.2830, 2562.. 3023, 


2564. .3022, 




2789. .3028, 


2828. 


.3052, 


284 3. 


.3031 






Sea" No 


31657 








Seq. ID 


OJ990819_ 


_11.9C17.C16 




65549 








Strand 


+ 




Start 


1128 








End 


3490 




Name 


OJ990819 11. 


9C17. 


C16.o2. 


. tm 


Method 


TBLASTX: Maize 


Start 


3058 








End 


3490 




\3 -L 


none 








Score 


43 




R von q 


3058. .3093, 


3059. 


.3109, 


JlUD. 


.3414, 3111. .3239, 


3169. .3414, 




3276. .3419, 


3303. 


.3419, 


3311. 


.3421, 3424.. 3453, 


3425. .3475, 




3461. .3490, 


3461. 


.3490 










Seq. No. 


31658 








Seq. ID 


OJ990819_ 


_11.9C17.C1? 


Gene No. 


65550 








Strand 


+ 




Start 


467 








End 


3430 




Name 


OJ990819 11. 


9C17. 


C17.ol. 




Method 


GENSCAN 





31670 




uLal L 


A 67 


End 


3430 




(IT 


none 


Score 


.82 






467 1 ^QO 1 60Q 1766 1fl4fi 


..2134, 2281. .2481, 


£. U_ U. . £. / JJ; 




9fiflS 9Q0Q ^4^H 










"5 1 ac.Q 

JlUJO 


Seq. ID 


OJ990819 


1 1 QP1 7 PI 7 
± ± . :?L, 1 / .LI / 




U .J «J J w 


Strand 


+ 




Start 


467 


End 


3430 




Name 


OJ990819 11.9C17.C17.ol.np 


Method 


AAT/NAP 




Start 


506 


End 


3427 




GI 


6691716 


Score 


2354 




I* 1 v^ri q 


506. .1394, 1592. .1766, 1848 


. .2153, 2294 . .2468, 


2544. .2655, 




2805. .2909, 2982. .3427 








CZT Ho Qfri n 


(AP0004 92) hypothetical protein [Oryza 


sativa] 






gi| 6691717 | dbj I BAA8 9397.1| 


(AP000570) 


hypothetical protein 




r Ot\/73 cat" n v3 1 
LviyLa oali vcij 








O C M • • 


"31 6SR ' 


Seq. ID 


OJ990819 


1 1 QP1 n c 1 7 
J. L . z?\^ 1 / . tl / 


Gene No. 


DJJJl 


Strand 


+ 




Start 


o o c i 
00 Jl 


End 


13936 




"Mam o 




Method 


AAT/NAP 




O Let I. L 


OO Jl 


End 


12901 






4680183 


Score 


138 






8851. .8870, 12723. .12901 










(AF111709) gag-pol protein 


[Oryza sativa subsp. 


inaica ] 


Qon NT r\ 


31658 


Seq. ID 


OJ990819 


_11.9C17.C17 


Gene No. 


65551 


Strand 


+ 




Start 


8851 


End ' 


13936 




Name 


OJ990819 11.9C17.C17.o3.gs 


Method 


GENSCAN 




uLal L 


10577 


End 


13874 




(IT 


none 


Score 


.51 




T* 1 Yon <? 


10577. .10612, 10670. .10842, 


12699. . 12798, 12812 


. .12857, 




13597. .13874 








O C L£ . IN (J • 


31658 


Seq. ID 


OJ990819 


_11.9C17.C17 


Gene No. 


65551 


Strand 


+ 




Start 


8851 


End 


13936 




Name 


OJ990819 11.9C17.C17.o4.np 


Method 


AAT/NAP 




Start 


12036 


End 


13936 




GI 


6815109 


Score 


72 




DAUllO 


12036. .12125, 13619. . 13728, 


13785. .13936 




(1 T T}c* err "I n 


(AP001081) hypothetical protein [Oryza 


sativa] 




Seq. No. 


31658 


Seq. ID 


OJ990819_ 


_11.9C17.C17 


Gene No. 


65552 


Strand 






Start 


3746 


End 


12845 




Name 


OJ990819 11.9C17.C17.o9.tw 


Method 


TBLASTX: Wheat 


O Lctl. L 


626 


End 


916 




rij 


none 


Score 


220 




Exons 


626. .916 








Seq. No. 


' 31658 


Seq. ID 


OJ990819; 


_11.9C17.C17 


Gene No. 


65552 


Strand 






Start 


3746 


End 


12845 




Name 


OJ990819 11.9C17.C17.o2.gs 


Method 


GENSCAN 




Start 


3746 


End 


9855 





31671 



(IT 


iUJi it 










^74fi 4707 


47?fi fiQ?^ 


Qft 




Seq. No. 


31658 




Seq. ID 


OJ990819_11.9C17.C17 


Gene No. 


65552 




Strand 






374 6 




End 


12845 


IM emit; 


O.TQQOft 1 Q 11 


QP1 7 CM n4 1- w 


Method 


TBLASTX: Wheat 


OLait 


^7^8 ~~ 

J / -J o 




End 


4366 


O -L 


none 




Score 


83 




"5 7 S ft ^RQS' 


*3R ft 1 40^Q 4 0 Q4 


..4366, 4110. .4217, '4263. .4349 


Opn Kin 


JlDJO 




Seq. ID 


OJ990819_11.9C17.C17 




U J J 




Strand 




Start 


374 6 




End 


12845 


Name 


OJ990819 11 


.9C17.C17.o2.np 


Method 


AAT/NAP 


Start 


3782 




End 


9855 


GI 


5922631 




Score 


6673 


Exons 


3782. .6308, 


6915. .7838, 7965 


..8116, 8159. .8730, 8776. .8978, 




9228. .9472, 


9731. .9855 






GI Descrip. 


(AP000492) 


ESTs C26347 (C12145) ,AU078074 (C12145) correspond to 




region of the predicted gene 


. ; similar 


to prpol; Zea mays 




retrotransposon Cinful-1. (AF049110) [Oryza sativa] 




gil 60168 64 |dbj IBAA85207.1 | (AP000570) 


ESTs 




C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 




predicted gene.; Similar to ] 


prpol; Zea 


mays retrotransposon 




Linrui-i . ( 


AFU4yiiu) [Oryza 


sativ 




Seq. No. 


31658 




Seq. ID 


OJ990819_11.9C17.C17 


Gene No. 


65552 




Strand 




Start 


3746 




End 


12845 


rvcuuc 


OJ990819 11 


.9C17.C17.o4.tm 


Method 


TBLASTX: Maize 


O Lai L 


3795 




End 


4030 


(IT 

O J. 


none 




Score 


101 




3795. .3899, 


3797.. 3898, 3878 


. .4030 




Seq. No. 


31658 




Seq. ID 


OJ990819_11.9C17.C17 


Gene No. 


65552 * 




Strand 




Start 


3746 




End 


12845 


LMC11UC 


OJ990819 11 


.9C17.C17.o6.tm 


Method 


TBLASTX: Maize 


Cf art 

o Lai L 


4142 




End 


4415 


GI 


none 




Score 


56 


uAUJ 1 O 


4142. .4228, 


4238. .4321, 4251 


..4325, 4308. .4415, 4316. .4414 




31658 




Seq. ID 


OJ990819_11.9C17.C17 


Gene No. 


65552 




Strand 




Start 


3746 




End 


12845 


Name 


OJ990819 11 


.9C17.C17.o5.tw 


Method 


TBLASTX: Wheat 


O Lcti. t_ 


4487 




End 


4873 


r-T 


none 




Score 


112 


Li AUi lo 


4487. .4678, 


4487. .4744, 4563, 


..4739, 4572. .4754, 4718. .4873, 




4720. .4872 








Seq. No. 


31658 




Seq. ID 


OJ990819_11.9C17.C17 


Gene No. 


65552 




Strand 




Start 


3746 




End 


12845 


Name 


OJ990819 11 


. 9C17 .C17.ol. tm 


Method 


TBLASTX: Maize 


Start 


4517 




End 


4879 



31672 



GI none 

Exons 4517.. 4564, 4518, 
4720. .4878 

Seq. No. 31658 

Gene No. 65552 

Start . 3746 

Name OJ990819_11 . 9C17 . 

Start 5067 

GI none 

Exons 5067.. 5150, 7118. 

12744. .12845 

Seq. No. 31658 

Gene No. 65552 

Start 3746 

Name OJ990819_11 . 9C17 . 

Start 5107 

GI none 

Exons 5107.. 5361 

Seq. No. 31658 

Gene No. 65552 

Start 3746 

Name OJ990819_11 . 9C17 . 

Start 5191 

GI none 

Exons 5191.. 5613, 5201. 

Seq. No. 31658 

Gene No. 65552 

Start 3746 

Name OJ9908 19_11 . 9C17 . 

Start 5234 

GI none 

Exons • 5234. .5614, 5236. 

Seq. No. 31658 

Gene No. 65552 

Start 374 6 

Name OJ990819_11 . 9C17 . 

Start 5613 

GI none - 

Exons 5613.. 5711, 5614. 

Seq. No. 31658 

Gene No. 65552 

Start 3746 

Name OJ990819_11 . 9C17 . 

Start 5737 

GI none 

Exons 5737.. 5763, 5761. 

5927. .6181 

Seq. No. 31658 

Gene No. 65552 

Start 3746 



.4565, 4556. 



C17.o6.tw 
.7354, 7120. 



C17.o5.tm 



C17.o3.tw 



.5605 



C17.o2.ts 



.5478, 5518, 



C17 .08 . tw 



Score 67 

.4729, 4569. .4739, 4718. .4879, 



Seq. ID OJ990819__11.9C17.C17 
Strand 

End 12845 

Method TBLASTX : Wheat 

End 12845 

Score 53 

.7350, 7399.. 7575, 12600 .. 1262 6, 



Seq. ID OJ990819_11.9C17.C17 
Strand 

End 12845 

Method TBLASTX : Mai ze 

End 5361 

Score 193 



Seq. ID OJ990819_11.9C17.C17 
Strand 

End 12845 * 

Method TBLASTX : Wheat 

End 5613 

Score 256 



Seq. ID OJ990819_11.9C17.C17 
Strand 

12845 

TBLASTX: Soybean 
5622 
162 



End 

Method 
End 
Score 
.5622 



Seq. ID OJ990819_11.9C17.C17 
Strand 

End 12845 

Method TBLASTX: Wheat 

End 5899 

Score 87 



,5889, 5617. .5898, 5822. .5899 



C17.o3. tm 



,5904,. 5774, 



Seq. ID OJ990819_11.9C17.C17 
Strand 

End 12845 

Method TBLASTX: Maize 

End 6181 

Score 8 9 

.5905, 5926.. 6156, 5926.. 6180, 



Seq. ID OJ990819_11.9C17.C17 
Strand 

End 12845 



31673 



Name 


O,T990ft1 9 11 

\JU _7 _/ L* O X _7 11 


9P1 7 


pi 7 oi 
. \^ i / . \j i 


• L O 




TRT.AQTY * ^nvhpan 




Start 


Sft 4 ft ~ 

O O *3 O 








FnH 


fi24 9 




GI 


nnnp 








Cpn yo 


4 7 






SR48 6249 


■J O O 


60S2 


6089 


62^2 






Seq. No. 


31658 








Seq, ID 


OJ990819_11.9C17 


.C17 


Gene No. 


65552 








Strand 






Start 


3746 








End 


1 284 S 

It. O T J 




Name 


OJ990819 11 

7 >VU 1 ^ lli 


9C17 


. C17 . o2 


• L W 


Mot* h nH 

IMC L 1 IL/Li 


X DiJrtO 1 A . WllCd L 




o Lai u 


5903 _ 








FnH 

Hi 1 1 Li 






PT 


none 










2ft Q 






5903 6283 


5903 


. . 6262 , 


5908 . 


. 6327 






Seq. No. 


31658 








Seq. ID 


OJ990819_11.9C17 


.C17 


Gene No. 


65552 








Strand 






Start 


3746 








End 


1 2ft 4 S 

1 t. O *3 -J 




LN ClillC 


WU^'JL'OX^ 11* 


9n 7 


pi 7 n? 

■ L* 1 / . l> ^. 


. Llll 


lie LIIULL 


1 DlifiO I A . rid 1lc 




J Lai L 


6412 _ 








FnH 


67 fift 




GI 


none 








Qpnrp 
OLUi c 


21 ft 
^. 1 o 






6412 6768 


6422 


6727 










Seq. No. 


31658 








Seq. ID 


OJ990819_11.9C17 


.C17 


Gene No. 


65552 








Strand 






Start 


37 4 6 








FnH 

CjI ILL 


1 2ft 4 R 

1 O *i *J 




N7 ;q TTi O 
LNdiuc 


O.TQQOftl 9 11 

UU ^ JUOl J 11. 


9P1 7 

_7L^ 1 / 


P 1/7 n 1 

. Lv XW . L> 1 


• LW 


nc L 1 1 wLl 






O L d l L 


64 4 2 ~ 








FnH 


fift QR 
DO JO 




GI 


none 








9pot*p 


^ L> U 




Hi A.L'l 1 O 


6442 6897 


64 4^ 


68 Qft 

• U O Zf o 










Seq. No. 


31658 








Seq. ID 


OJ990819_11. 9C17 


.C17 


Gene No. 


65552 








Strand 






Start 


374 6 








End 


1 2ft 4 S 

X ^. O *i J 




Name 


O.TQ908 1 9 11 

VU J^UOl^ 11 • 


9P1 7 


PI 7 

LI / . \J O 


L O 


Mo +■ Vi ^ H 

L v i C L 1 1 U U 


TRT QQTY • Qn\;hoan 




Start 


64 93 _ 








End 


fift Sft 
UO JO 




GI 


none 








O L. L/ 1 C 


1 ^9 
X J _? 




Fxon 

J-J £\ \J 1 1 u 


6493 6627 


6634 


. 6858 










Seq. No. 


31658 








Seq. ID 


OJ990819_11. 9C17 


CI 7 


Gene No. 


65552 








Strand 






Start 


374 6 








End 


1 2ft 4 S 

X ^ O *i vJ 




Name 


OJ99081 9 1 1 


9n 7 


PI 7 n7 


-Hrri 
Liu 


Mo +■ nH 

L 1 C L 1 1 L> Ll 


TRT A QTY • Mrs i 70 




Start 


7120 ~~ 








FnH 

Hi I ILL 


7 2 67 




GI 


none 








Score 


114 

X X 4 






7120 7266 


7121. 


. 7267 










Seq. No. 


31658 








Seq. ID 


OJ990819_11. 9C17 


C17 


Gene No. 


65552 








Strand 






Start 


374 6 








End 


1 2R4 S 

X ^. O *a J 






n.T99D81 9 11 

Ly'U./C/L'Ol.? 11. 


QP1 7 
:?l* i / • 


PI 7 n7 


L W 


Mo f 1 hnH 
; rJc LilULi 


TRT Zi QTY • T/Jhoa +- 




O Lai L 


ft 1 S2 ~~ 








iLillLL 


O D D f± 




GI 


none 








Score 


117 




Exons 


8152. .8553, 


8285. 


.8554 










Seq. No. 


31659 








Seq. ID 


OJ990819 11. 9C17. 


C18 


Gene No. 


65553 








Strand 






Start 


1 








End 


325 




Name 


OJ990819__11. 


9C17. 


C18.ol. 


np 


Method 


AAT/NAP 





31674 



Start 1 End 325 

GI -119714 Score 80 

Exons i . . 325 

GI Descrip. EXTENSIN PRECURSOR (CELL WALL HYDROXYPROLINE-RICH GLYCOPROTEIN) 
gi I 82169 | pir | | S06733 hydroxyproline-rich glycoprotein precursor 
- common tobacco gi | 198 67 | emb | CAA32090 | (X13885) extensin (AA 
1-620) [Nicotiana tabacum] 



Seq. No. 


31660 


Seq. ID 


OJ990819_11.9C17.C19 


Gene No. 


65554 


Strand 


+ 


Start 


343 


End 


1198 


Name 


OJ990819 11.9C17 .C19.ol.np '■ 


Method 


AAT/NAP 


Start 


343 


End 


1198 


GI 


3445397 


Score 


442 


Exons 


343 . . 1198 






GI Descrip. 


(AJ010166) S-domain receptor- 


like protein kinase [Zea mays] 


Seq. No. 


31661 


Seq. ID 


OJ990819_11.9C17.C20 


Gene No. 


65555 


Strand 




Start 


453 


End 


1379 ■ 


Name 


OJ990819 11.9C17.C20.ol.gs 


Method 


GENSCAN 


Start 


453 


End 


1379 


GI 


none . 


Score 


.86 


Exons 


453. .490, 1271. .1379 






Seq. No. 


31662 


Seq. ID 


OJ990819_11.9C17.C22 


Gene No. 


65556 


Strand 


+ 


Start 


60 


End 


464 


Name 


OJ990819 11. 9C17.C22.ol.gs 


Method 


GENSCAN 


Start 


60 


End 


464 


GI 


none 


Score 


.83 


Exons 


60. .142, 162. .241, 335. .464 







Seq. No. 


31662 


Seq. ID 


OJ990819JL1 


. 9C17 


.C22 


Gene No. 


65557 


Strand 








Start 


392 


End 


680 






Name 


OJ990819 11. 9C17.C22.ol.np 


Method 


AAT/NAP 






Start 


392 . 


End 


680 






GI 


1362587 


Score 


83 






Exons 


392. .680 










GI Descrip. 


spermatid-specif ic protein T2 


precursor - longfin 


squid 




Seq. No. 


31663 


Seq. ID 


OJ990819_11 


.9C17 


.C23 


Gene No . . 


65558 . 


Strand 


+ 






Start 


1 


End 


1701 






Name 


OJ990819 11.9C17.C23.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1398 






GI 


6498436 


Score 


231 






Exons 


1..44, 633. .1010, .1267. .1398 










GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 






Seq. No. 


31663 


Seq. ID 


OJ990819_11 


. 9C17 


.C23 


Gene No. 


65558 


Strand 


+ 






Start 


1 


End 


1701 






ii ante 


OJ990819 1 1 . 9CI7 . C23 . oi . gs 


Method 


GENSCAN 






Start 


489 


End 


1701 






GI 


none 


Score 


.51 







31675 






a a q fip n 

*a O .7 . • UOU/ 


"1409 1701 










Seq. No. 


31664" 






Seq. ID 


OJ990819_11. 9C17 


.C24 


Gene No. 


65559 






Strand 








^4 






FnH 

Hi I 1<J 


"3 R4 




Name 




1 1 QP1 7 P94 n1 


. gs 








o Lqi u 


"34 






Pnrl 














Score 


* / 




IjAUilO 


?4 ^S4 














31665 






Cpfr t n 

OC^j. X Lf 


OTQQ0P1 Q 11 QP1 7 
Uu j^UOI" XX. :7V^ X / 


rot 


Gene No. 


65560 






Strand 






Start 


1 






End 


4026 




Name 


OJ990819 


_ll.9C17.C25.ol 


no 

. np 




A&T /MAP 




u Lai L 


1 








ft UZ D 




(IT 

\J X 


4680179 






Score 


4 1 "3 Q 

T 1 J J 






1..60, 28 


7. .2910, 2944. 


4 09 








fl T Hp^rri n 

ul UCOUl J- * 


(AF1 11709) polyprotein 




□uLlVa 


on O r"*\ n nrli /-i 1 




Seq. No. 


31665 






Seq. ID 


OJ990819_11. 9C17 


.C25 


Gene No. 


65560 






Strand 






o Lai L 


1 






EjI iU 


4 09 6 

fi U D 




Name 


OJ990819 


ll.9C17.C25.ol 


. gs 


lYiecnoa. 






O L. dX L, 


281 








a n 9 n 






none 






Score 


R 1 






9 P 1 Tfl1 




991 1 


997 ^ 


4090 
4UZU 




Seq. No. 


31665 






Seq. ID 


OJ990819JL1. 9C17 


C25 


Gene No. 


65561 






Strand 






Olai L 


4278 








^Oft 7 




Name 


OJ990819 


11. 9C17.C25.o6 




ix[er.noQ 


rpQ T 7i CTV ■ UTVi^-n +■ 






287 






t<na 


DID 




ox 


none 






Score 


1 ciR 
1 0 0 




P 1 von q 


287. .514, 


288. .515 










Seq. No. 


31665 






Seq. ID 


OJ990819_11. 9C17 


C25 


Gene No. 


65561 






Strand 






Start 


4278 








S 0 R-7 




Hamp 

LN G1UC 


OJ990819 


ll.9C17.C25.o3 


• LIU 




i r5j_irt.o i a . LYiai ze 




u Lai L 


383 






PnH 


£7 R 




GI 


none 






Score 


90ft 

zuo 




i_J AUllO 


383. .673, 


387. .674, 514 


67 S 








Seq. No. 


31665 






Seq. ID 


OJ990819_11.9C17. 


C25 


Gene No. 


65561 






Strand 






Start 


4278 








R 0 ft 7 
jUO / 




Name 


OJ990819 


11. 9C17.C25.o2 


. L S 


Method 


i oLiAb i a : boyoean 




Qt- ^ r-t- 

OLdl L 


473 






CjUU 


7 n 1 

/Ul 






none 






Score 


1^7 




HiAUilo 


473. .700, 


474. .701 










Seq. No. 


31665 






Seq. ID 


OJ990819_11.9C17. 


C25 


Gene No. 


65561 






Strand 






Start 


4278 






End 


5087 




Name 


OJ990819 


11. 9C17.C25.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


521 






End 


4330 




GI 


none 






Score 


172 





• 31676 




LiAUllO 


521. .700, 522. .701, 525 


707 


702. .860, 705. .860, 706.. 


O Dl , 




ft s? 1 nna 


4 9fift 












Seq. No. 


31665 








Seq. ID 


OJ990819_11.9C17 


.C25 


Gene No. 


65561 








Oil dl L\JL 






Start 


4 278 








HiI lvj. 


SOft 7 




Name 


O.TQQOfi 1 Q 11 


QP1 7 


. C25 . ol 




f\A 4- V-i /-\ 


I D LnO 1 A . 1/VneaU 




OLdi L 


1009 ~ 








HI 1U. 


1 SI 9 
X 3 X Z 




PT 
o x 


none 








Score 


J JU 






1009 1 SI 9 


1 0Q1 


.14 83 










Seq. No. 


31665 








Seq. ID 


OJ990819_11.9C17 


.C25 


Gene No. 


65561 








Strand 






rt 


4278 








End 


5087 




Name 


O.TQQOftl Q n 


QP1 7 


P9 S nl 


. LIU 


Method 


TBLASTX: Maize 




Cf 3 rt 


1026 ~ 








End 


1441 




PT 

O X 


none 








Score 


167 




Hi a kj i i o 


1 09 6 1 4 


1 f)7R 
X u / o 


14 40 


1 0ft7 
iyo / • 


.1440, 1091. .1441 




Seq. No. 


31665 








Seq. ID 


OJ990819_11.9C17 


.C25 


Gene- No. 


65561 








Strand 








h z / o 








End 


5087 




Name 


O.TQQOftl Q 11 


QP1 7 


P9 S 




Method 


TBLASTX: Soybean 




uLdl L 


1 961 ~ 

X U X 








End 


1506 




\J X 










Score 


92 






19 61 1 SO 

X ^ U X . .X.JUU, 


1 9 6? 


1 4 ft Q 
, . x *i o y 










Seq. No. 


31665 








Seq. ID 


OJ990819_11. 9C17 


.C25 


Gene No. 


65561 








Strand 






Start 


4 97ft 








End 


5087 




Name 


O.TQQOft 1 Q 11 

WU_7.7UOX_7 XX 


qpi 7 


P9 S o9 




Method 


TBLASTX: Maize 






1 4 7 7 _ 

X *3 / / 








End 


1977 




\J X 










Score 


50 






1477 1 7Q1 


1 S90 

X -J C. \J 


1 S70 
• 1 J / u , 


1 SQft 


.1651, 1798. .1977, 1850. .1969 


Seq. No. 


31665 . 








Seq. ID 


OJ990819_11. 9C17 


.C25 


Gene No. 


65561 








Strand 






Start 


4 97ft 








End 


5087 




Name 


O.TQQOft 1 Q 11 

>JU y 1 3 XX 


QPI 7 


P9 S n4 


LW 


Method 


TBLASTX: Wheat 




otai i. 


1 SI ^ ~~ 

X *J X _) 








End 


1815 




GI 


none 








Score 


260 




Fynnc 


1 Si ^ " 1 ft 1 s 

1 J 1 J i . X O X «J , 


1 S9 Q 


1 ft 1 ^ 

■ X O X o 










Seq. No. 


31665 








Seq. ID 


OJ990819_11. 9C17 


.C25 


Gene No . 


65561 








Strand 






Start 


4 97ft 








End 


5087 




Name 


fl.TQQOftl Q 11 

WU33UO! 3 XX 


QPI 7 


P9 S r\ 1 


lS 


Method 


TBLASTX: Soybean 




Of- -a r-4- 


1 S9ft ~~ 








.End 


1923 




vjr J. . j 


none 








Score 


185 




LAUllO 


1 S 9 ft 1 ft ft 7 


i con 


1 Q1 Q 


1 Q c; a 
10 jU . 


1885, 18 


91. .1923, 1892. .1921 


Seq. No. 


31665 








Seq. ID 


OJ990819_11. 9C17 


.C25 


Gene No. 


65561 








Strand 






Start 


4278 








End 


5087 




Name 


OJ990819 11 


9C17. 


C25.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


1864 








End 


2350 




GI 


none 








Score 


256 





31677 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1864. .2241, 1907. .2350, 2296.-2346 



31665 
65561 
4278 

OJ990819_11. 

2045 

none 

2045. .2335, 

31665 
65561 
4278 

OJ990819_11. 

2461 

none 

2461. .2628, 

31665 
65561 
4278 

OJ990819JL1. 

2566 

none 

"2566. .2919 

31665 
65561 
4278 

OJ990819_11. 

3247 

none 

3247. .3552, 

31665 
65561 
4278 

OJ990819_11. 
3433 
none 
3433. 



9C17.C25.o4 .tm 
2047. .2334 

9C17.C25.o7.tw 



Seq. ID OJ990819_11.9C17.C25 
Strand 

End 5087 

Method TBLASTX: Maize 

End 2335 

Score 191 



Seq. ID OJ990819_11.9C17.C25 
Strand 

End 5087 

Method TBLASTX : Wheat 

End 2883 

Score 69 



2516.. 2629, 2674. .2883, 2675.. 2827 



9C17.C25.o6.tm 



9C17.C25.o5.tm 
3422. .3538 

9C17.C25.o5.tw 



,3795, 3434. .3793 



31665 
65561 
4278 

OJ990819_11, 

4278 

none 

4278. .4781, 



9C17.C25.o2.gs 



4926. .5087 



31666 
65562 
1 

OJ990819_11. 9C17 .C2 6.ol.np 
1 

6630696 
1. .91 



Seq. ID OJ990819_11.9C17.C25 
Strand 

End 5087 

Method TBLASTX : Mai ze 

End 2919 

Score 188 



Seq. ID OJ990819_11.9C17.C25 
Strand 

End 5087 

Method TBLASTX: Maize 

End 3552 

Score 92 



Seq. ID OJ990819_11.9C17.C25 
Strand 

End 5087 

Method TBLASTX : Wheat 

End 3795 

Score 151 



Seq. ID- OJ990819_11.9C17.C25 
Strand 

End 5087 

Method GENSCAN 

End 5087 

Score .94 



Seq. ID OJ990819_11.9C17.C26 

Strand + 

End 91 

Method AAT/NAP 

End 91 

Score 120 



31678 



GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 



(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



31667 Seq. ID 

65563 Strand 

1 End 

OJ990819_11 . 9C17 . C27 . ol . np Method 

1 End 

6041800 Score 
1..61, 244. .321, 686. .933 

(AC009755) unknown protein [Arabidopsis thaliana] 
gi|6513917|gb|AAF14821.1|AC011664_3 (AC011664) unknown protein 
[Arabidopsis thaliana] 



OJ990819_11.9C17.C27 
+ 

933 

AAT/NAP 

933 

58 



Seq. No. 31667 Seq. ID 

Gene No. 65563 Strand 

Start 1 End 

Name OJ990819_ll.9C17.C27.ol.tm Method 

Start 553 End 

GI none Score 

Exons 553.. 804, 554.. 802 



OJ990819_11.9C17.C27 
+ 

933 

TBLASTX: Maize 

804 

298 



Seq. No. 31667 Seq. ID 

Gene No. 65563 Strand 

Start 1 End 

Name OJ990819_11 . 9C17 . C27 . ol . gs Method 

Start 555 End 

GI none Score 

Exons 555. . 917 



OJ990819_11.9C17.C27 

+ * 

933 

GENS CAN 

917 

.95 



Seq. No. 31668 

Gene No. 65564 

Start 195 

Name OJ990819_11 . 9C17 . C28 . ol . gs 

Start 195 

GI none 

Exons 195. .329 



Seq. ID OJ990819_11.9C17.C28 

Strand + 

End 329 

Method GENSCAN 

End 329 

Score .44 



3_11.9C17.C30.ol.gp 



Seq. No. 31669 

Gene No. 65565 

Start 430 

Name* . OJ990819 

Start 430 

GI uC-osflcyp07 9allal 

Exons 430. .779 

GI Descrip. f 4176420/dbj | BAA37167 | 
[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990819_ 
+ 

779 

AAT/GAP . 

779 

664 



11.9C17.C30 



2.0e-ll (AB008097) cytochrome P450 



Seq. No. 31669 Seq. ID 

Gene No. 65566 Strand 

Start 235 End 

Name OJ990819_11 . 9C17 . C30 . ol . gs Method 

Start 235 End 

GI none Score 

Exons 235.. 351, 638.. 751 



OJ990819_11.9C17.C30 
751 

GENSCAN 
751 
.51 - 



31679 



Sea No 


31670 






O.7QQ0R1 Q 11 Qpl 7 


C% 1 


Gene No. 


65567 




Strand 






Start 


1 




End 


77 9 




Name 


OJ990819 11.9C17.C31 


. o 1 . np 


Method 


AAT /NAP 




Start 


1 




End 


77 Q 




GI 


6705984 




Score 


«J ^ 4 




Exons 


1..494, 752. .779 










GI DescriD 


(AB033235) gag-pol polyprotein [Oryza 


DQLl va J 




Seq. No. 






Seq. ID 


OJ990819_11. 9C17 


.C31 


Gene No. 


65567 




Strand 


+ 




Start 


1 




End 


77 Q 




Name 


OJ990819 11.9C17.C31 


.ol.ts 


Method 


TT^T ZiQTY • Q. r\ \ 7>> a r\ 
1 IDLir\0 1 A . oOyDcdn 




Start 


5 




End 






GI 


none 




Score 


J. »J c. 




E von s 


5. .253, 92. .253, 245 


. .403, 


262. .366 






Seq. No. 


"31 67ft 




Seq. ID 


OJ990819_11 . 9C17 


.C31 


Gene No. 


65567 




Strand 


+ 




Start 


1 




End 


779 




Name 


OJ990819 ll.9C17.C3i 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


5. 




End 


373 




GI 


none 




Score 


197 




Exons 


5. .208, 7. .207, 207. 


.293, 232.. 369, 236.. 373 




Seq. No. 


sin 

JlD / U 




Seq. ID 


OJ990819 11.9C17 


.C31 


Gene No. 


65567 




Strand 


+ 




Start 


1 




End 


779 




Name 


OJ990819 11.9C17.C31 


. ol . gs 


Method 


GENSCAN 




Start 


368 




End 


698 




GI 


none 




Score 


.46 




Exons 


368. .698 










Seq. No. 


31671 




Seq. ID 


OJ990819_11. 9C17 


.C32 


Gene No. 


65568 




Strand 






Start 


617 




• End 


1692 - • 




Name 


OJ990819 11.9C17.C32 


ol . gs 


Method 


GENSCAN 




Start 


617 




End 


1692 




GI 


none 




Score 


.43 




Exons 


617. .714, 1407. .1692 










Seq. No. 


31672 




Seq. ID 


OJ990819_11. 9C17 


• ^ _> *j 


Gene No.. 


65569 




Strand 


+ . 




Start 


222 




End 


1041 . 




Name 


OJ990819 11.9C17.C35. 


ol . np 


Method 


AAT /NAP 




Start 


222 




End 


1041 




GI 


6587855 




Score 


71 




Exons 


222. .488, 1022. .1041 











GI Descrip. (AC012680) putative AP2 domain transcriptional .regulator, 5 ? 
partial [Arabidopsis thaliana] 

Seq. No. 31673 Seq. ID OJ990819_11.9C17.C37 

Gene No. 65570 Strand + 

Start 1 End 3344 

Name UJ990bl9_ll.9C17.C37.ol.np Method AAT /NAP 

Start 1 End 3314 

GI 6714345 Score 1101 



31680 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..37, 138. .253, 334. .392, 1317. .1417, 1589. .1639, 1789. .1943, 
2075. .2233, 2340. .2415, 2878. .2935, 3016. .3314 
(AC016162) AREl-like protein [Arabidopsis thaliana] 



31673 Seq. ID 

65570 Strand 

1 End 

OJ990819_11 . 9C17 . C37 . ol . ts Method 

129 End 

none Score 



OJ990819_11.9C17.C37 
+ 

3344 

TBLASTX : Soybean 

3328 

176 ' 



129. .257, 135. .254, 136. .255, 137. .277, 335. .415, 341. .409, 
1316. .1420, 1328. .1417, 1585. .1641, 1586. .1642, 1765. .1908, 
1773. .1907, 1801. .1908, 2096. .2269, 2098. .2241, 2330. .2386, 
2331. .2390, 2878. .2931, 3047. .3328, 3049. .3162, 3062. .3271, 
3063. .3323 



Seq. No. 31673 
Gene No. 65570 
Start 1 

Name OJ990819_11 . 9C17 . C37 . ol . 

Start 135 
GI none 

Exons 135.. 254, 136.. 255, 137. 

1311. .1412, 1315. .1413, 
1592. .1642, 1593. .1646, 
2096.. 2242, 2097.. 2240, 
2339.. 2389, 2389.. 2418, 
2999. .3343, 3012. .3344 



OJ990819_11.9C17.C37 
+ 

3344 

TBLASTX: Maize 
3344 
187 

.256, 331. .393, 335. .394, 335. .415, 
1316. .1420, 1316. . 1417, 158 6 ... 1642 , 
1765. .1908, 1788. .1907, 1789.'. 1908, 
2098. .2241, 2331. .2390, 2337. .2366, 
2390. .2416, 2390. .2419, 2878. .2934, 



Seq. ID 

Strand 

End 

tm Method 
End 
Score 



Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 



31673 
65570 
1 

OJ990819_11.9C17.C37.o2.tc 

135 

none 



Seq. ID OJ990819_11.9C17.C37 

Strand + 

End 3344 

Method TBLASTX : Cres s 

End 1417 

Score 172 



135. .254, 135. .257, 136. .255, 137. .277, 333 . . 4 10, 335 . . 4 15 , 
1316. .1417 



Seq. No. 31673- Seq. ID 

Gene No. 65570 Strand 

Start 1 End 

Name OJ990819_11 . 9C17 . C37 . ol . gs Method 

Start 334 End 

GI none . Score * 

Exons 334.. 392, 1317.. 1417, 1589. .1639, 2099 
3016.. 3317 



OJ990819_11.9C17.C37 
-f 

3344 
GENSCAN 
3317 . 
...95 

.2233, 2878.. 2935, 



Seq. No. 31673 

Gene No. 65570 

Start 1 

Name OJ990819_11 . 9C17 . C37 . ol . gp 

Start 2077 

GI LIB3434-013-P1-K1-H10 

Exons 2077.. 2233, 2340.. 2415, 2878. 
GI Descrip. 



Seq. ID OJ990819_11.9C17.C37 

Strand + 

End 3344 

Method AAT/GAP 

End 3263 

Score 94 9 
.2935, 3016.. 3263 



38IIj83 i.0e-19 (AF100956) Sacm21 [Mus musculus] 1 



Seq. No. 



31673 



Seq. ID OJ990819_11.9C17.C37 



31681 



Gene No. 65570 Strand 

Start 1 ' End 

Name OJ990819_11 . 9C17 . C37.. ol . tc Method 

Start 3059 End 

GI none Score 

Exons 3059.. 3313, 3063.. 3323 



+ 

3344 

TBLASTX: Cress 

3323 

346 



Seq. No. 31674 

Gene No. 65571 

Start 638 

Name OJ990819_11 . 9C17 . C41 . ol . gs 

Start 638 

GI none 

Exons 638.-777, 1209.. 1257 



Seq. ID OJ990819_11.9C17.C41 

Strand + 

End 1257 

Method GENSCAN 

End 1257 

Score .73 



Seq. No. 31674 

Gene No. 65572 

Start ' 1 

Name OJ990819_11 . 9C17 .C41 . ol . np 

Start 1 

GI 4755191 

Exons 1..1305 

GI Descrip, (AC007018) putative non-LTR 
[Arabidopsis thaliana] 



Seq. ID OJ990819_11.9C17.C41 
Strand 

End 1305 

Method AAT/NAP 

End 1305 

Score 900 

retroelement reverse transcriptase 



Seq. No. 31674 

Gene No. 65572 

Start 1 

Name OJ990819_11 . 9C17 . C41 . ol . tw 

Start 49 

GI none 

Exons 49. .351, 119. .289, 355. .462, 



Seq. ID OJ990819_11.9C17.C41 
Strand 

End 1305 

Method TBLASTX : Wheat 

End 469 

Score 122 
389. .469 



Seq. No. 31674 

Gene No. 65572 

Start 1 

Name ' OJ990819_11 . 9C17 . C41 ; ol . tm 

Start 121 ' 

GI none 

Exons 121.. 501, 149.. 454 



Seq. ID OJ990819_11.9C17.C41 
Strand 

End 1305 

Method TBLASTX : Mai ze 

End 501 

Score 101 



Seq. No.' 31674 

Gene No. 65572 

Start 1 

Name O J9908 1 9_1 1 . 9C17 . C4 1 . o2 . tw 

Start 791 

GI none 

Exons 791.. 1102, 847.. 1128, 1120. 



Seq. ID OJ990819_11.9C17.C41 
Strand 

End 1305 . 

Method TBLASTX : Wheat 

End 1170 

Score 188 
1170 



Seq. No. 31674 

Gene No. 65572 

Start 1 

Name OJ990819_11 . 9C17 . C41 . ol . ts 

Start 844 

GI none 

Exons 844.. 1107 



Seq. ID OJ990819_11.9C17.C41 
Strand 

End . 1305 

Method TBLASTX : Soybean 

End 1107 

Score 182 



31682 



Seq. No. 


31674 






Seq. ID 


OJ990819_11.9C17 


.C41 


Gene No. 


65572 






Strand 






Start 


1 






FnH 

CjI iu 






LN dlUC 


OJ990819 11.9C17.C41 


.o2 


fm 

. LIll 


ixie UIIOCJ. 


I DL/lO 1 A. * ixia 1 Zc 




O Lai L 


847 






Hi 1 1 LI 


1 97R 
1 c. f O 






none 








114 
1 1 ft 






847. .1095, 1120. .1278 










Seq. No. 


31674 






Seq. ' ID 


OJ990819_11.9C17 


.C41 


Gene No. 


65572 






Strand 






Start 


1 








1 JUJ 






OJ990819 11.9C17.C41 


.o3 


. L. W 


Mot" hnH 


1 DLir\0 1 A . WilcaL 






1171 






HiIlLl 


1 9QQ 
1 ^ ;? 




O J. 


none 








7 1 
/ l 




U" v n o 


1171. .1296, 1171. .1299,. 


I 1 7? 

II / £ . 


1 9Q7 






Cq/t Ma 

OClji LN (J . 


31675 








OTQQnfllQ 11 QP1 1 


C A £ 


f^c^nes Mo 

O t£ i 1 G V*\J • 


65573 






Strand 


+ ~ 




Start 


550 






End 


768 




Name 


O.TQQflRIQ 11 QP1 7 CA 


.ol 


.gp 


Method 


AAT/GAP 




ulai L 


550 






End 


768 




O X 


15664 1.R1084 






Score 


418 






550. .768 












OX UCOLL 1U • 


'4680212/gb|AAD27575 


.1IAF114171 17 5.0e-10 (AF114171) 






hypothetical protein 


[Sorghum bicolor] 


i 




Seq. No. 


31675 






Seq. ID 


ojyyuoiy n . yciv 


.C4 6 


Gene No. 


DJJ f 4 






Strand 






Start 


243 






End 


574 




Name 


OJ990819 11.9C17.C46 


.ol 


gs 


Method 


GENSCAN 




O Lai L 


243 






End 


574 




GI 


none 






Score 


.56 




F* von q 


243. .414, 513. .574 












Seq. No. 


31676 






Seq. ID 


OJ990819_11. 9C17 


.C47 


Gene No. 


65575 






Strand 


+ 




Start 


559 






End 


987 




Name 


OJ990819 11.9C17.C47 


.ol. 


gs' 


Method 


GENSCAN 




O Lai u 


559 






End 


987 




ox 


none 






Score 


.63 




LAvJi lo 


559. . 627, 841. . 987 












Seq. No. - 


31677 






Seq. ID 


OJ990819_11'. 9C17 


.C48 


Gene No. 


65576 






Strand . 


+ 




Start 


137 






End 


186 




1M dine 


OJ990819 11.9C17.C48 


ol. 


gs 


Method 


GENSCAN 




O LClX L 


137 






End 


186 




GI 


none 






Score 


.94 




Exons 


137. .186 












C /-} /-x Mrt 

oeq . ino . 


31678 






Seq. ID 


OJ990819_11. 9C17 


. C4 y 


Gene No. 


65577 






Strand 


+ 




Start 


1 






End 


446 




Name 


OJ990819 11.9C17.C49. 


ol. 


np 


Method 


AAT/NAP 




Start 


1 






End 


446 




GI 


4539357 






Score 


145 




Exons 


1. .446 













31683 



# • 



GI Dpsrr i n 




[Arabidopsis thaliana] 






Seq. No. 


31679 


Seq. ID 


OJ990819_11 


.9C17 


.C52 


Gene No. 


65578 


Strand 


+ 






Start 


386 


End 


400 






Name 


OJ990819 11 9P17 CS? ol rrs 


Method 


GENSCAN 






Start 


386 ~ 


End 


400 






GI 


none 


Score 


.57 






Exons 


• 386. . 400 










Seq. No. 


31680 


Seq. ID 


OJ990819 11 


. 9C17 


.C55 


Gene No. 


65579 


Strand 


- 






Start 


96 


End 


341 






in aiuc 


O,T990ft1 9 11 9rl 7 TSS nl rrQ 


Method 


GENSCAN 








9fi ~ 


End 


341 






GI 


none 


Score 


.4 






IjAUHO 


96 341 










Qp>rr No 


31681 


Qorr T Pi 

oeq . l u 


Pi TQQflQ 1 Q 11 


QP1 7 




Gene No. 


65580 


Strand 








Start 


198 


End 


533 






Name 


OJ990819 11 9C17 CS7 ol nr> 


Method 


AAT/NAP 






Start 


1 9ft _ 

X -7 O 


End 


533 






GI 


JO Jt-UOT 


Score 


88 






Rvnn q 

1_J A w 1 1 O 


19ft ?ft S 




- 








(AT1179fi4\ 7whfinn7 1 fnrw7a 


sativa] 










J1UOZ, 


Seq. ID 


OJ990819_11 


. yui / 


. Coo 


v_j cue • 


65581 


Strand 


+ 






Start 


468 


End 


599 






Name 


OJ990819 11. 9C17.C58.ol.gp 


Method 


AAT/GAP 






Start 


4 68 


End 


599 






GI 


15664 1.R1084 


Score 


191 






F 1 von q 


468. .599 










GT Dp^pti n 


M680212/gb| AAD27575. 1 | AF114171 17 5.0e-10 (AF114171) 






hypothetical protein [Sorghum bicolor] 


i 






Seq. No. 


31683 


Seq. ID 


OJ990819_11 


9C17 


C59 


Gene No . 


65582 


Strand 


+ 






Start 


407 


End 


506 






Name 


OJ990819 11. 9C17.C59.ol.gs 


Method 


GENSCAN 






Start " ' 


407 


End 


506 






GI • 


none - 


•Score 


. 68 ' 








407. .506 










Seq. No. 


31684 


Seq. ID 


OJ990319_06, 


9C10. 


CI 


Gene No. 


65583 


Strand 


+ 






Start 


289 


End 


625 






Name 


OJ990319 06. 9C10.Cl.ol.gs 


Method 


GENSCAN 






Start 


289 


End 


625 






GI 


none 


Score 


.4 






Exons ' 


■289.. 353, 572.. 625 










Seq. No. 


31685 


Seq. ID 


OJ990319_06. 


9C10. 


C2 


Gene No. 


65584 


Strand 








Start 


218 


End 


463 






Name 


OJ990319 06.9C10.C2.ol.gs 


Method 


GENSCAN 







31684 



\ 



Start 
GI 

Exons 



218 
none 

218. .463 



End 4 63 

Score .65 



Seq. No. 31686 Seq. ID 

Gene No. 65585 Strand 

Start 31 End 

Name OJ99031 9_06 . 9C10 . C3 . ol . gs Method 

Start 31 End 

GI none Score 

Exons 31.. 390 



OJ990319_06. 9C10.C3 
+ 

390 

GEN SCAN 

390 

.44 



Seq. No. 31686 Seq. ID 

Gene No. 65586 ' Strand 

Start 370 End 

Name OJ990319_06 . 9C10 . C3 . ol . gp Method 

Start 370 End 

GI none Score 

Exons 370. . 648 



OJ990319_06.9C10.C3 
+ 

648 

AAT/GAP 

648 

451 



Seq. No. 31687 Seq. ID 

Gene No.. 65587 Strand 

Start , 592 End 

Name OJ990319_06 . 9C10 .C5.ol.gs Method 

Start 5 92 ^ End" 

GI none Score 

Exons 592. .861 



OJ990319_06.9C10.C5 
862 

GENSCAN 
861 • 
. 98 



Seq. No. 31687 

Gene No. 65587 

Start 592 

Name OJ99031 9_0 6 . 9C10 . C5 . ol . tc 

Start 614 

GI none 

Exons 614.. 862, 637.. 813 

Seq. No. 31687 

Gene No. 65587 - ■ 

Start 592 

Name O J9 9 0 3 1 9_0 6 . 9C 1 0 . C5 . ol . np 

Start 633 

GI 2505877 

Exons . 633. .8 62 
GI Descrip. (Y127-7 6) dehydrogenase 

Seq. No. 31688 

Gene No. 65588 

Start 31 

Name OJ990319_06 . 9C10 . C6 . ol . gs 

Start 31 

GI none 

Exons 31. .287, 365. .419 

Seq. No. 31689 

Gene No. 65589 

Start 104 

Name OJ990319_06. 9C10 . C7 . ol . gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

•Strand 
End 

Method 

End 

Score 



OJ990319_06.9C10.C5 
862 

TBLASTX: Cress 
862 



OJ990319 06.9C10.C5 



862 

AAT/NAP 
862 
238 ' 



[Arabidopsis thaliana] 



Seq. ID OJ990319_06. 9C10.C6 
Strand 

End 419 

Method GENSCAN 

End 419 

Score .56 



Seq. ID OJ990319__06.9C10.C7 

Strand + 

End 3274 

Method AAT/GAP 



31685 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



104 
none 

104. .346, 459. .636 

31689 
65589 
104 

OJ990319_06.9C10.C7.ol.np 
246 

6850840 



End 
Score 



636 
753 



Seq. ID OJ990319_06. 9C10.C7 



246.-345, 519. 
2587. .3274 



Strand + 
End 3274 
Method AAT/NAP 
End 3274 
Score 1224 
761, 1915. .2035, 2148. .2322, 2418. 



.2488, 



GI Descrip. (AL132962) putative protein [Arabidopsis thaliana] 



Seq. No. 31689 Seq. ID 

Gene No. 65589 Strand 

Start 104 End 

Name OJ990319_06 . 9C10 . C7 . ol . gs Method 

Start 323 End 

GI none Score 
Exons 



OJ990319_06. 9C10.C7 
+ 

3274 
GENSCAN 
3236 
.7 



323. .346, 519. .761, 1915. .2035, 2148. .2322, 2328. .2488, 
2587. .2878, 2893. .3236 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31689 
65589 
104 

OJ990319_06. 9C10.C7 .o2.gp 
1887 

uC-osflcyp08 6g06bl 
1887. .2035, 2148. .2322 
, 3738338 9.0e-52 (AC005170) 
[Arabidopsis thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990319_ 
+ 

3274 
AAT/GAP 
2322 
552 



06. 9C10.C7 



putative polygalacturonase 



31689 Seq. ID 

65589 Strand 

104 End 

OJ99031 9_0 6 ? . 9C10 . C7 . o3 . gp Method 

1951 End 

uC-osflcyp08 6g06bl Score 
1951. .2035, 2148. .2322, 2418. .2514 

'3738338 9.0e-52 (AC005170) putative polygalacturonase 
[Arabidopsis thaliana] 1 



OJ990319_06. 9C10.C7 
+ 

3274' 
AAT/GAP 
2514 
610 



Seq. No.. . 31689 . 

Gene No. 65590 

Start 2968 

Name OJ990319_06 . 9C10 . C7 . ol . ts 

Start 537 

GI none 
Exons 



Seq. ID OJ990319_06. 9CL0.C7 
Strand 

End 3361 

Method TBLASTX : Soybean 

End 3178 

Score 239 



537. .767, 569. .610, 641. .766, 763. .798, 1891. .2037, 1894. .2037, 
2141. .2317, 2147. .2326, 2404. .2487, 2415. .2486, 2585. .2872, 
2586. .2876, 2849. .3079, 2890. .3174, 2891. .3178 



Seq. No. 31689 Seq. ID 

Gene No. 65590 Strand 

Start 2968 End 

Name OJ990319 06 . 9C10 . C7 . o3 . tc Method 



OJ990319_06. 9C10.C7 
3361 

TBLASTX: Cress 



31686 



\ 




JLdi i 


R "37 


RnH 
Hi 11 LI 


7 £1 




(IT 
\D X 


n on o 


Score 


t JO 




LAUIlO 


7 fil RRT 7^4 








Cp^f Mo 


31689 


Seq. ID 






Hon d Mo 


65590 


Strand 






Start 


2968 


End 


3361 . 




Name 


OJ990319 06. 9C10.C7.ol.tm 


Method 


TBLASTX : Maize 




O L. CI X L. 


629 


End 


3091 




OX 


none 


Score 


106 




T* 1 von c 


629. .757, 642. .758, 1927. .2037, 2141.. 


2323, 2147.. 2326, 






2404.. 2514, 2439.. 2486, 2585. 


.2722, 2586. .2903, 2747. .2797 




2831.. 2875, 2891.. 3091, 2920. 


.3087 






Seq. No. 


-31 COQ 
JlDO 5 


Seq. ID 


OJ990319_06.9C10 


en 


Gene No. 


Ojj 3U 


Strand 






u Lai L 


Z j DO 


End 


3361 




Name 




Method 


TBLASTX: Cress 




o tai l 




End 


2487 




O J. 


none 


Score 


64 






1908. .2024, 1933. .2031, 2144. 


.2323, 2404. .2487 




Seq. No. 


J 1 D o " 


Seq. ID 


OJ990319_06.9C10 


e H 


Gene No. 


DO j^U 


Strand 






Start 




End 


3361 




•Name 




Method 


TBLASTX: Wheat 




Cf 3 rt- 

O LCti L 




End 


2457 




o x 


none 


Score 


136 






1927.. 2037, 2125.. 2196, 2141. 


.2320, 2419. .2457 




Seq. No. 


31689 


Seq. ID 


OJ990319_06.9C10 


en 


Gene No. 


65590 


Strand 






Start 


2968 


End 


3361 




Name 


OJ990319 06.9C10.C7.ol.tc 


Method 


TBLASTX: Cress 




O LCti. L- 


2894 


End 


3186 




GI 


none 


Score 


350 




P 1 v on ^ 


2894.. 3178, 2894. .3151, 2959. 


.3186 






Cnrr Mo 


31689 


Seq. ID 


OJ990319J36.9C10 


.C7 


Qpnp Mo 


65590 


Strand 






Start 


2968 


End 


3361 




Name 


OJ990319 06.9C10.C7.o4.gp 


Method 


AAT/GAP 




Start 


2968 


End 


3361 






37628 1.R1084 


Score 


713 




17" von c 


2968. .3361 








ox UcoLlip i 


1 3738338 6.0e-ll (AC005170) putative polygalacturonase 






[Arabidopsis thaliana] 1 








Seq. No. 


-3168 9 


Seq. ID 


OJ990319_06.9C10 


.C7 


Gene No. 


65590 


Strand 






Start 


2968 


End 


3361 




Name 


OJ990319 06.9C10.C7.o2.tm 


Method 


TBLASTX: Maize 




Start 


3092 


End 


3270 




GI 


none 


Score 


274 




Exons 


3092. .3268, 3100. .3267, 3124. 


3270 






Seq. No. 


31690 


Seq. ID 


OJ990319_06.9C10 


.C8 



31687 




Gene No . 


65591 


Strand 




Start 


1 


End 


161 


Name 


OJ990319 06. 9C10.C8 .ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


161 


GI 


37628 1.R1084 


Score 


290 


R von ^ 


1. .161 






C-tT Dp^rri n 

-1_ 1—S ^ O w -i- -L- * 


1 3738338 6.0e-ll (AC005170) putative polygalacturonase 




f At^Vi i Hon ^ "i <3 i"hfl 1 "i 1 

(_ xi J_ d l~J -L. VwA \y VJ O -L O LI I CI -L -L CI 1 1 CI J 






Spa No 


31690 


Seq. ID 


OJ990319_06. 9C10.C8 


Gene No . 


65592 


Strand 




Start 


225 


End 


1302 


Name 


OJ990319 06.9C10.C8.o2.gp 


Method 


AAT/GAP 


Start 


225 


End 


1302 


GI 


904 1 Rl 0R4 


Score 


1326 


Fvnri q 


ooc — 71c 11H7 1 

/L -^J * . / X U , X X U f . < 1 JUL 






HT Dp qrri n 


'^777600 1 Op-1^1 f&FnQS70R^ 


50S ribosomal protein L5 [Oryza 




Q ,P "t~ 1 \7Z\ 1 * 
oa LX V a J 






Seq. No. 


J X U 3? U 


Seq. ID 


OJ990319_06. 9C10.C8 


Gene No. 


65592 


Strand 




Start 


225 


End 


1302 


Name 




Method 


TBLASTX : Cress 


Start 


?7 Q _ 


End 


1301 


GI 


none 


Score 


42 




^79 ^fil 4S? 4fi? 7lfi 


532. .717 


, 1089. .1301, 1102. .1299 


Seq. No. 


^1 fiQO 
0 x d y \j 


Seq. ID 


OJ990319_06. 9C10.C8 


Gene No. 


u j j ^ ^. 


Strand 




Start 


225 


End 


1302 


Name 


OJ990319 06. 9C10.C8.ol.gs 


Method 


GENSCAN 


Start 


381 


End 


1229 


GI 


none 


Score 


.83 


F 1 von ^ 


.381. .716, 1107. .1229 






Sea No 


31690 


Seq. ID 


OJ990319_06. 9C10.C8 


Gene No. 


65592 


Strand 




Start 


225 


End 


1302 


Name 


OJ990319 06. 9C10.C8.ol.np 


Method 


AAT/NAP 


Start 


384 


End 


1302 


GI 


3777600 


Score 


874 


Exons 


384. .716, 1107. .1302 






GT Dp srri n 


(AF095708) SOS ribosomal protein L5 [Oryza sativa] 


Seq. No. 


31690 


Seq. ID 


OJ990319_06. 9C10.C8 


Gene No. 


65592 


Strand 




Start 


225 


End 


1302 


Name 


OJ990319 06. 9C10.C8.ol. tm 


Method 


TBLASTX: Maize 


Start 


387 


End 


1266 


GI 


none 


Score 


392 


uAUilO 


387. .719, 391. .714, 396. .716, 


1075. .1266, 1090. .1257, 1104. .1265 


Seq. No. 


31690 


Seq. ID 


OJ990319_06.9C10.C8 


Gene No. 


65592 


Strand 




Start 


22b 


End 


1302 


Name 


OJ990319 06.9C10.C8.ol. ts 


Method 


TBLASTX: Soybean 


Start 


387 


End 


1302 



31688 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 180 

387. .716, 388. .702, 408. .719, 1075. .1302, 1089. .1301 



31691 
65593 
1801 

OJ990319_06. 9C10.C9.o2.gp 

1801 

none 

1801. .2147 



Seq. ID OJ990319_06. 9C10.C9 

Strand + 

End 2147 

Method AAT/GAP 

End 2147 

Score 633 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

'GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



31691 
65594 
1 

OJ990319_06. 9C10.C9.ol. rip 
1 

3777600 
1..249, 383. .688 

(AF095708) 50S ribosomal protein L5 [Oryza sativa] 



Seq. ID OJ990319_06.9C10.C9 
Strand 

End 2 971 

Method AAT/NAP 

End 688 

Score 801 



31691 
65594 
1 

OJ990319_06.9C10.C9.o2.ts 
17 

none 



Seq. ID OJ990319_06.9C10.C9 
Strand 

End 2971 

Method TBLASTX : Soybean 

End 500 

Score 169 



17. .250, 31. .252, 220. .252, 380. .475, 380. .499, 381. .500 



31691 
65594 
1 

OJ990319_06.9C10.C9.ol.tc 

31 

none 



Seq. ID OJ990319__06.9C10.C9 
Strand 

End 2971 

Method TBLASTX: Cress 

End 500 

Score 161 



31. .273, 44. .250, 160. .261, 380. .499, 381. .500 



31691 
65594 
1 

OJ990319_06. 9C10.C9.ol.gp 
47 

904_1.R1084 

47. .249, 383. .701 . * 
■'3777600 1.0e-131 (AF095708) SOS ribosomal protein L5 [Oryza 
sativa] f 



Seq. ID OJ990319_06. 9C10.C9 
Strand 

End 2971 

Method AAT/GAP 

End 701 

Score 953 



31691 
65594 
1 

OJ990319_06. 9C10.C9.ol.gs 
49 

none 



Seq. ID OJ990319_06.9C10.C9 
Strand 

End 2971 

Method GENSCAN 

End 2897 

Score .46 



49. .249, 383. .919, 2428. .2484, 2608. .2733, 2853. .2897 



316y*l 
65594 
1 



Seq. ID OJ990319_06.9C10.C9 
Strand 

End 2971 



31689 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990319_06.9C10.C9.o2.tm Method TBLASTX: Maize 

178 End 686 

none Score 83 

178. .252, 179. .250, '211. .252, 371. .469, 380. .499, 381. .500, 
381. .536, 626. .685, 630. .686 



31691 
65594 
1 

OJ990319_06.9C10.C9.o2.np 

2051 

5870600 



Seq. ID OJ990319_06.9C10.C9 
Strand 

End 2971 

Method AAT/NAP 

End 2971 

Score 321 



2051. .2128, 2428.-2484, 2608. .2971 

(Y14810) beta-carotene hydroxylase [Lycopersicon esculentum] 



31691 
65594 
1 

OJ990319_06.9C10.C9.ol.ts 

2423 

none 



Seq. ID OJ990319_06.9C10.C9 
Strand 

End 2971 

Method TBLASTX : Soybean 

End 2734 

Score 72 



2423.-2473, 2428. .2487, 2428. .2487, 2605. .2733, 2606. .2734 



31691 

65594. 

1 

OJ990319_06.9C10.C9.ol.tm 

2426 
none 



Seq. ID OJ990319JD6. 9C10.C9 
Strand 

End 2971 

Method TBLASTX : Mai ze 

End 2734 

Score 7 9 



2426. .2485, 2428.-2487, 2428. .2487, 2605. .2733, 2608. .2730, 
2612. .2734 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31691 
65594 
1 

OJ990319_06.9C10.C9.o2.tc 

2426 

none 



Seq. ID OJ990319_06. 9C10.C9 
Strand 

End 2971 

Method TBLASTX: Cress 

End 2734 

Score 8 8 



2426. .2482, 2426. .2482, 2427. .2483, 2428. .2487, 2605. .2733, 
2606.. 2734 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31692 

65595 ■ : • 
1 

OJ990319JD6. 9C10 . C10 . ol . np 
1 

5870600 
1..68, 192. .317, 1251. .1278 

(Y14810) beta-carotene hydroxylase [Lycopersicon esculentum] 



Seq. ID OJ990319_06. 9C10.C10 
Strand 

End 1278 . 

Method AAT/NAP 

End 1278 

Score 273 



31692 
65595 
1 

OJ990319_06. 9C10.C10.ol. tm 
5 

none 



Seq. ID OJ990319_06.9C10.C10 
Strand 

End 1278 

Method TBLASTX : Maize 

End 318 

Score 72 



5. .94, 12. .71, 189. .317, 192. .314, 196. .318, 280. .318 



31690 



Seq. No. 


31692 




Seq. ID 


OJ990319 


_06. 9C10.C10 




D J J3J 




Of rand 






C f -} — f 


"1 
X 






1 97 Q 
1_ / 0 




Name 




f e 




TDT 7\ OTY • 


Soybean 


Q f -3 y- f 


7 _ 




Hind 


"31 R 


r-T 

Ol 








oo 




Exons 


7 c i7 19 71 IRQ ^17 


1 Q0 


"31 R 






Seq. No. 


31692 




Seq. ID 


OJ990319 


_06. 9C10.C10 


belle 1NU . 


6S S 




Of r anH 
on di lu 






Of a yf 


i 
1 




HiilCl 


1278 




Name 


niciQn^i q n^ an n no ni 
ud yyuoij ud . 3Liu . liu . oi 


f ~ 


h/I^ f V» /™\^ 

i v ie Lfioa 


TBLASTX: 


Cress 




10 — 
i u 






318 






none 




Score 


79 




Exons 


10 66 10 66 11 70 
1U . . DO/ 1U . .00/ 1 1 . . / U , 


1 1 

11.. 


67 1 9 7 1 
O / , 1 _ . . / 1 t 


189. .317, 190. .318 


Seq. No. 


31692 




Seq. ID 


OJ990319 


__06. 9C10.C10 - 


OfcJilC LN(J • 


(T c C Q c 




O LI aUU 








1 




_na 


1278 




Name 


PtTQQo^iQ 06 on n pi o /-*1 
uuyyuoiy uo. yuiu .Liu . oi 


. gs 


riecnoa 


GENSCAN 




Of 3r f 


19 




_no. 


481 




o i 


none 




Score 


.97 






19 6R 1 QO oi 1 /! o *7 

iz . . oo , lyz . . oi / ; *± o / . . 


A R 1 

H. O 1 








^> e q . in o . 


OlD^J 




Seq. ID 


OJ990319 


_06.9C10.C11 


bene ino . 


6 R R Q 6 
0 jj ¥ 0 




Strand 


+ 




Start 


921 




End 


9803 




Name 


OJ990319 06. 9C10.Cll.o2 


.gs 


Method 


GENSCAN 




Of a rf- 


Q9 1 
"^1 




End 


9604 




P T 


none 




Score 


.71 






Q91 10R0 10R6 1 1 6fi 
:? _ 1 . . 1UOU/ 1 U O 0 . .1100/ 


1 67 R 


.2031, 2261. .2436, 


6233. . 6365, 




6R99 6Q06 701 "3 70Q9 

Dull . . O _? U u , /UIO . * f \J y £ / 


7 9R 6 
/ZOO 


..7413, 7477. .7564, 


7702. .7792, 




R997 R"3Q6 R666 QQ1 Q 
/ . . C5 jjD, 0000. . otjlj/ 


OOJO 


. .8952, 9041. .9157, 


9438. . 9490, 




"OftO. • 3DU4 










Oc4« IN (J ■ 


?1 6Q^ ' 

OlD jO 




Seq. ID 


OJ990319 


_06.9C10.C11 


Gene No. 


65596 




Strand 


+ 




Start 


921 




End 


9803 




in ctiut; 


OJ990319 06. 9C10.Cll.ol 


.np 


Method 


AAT/NAP 




OLdil 


6288 




End 


9500 




p t 

ol 


6692106 




Score 


590 




LAUI lo 


6288. .6365, 6822. .6906, 


7013 


..7179, 7314. .7413, 


7498. .7571,' 




7730. .7770, 8177. .8400, 


8637 


. .8952, 9035. . 9157, 


9438. . 9500 


ui ueocnp. 


(AC007764) F22C12.25 [Arabidopsis thaliana] 




o c q . in o . 


31693 




Seq. ID 


OJ99031S 


_06.9C10.C11 


Gene No. 


65596 




Strand 


+ 




Start 


921 




End 


9803 




Name 


OJ990319 06. 9C10.Cll.ol 


.gp 


Method 


AAT/GAP 




Start 


7682 




End 


9803 




GI 


4681 1.R1084 




Score 


1925 




Exons 


7682. .7792, 8227. .8396, 


8666 


. .8952, 9041. . 9157, 


9438. . 9803 


GI Descrip. 


' 2632252/emb | CAA73067 | 


4.0e- 


18 (Y12464) 


serine/threonine kina 




[Sorghum bicolor] ' 










Seq. No. 


31693 




Seq. ID 


OJ990319_ 


_06.9C10.C11 



31691 




Gene Nov ■ 


65597 






Strand 






91 - Art- 


7Q 








99 Q 




Name 




Lll . O 1 


. gs 


ftA /-\ 4— W /"y 






O Lei IT L 


7 Q — 






jjiia 


99 Q 






none 






Score 


ft 1 




Exons 


7Q 99Q 












OcCj. INU . 


J ± O .s D 






Seq. ID 


OJ990319 


n 6 Qfi n pi 1 


VjfcJIlfci LNtJ . 


D ^? J _? O 






Strand 






Q4- ar f 
oLai L 


69^7 






End 


9686 




Name 






• L-ill 


Method 


TBLASTX: 


iyja.1 ze 


OtalL 


69 R7 ~~ 






End 


9686 






none 






Score 


128 




Exons 


69 R7 6^7 ^ 69ft ft 




6ft1 R 


. 6904, 6820. . 6921, 






6849. .6911, 7008. 


.7091, 


7010. 


.7096, 7012.. 7092, 


7290. .7412, 




7312. .7413, 7334. 


.7414, 


7488. 


.7562, 7490.. 7582, 


7496. .7567, 




767ft 77Q1 7709 


77ftft 

• / / O U , 


7706 

/ / U u • 


.7804, 8 


207. .8320, 


ft 9 9 ^ ft ^9 1 




ft?07 ft^Qfi ft?90 


. 04UU/ 


ft ^97 


.8398, 8 


642. .8764, 


ft £ ^ 7 ft 7 ft Q 




ft 6fi_ ft ft 9 R Q (S; q 


ft7 ft 7 
• o / o / , 


ft ft ^7 


.8923, 8 


880. .8951, 


pQfifi ft Q R ^ 




ft Q1 9 ft QS^ QDfl9 


• -7 X 4 U , 


Q0 ^ft 

>U JO . 


.9163, 9040. .9159, 


Q _ 1 7 Qdftft 




QA 1 Q Q_ Q_ 9Q 

.7 4 J. .7 . . .7 4 _7 _» , 316!? . 


QAQA 

* _7 4 _7 4 , 


QA ^ 
"■1 jj • 


.9494, 9443. .9493, 


QCpc Q6ft6 


oeq . iNo . 


J ± D .7 ft 






Seq. ID 


OJ990319 


n 6 an n pi 9 

UD. rLIU . 


belle LNO • 


Djj 






Strand 


4- 




Start 


1 






End 


2174 




Name 


OJ990319 06.9C10. 


C12.ol 


.np 


Method 


AAT/NAP 






1 






End 


2158 




pt 


3702338 






Score 


704 




Exons 


1..35, 101. .162, 


267. .344, 491. .537, 


619. .659, 


966. .1050, 




1129.. 1243, 1348. 


.1470, 


1555. 


.1655, 2032.. 2158 






(AC005397) unknown protein [Arabidops 


is thaliana] 


oecj . ino . 


31694 






Seq. ID 


OJ990319 


__06.9C10.C12 




65599 






Strand 


+ 




Start 


1 






End 


2174 




Name 


OJ990319 06.9C10. 


C12.ol 


gp 


Method 


AAT/GAP 




O Lai L 


87 






End 


668 




p T 
\j ± 


LIB3474-010-P1-K1 


-H10 




Score 


538 




Exons 


87. .162, 267. .344 


, 491. 


668 










'3702338 2.0e-15 


(AC005397) unknown protein [Arabidopsis 




thaliana] 1 












Seq. No* 


31694 " 






Seq. ID 


OJ990319 


_06.9C10.C12 


Gene .No. 


65599 






Strand 


+ 






1 






End 


2174 




Name 


OJ990319 06.9C10. 


C12.ol. 


gs 


Method 


GENSCAN 




OLdi C 


189 






End 


2161 




r>T 


none 






Score 


.79 






189. .344, 1348. .1470, 1555. .1655, 2032. .2161 




Cpn Kin 


31694 ' 






Seq. ID 


OJ990319 


_06.9C10.C12 


Gene No. 


65599 






Strand 


+ 




Start 


1 






End 


2174 




Name 


OJ990319 06.9C10. 


C12.o2. 


gp 


Method 


AAT/GAP 




Start 


13/0 






End 


2174 




GI 


24037 1.R1084 






Score 


628 




Exons 


1370. .1470, 1555. 


.1655, 


2032. 


.2174 







31692 



GI Descrip. 


'3702338 1. 


Oe-38 


(AC005397) 


unknown protein [Arabidopsis 




thaliana] 1 












Seq. No. 


31694 








Seq. ID 


OJ990319_06.9C10.C12 


Gene No. 


65600 








Strand 




Start 


4325 








End 


5148 


Name 


OJ990319 06 


. 9C10 


-C12 . ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


1019 








End 


1634 


GI 


none 








Score 


66 


Exons 


1019. . 1072, 


1108 


. . 1209, 


1108 


..1239, 1130. .1243, 1351. .1473, 




1356. .1472, 


1393 


. . 1473, 


1554 


..1634, 1555. .1632 


Seq. No. 


31694 








Seq. ID 


OJ990319_06.9C10.C12 


Gene No . 


65600 








Strand 




Start 


4325 








End 


5148 


Name 


OJ990319 06 


. 9C10 


.C12.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1095 








End 


1632 


GI 


none 








Score 


198 


Exons 


1095. . 1244, 


1103 


. . 124 6, 


1120 


..1245, 1338. .1472, 1345. .1473, 




1347. . 1472, 


1348 


. .1473, 


1552 


..1599, 1554. .1631, 1554. .1631, 




1555. . 1632 












Seq. No. 


31694 








Seq. ID 


OJ990319_06.9C10.C12 


Gene No. 


65600 








Strand 




Start 


4325 








End 


5148 


Name . 


OJ990319' 06 


. 9C10 


.C12.o3 


.gp 


Method 


AAT/GAP 


Start 


3633 








End 


3877 


GI 


8022 1.R108 


4 






Score 


322 


Exons 


3633. .3877 












GI Descrip. 


'5091496/dbj | AB0234 82 . 2 | AB023482 3.0e- 


37 Oryza sativa genomic 




DNA, chromosome 


6, clone P0680A03, complete sequence 1 


Seq. No. 


31694 








Seq. ID 


OJ990319_06.9C10.C12 


Gene No. 


65600 








Strand 




Start 


4325 








End 


5148 


Name 


OJ990319 06 


. 9C10 


.C12.o2 


. gs 


Method 


GENSCAN 


Start 


4325 








End 


5148 


GI 


none 








Score 


. 64 


Exons 


4325. .4539, 


4685 


. .4950, 


5012 


. .5148 




Seq. No. 


31695 








Seq. ID 


OJ990319_06.9C10.C14 


Gene No. 


65601 








Strand 


+ 


Start 


681 








End . 


' 5381 


Name 


OJ990319 06 


. 9C10 


.ClA.ol 


.gs 


Method 


GENSCAN 


Start 


681 








End 


5381 


GI 


none 








Score 


.87 


Exons 


681. .812, 1260. .2029, 2766.. 


2870, 2962 


..3084, 3920. .4090, 




4175. .4304, 


4384 


. .4593, 


4687 


..4775, 5273. .5381 


Seq. No. 


31695 








Seq. ID 


OJ990319_06.9C10.C14 


Gene No. 


65601 








Strand 


+ 


Start 


681 








End 


5381 


Name 


OJ990319 06 


. 9C10 


C14 .o2 


.np 


Method 


AAT/NAP 


Start 


1353 








End 


4708 




250587 4 








Score 


1336 


Exons 


1353. .1521, 


1635 


.2029, 


2766 


..2870, 2962. .3084, 3920. .4090, 




4175. .4304, 


4384 


.4708 









31693 



GI Descrip. (Y12776) putative kinase [Arabidopsis thaliana] 



Seq. No. 


31695 






Seq. ID 


OJ990319_06. 9C10, 


,C14 


Gene No. 


65601 






Strand 


+ 




Start 


681 






End 


5381 




LNciiUt; 


OJ990319 06.9C10. 


,C14.ol 




Method 


AAT/GAP 




OLCtl L 


2991 






End 


4501 




\J J. 


20801 1.R1084 






Score 


933 






2991. .3084,. 3920. 


, .4090, 


A 1 1 R 


..43.04, 4384. .4501 






1 2505874 /emb|CAA73303 | 




75 (Y12776) putative kinase 






[Arabidopsis thaliana] ' 










Seq. No. 


31695 






Seq. ID 


OJ990319_06. 9C10. 


C14 


OCilC IN • 


65602 






Cj- y-a nr ] 






Of- -a >-+- 
OLdl L 


727 






Hjna. 


OOD 




Name 


OJ990319 06.9C10. 


C14 .ol 


.np 


1X1 e LilUU 


a a t /Map 




O Lai L 


727 






CjIIU. 


R fl £ 




\J -L 


5852172 






Score 


R Q 
o y 




XT' v /->n c 


727. .886 












GI Descrip. 


(AL117265) zhb0002.1 [Oryza 


sa t x va J 






OtJLJ • INIJ • 


31695 






Seq. ID 


OJ990319_06.9C10. 






65603 






Strand 






Of a -rf- 


6226 






End 


11344 




Name 


OJ990319 06.9C10. 


C14 .o3 


. tc 


Method 


TBLASTX: Cress 




CH- a -r t- 
O Lai L 


1784 






End 


2036 






none 






Score 


268 




ILi A. (JI lo 


1784.. 1882, 1824. 


.2030, 


1878 


. .2036 






Seq. No. 


31695 






Seq. ID 


OJ990319_06.9C10. 


C14 


VJCIIC In (J. 


65603 






Strand 






OLdl L 


6226 






End 


11344 




Name 


OJ990319 06.9C10. 


C14 ,o2 


. tm 


Method 


TBLASTX: Maize 




Start 


1796 






End 


2871 






none 






Score 


56 






1796. .1843, 1809. 


.1844, 


1850 


..2023, IE 


15 6. .1891, 1857. .2030, 




1872.. 2039, 1909. 


.2040, 


2763 


..2870, 2764. .2871, 2764. .28 


171 




31695 






Seq. ID 


OJ990319_06.9C10. 


C14 




65603 






Strand 






Cfarf 


6226 






End 


11344 






OJ990319 06.9C10. 


C14 .o2 


.ts 


Method 


TBLASTX: Soybean 




ij Lai u 


1857 






End 


2027 






none 






Score 


223 




IjAuIIo 


1857. .2027 












Seq. No. 


31695 






Seq. ID 


OJ990319_06.9C10. 


C14 


Gene No. 


65603 






Strand 






Start 


6226 






End 


-H344 




Name 


OJ990319 06.9C10. 


C14.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


2731 






End 


4584 




GI 


none 






Score 


192 




Exons 


2731. .2871, 2763. 


.2870, 


2957 


..3076, 2958. .3077, 2960. .3100, 




3921. .4097, 3921. 


.4088, 


3922 


..4125, 3947. .4096, 4173. .4256, 




4175. .4309, 4176. 


.4307, 


4372 


..4551, 4381. .4551, 4528. .45 


84 


Seq. No. 


31695 






Seq. ID 


OJ990319_06.9C10. 


C14 



31694 




Gene No. 


65603 






Strand 




Start 


6226 






End 


11344 


Name 


P.TQQO^I Q 06 


Qpl n PI 4 r*9 




Method 


TBLASTX: Cress 


O L. d IT L. 


97 6^ ~~ 

Z f DO 






End 


4097 


oX 


none 






Score 


181 


Exons 


976? 9ft64 


97 64 9ft 7 1 


9 QS7 


.3082, 2958.. 3047, 2960.. 3100, 




qqoi 40Q7 


?Q47 40Q6 








o c.q . ino . 


?1 6Q^ 






Seq. ID 


OJ990319__06.9C10.C14 


P. a n o NI 


6^60? 






Strand 




ot ax I. 


OZ Z D 






End 


11344 


Name 


Pi TQQO "3 1 Q (16 


Qpl pi PI 4 r\1 


. LIU 


Method 


TBLASTX: Maize 


Start 


2966 






End 


4878 


GI 


none 






Score 


217 


Exons 


9Q66 ?i nn 


9Q66 ?1 00 


1Q1 ft 


.4025, 3919. .4032, 3921. .4043, 




? Q4 1 4 079 


4 09 9 4 0 Q? 

4 UZ Z . . 4 U .7 O , 


4 099 
4 U Z Z . 


.4096, 4029. .4097, 4176. .4307, 




4176 4^07 

4 X / O . ■ H JU / / 


4 1 77 4 ?0ft 


4 17ft 
4 x / 0 . 


.4309, 4381. .4593, 4381. .4578, 




4 4 4 R 4619 


4 6ft 7 4 7 07 


4 710 


.4772, 4711. .4779, 4813. .4878, 




4 ft 1 4 4 ft ^ft 
4 O X 4 . . 10 jo 










Seq. No. 


31695 






Seq. ID 


OJ990319_06.9C10.C14 


Gene No, 


65603 






Strand 






69 9 6 
OZ Z D 






End 


11344 


Name 


Pi TQQO ?1 Q 06 
Uu j Jiy UD. 


QP1 0 Pi 4 n1 
J7UXU.UX4 .OX 




Method 


TBLASTX: Wheat 




? Q 9 1 . ' ' — 






End 


4 30.7 


P T 


none 






Score 


175 


IT 1 v t~\ f\ o 


0 QO 1 / n Q7 


OQ07 /not; 


^ Q4 7 

0 y 4 / . 


.4090, 4176. .4307, 4184. .4279 


Seq. No. 


31695 






Seq. ID 


OJ990319_06. 9C10.C14 


Gene No. 


65603 






Strand 




C +- -5 -r +- 


69 9 6 
dz z 0 






End 


11344 


Name 


Pi TQQO ?1 Q 06 


QP1 0 PI A <^1 
jLIU . OX 4 . OX 


L C 


Method 


TBLASTX: Cress 


O Ldl L 


4 1 ft 7 _ 






End 


4593 


pt 
vjX 


none 






Score 


164 




4 1 R7 4 ?0? 


4 1 ft ft 4 ?04 

4 XOO . • 4 .J U 4 , 


4 ?ft 1 
1 Jul • 


.4593, 44E 


!5. . 4547 




?1 6QR 






Seq. ID 


OJ990319_06.9C10.C14 


Gene No. 


65603 






Strand 




Start 


6226 






End 


11344 




O,TQQ0?1 Q 06 


9C10.C14.o2. 


gs 


Method 


GENSCAN 


OLdi L 


69 9 6 _ 

DZ Z O 






End 


11344 


PT 


none 






Score 


.83 


Exons 


6996 6?Q7 
O Z Z O . .DO J / / 


6552. .6641/ 


6872". 


.'7074, 7723-. .7784, " 8 915. . 894 5,' 




Qft99 Qft 7 Q 


104 50. .1064 0, 11198. .1134 4 




Qcirr Ma 

oeq . Lnu . 


31695 






Seq. ID 


OJ990319_06.9C10.C14 


florid KIo 


65603 






Strand 




Start 


6226 






End 


11344 


Name 


OJ990319 06. 


9C10.C14.o2. 


gp 


Method 


AAT/GAP 




10157 




End 


10604 


P T 


uC-osflcypl7 3b03bl 




Score 


884 


Exons 


10157. .10604 










GI Descrip. 


'4263821/gb|AAD15464 | 2. 


Oe-16 


(AC006067 


) hypothetical prote 




[Arabidopsis 


thaliana] 1 








Seq. No. 


31696 






Seq. ID 


OJ990319_06.9C10.C15 


Gene No. 


65604 






Strand 





31695 



Start 


195 






718 

/ X o 


Name 


O.T990319 06 QPIO PI 5 nl 






fiRM9P AM 

O J_j LN O ^.rtlN 


Start 


1 95 ~~ 






7 1 ft 


GI 


none 






68 

. DO 


Pvon s 

UAUl 1 O 


195 439 505 718 








Seq. No. 


31697 




Seq. ID 


OJ990319_06.9C10.C16 


Gene No. 


65605 




Strand 


+ 


Start 


1156 




End 




Name 


OJ990319 06 9C10 C16 ol 


ft q 


Mo +■ hnH 
nc tnuu 


riPM^P AN 

\J Ej LN O V^-rtlN 


u Lai. L 


1156 ~~ 

x x .j u 






1 9 4 S 


O X 


none 




OL-UlU 


88 


RvAn q 


1156 1245 








Cprf Ma 
UC^i IN ^ . 


31 698 

J X \J _7 O 




Seq. ID 


OJ990319_06.9C10.C17 


Gene No. 


65606 




Strand 


+ 


Start 


696 




End 


4101 


Name 


OJ990319 06 9C10 C17 ol 


. y & 


Method 


GEN SCAN 


O L. CI J_ l_ 


696 ~~ 

u _? u 




End 


3792 


KJ X 


nunc 




Score 


.9 


ill A 1 1 O 


696 790 896 954 994 


. .1115 


, 1165. .1287, 1378. .1491, 




2175 9261 9635 9774 


9848 


.2935, 3720.. 3792 


O • LN (J . 


31 698 / 

J J. u jo • 




Seq. ID 


OJ990319_06.9C10.C17 




65606 




Strand 


+ 


Start 


696 




End 


4101 


Name 


OJ990319 06. 9C10.C17.ol 


.gp 


Method 


AAT/GAP 


Start 


708 




End 


1127 


O X 


3061 057 




Score 


537 


IT von c; 


708 Q54 1 03Q 1197 

' UO . • Z7 <J H , X U O Zf • • X X / 










4 2 63821 /nh 1 AAD1 5464 I 2 \ 


0^-1 6 

UC X o 


(AC006067) 


hypothetical protein 




fArshi dnnsi •=? ■hhsl i pna 1 

L Cl A_/ -I- Vwi^kyi lDXu U11Q J L CI 1 i CI J 








O C • LSU i 


31 698 

J X U -7 O 




Seq. ID 


OJ990319_06.9C10.C17 


Gene No . 


65606 




Strand 


+ 


Start 


696 • 




End 


4101 


Name 


OJ990319 06. 9C10.C17.o2 


. tni 


Method 


TBLASTX: Maize 


Start 


767 




End 


1407 


GI 


none 




Score 


86 


Exons 


767. .877, 794. .877, 848 


. .940, 


855. .953, 


1013. .1114, 1053:. 1115, 




1188.. 1283, 1189.. 1290, 


1363. 


. 1407 





Seq. No. 


31698 ■'. 




' Seq. ' ID 


:OJ990319_06.9C10.C17 


Gene. No. 


. 65606 




Strand 


+ 


Start 


696 




End 


4101 


Name 


OJ990319 


06.9C10.C17.o2.tc 


Method 


TBLASTX: Cress 


Start 


775 




End 


1115 


GI 


none 




Score 


93 


Exons 


775. .873, 


776. .8^7, 854. .958 


, 855. .956, 


1053. .1088, 1089. .1115 


Seq. No. 


31698 




Seq. ID 


OJ990319_06.9C10.C17 


Gene No. 


65606 




Strand 


+ 


Start 


696 




End 


4101 


Name 


OJ990319_ 


06. 9C10.C17.ol.np 


Method 


AAT/NAP 


Start 


776 




End 


4101 


GI 


4263821 




Score 


631 


Exons 


776. .954, 


1018.. 1115, 1204.. 


1287, 1378. 


.1526, 2635.. 2774, 



31696 






2848. .2935, 


3720 . . 3792, 


4054 . 


.4101 




GI Descrip. 


(AC006067) 


hypothetical 


protein [Arabidopsis thaliana] 


Sea. No. 


31698 






Seq. ID 


OJ990319__06.9C10.C17 


Gene No . 


65606 






Strand 


+ 


Start 


696 






End 


4101 


Name 


OJ990319 06 


.9C10.C17.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


776 






End 


"■37 93 


GI 


none 






Score 


90 


Exons 


776. .877, 776. .877, 854 


. .934,. 


855. .953, 1022. .1114, 1053. .111 




1188 1319, 


1189. . 1323 

-1- -I- w/ * . J. c* *J , 


1347. 


.1490, 1363. .1494, 2116. .2136, 




2163. .2267, 


2174 . . 2266, 


2620. 


.2772, 2624.. 2755, 2635.. 2772, 




2804 2938, 


2840 2935 


3720. 


.3767, 3767.. 3793 


Sea. No. 


31698 






Seq. ID 


OJ990319 06.9C10.C17 


Gene No. 


65606 

U J U U \J 






Strand 


+ 


Start 


696 






End 


4101 


Name 


OJ990319 06 


.9C10.C17.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


1401 






End 


2938 


GI 


none 






Score 


102 


Exons 


1401 1490, 


1402 1494 


2159. 


.2266, 2163. .2267, 2630. .2734, 




2632 2778, 


2635 2772 


2777. 


.2938, 2E 


42. .2937, 2843. .2938 


Seq. No. 


31698 






Seq. ID 


OJ990319_06.9C10.C17 


Gene No . 


65606 






Strand 


+ 


Start 


696 






End 


4101 


Name 


OJ990319 06 


. 9C10 . C17 . ol 


.tin 


Method 


TBLASTX: Maize 


Start 


2163 _ 






End 


3793 


GI 


none 






Score 


134 


Exons 


2163 2267 


2172 2261 


2173. 


.2262, 2174. .2266, 2632. .2772, 




2633 2791 


2634 2771 


2635. 


.2775, 28 


04. .2938, 2842. .2937, 




2849 2938 


2850 2939 


2851. 


.2940, 3677. .3763, 3718. .3768, 




3720 3785 


3758 3793 




.3793 




Seq. No. 


31698 






Seq. ID 


OJ990319_06.9C10.C17 


Gene No. 


65606 






Strand 


+ 


Start 


696 






End 


4101 


Name 


OJ990319 06 


.9C10.C17.ol 


tw 


Method 


TBLASTX: Wheat 


Start 


2710 






End 


2938 


GI 


none 






Score 


111 


Exons 


2710. .2805, 


2710. .2790, 


2787. 


.2936, 28 


16. .2938, 2821. .2937 


Seq. No. 


31699 






Seq. ID 


OJ990319_06. 9C101C18 


Gene . No . 


65607 






Strand 


+ 


Start 


1017 






End 


3171 


Name 


OJ990319 06 


.9C10.C18.ol. 


gp. 


Method 


AAT/GAP 


Start 


1017 






End 


1410 


GI 


LIB3432-012 


-P1-K1-G5 




Score 


552 


1~J 4\ \^ 1 I 


1017... 1215, 


1305. .1410 








GI Descrip. 


M263821/gb|AAD15464 | 2. 


Oe-16 


(AC006067) hypothetical protein 




[Arabidopsis thaliana] 1 








Seq. No. 


31699 






Seq. ID 


OJ990319_06.9C10.C18 


Gene No. 


65607 






Strand 


+ 


Start 


1017 






End 


3171 


Name 


OJ990319 06 


.9C10.C18.ol. 


gs 


Method 


GENSCAN 


Start 


1022 






End 


2443 



31697 



GI none Score .93 

Exons 1022. .1215, 1305. .1507, 1830. .1876, 1959. .2211, 2426. .2443 



Seq. No. 31699 

Gene No. 65607 

Start 1017 

Name OJ990319_06 . 9C10 . C18 . ol . np 

Start 1022 

GI 2244780 

Exons 1022.. 1215, 1339.. 1507, 1830., 
GI Descrip. (Z97335) hypothetical protein 



Seq. ID OJ990319_06.9C10.C18 
Strand + 
End 3171 
Method AAT/NAP 
End- 3171 
Score 108 
1876, 2994. .3171 
[Arabidopsis thaliana] 



Seq. No. 


31699 










Seq. ID 


OJ990319 


06. 9C10.C18 


Gene No. 


65608 










Strand 


+ 






Start 


3957 










End 


4785 






Name 


OJ990319 06 


.9C10 


C18.ol 


. tm 


Method 


TBLASTX: 


Maize 




Start 


1019 










End 


2212 






GI 


none 










Score 


114 ' 






Exons 


1019. 


1132, 


1019. 


.1132, 


1020. 


.1166, IK 


57. .1220, 


1324. 


.1383, 




1324. 


1398, 


1326. 


.1400, 


1331. 


.1402, 1379. .1507, 


1381. 


.1509, 




1382. 


1507, 


1822, 


.1878, 


1827. 


.1877, 1903. .2151, 


1956. 


.2165, 




1956. 


2165, 


2045. 


.2212 













Seq. No. 31699 Seq. ID 

Gene No. 65608 .Strand 

Start 3957 End 

Name OJ990319_06 . 9C10 . C18 . o2 . gs Method 

Start 3957 End 

GI none Score 

Exons 3957.. 4501, 4704.. 4785 



OJ990319_06.9C10.C18 
+ 

4785 
GENSCAN 
4785 
.55 



Seq. No. 31700 Seq. ID 

Gene No. 65609 Strand 

Start 566 End 

Name OJ990319_06 . 9C10 .C19.ol . gp Method 

Start 566 End 

GI none Score 

Exons 566-V-. 983 



OJ990319_06.9C10.C19 
+ 

983 

AAT/GAP 

983 

767 



Seq. No. 31700 Seq. ID 

Gene No. . 65610 Strand 

Start 10653 End 

Name OJ990319_06 . 9C10 . C19 . o4 . gp Method 

Start 10653 . ...... End 

GI uC-osflM202096g03bl Score 

Exons 10653. .11159 

GI Descrip. 1 2505877 /emb | CAA73306 | 6.0e-14 (Y12776) dehydrogenase 
[Arabidopsis thaliana] ' 



OJ990319_06.9C10.C19 
+ 

11159 
AAT/GAP- 
11159 
964 



Seq. No. 
Gene No. 
Start 
Name 
Start 

n t 

Exons 



31700 
65611 
491 

OJ990319J36. 9C10 . C19 . ol . gs 
491 



Seq. ID OJ990319_06.9C10.C19 



Strand 
End 

Method 

End 

Score 



12177 
GENSCAN 
12083 
. B3 



491. .639, 861. .906, 1473. .1607, 1935. .2084, 3041. .3229, 
4584. .4667, 4814. .4975, 5064. .5207, 5464. .5581, 5707. .5737, 



31698 



7158. .7395, 8331. .8477, 9299. .9370, 10421 10468, 10585 11373, 
11788. .11918, 12041. .12083 



Seq. No. 31700 

Gene No. 65611 

Start 491 

Name OJ990319_06 . 9C10 . C19 . ol . np 

Start 1455 

GI 1389768 

Exons 1455.. 1607, 1935.. 2053, 2281 
4584. .4667, 4814. .4975, 5064 

GI Descrip. 



Seq. ID OJ990319_06.9C10.C19 
Strand 

End 12177 
Method AAT/NAP 
End 7420 
Score 950 

.2340, 2482. .2570, 3041. .3229, 
.5212, 7382.. 7420 
(U58942) phosphoribosylanthranilate transferase [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31700 
65611 
491 

OJ990319_06. 9C10.C19.o2. tm 

1474 

none 

1474. .1539, 1482. .1541, 1564. 
1933.. 2058, 1938.. 2075, 1938. 
2280.. 2354, 2280.. 2333, 2281. 
2480. .2545, 2480. .2554, 2481. 
3045. .3125, 3046.. 3231, 3047. 
4584. .4628, 4585. .4632 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1608, 1564 
.2072, 1940 
.2334, 2282 
.2546, 3036 
.3232, 4578 



OJ990319 06.9C10.C19 



12177 

TBLASTX : Maize 
4632 
82 

1605, 1933.. 2058, 

2080, 1995.. 2075, 

2353, 2479. .2547, 

3230, 3041.. 3232, 

4628, 4583. .4630, 



Seq. No. 31700 Seq. ID 

Gene No. 65611 Strand 

Start 491 End 

Name OJ990319_06 . 9C10 . CI 9 . o2 . gp Method 

Start 1486 End 

GI LIB3434-026-P1-K1-E6 Score 

Exons I486.. 1607, 1935.. 2053, 2281 
GI Descrip. 



OJ990319_06. 9C10.C19 

12177 
AAT/GAP 
2557 
650 



2340, 2482. .2557 

1 1389768 1.0e-34 (U58942) phosphoribosylanthranilate transferase 
[Arabidopsis thaliana] 1 



Seq. No. 31700 

Gene No. 65611 

Start 491 

Name OJ99031 9_06 . 9C10 . CI 9 . o2 . ts 

Start 4579 
GI " " none 
Exons 



Seq. ID ' OJ990319_06.9C10.C19 
Strand 
End 

Method 
End 
Score 



12177 

TBLASTX : Soybean 

5106 

85 



4579. .4668, 4584. .4679, 4847. .4.978, 5061. .5102, 5062. .5106 



Seq. No. 31700 Seq. ID 

Gene No. 65611 Strand 

Start 491 End 

Name OJ990319_06 . 9C10 . C19 . o4 . tm Method 

Start 4850 End 

GI none Score 

Exons 4850.. 4978, 4904.. 4978, 5043.. 5117, 



OJ990319 06.9C10.C19 



12177 

TBLASTX: Maize 
5412 
104 

5061. .5105, 5172. 



5175. .5210, 5274. .5309, 5290. .5346, 5322. .5345, 5380. 



,5210, 
,5412 



o6Cj . pjG . 

Gene No . 
Start 



ji / uu 
65611 
491 



Seq. ID 

Strand 

End 



OJ990319 06.9C10.C19 



12177 



31699 



Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990319_06. 9C10.C19.o3.gp Method 

9283 End 

uC-osflcyp!32g04al Score 
9283. .9548, 9783. .9899, 10421 10468, 



AAT/GAP 

10667 

946 

10585. . 10667 



, 2505877/emb|CAA73306| 7.0e-36 (Y12776) dehydrogenase 
[Arabidopsis thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31700 
65611 
491 

OJ990319_06. 9C10.C19.o5.tm 

9465 

none 



Seq. ID OJ990319_06.9C10.C19 
Strand 
End 

Method 
End 
Score 



12177 

TBLASTX: Maize 

10627 

93 



9465. .9548, 9477. .9548, 9478. .9549, 9781. .9900, 9783. .9902, 
9783.. 9908, 9790. .9909, 10415 10480, 10422 .. 104 69, 
10580. . 10627, 10585. .10626 

31700 
65611 
491 

OJ990319_06.9C10.C19.o2.np 
9477 
2505878 



Seq. ID OJ990319_06.9C10.C19 
Strand 

End 12177 

Method AAT/NAP 

End 12176 

Score 1097 



9477. .9548, 9783. .9899, 10421 .. 104 68 , 10585 .. 1137.3, 
11788. .11918, 12041. .12176 



GI Descrip. (Y12776) gene5; most likely [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31700 Seq. ID 

65611 Strand 

4 91 End 
OJ990319_06. 9C10.C19.ol.tm Method 

10688 End 

none Score 

10688. .10906, 10690. .10917 



OJ990319_06.9C10.C19 
12177 

TBLASTX : Maize 

10917 

264 



31700 Seq. ID 

65611 * Strand 
491 End 
OJ990319_06.9C10.C19.ol.ts Method 
10864 End 
none Score 

10864 .. 10911, 10865. .10906, 10942 .. 11064 , 1 1234 .. 11377 , 

11248. .11379, 11248... 11373 ~ 



OJ990319_06. 9C10.C19 
12177 

TBLASTX: Soybean 
11379 
57 



Seq. No. 31700 

Gene No. 65611 

Start 491 

Name OJ990319_06 . 9C10 . C19 . o3 . tm 

Start 11059 

GI none 

Exons 11059. 

11222. 



11184, 11063. 
11377, 11248. 
12039. .12101, 12039. 



,11179, 
,11379, 
,12104, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990319 06.9C10.C19 



12177 

TBLASTX: Maize 
12105 
74 

11187. .11366, 11190. .11378, 
11782. .11919, 11783. . 11920, 
12040.. 12105 



Seq. No. 
Gene No. 
Start 



31700 
65611 
491 



Seq. ID 

Strand 

End 



OJ990319 06.9C10.C19 



12177 



31700 




Name 


OJ990319 06 


.9C10.C19.ol.tc 


Method 


TBLASTX : Cress 




o uai l 


11782 




End 


12177 ■ 




o -L 


none 




Score 


124 




F 1 von q 


11782. .11919, 11785. .11907, 


11786. .11920, 12029. . 12157, 






12039. .12176, 12040. .12177, 


12040. .12177 




Con 


31701 




Seq. ID 


OJ990319_06.9C10. 


u 


Gene No. 


65612 




Strand 






Start 


1 




End 


141 




L\ CllLIC 


OJ990319 06 


.9C10.C20.ol.np 


Method 


AAT/NAP 




9f ^ rt- 


1 




End 


141 






2505878 




Score 


95 




Hi ALJI lO 


1. .141 










O-L UtibC-L-Lp. 


(Y12776) gene5; most likely 


[Arabidopsis thaliana] 




Seq. No. 


31701 




Seq. ID 


OJ990319_06. 9C10. 


C20 


Gene No. 


65613 




Strand 






O L. Cl i- L. 


946 




End 


1246. 




Name 


OJ990319 06 


9C10.C20.ol.gp 


Method 


AAT/GAP 




OLal L 


946 




End 


1246 






1944311 




Score 


574 


- 


17 v /"\ o 


946. .1246 










O tr . IN U ■ 


31701 




Seq. ID 


OJ9.90319_06.9C10. 


con 




65614 




Strand 






Start 


1476 




End 


3868 




Name 


OJ990319 06. 


9C10.C20.o2 .gp 


Method 


AAT/GAP 




C+- a y+- 


1476 




End 


2918 




PT 


64797 1.R1084 


Score 


840 






1476. .1549, 


1691. .1921, 2120 


..2285, 28 


89. .2918 




bl UcbCI ip . 


? 2632252/emb|CAA73067 | 4 . Oe- 


18 (Y12464) serine/threonine kinase 




[Sorghum bicolor] 1 










31701 




Seq. ID 


OJ990319__06. 9C10. 


C20 




65614 




Strand 






Start 


1476 




End 


3868 




Name 


OJ990319 06. 


9C10.C20.ol.tm 


Method 


TBLASTX: Maize 




OL.CLJ.L. 


2114 




End 


3868 






none 




Score 


79 






2114 . .2170, 


2117. .2176, 2189 


..2236, 2196.. 2237, 2238.. 2306, 




2239. .2280, 


2884.. 2937, 2889 


..2942, 28 


89. .2942, 2890. .2949, 




3404. .3535, 


3404.. 3535, 3405 


..3536, 37 


87. .3867, 3791. .38 


68 


Seq. No. . 


31701 - 




Seq. ID 


OJ990319_06. 9C10. 


C20 


Gene No. 


65614 




Strand 








1476 




End 


3868 




Name 


OJ990319 06. 


9C10.C20.o2 .gs 


Method 


GENSCAN 




oLdlL 


2807 




End 


3867 






none 




Score 


.8 




T7* v /™\ 1^ o 


2807. .2847, 


3406.. 3535, 3790 


. .3867 






Seq. No. 


31702 




Seq/ ID 


OJ990319_06. 9C10. 


C21 


Gene No. 


65615 




Strand 






Start 


142 




End 


2423 




Name 


OJ990319 06. 


9C10.C21.ol.gs 


Method 


GENSCAN 




Start 


142 




End 


2423 




GI 


none 




Score 


.49 





31701 



Exons 142. .166, 1416.. 1797, 2372. .2423 



Seq. No. 31703 ' Seq. ID 

Gene No. 65616 Strand 

Start 19 End 

Name OJ990319_06 . 9C10 . C22 . ol . gs Method 

Start 19 End 

GI none Score 

Exons 19.. 599, 910.. 958, 2521.. 2549 



OJ990319_06.9C10.C22 

2549 
GENSCAN 
2549 
.5 



Seq. No. 31704 Seq. ID 

Gene No. 65617 Strand 

Start 841 End 

Name OJ990319_06. 9C10 . C23 . ol . gs Method 

Start 841 End 

GI none Score 

Exons 841.. 930 



OJ990319_06.9C10.C23 
+ 

930 

GENSCAN 

930 

.4 



Seq. No. 31704 Seq. ID 

Gene No. 65618 Strand 

Start 2148 End 

Name OJ990319_06 . 9C10 . C23 . ol . gp Method 

Start 2148 End 

GI uC-osflM202046b02bl Score 

Exons 2148. .2325, 2516. .2591, 2688. .2877 

GI Descrip. 1 1922242 /emb | CAA71 173 | 5.0e-13 (Y10084) 
[Arabidopsis thaliana] 1 



06. 9C10.C23 



OJ990319_ 
+ 

3039 
AAT/GAP 
2877 
829 



hypothetical protein 



Seq. No. 31704 Seq. ID 

Gene No. 65618 Strand 

Start 2148 End 

Name OJ990319_06 . 9C10 . C23 . o3 . gs Method 

Start 2466 End 

GI none Score 

Exons 2466.. 2471, 2516.. 2948 



OJ990319_06.9C10.C23 
+ 

3039 
GENSCAN 
2948 
.94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31704 Seq. ID 

65618 Strand 

2148 End 

OJ990319_06. 9C10.C23.ol.np Method 

2510 End 

1922242 Score 



OJ990319_06.9C10.C23 
+ 

3039 
AAT/NAP 
3039 
268 



2510.. 2591, 2688.. 2845; 2873. /3039 

(Y10084) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 


31704 








Seq. ID 


OJ990319_06.9C10 


.C23 


Gene No. 


65619 








Strand 






Start 


1867 








End 


2358 




Name 


OJ990319 06 


9C10 


C23.o2 


gs 


Method 


GENSCAN 




Start 


1867 








End 


2358 




GI 


none 








Score 


.88 




Exons 


1867. .2061, 


2215 


.2358 










Seq. No. 


31704 








Seq. ID 


OJ990319_06. 9C10 


C23 


Gene No. 


65620 








Strand 






Start 


2510 








End 


2814 




Name 


OJ990319 06. 


9C10 


C23.ol 


tc 


Method 


TBLASTX: Cress 





31702 




Start 


2510 








End 


2779 


GI 


none 








Score 


99 


Exons 


2510 2593. 


2515 . 


. 2595, 


2672 . 


.2779, 2686.. 2772, 2687. .2779 


Seq. No. 


31704 








Seq. ID 


OJ990319_06.9C10.C23 


Gene No. 


65620 








Strand 




Start 


2510 








End 


2814 


Naine 


OJ990319 06 


. 9C10 . 


C23 . ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


2510 ~~ 








End - ■ 


2779 


GI 


none 








Score 


108 


Exon s 

J— 1 *\. 1 1 u 


2510 . . 2593, 


2511 . 


. 2570, 


2515 . 


.2595, 264 


4 . .2778, 2672. .2779 


Q p> rr Mo 


31704 








Seq. ID 


OJ990319_06.9C10.C23 


Qgl^g No # 


65620 








Strand 




Start 


2510 








End 


2814 


Name 


OJ990319 06 


9C10. 


C23.ol 


tm 


Method 


TBLASTX: Maize 


Start 


2511 








End 


2814 


GI 


none 








Score 


101 


Exons 


2511. .2591, 


2513. 


.2605, 


2515. 


.2595, 267 


2. .2809, 2686. .2805, 




2688. .2813, 


2719. 


.2814 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31704 
65620 
2510 

OJ990319_06. 

2513 

none 

2513. .2593, 
2691. .2729, 
2777. .2809 



9C10.C23.ol.tw 



2514, 
2731. 



.2591, 
.2778, 



2515. 
2732. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2595, 2672.. 2731, 
.2779, 2733. .2780, 



OJ990319 06.9C10.C23 



2814 

TBLASTX: Wheat 
2809 
111 

2688. 
2734 . 



,2729, 
,2784, 



Seq. No. 31705 Seq. ID 

Gene No. 65621 Strand 

Start 2453 End 

Name OJ990319_06 . 9C10 . C24 . ol . gp Method 

Start 2453. End 

GI 2317413 Score 
Exons " 2453. .2627 



OJ990319_06.9C10.C2' 

2627 
AAT/GAP 
2627 ' ■■ 
308 



Seq. No. 31706 

Gene No. 65622 

Start 106 

Name OJ990319_06 . 9C10 . C25 . o2 . tm 

Start 25 

GI none 
Exons 



OJ990319 06.9C10.C25 



4118 

TBLASTX: Maize 

4118 

36 



Seq. ID 

Strand 
End 

Method 
End 
Score 

25. .45, 160. .204, 216. .236, 297. .377, 318. .380, 504. .593, 
515. .622, 516. .596, 517. .618, 677. .748, 681. .746, 878. .997, 
882. .1004, 885. .998, 1166. .1279, 1233. .1280, 1236. .1280, 
2402. .2485, 2403. .2486, 2404. .2496, 2404. .2490, 2576. .2683, 

2946, 2872. .2946, 3049. .3120, 
3126, 3832. .4008, 3837. .4007, 



2576. .2683, 2867. .2944, 2869. 
3053. .3118, 3053. .3121, 3055. 



4068. .4118 



Seq. No. 31706 

Gene No. 65622 

Start 106 

Name OJ990319 06 . 9C10 . C25 . ol , 



gp 



Seq. ID 

Strand 

End 

Method 



OJ990319_06.9C10.C25 

4118 
AAT/GAP 



31703 



Start 


106 






7 RO 


GI 


J 1 / *i X 




Score 


7 ^ ^ 




106 ^77 M 6 RQO 6flQ 


7 ro 






(~l T Dp^pti n 
wx wcov^i. -L £s • 


/^mh 1 CAA1 "^067 1 4 


0p>- ~l ft 


l Yl 94 64 \ 

\ 1 X Z. *i U *i ) 


bcriiie / inreonine Kinase 




r ^nrnhnn hi rnl or 1 

[ OUl tjl i Lilt l UJLUUIUI J 








Cpirr No 


o x / v u 




ocq . x u 


O.TQQO^IQ 06 QP1 0 


flpnp No 

\J IN v^l . 


65622 

vj _J VJ 




Strand 




Start 


106 




End 


4118 


Name 


OJ990319 06. 9C10.C25.ol 


.np 


Method 


AAT/NAP 


Start 


303 




End 


4037 


GI 


6715641 




Score 


1341 




303.. 377, 504.. 590, 689 


. .745, 


881. . 994 


, 1235. .1345, 1459. .1581, 




1734. .1825, 1906. .2035, 


2117. 


.2170, 2404. .2484, 2576.-2683, 




2872.. 2943, 3055.. 3117, 


3846. 


.4037 






(AC007323) T25K16.13 [Arabidopsis thaliana] 


Qprr Mo 


31706 




Seq. ID 


OJ990319_06.9C10.C25 


uCllC LNU • 


65622 




Strand 




Start 


106 




End 


4118 


Name 




. gs 


Method 


GENSCAN 




516 




End 


4058 


\j x 


none 




Score 


.87 


Exons 


516. .590, 689. .745, 881 


. . 997, 


1235. .1345, 1459. .1581, 




1734. .1823, 1910. .2035, 


.2117. 


.2170, 2576. .2683, 2872. .2943, 




3055. .3165, 3846. .4058 








Seq. No. 


31706 




Seq. ID 


OJ990319_06.9C10.C25 


Gene No. 


65622 




Strand 




Start 


106 




End 


4118 


Name 


OJ990319 06.9C10.C25.o2 


ts 


Method 


TBLASTX: Soybean 


Start 


7 

Ox/ 




End 


998 


yj x 


none 




Score 


97 


V von q 


517. .591, 519. .596, 677 


.748, 


681. .746 


, 878. .997, 882. .998 


Qprr Mo 


31706 




Seq. ID 


OJ990319_06.9C10.C25 


Gene No. 


65622 




Strand 




'Start 


106 




End 


4118 


Name 


OJ990319 06. 9C10.C25.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


878 




End 


1564 


GI 


none 




Score 


48 


F. x o n *-? 


878.. 913, 878.. 916, 886. 


. 993, 


894. .1004, 908. .997, 1166. .1348, 




1233. . 1364, 1236. . 1346, 


1456. , 


1554, 1457. .1564 . 


Qprr Mo 


31706 




Seq. ID 


OJ990319_06. 9C10.C25 


(Tip-np Mo 

v_7dlC 1«U • 


65622 




Strand 




Start 


106 




End 


4118 


Name 


OJ990319 06.9C10.C25.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


1241 




End . 


4005 ., 


GI 


none 




Score 


74 




1241. .1348, 1242. .1322, 


1249. . 


1323, 1459. .1581, 1734. .1844, 




1904 . .2041, 1920. . 1994, 


2108 . . 


2170, 2115. .2171, 2402. .2485, 




2404. .2490, 2576. .2683, 


2577. . 


2645, 28 


69. .2946, 2870. .2944, 




3049. .3120,.- 3053. .3118, 


3837. . 


3992, 38 


47. .4005 


Seq. No. 


31706 




Seq. ID 


OJ990319_06.9C10.C25 


Gene No. 


65622 




Strand 





311 




Start 


106 








End 


4118 






Name 


OJ990319 06 


.9C10 


.C25.ol 


.tm 


Method 


TBLASTX: 


Maize 




Start 


1281 








End 


2162 






GI ■ 


none 








\J x c 


162 






Exons 


1281 1379 


1453 


1581 


1456 . 


1578 14 


57 15R? 


1457. 


.1582, 




1729 . . 1869, 


1734 


. 1844 , 


1907 . 


.2044, 19 


10 2044 

XV. • W T T ^ 


1911. 


.2048, 




1912 . . 2049, 


1912 


. . 2052, 


2108 . 


2158 21 


14 . .2161, 


2118. 


.2162 


Seq. No. 


31706 








Seq. ID 


OJ990319 


06.9C10.C25 


Gene No. 


65622 








Strand 








Start 


106 








End 


4118 






Name 


OJ990319 06 


. 9C10 


C25 . ol 


. tc 


Method 


TBLASTX: 


Cress 




Start 


1729 ~~ 








End 


2615 






GI 


none 








Score 


69 






Exons 


1729 . . 1854 , 


1734 


. 1844 , 


1907 . 


.2041, 1923. .1997, 


2111. 


.2188, 




2115. .2189, 


2416 


.2490, 


2423 . 


.2491, 2559.. 2615, 


2576. 


.2614 


Sea No 


31706 








Seq. ID 


OJ990319 


06.9C10.C25 


Gene No . 


65622 








Strand 








Start 


106 








End 


4118 






Name 


OJ990319 06 


. 9C10 


C25.o2 


.tc 


Method 


TBLASTX: 


Cress 




Start 


2618 








End 


3993 






GI 


none 








Score 


77 






Exons 


2618. .2683, 


2869. 


.2946, 


2870. 


.2944, 3049. .3120, 


3053. 


.3118, 




3837. .3992, 


3847. 


.3993 













Seq. No. 31706 Seq. ID 

Gene No. 65622 Strand 

Start 106 End 

Name OJ990319_06 . 9C10 . C25 . o2 . tw Method 

Start 3871 End 

GI none Score 

Exons 3871.. 4005, 3873.. 4004 



OJ990319_06.9C10.C25 
4118 

TBLASTX: Wheat 

4005 

156 



Seq. No. 31707 

Gene No. 65623 

Start 24 6 

Name OJ990319_06 . 9C10 . C26 . ol . gs 

Start 246 

GI none 

Exons 246. .298, 351. .412, 534. .649 



Seq. ID OJ990319_06.9C10.C26 

Strand + 

End 64 9 

Method GENSCAN 

End 64 9 

Score . 57 



Seq. No. ' 31707 " 

Gene No. 65624 

Start 244 

Name OJ990319_06 . 9C10 . C26 . ol . 

Start 244 

GI 4681_1.R1084 

Exons 244 . . 661 

GI Descrip. 1 2632252/emb | CAA73067 | 4 
[Sorghum bicolor] 1 



gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990319_06.9C10.C26 
661 

AAT/GAP 

661 

758 



0e-18 (Y12464) serine/threonine kinase 



Seq. No. 31708 Seq. ID 

Gene No. 65625 Strand 

Start - 258 End 

Name OJ990319_06 . 9C10 . C28 . ol . gs Method 

Start 258 End 



OJ990319_06.9C10.C2* 
+ 

275 

GENSCAN 
275 



31705 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

258. .275 

31709 
65626 
1 

OJ990319_06. 9C10.C29.ol.np 
1 

3702338 



Score 



.42 



Seq. ID OJ990319_06.9C10.C29 
Strand 

End 680 

Method AAT/NAP . 

End 680 

Score 199 



1..142, 289. .366, 471. .530, 625. .680 

(AC005397) unknown protein [Arabidopsis thaliana] 



31709 
65626 
1 

OJ990319_06. 9C10.C29.ol.gp 

56 

LIB3474-010-P1-K1-H10 
56. .142, 289. .366, 471. .546 

'3702338 2.0e-15 (AC005397) unknown protein [Arabidopsis 
thaliana] ' 



Seq. ID OJ990319_06.9C10.C29 
Strand 

End 680 

Method AAT/GAP £ 

End 546 

Score 370 



Seq. No. 31709 

Gene No. 65626 
Start ' 1 

Name 0J9 9031 9_0'6 . 9C10 . C2 9 . ol . gs 

Start 289 

GI none 

Exons 289.. 444 



Seq. ID OJ990319_06.9C10.C29 
Strand 

End 680 

Method GENSCAN 

End 444 

Score .52 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



31710 
65627 
83 

OJ990319_06.9C10.C30.ol.gs 
83 

none 

83. .486, 491. .552 

31711 * 

65628 

1 

OJ990319_06.9C10.C36.ol.np' 
1 

3885328 



Seq. ID OJ990319_06.9C10.C30 

Strand + 

End 552 

Method GENSCAN 

End 552 

Score .8 



.Seq. ID OJ990319_06.9C10.C36 

Strand + 

End 97 4 

Method AAT/NAP 

End 974 

Score 320 



1..44, 130. .200, 312. .383, 572. .679, 771. .974 

(AC005623) putative protein kinase [Arabidopsis thaliana] 

31711 
65628 
1 

OJ990319_06. 9C10.C36.ol.gs 
90 

none 

90. .200, 312. .383, 572. .679, 771 

31711 
65628 



Seq. ID' 


OJ990319_ 


06. 


9C10 


.C36 


Strand 


+ 








End 


974 








Method 


GENSCAN 








End 


857 








Score 


.57 








771. .857 










Seq. ID 


OJ990319_ 


06. 


9C10 


C36 


Strand 


+ 









31706 




Start 


1 




End 


974 




Name 


OJ990319 06.9C10.O36.ol 


.tm 


Method 


TBLASTX: Maize • 




Start 


129 




End 


853 

O J J 




GI 


none 






70 




F! von 


129 200 134 202 135 

J- Z* • . 4SZ\J \J f X *J T * • \J j X .J 


206 


137 202 


?0Q ?ftfi ?0Q 


JO J, 




311 388. 572 679 572 


. .679, 


759 851 


765 ft 51 7 fiQ 


852 

O ~J £. f 




770 853 










Qoq Kin 


31711 




. XL/ 


O,TQQ0?l-Q 06 QP1 0 


• LjD 


Gene No. 


65628 




Strand 


+ ~ 




Start 


1 




End 


974 




Name 


OJ990319 06.9C10.C36 ol 


. tc 


Mpj- hod 






Start 


135 ~ 




FnH 


8 53 

O J sj 




\J X 


none 






105 

X U »J 




F, v n n q 


135 206. 137 202. 309 


. .386, 


311 385 

Jilt • -~) \J i 


572 679 61 0 


67 5 




764 853. 765 851 












31711 




uCVjt J. U 


O.TQQO^l Q Ofi QP1 0 




Gene No. 


65628 




Strand 


+ _ 




Start 


1 




End 


974 




Name 


OJ990319 06 9C10 C36 ol 


. ts 


Mpf h oH 






o u a J. l. 


135 ~~ 




End 


O J J 






none 




oowx c 


1 00 






135 206 137 202 309 


386 


311 385 

J X X . .OO.J, 


S72 fi7Q fil n 

sJ / • • D / 27 f UiU . • 


67 ft 




7 65 851 770 853 










Seq. No. 


31712 




Seq. ID 


OJ990319_06. 9C10 


.C41 


Gene No. 


65629 




Strand 






Start 


169 




End 


629 




Name 


OJ99031 9 06 9P1 0 P41 r>1 

WO ^ ^ W -J ± ZJ \J\j* ^L/lu i V/ll < Ul 


g& 


Mo f~ H /*>H 


O Lj LN O V^rtlN 




O Lai L 


169 _ 

X \J Z* 




FnH 


D ZJ 




GI 


none 






1 1 
• / X 






169 303 426 629 










Seq. No. 


31713 




Seq. ID 


OJ990319_06. 9C10 


.C42 


Gene No. 


65630 




Strand 


+ 




Start 


327 




End 


428 




Name 


' OJ990319 06 9C10 C42 ol 




lit- L11UU 


\J Hi In O ^jriLN 




Start 


327 _ 


FnH 

Ul IU, 






GI 


none 




OL/UI C; 


87 




Exnn s 


327 . . 428 










Seq. ■ No. 


31714 




Seq. ID 


OJ990319_06. 9C10 


.C43 


Gene No. . 


65631 . . 




Strand 


+ 




Start 


851 




End 


1917 

X Z* X / 




Name 


OJ990319 06 9C10 C43 ol 




I MC L. iiutx 


O Ej LM O ^■rt.LM 




Start 


851 — 


FnH 


1 Q1 7 
x y x / 




GI 


none 






57 




F. x o n s 


851 1040 1661 1917 










Seq. No. 


31714 




Seq. ID 


OJ990319_06.9C10 


. C43 


Gene No. 


65632 




Strand 


+ 




Start 


3345 




End 


4425 




Name 


OJ990319 06.9C10.C43.o2. 


gs 


Method 


GENSCAN 




Start 


3345 




End 


4425 




GI 


none 




Score 


.63 




Exons 


3345.. 3392, 3571.. 3754, 


3984. 


4178, 4409. .4425 





31707 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31714 Seq. ID 

65633 Strand 

4 627 End 

OJ990319_06 . 9C10 . C4 3 . o3 . gs Method 

4 627 End 

none Score 



OJ990319_06.9C10.C43 

5349 
GENSCAN 
5349 
. 63 



4627. .4662, 4884. .4925, 5104. .5218, 5279.-5349 



Seq. No. 


31714 


Seq. "ID 


OJ990319_ 


_06. 


9C10 


.C43 


Gene No. 


65634 


Strand 












6229 


End 


8343 








Name 


OJ990319 06.9C10.C43.o4 .gs 


Method 


GENSCAN 










6229 


End 


8343 








O J. 


none 


Score 


.5 








Hi A. 1 1 o 


6229. .6246, 6503. .6533, 7013., 


7090, 8247.. 8343 








Qorr No 


31715 


Seq. ID 


OJ990319_ 




Qn n 
± u 




Gene No. 


65635 


Strand 










Start 


136 


End 


1663 








Name 


OJ990319 06.9C10.C46.ol.np 


Method 


AAT/NAP 








Start 


136 


End 


1663 








GI ' 


4926831 


Score 


217 








Exons 


136. .395, 871. .971, 1483. .1663 










GI Descrip. 


(AC004135) T17H7.16 [Arabidopsis .thaliana] 








Seq. No: 


31715 


Seq. ID 


OJ990319_ 


_06. 


9C10 


.C46 


Gene No. 


65635 


Strand 










Start 


136 


End 


1663 








Name 


OJ990319 06. 9C10.C46.ol.gs 


Method 


GENSCAN 








Start 


225 


End 


960 








GI 


none 


Score 


. 96 








Exons 


225. .395, 871. .960 













Seq. No. 31715 Seq. ID 

Gene No. 65635 Strand 

Start 136 End 

Name OJ990319_0 6 . 9C10 . C4 6 . ol . tm Method 

Start 225 End 

GI none Score 

Exons 225.. 377, 227.. 388, 232.. 387 



OJ990319_06.9C10.C46 
1663 

TBLASTX: Maize 

38'8 

201 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31715 Seq. ID 

65635 . Strand 

136 End 

OJ990319_06. 9C10.C46.ol.ts Method 

229 End 

none Score 



OJ990319_06.9C10.C46 
1663 

TBLASTX : Soybean 

403 

151 



229. .378, 234. .380, 235. .387, 278. .403 



Seq. No. 31716 . Seq. ID 

Gene No. 65636 Strand 

Start 562 End 

Name OJ990319_Q6 . 9C10 . C47 . ol . gs Method 

Start 562 End 

GI none Score 

Exons 562.. 1236, 2397.. 2668, 2766.. 2919 



OJ990319_06.9C10.C47 

2931 
GENSCAN 
2919 
.87 



31708 



Seq. No. 


31716 








Seq. ID 


OJ990319_06.9C10 


.C47 


Gene No. 


65636 








Strand 






91- A Tt 
O tdl L 


S 69 

J OZ 








End 


2931 






n.TQQn^i q 06 


.9C10 


.C47.ol 


.np 


Method 


AAT/NAP 




O Lai L 


^ft n — 

JOU 








End 


2931 




\J X 


^?UiJ / O 








Score 


747 






sft n 1 9 ^6 


2397. 


.2668, 


2766. 


.2931 






v?x ucqoii^i^ 


f AT 0 9 9 1 4 1 \ 


NAM like protein 


[Arabidopsis thaliana] 




Seq. No. 


31716 








Seq. ID 


OJ990319_06. 9C10 


.C47 


OCJlC ViKJ • 


6S6^7 








Strand 






uLdl L 


S 6QR 








End 


6063 




Name 


UU^iJU Jl 3 U0 


-9C10 


.C47.ol 


. tm 


Method 


TBLASTX: Maize 




Of- -a r>+- 

DLdl L 


^ J JO 








End 


2926 




(IT 


none 








Score 


161 






9 ^QP 9 R 1 1 

Z O -7 O . . Z O X / , 


2406 


. .2639, 


2407 


..2634, 2749.-2922, 2840.. 2926 


Seq. No. 


31716 








Seq. ID 


OJ990319_06. 9C10 


.C47 


UCllC • 


6^ 6^7 








Strand 






Q4- -a r-f- 










End 


6063 




No. me 




. 9C10 


.C47.ol 


.tw 


Method 


TBLASTX: Wheat 




O +- y-f- 

OLal (. 


94 19 _ 








End 


2657 




o X 


none 








Score 


142 






9419 9 6^7 

Z fi X Z . .ZOO// 


2431 


. .2634 










Seq. No. 


31716 








Seq. ID 


OJ990319_06.9C10 


.C47 


uCllC LN W . 


6 S6^7 








Strand 






OLalL 


^ 6QS 








End 


6063 




Name 




. 9C10 


■C47.ol 


,ts 


Method 


TBLASTX : Soybean 




OLdl L 


9 4 99 _ 

Z H Z Z 








End 


2914 




r*T 

vJ X 


none 








Score 


194 




Exons 


94 99 9 6^7 
Z 4 Z Z . .ZOO// 


2424 


.2642, 


2758 


..2907, 2831. .2914 




Seq. No. 


31716 








Seq. ID 


OJ990319JD6.9C10 


.C47 


Gene No. 


65637 








Strand 






Start 


*J \J Z? *J 








End 


6063 




Name 


n 7Q Q0 ^ 1 Q fl 6 


. 9C10 


C47.ol 


. tc 


Method 


TBLASTX -Cress 




O Lai L 


9 4^6 ~ 
^. 1 0 u 








End 


2917 




\J X 


none 








Score 


64 




rvAn Q 

i_J \w> 1 1 O 


94^6 9S07 


2436 


.2510, 


2437 


..2508, 2526. .2672, 2533. .2658, 




9767 9 Q1 ^ 

Z / D/ . . Z .7 X O , 


2825. 


.2917 










Seq, No. 


31716 








Seq. ID 


OJ990319_06. 9C10 


.C47 


UC11C I\U • 


UJUJ / 








Strand 






D Lai L 


^ 6QR 








End 


6063 




Name 


O 7QQ0^1 Q 0 6 


. 9C10. 


C 4 7.o2 


.gs 


Method 


GENSCAN 












End 


6063 




■o X 


none 








Score 


.43 




Exons 


ooyo . .0 /UU/ 


5763. 


.5877, 


5991 


. .6063 






Seq. No. 


31717- 








Seq. ID 


OJ990319_06.9C10 


.C48 


Gene No. 


65638 








Strand 


+ 




Start 


1516 








End 


1910 




Name 


OJ990319 06 


. 9C10. 


C48.ol 


.gs 


Method 


GENSCAN 




Start 


1516 








End 


1910 




GI 


none 








Score 


.41 





31709 




Exons 


1 CI C 1 £ Q4 


lOIQ 1 Q1 n 






^ >wJ • IN W • 


3 171 8 


- 


JCLJ . XL/ 


\JU J13 


Gene No. 


65639 




Strand 


+ 


Start 


1 




End 


448 


Name 


OJ990319 06. 


9C10.C50.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


448 


GI 


3702338 




Score 


207 


Exons 


1..263, 348. 


.448 







GI Descrip. (AC005397) unknown protein [Arabidopsis thaliana] 



Qarr Wo. 

oeq . in (j . 


^1 7 1 ft 




oeq . ±U 


PiTQQH^IQ f\£ QP1 H 

ujyyu jiy uo . yuiu 


pen 
. L,0 U 


UClJC 1NU . 






oirauu 






Of 3 T-t- 


1 
X 






4 4ft 

ft ft O 




Name 


o.tqqo^i q Ofi Qn n rso ni 






1 DL/IO 1 A . ndl Zc 




OLalL 


1^1 _ 
1 Jl 






4 9 R 
ft Z 0 




GI 


none 




Score 


204 




Exons 


131. .265, 138. .266, 141. 


.266, 


345. .392 


, 347. .424, 348.. 


425 


C £i n KIp 
OcC^ . LMO . 


Jl / ID 




Qop T H 

oeq . jl u 


PiTQQn^iQ n£ on n 


pen 
. LDU 




OjOj j 




d l r ana. 


x 

T 




olall 


X 




una 


A A Q 
ft 44 0 




Name 


DTQQn^l Q Ofi QP1 0 P^fl pi 


gs 


l v le LllOa 


p r 1 KT Q p 7\ M 






14 1 
141 




Lna 


4 A Q 
ft ft O 




P T 
ul 


none 




Score 


7 1 
. / I 






141 9 fi? ^4 ft 44ft 










oeq . iNu . 


Jl / lO 




oeq. lu 


Pi TQQO'il Q H £ QP1H 


pen 


uciie 1NO . 


DjDj J 




C -f- r 5nH 

o urana 


t 




OLal L 


1 
1 




TTt-iH 

tiiia 


4 4ft 
ft ft O 




Name 


O.TQQO^I Q 06 QP1 0 PRO n1 


U 5 


KjIj^i 4- V^i /^>i /~A 


1 Dij/io i a . ooyoean 




Cf a r-i- 
OLai L 


14 4 _ 




Hjiia 


4 97 
ft Z / 




PT 


none 




Score 


1 6ft 
1 DO 




Exons 


144. .266, 149. .265, 186. 


.266, 


347. .427 


, 348. .425 




Con NIp, 


^171 Q 

O 1 / J. _7 




oeq . J. u 


PiTQQfl^lQ OS QP1 n 


PCI 

. LOl 


(^ono Mo 






o l r ana 


_l_ 
T 




Q-l- a -rt- 
oLal U ** 


69 - 

OZ 




Hina 


ft D U 




Name 


PjTQQO^IQ 06 QP1 o pm ni 


gs 


Method 






o car l. 


69 






4 Oil 




GI 


none 




Score 


.79 




Exons 


■ 62. .116, 194. .450 






















Seq.- No. 


31720 




Seq. ID 


OJ990319_06. 9C10 


.C53 


Gene No. 


65641 




Strand 






Start 


225 




End 


1364 




Name 


OJ990319 06.9C10.C53.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


222 




End 


1313 




GI 


none 




Score 


151 




Exons 


222. .308, 247. .333, 1135 


. .128 


4, 1140.. 


1295, 1141. .1293, 






1182. .1313, 1184. .1309 










Seq. No. 


31720 




Seq. ID 


OJ990319_06.9C10 


.C53 


Gene No. 


65641 




Strand 






Start 


225 




End 


1364 




Name 


OJ990319 06.9C10.C53.ol. 


np 


Method 


AAT/NAP 




Start 


225 




End 


1364 





31710 




GI 


4926831 


Score 


253 




Exons 


225. .305, 1131. .1364 








GI Descrip. 


(AC004135) T17H7.16 [Arabidopsis thaliana] 




Seq. No. 


31720 


Seq. ID 


OJ990319_06. 9C10 


.C53 


Gene No. 


65641 


Strand 


- 




Start 


225 


End 


1364 




Name 


OJ990319 06.9C10.C53.ol.tm 


Method 


TBLASTX: Maize 




Start 


255 


End 


1295 




GI 


none 


Score 


62 




Exons 


255. .308, 262. .306, 1131. .1295, 1138.. 


1293 




Seq. No. 


31720 


Seq. ID 


OJ990319_06.9C10 


.C53 


Gene No. 


65641 


Strand 


- 




Start 


225 


End 


1364 




Name 


OJ990319 06.9C10.C53.ol.gs 


Method 


GENSCAN 




Start 


1131 


End 


1301 




GI 


none 


• Score 


.55 




Exons 


1131 . . 1301 








Seq. No. 


31721 


Seq. ID 


OJ990429_08. 9C23 




Gene No. 


65642 


Strand 


- 




Start 


377 


End 


504 




Name 


OJ990429 08.9C23.C2.ol.np 


Method 


AAT/NAP 




Start' 


377 


End 


504 




GI 


■ 769712 


Score' 


114 




Exons 


377. .504 








GI Descrip. 


(D32052) ORF72 [Oryza sativa] 








Seq. No. 


31722 


Seq. ID 


OJ990429_08.9C23 


.C3 


Gene No. 


65643 


Strand 


+ 




Start 


117 


End 


560 




Name 


OJ990429 08.9C23.C3.ol.gs 


Method 


GENSCAN 




Start 


117 


End 


560 




GI 


none 


Score 


.49 




Exons 


117. .391, 498. .560. 








Seq; No. 


31723 


Seq. ID 


OJ990429_08.9C23 


. C4 


Gene No. 


65644 


Strand 






Start 


58 


End 


242 




Name 


OJ990429 08.9C23.C4 .ol.gp 


Method 


AAT/GAP 




Start 


58 


End 


242 




,GI 


52910 1.R1084 . 


Score 


299 • 




Exons 


58.. 242 








GI Descrip. 


"'5091622/gb|AAD39610.1|AC007454 9 3.0e 


-26 (AC007454) F23M19 




[Arabidopsis thaliana] ' 








Seq. No. 


31723 


Seq. ID 


OJ990429_08. 9C23 


C4 


Gene No. 


65644 


Strand 






Start 


58 


End 


242 




Name 


OJ990429 08.9C23.C4.ol.ts 


Method 


TBLASTX: Soybean 




Start 


65 


End 


242 




GI 


none 


Score 


64 




Exons 


65. .241, 81. .242 








Seq. No. 


31723 


Seq. ID 


OJ990429_08. 9C23. 


C4 


Gene No. 


65644 


Strand 







31711 



Start 
Name 
Start 
GI 

Exons 



58 

OJ990429_08. 9C23.C4 .ol. 
68 

none 
68. .239 



gs 



End 

Method 

End 

Score 



242 

GENSCAN 

239 

.81 



Seq. No. 31724 - Seq. ID 

Gene No. 65645 Strand 

Start 42 End 

Name OJ990429_08 . 9C23 . C6 . ol . gp Method 

Start 42 End 

GI none Score 

Exons 42.: 4 13 



OJ990429_08.9C23.C6 
+ 

1314 
AAT/GAP 
413 
657 



Seq. No. 31724 Seq. ID OJ990429_ 

Gene No. 65645 Strand + 

Start 42 End 1314 

Name OJ990429_08 . 9C23 . C6 . ol . gs Method GENSCAN 

Start 125 End 1252 

GI none Score 1 

Exons 125.. 1252 



08.9C23.C6 



Seq. No. 31724 Seq. ID 

Gene No. 65645 Strand 

Start 42 End 

Name OJ990429_08 . 9C23 . C6 . o3 . tm Method 

Start 382 End 

GI none Score 

Exons 382.-495, 392.. 496 



OJ990429_08. 9C23.C6 
+ 

1314 

TBLASTX: Maize 

496 

113 



Seq. No. 


31724 




Seq. ID 


OJ990429_08. 9C23.C6 


Gene No. 


65645 




Strand 


+ 


Start 


42 




End 


1314 


Name 


OJ990429 08.9C23.C6. 


ol . np 


Method 


AAT/NAP 


Start 


386 




End 


722 


GI 


6554198 




Score 


73 ■ 


Exons 


386.. 722 








GI Descrip. 


(AC011661) T23J18.17 


[Arabidopsis thaliana] 


Seq. No. 


31724 




Seq. ID 


OJ990429_08.9C23.C6 


Gene No. 


65645 




Strand 


+ 


Start 


42 




End 


1314 


Name : 


OJ990429 08.9C23.C6. 


ol.trri 


Method 


TBLASTX: Maize . 


Start. 


496 




End 


799 


GI 


none 




Score 


292 


Exons 


496. .669, 497. .733, 


713. .799, 


715. .798 




Seq. No. 


31724 




Seq. ID 


OJ990429 08.9C23.C6 


Gene No. 


65645 




Strand 


+ 


Start 


42 




End 


1314 


Name 


OJ990429 08.9C23.C6. 


o2 . tm 


Method 


TBLASTX: Maize 


Start 


860 




End 


1314 


GI 


none 




Score 


72 


Exons 


860. .958, 863. .958, 


944. .1153, 


944. .1150, 1012. .1155, 




1128. .1220, 1144. .12 


81, 1214.. 


1243, 1263.. 1298, 1269.. 1310 



1282. .1314 



31712 



Seq. No. 31725 Seq. ID 

Gene No. 65646 Strand 

Start 223 End 

Name OJ990429_08 . 9C23 .C7 . ol . gs Method 

Start 223 End 

GI none Score 

Exons 223.. 331 



OJ990429_08.9C23.C7 

+ . 

331 T. 

GENSCAN 

331 



Seq. No. 31726 Seq. ID 

Gene No. 65647 Strand 

Start 262 End 

Name OJ990429_08 . 9C23 . C8 . ol . gs Method 

Start 262 End 

GI none Score 

Exons 262.. 534 



OJ990429_08.9C23.C8 
+ 

534 

GENSCAN 

534 

1 



Seq. No. 31727 . Seq. ID 

Gene No. 65648 Strand 

Start 211 End 

Name OJ990429JD8 . 9C23 . C9 . ol . gs Method 

Start 211 End 

GI none Score 

Exons 211.. 468 



OJ990429_08.9C23.C9 
468 

GENSCAN 

468 

.58 



Seq. No. 31728 Seq. ID 

Gene No. 65649 Strand 

Start 50 End 

Name OJ990429_08 . 9C23 . CIO . ol . gs Method 

Start 50 End 

GI none Score 

Exons 50. . 199 



OJ990429_08. 9C23.C10 
199 

GENSCAN 

199 

.88 



Seq. No. 31729 

Gene No. 65650 

Start 706 

Name OJ990429_08 . 9C23 . Cll . ol . tm 

Start 706 

GI none 

Exons 706.. 930, 711.. 920, 745.. 942, 
952. .1023, 983. .1111 



Seq. ID OJ990429__08.9C23.C11 
Strand 

End 1111 

Method TBLASTX: Maize 

End 1111 

Score 125 

746.. 943, 868. .1110, 939.. 989, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31730 
65651 

1588 .... 
OJ990429_08. 9C23 . C12 . ol . gs 
1588 
none 



Seq. ID OJ990429_08.9C23.C12 

Strand + ' 

End . . 6155 ..... 

Method GENSCAN 

End 6155 

Score .48 



1588. .1644, 2737. .2892, 4306. .4403, 6047. .6155 



Seq. No. 31731 Seq. ID 

Gene No. 65652 Strand 

Start 1 • End 

Name. OJ990429_08 . 9C23 . C14 . o2 . np Method 

Start 1 End 

GI 6453693 Score 
Exons 



OJ9904 29_08. 9C23.C14 

+ 

7731 
AAT/NAP 
7731 
369 



1..57, 283. .356, 447. .524, 1096. .1213, 1411. .1635, 4174. .4267, 
4354. .4452, 4531. .4629, 5654. .5699, 7594. .7731 



31713 



# • 

GI Descrip. (AC011663) hypothetical protein [Arabidopsis thaliana] 

Seq. No. 31731 Seq. ID OJ990429_08.9C23.C14 

Gene No. ' 65652 Strand + 

Start 1 End 7731 

Name OJ990429_08 . 9C23 . C14 . ol . np Method AAT/NAP 

Start 1 End 1148 

GI 1518059 Score 82 

Exons 1. .287, .1096. .1148 

GI Descrip. (U65650) blue-copper binging protein III [Arabidopsis thaliana] 
gi 1 3395770 (AF039404) uclacyanin 3 [Arabidopsis thaliana] 

Seq. No. 31731 ' Seq. ID OJ990429_08.9C23.C14 

Gene No. 65652 Strand + 

Start 1 End 7731 

Name OJ990429_08 . 9C23 .C14 . ol . gp Method AAT/GAP 

Start 87 End 524 

GI uC-osflcyp058h07bl Score 821 

Exons 87 . . 524 

GI Descrip. ' 54 4 1872/dbj | AP000366 . 1 | AP000366 2.0e-21 Oryza sativa genomic 
DNA, chromosome 2, clone : P04 37H03 (contig a) 1 

Seq. No. 31731 Seq. ID OJ990429_08.9C23.C14 

Gene No. 65652 Strand + 

Start 1 End ■ 7731 

Name OJ99042 9_08 . 9C23 . C14 . ol . gs Method GENSCAN 

Start 112 End 4936 

GI none Score . 64 

Exons 112. .524, 1096. .1213, 1411. .1772, 4151. .4267, 4354. .4452, 

. 4531. .4936 

Seq. No. 31731 • Seq. ID OJ990429_08.9C23.C14 

Gene No. 65652 Strand + 

Start 1 End 7731 

Name OJ990429_08 . 9C23 . C14 . o2 . gp Method AAT/GAP 

Start 1617 End 4686 

GI none Score 988 

Exons 1617.. 1772, 4151.. 4267, 4354.. 4452, 4531.. 4686 

Seq. No. 31731 Seq. ID OJ99042 9_08.9C23.C14 

Gene No. 65653 Strand + 

Start - • 8793 End 9251 

Name OJ990429_08 ..9C23 . C14 . o3 . gs Method GENSCAN 

Start 8793 End 9251 

GI none Score . 7 

Exons 8793.. 8816, 9129.. 9251 

Seq. No. 31731 Seq. ID OJ990429_08.9C23.C14 

Gene No. 65654 Strand + . } 

Start 11038 End 16026 

Name OJ99042 9_08 . 9C23 . C14 . o5 . np Method AAT/NAP 

Start 11038 End 16010 

GI 5911745 Score 440 

Exons 11038.. 11091, 12468. .12770, 1284 9 .. 13618 , 15981. .16010 

GI Descrip. (AJ24 944 9) NBS-LRR protein [Solanum tuberosum] 

gil 6164 969|gb|AAF04 603. 1 |AF195939_1 (AF195939) disease 

resistance protein Gpa2 [Solanum tuberosum] 



31714 




Seq. No. 


31731 




Seq. ID 


OJ990429_ 


_08.9C23. 


C14 


o n o Mo 


65654 




C+- >~a-nH 


T 






Oldl L 


11038 




Lna 


i £n 9 £ 






Name 


OJ990429 08.9C23.C14.o4.gp 


Tvyf 4- V% /-J 

ixie l nou 


7\at f H Zi P 






9t- a rf- 

OLaiL 


15905 




Ejna 


1DUZD 






GI 


none 






17 7 






F von c 


15905. 


.16026 










Seq. No. 


31731 




Seq. ID 


OJ99'04 29_ 


_08.9C23. 


C14 


Gene No. 


65655 




Strand 


+ 






O Lai L. 


18938 




End 


20867 






Name 


OJ990429 08.9C23.C14.o7.gs 


Method 


GENSCAN 






O Lai L 


18938 




End 


20867 








none 




Score 


.82 






Exons 


18938. 


.19164, 19863. .20057, 


20266. .20317, 20322 








20769. 


.20867 










Seq. No. 


31731 




Seq. ID 


OJ990429_ 


_08.9C23. 


C14 


Gene No. 


65656 




Strand 








Start 


6173 




End 


7777 






Name 


OJ990429 08. 9C23.C14 .o3.gp 


Method 


AAT/GAP 






Start 


5813 




End 


7777 






GI 


4217 1 


.R1084 


Score 


1740 






Exons 


5813. . 


6257, 7112.. 7284, 7371 


...7446, 7560.. 7777 







GI Descrip. ' 4758714 /ref | NP_004519 . 1 | pMGST3 | 3.0e-25 microsomal glutathione 



S-transf erase 3 >gi_2583081 (AF026977) microsomal glutathione 
S-transf erase 3 [Homo sapiens] ' 



Seq. No. 


31731 






Seq. ID 


OJ990429_ 


_08 


. 9C23 


.C14 


Gene No. 


65656 






Strand 










Start 


6173 






End 


7777 








Name 


OJ990429 08. 


9C23 


■C14 -o2 .gs 


Method 


GENSCAN 








Start 


6173 






End 


7672 








GI 


none 






Score 


.83 








Exons 


6173. . 6257, 


7112 


..7284, 7371. 


.7446, 7560. .7672 








Seq. No. 


31731 






Seq. ID 


OJ990429_ 


_08 


9C23 


C14 


Gene No. 


65656 






Strand 










Start 


6173 






End 


7777 








Name 


OJ990429 08. 


9C23 


,C14 .o3.np 


Method 


AAT/NAP 








Start 


7039 






End 


7675 








GI ■ 


6686399 






Score 


395- 








Exons 


7.039. .7284, 


7371 


..7446, 7560-". 


.7675 . 










GI Descrip. 


(AC007234) F1E22 


.17 [Arabidopsis thaliana] 








Seq. No. 


31731 






Seq. ID 


OJ990429_ 


_08, 


9C23 


C14 


Gene No. 


65657 






Strand 










Start 


9903 






End 


10407 








Name 


OJ990429 08. 


9C23 


.C14.o4.gs 


Method 


GENSCAN 








Start 


9903 






End 


10407 








GI 


none 






Score 


.97 








Exons 


9903. .10102, 


10212. .10407 












Qta^ K7,-\ 


Jl / Jl 






Seq. ID 


OJ990429_ 


_08. 


9C23. 


C14 


Gene No. 


65657 






Strand 










Start 


9903 






End 


10407 









31715 



Name OJ990429_08 . 9C23 . C14 . o4 . np Method AAT/NAP 

Start 9906 End 10407 

GI 3860333 Score 261 

Exons 9906. .10102, 10212 .. 10356, 10384 104 07 ■ 

GI Descrip. (AJ012693) basic blue copper protein [Cicer arietinum] 



Seq. No. 31731 
Gene No. 65658 
Start 16148 

Name OJ9904 29_08 . 9C23 . C14 . o2 . tm 

"Start 1555 
GI none 
Exons 1555. 

4149, 

4345, 



,1674, 1565.. 1651, 1696. 
,4268, 4152. .4217, 4157. 
,4458, 4346. .4453, 4346. 



Seq. ID OJ990429_08.9C23.C14 
Strand 

End 17752 
Method TBLASTX : Mai ze 
End 4615 
Score 133 

.1767, 1707. .1763, 4146. .4268, 
.4276, 4221. .4262, 4236. .4265, 
.4381, 4346. .4420, 4529. .4615, 



4532. .4558, 4532. .4594 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31731 
65658 
16148 

OJ990429_08 .9C23.C14 .ol.tm 
6161 



End 

Method 
End 

none Score 
6161.. 6256, 6167.. 6259, 6183.. 6257, 7099.. 7293, 7111.. 7290, 
7112. .7291, 7371. .7448, 7372. .7449, 7373. .7447, 7540. .7575, 
7559. .7675; 7559. .7675 



Seq. ID OJ990429_08.9C23.C14 
Strand 

17752 

TBLASTX: Maize 
7675 
93 



Seq. No. 31731 

Gene No. 65658 

Start 16148 

Name OJ990429JD8 . 9C23 .C14 . ol 

Start 6188 

GI none 

Exons 6188.. 6247, 7091.. 7168, 
7375. .7458, 7500. .7646, 

Seq. No. 31731 
Gene No. 65658 
Start 16148 

Name OJ990429_08 . 9C23 .C14 . ol 

Start 7177 
GI none 
• Exons 7177.. 7287, 7180.. 7293, 

7375. .7449, 7376. .7528, 

7645. .7698 



Seq. ID OJ990429_08.9C23.C14 
Strand 

End 17752 

.tc Method TBLASTX : Cress 

End 7669 

Score 77 
7099. .7293, 7138. .7308, 7371. .7448, 
7559. .7669 

Seq. ID - OJ990429_08.9C23.C14 
' Strand 

End 17752 
.tw Method TBLASTX : Wheat 

End 7698 

Score 136 
7211. .7291, 7371. .7445, 7371. .7448, 
.7557. .7679, 7559. .7681, 7559. .7678, 



Seq. No. 31731 Seq. ID 

Gene No. 65658 Strand 

Start • 16148 .. End 

Name OJ990429_08 . 9C23 . C14 . o2 . tc Method 

Start 9889 End 

GI none Score 
Exons 



OJ990429_08.9C23.C14 
17752 

TBLASTX: Cress 

17570 

115 



988 9. .10113, 9903. .10121, 10214. .10306, 10383. .10406, 
1614 5. . 16354, 1614 6. . 16355, 17 4 66. .17 570, 17 47 0. . 1755 6 



Seq. No. 
Gene No. 



31731 
65658 



Seq. ID 
Strand 



OJ990429 08.9C23.C14 



31716 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16148 End 

OJ990429_08.9C23.C14 .ol.ts Method 

9900 End 

none Score 



17752 

TBLASTX: Soybean 

17670 

100 



9900. .10121, 9901. .10122, 10213. .10338, 10217. .10339, 
10383. .10409, 10383. .104 09, 16148. .1634 5, 1614 9. .16352, 
174 66. .1757 6, 174 67. .17565, 17 620. .17670, 17633. .17 659 



31731 
65658 
16148 

OJ990429_08. 9C23.C14 .o3.tm 
9903 



OJ990429 08.9C23.C14 



none 
9903. . 
10386. 
17467. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

10121, 9904.. 10137, 10213 .. 10239, 10220 .. 10312, 
.10406, 16148. .16354, 16152 .. 1 6355, 174 66 .. 17576, 
.17598, 17547. .17651, 17630.. 17653 



17752 

TBLASTX: Maize 

17653 

158 



Seq. No. 31731 Seq. ID 

Gene No. 65658 Strand 

Start 16148 End 

Name OJ990429_08 . 9C23 . C14 . o3 . tc Method 

Start 12563 End 

GI none ' Score 

Exons 12563. .,12607, 12706 .. 12750, 12826. 

13246. .13404, 13852 .. 14 028 , 14551. 



12960, 
14826 



OJ990429_08.9C23.C14 
17752 

TBLASTX: Cress 

14826 

35 

12946.-. 13149, 



Seq. No. 31731 Seq. ID 

Gene No. 65658 Strand 

Start 16148 End 

Name OJ990429_08 . 9C23 . C14 . o2 . ts Method 

Start 12907 End 

GI none Score 

Exons 12907. . 13011, 13102 .. 13242 , 13279 .. 13425, 13429 .. 134 91, 
13927. .14088 



OJ990429_08.9C23.C14 
17752 

TBLASTX: Soybean 
14088 
75 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Genp No : 
Start 
Name 



31731 Seq. ID 

65658 Strand 

16148 End 

OJ990429_08.9C23.C14.o6.gs Method 

16148 End 

none Score 
16148. .16347, 17465.. 17654 

31731 Seq. ID 

65658 Strand 

16148 End 

OJ990429_08 . 9C23 . C14 . 08 . np Method 

16151 .. End 

3860333 Score 
.16151. .16347, 17465. .17633 

(AJ012693) basic blue copper protein [Cicer arietinum] 



OJ990429_08.9C23.C14 

17752 
GENSCAN 
17654 
1 



OJ990429_08.9C23.C14 

17752 
AAT/NAP 
17633 
370 



31731 
65658 
16148 

OJ9904 29_08 . 9C23 . C14 . o5 . gp 



Seq. ID OJ990429_08.9C23.C14 
Strand 

End 17752 

Method AAT/GAP 



31717 



Start 


16159 


End 


17752 






GI 


26025 1.R1084 


Score 


917 






Exons 


161597. 16347 , 174 65. . 17752 










GI Descrip. 


'3860333/emb|CAA10134 | 1 . Oe- 


36 (AJ012693) basic 


blue copper 




protein [Cicer arietinum] 1 










Seq. No. 


31732 


Seq. ID 


OJ990429_ 


AO ftp o "3 


. CIO 


Gene No'. ' 


65659 


Strand 








Start 


2373 


End 


4997 






Name 


OJ990429 08.9C23.C15.ol.gs 


Method 


GENSCAN 






Start 


2373 


End 


4490 






GI 


none 


Score 


.52 






Exons 


2373.. 2608, 2958.. 3160, 3607 


. .3701, 4347. .4490 






Seq. No. 


31732 


Seq. ID 


OJ990429_ 


ft Q QPO "3 




Gene No. 


65659 


Strand 








Start 


2373 


End 


4997 






Name 


OJ990429 08.9C23.C15.ol.np 


Method 


AAT/NAP 






Start 


4332 


End 


4997 






GI 


5852084 


Score 


93 






Exons 


4332. .4424, 4947. .4997 










GI Descrip. 


(AL117264) zwh0007.1 [Oryza 


sativa] 








Seq. No. 


31733 


Seq. ID 


OJ990429_ 


08.9C23 


.C16 


Gene No. 


65660 


Strand 


+ 






Start 


2277 


End 


15689 






Name 


OJ990429 08.9C23.C16.ol.gs 


Method 


GENSCAN 






Start 


2277 


End 


15689 






GI 


none 


Score 


.4 






Exons 


2277.. 2391, 4090 4450, 4594 


. .5253, 6226. .6584, 


7256. .7563, 




7702. .7731, 8809. .8851, 9460 


. .9727, 9768. .9952, 


11523. . 


12078, 




12993. .13173, 13199 .. 13308 , 


13663, .13789, 14081. 


. 14171, 






14 991. .15062, 15448. .1568 9 










Seq. No. 


31733 


Seq. ID 


OJ990429_ 


08.9C23 


.C16 


Gene No. 


65660 


Strand 


+ 






Start 


2277 


End 


15689 






Name 


OJ990429 08.9C23.C16.ol.np 


Method 


AAT/NAP 






Start 


3960 


End 


8490 






GI 


2586082 


Score 


4633 






Exons 


3960. .6648, 6890. .8490 










GI "Descrip. 


(U72725) retrofit [Oryza longistaminata] 






Seq. No. 


31733 ' 


Seq. ID 


OJ990429_ 


08. 9C23 


.C16 


Gene No. 


65661' 


Strand 


+ 






Start 


16242 


End 


17705 






Name 


OJ990429 08. 9C23 . C16 . o2 . gp 


Method 


AAT/GAP 






Start 


16175 


End 


17089 






GI 


52910 1.R1084 


. Score 


1275 






Exons 


16175. .16534, 16672. .16843, 


16934. .17089 






GI Descrip. 


' 5091622/gb| AAD39610. 1 IAC007454 9 3.0e 


-26 (AC007454) F23M19.1 




[Arabiciopsis thaliana] ' 










Seq. No. 


31733 


Seq. ID 


OJ990429_ 


08. 9C23 


C16 


Gene No. 


65661 


Strand 


+ 






Start 


16242 


End 


17705 






Name 


OJ990429_08. 9C23 . C16 . o2 . gs 


Method 


GENSCAN 







31718 



Start 
GI 

Exons 



16242 End 17647 

none Score .59 

16242. . 16534, 16672 1 6843, 16934 17094 , 17109. . 17526, 

17633. . 17647 



Seq. No. 31733 

Gene No. 65661 

Start 16242 

Name OJ990429_08 . 9C23 . C16 . o3 . gp 

Start 17104 

GI 55273_1.R1084 

Exons 17104. .17705 

GI Descrip. ' 310775/gb | L08874 | SYNPHSCSKV 1.0e-20 PhageScript SK cloning 
vector 1 



Seq. ID OJ990429_08.9C23.C16 

Strand + 

End 17705 

Method tl .AAT/GAP 

End 17705 

Score 854 



Seq. No. 31733 

Gene No. 65662 

Start 10090 

Name OJ99042 9_08 . 9C23 . C16 . o2 . np 

Start 10090 

GI 769712 

Exons 10090. .10313 

GI Descrip. (D32052) ORF72 [Oryza sativa] 

Seq. No. . ' 31733 

Gene No. 65663 

Start 18033 

Name OJ990429_08 . 9C23 . CI 6 . 06 . tw 

Start 3966 

GI none 

Exons 3966. .4148, 4191. .4349, 4208. 

Seq. No. 31733 

Gene No. 65663 

Start 18033 

Name OJ990429JD8 . 9C23 . C16 . o3 . tm 

Start 4037 
GI . none 
Exons 



Seq. ..No. 

Gene No. 

Start 

Name 

Start 

GI 

F.ynn o 



Seq. ID OJ990429_08.9C23.C16 
Strand 

End 10313 

Method AAT/NAP 

End 10313 

Score 169 



Seq. ID OJ990429_08.9C23.C16 
Strand 

End 22064 

Method TBLASTX : Wheat 

End 4349 

Score 96 
.4345 

Seq. ID OJ990429_08.9C23.C16 
Strand 

End 22064 

Method TBLASTX: Maize 

End 4439 

Score 91 



4037. .4132, 4038. :4148, 4152. .4439, 4184. .4438 



Seq. No. 31733 

Gene No. 65663 

Start '18033 

Name . . OJ990429_08 . 9C23 . C16 . 08 . titr 

Start 4457 

GI none 
Exons 



Seq. ID OJ990429_08.9C23.C16 
Strand 

End '.. . 22064 ' 
Method TBLASTX : Maize 
End 5014 
Score 66 



4457. .4594, 4763. .4843, 4772. .5014, 4892. .5014 



31733 
65663 
18033 

OJ990429_08. 9C23 . C16 . o2 . tw 
4832 



none 



Seq. ID OJ990429_08.9C23.C16 
Strand 

End 22064 

Method TBLASTX : Wheat 

End 5221 

Score 236 
505 9, 5060 . . 5221 



Seq. No. 



31733 



Seq. ID OJ990429 08.9C23.C16 



31719 



Gene No. 


65663 








Strand 






IOU J J 








FnH 

EjI ILL 


99nfi4 


NT ^5 TT1 d 

in dint: 


O.TQQ049Q Ofi 
\juyy\J i i^.y uo 


QP9 1 


.LlD.OO 


. Lb 


Mof h oH 


1 DLiriO I A . OOyUcall 




s^nfi ~ 

w) J U D 








Hi i ILL 


S7ni 


LJ X 


1 IL>1 itr 










1 74 


TT von ^ 




SS11 
j j .j i 


S7m 








Seq. No. 


31733 








Seq. ID 


OJ990429_08.9C23.C16 


Gene No. 


-65663 








Strand 




O L a. I L 


I O U _) J 








FnH 


99n fi4 


LN dlUC 


LVU.7.^U*i^._7 U o 


QP91 
• y\^ -j 


n fi o9 

• Lv I O ■ \J £. 


•t-r- 

i LL 


Mp +• h oH 




o Lai t 


S7 1 1 ~~ 
j ' ii 








EjI ILL 


fii fin 

O 1 D U 


OI 


n on o 








OLUL C 


^97 


£j AL>ilO 


S7 1 1 fii fin 

*JfII. • U I U U 












Seq. No. 


31733 








Seq. ID 


OJ990429_08.9C23.C16 


Gene No. 


65663 








Strand 




o L a. I. L 


i arm 








FnH 

Hil ILL 


99n fi4 


Name 


O.TQQ049Q OR 


QP9 1 


pi fi o4 


. L o 


L v lfc; LI lvJLl 




C4- r +- 


S7 9 ^ ~~ 








FnH 

Cii ILL 


fil 4 9 


o i 


none 








Score 


9 fin 


F v o n c 


S7 9 ^ fil 4 9 












Seq. No. 


31733 








Seq. ID 


OJ990429_08 . 9C23.C16 


Gene No. 


6*5663 








Strand 






IOUjj 








FnH 


oonfi4 


Name 


Pj TQ Qn4 9 Q DP 


QP9 1 


PI fi o7 


LIU 


Mq -4— Vl S~\ J-i 


1 JDijriD 1 A . L v ia 1 z e 


O Lai L 


SR D Q — 
-)o \j y 








FnH 

ZjI ILL 


fil 

OIj J 


\J I 


none 








Score 


9 fiQ 

Z D .7 


F von q 


SftOQ fii is 

•j o \j y * • ui j 


SRI fi 
^> o i u 


fil 1Q 








Seq. No. 


31733 








Seq. ID 


OJ990429_08.9C23.C16 


Gene No. 


65663 








Strand 




Start 


1 ROH 

I O U J J 








FnH 

L_ii ILL 


99nfi4 


Name 


UU J JU4 t. 7 UO 


QP91 


P1 fi o4 

Liu i Ul 


L W 




TRT ZiQTY • TAThoja +- 


Start 


SRI ^ ~~ 

*J O I o 








FnH 

EjI ILL 


U I u u 


GI 


none 








Score 


974 


XT' von q 


SR 1 1 fii fin 


SQ4 4 

*J -7 ri *i < 


fil Sfi 

* D I J D 








JC^i LN L> • 


j i / *j j 








Seq. ID 


OJ99042 9_08.9C23.C16 


Gene No. 


65663 








Strand 




Start 


18033 








End 


22064 


Name 


oj°;9n49Q np 




PTfi n9 


■ U. O 


" Method 


TBLASTX : Soybean ' 


q+- a r -f- 

O L d -L L 


7nn7 — 

/ u u / ■ 








End 


7464 


\J X 


ssnQ9 fin 








Score 


106 




7nn7 7147 

/ u u / • • / I *i / , 


7n99 
/ u c * 


7174 


7 1 RR 

/ IOO . 


.7247, 7189. .7464, 7287. .7424 


CZ T HpQrr i o 

OI UCOL^II^J. 














Seq. No. 


31733 








Seq. ID 


OJ990429_08.9C23.C16 


Gene No. 


65663 








Strand 




Start 


18033 








End 


22064 


Name 


OJ990429 08. 


9C23. 


C16.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


7121 








End 


7347 


GI 


none 








'Score 


84 




7121. .7180, 


7129. 


.7179, 


7189. 


.7347, 7197. .7346 


Seq. No. 


31733 








Seq. ID 


OJ990429_08.9C23.C16 



31720-. 



Gene No. 


65663 








Strand 






Start 


18033 








End 


99064 




Name 


OJ990499 Oft 






• L. W 








Start 


7189 ~~ 

f J- o z? 










74^9 
/ 4 D Z 




GI 


none 










9^8 
o o 




J—J x*. \*/ 1 1 o 


7189 7452 


7287 


. .7424 










Seq. No. 


31733 








Seq. ID 


OJ990429_08.9C23 


.C16 


Gene No. 


65663 








Strand 






Start 


18033 








End 


22064 




Name 


OJ990429 08 


9C23 


. C16 . o4 


. tm 


Method 


TBLASTX: Maize 




Start 


7261 _ 








End 


7701 




GI 


none 








Score 


293 




Exons 


7261 7545. 


7281 


. . 7502, 


7602 . 


.7661, 7606.. 7701 




Seq. No. 


31733 








Seq. ID 


OJ990429_08. 9C23 


.C16 


Gene No. 


65663 








Strand 






Start 


18033 








FnH 

Hi 11 LA 


'99064 




Name 


OJ990429 08 


9C23 


. C16 . ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


7642 _ 








End 


8080 




GI 


none 








Score 


453 




Pyrin s 


7642 8079 


7 64 5 


. .7971, 


7 647. 


.8078, 8 


D00. .8080 




Seq. No. 


31733 








Seq. ID 


OJ990429_08.9C23 


.C16 


Gene No. ■ 


65663. 








Strand 






Start 


18033 








End 


22064 




Name 


vU Z7 Z7 \J ^± £. Zt VJO. 




^ J. \J • o 




Method 


TBLASTX: Maize 




Start 


7761 "~ 








End 


7998 




GI 


none 








Score 


280 




F.xon 


7761 7970 


7762 


7998 

• / Zf z> o , 


7771. 


.7998 






Seq. No. 


31733 








Seq. ID 


OJ990429_08.9C23 


C16 


Gene No. 


65663 








Strand 






Start 


18033 








End 


22064 




Name 


OJ990429 08 








Method 


TBLASTX :Soybean 




Start 


7843 ~~ 








End 


8439 




GI 


none 








Score 


521 




Exons 


* 7843 8439, 


7845 . 


. 8333, 


8122 . 


.8358 






Seq. No. 


31733 








Seq. ID 


OJ990429_08. 9C23. 


C16 


Gene No. 


65663 








Strand 






Start' ' 


18033 








End 


22064 




Name 


' OJ990429 08 


9C23 . 


CI 6 . o2 . 


UiLL 


Method. 


TBLASTX: Maize ' ' 




Start 


8010 ~~ 








End 


8433 




GI 


none 








Score 


136 




Exons 


8010 8144 


8011 . 


. 8139, ' 


814 6. 


.8433, 8146.. 8418 




Seq. No. 


31733 








Seq. ID 


OJ990429_08. 9C23. 


CI 6 


Gene No. 


65663 








Strand 






Start 


18033 








End 


22064 




Name 


OJ990429 08. 


9C23. 


C16.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


16215 








End 


16549 




GI 


none 








Score 


392 




Exons 


16215. .16526, 16235. .16549 








Seq. No. 


31733 








Seq. ID 


OJ990429J)8. 9C23. 


C16 


Gene No. 


65663 








Strand 







31721 



Start 


18033 






RnH 


£. C. \J V *i 




Name 


OJ990429 08.9C23.C16 


. UJ . L W 


Mof Vi /~1 
ricUHUU 


TRT A CITY • Whpa +■ 




Cf 3 rt 


16238 








X D H D -J 




GI 


none 






Score 


Jl J 




Rvnn q 


16238. 


.16462, 16239. 


. J- U *i \J .J 










31733 






Seq. ID 


OJ990429__08..9C23 




Gene No. 


65663 






Strand 






Start 


18033 






End 


22064 




Name 


OJ990429 08.9C23.C16 


■ O 5 • 1 5 


Method 


TBLASTX : Soybean 




Start 


16242 






End 


17017 




GI 


none 






Score 


49 






16242. 


16283, 16274. 


. lUJiC J/ 


16278. .16535, 16607. .16630, 






16669. 


16830, 16670. 


. 1684 6, 


16931. .17017, 16933.. 17016 




O C ^ . LN W • 


31733 






Seq. ID 


OJ990429_08.9C23. 


PI £ 
LID 


Gene No. 


65663 






Strand 






Start 


18033 






End 


22064 




Name 


OJ990429 08.9C23.C16 


. o3 . gs 


Method 


GENSCAN 




Start 


18033 






End 


22064 




CJ 


none 






Score 


. 68 




I_j z\. \J 1 i o 


18033. . 


18134, 18335. 




18815. . 19072, 20436. .20461, 






21842. . 


22064 












31733 






Seq. ID 


OJ990429_08. 9C23. 


PI £ 


Gene No. 


65663 






Strand 






Start 


18033 






End 


22064 




Name 


OJ990429 08.9C23.C16 


. o4 .np 


Method 


AAT/NAP 




Start 


18081 






End 


19138 




GI 


2578818 




Score 


216 






18081. . 


18134, 18335. 


.18523, 


18636. .18706, 18805.. 19138 




PiT np^rri n 


(AB000121) TBPIP [Mus musculus] 






Qprj Mo 


31733 






Seq. ID 


OJ990429_08.9C23. 


PI £ 


Gene No. 


65663 






Strand 






Start 


18033 






End 


22064 ■ 




Name 


OJ990429 08.9C23.C16 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


18642 






End • 


19007 




GI 


none 






Score 


87 




R x d n q 


18642. . 


18710, 18643. 


. 18708, 


18806. .18997, 18806. .19006, 






18894 . . 


19007 










Seq. No. 


31733 






Seq. * ID 


OJ9904'29_08. 9C23-. 


C16 


Gene No. 


65663 






Strand 






Start 


18033 






End 


22064 




Name 


OJ990429 08.9C23.C16 


ol. tc 


Method 


TBLASTX: Cress 




Start 


18806 






End 


19105 




GI 


none 






Score 


200 




R v n n <3 


18806. . 


19105, 18809. 


19057, 


18897. .19073 




Seq. No. 


31733 






Seq. ID 


OJ990429_08. 9C23. 


Pi 6 


Gene No. 


65663 






Strand 






Start 


18033 






End 


22064 




Name 


OJ990429 08.9C23.C16. 


o3 . ts 


Method 


TBLASTX: Soybean 




O J J_ 


16627 






End 


19096 




GI 


none 






Score 


184 




Exons 


18827. . 


19096, 18900.. 


19073, 


18916. .19074 





31722 



Seq. No. 


31734 






Seq. ID 


OJ990429 


Gene No. 


65664 






Strand 




Start 


5608 






End 


67 "36 


Name 


OJ990429 08 


. 9C23 . 


C17 o2 as 


Mpt hori 




Start 


5608 ~ 






End 


6736 


GI 


none 






Score 


. 91 


Exons 


5608 . . 5712, 


6219. 


.6249, 6567. 


. 6736 




Seq. No. 


31734 






Seq. ID 


OJ990429_ 


Gene No. 


65665 






Strand 


+ 


Start 


7222 






End 


11675 


Name 


OJ990429 08 


.9C23. 


C17 ,o3.gs 


Method 


GENSCAN 


Start 


7222 






End 


11675 


GI 


none 






Score 


.89 


Exons 


7222. .7451, 


7750. 


.7880, 8089. 


.8170, 8658. .8743, 




9738. . 9952, 


10039 


..10767, 10853. .11007, 


11094 . . 



Spa No 


31734 


Seq. ID 


OJ990429_08. 


QP9 ^ P 1 7 




65665 


Strand 


+ 




Start 


7222 


End 


11675 




Name 


OJ990429 08.9C23.C17.o2.np 


Method 


AAT/NAP 




Start 


9280 


End 


11672 




GI 


6911549 


Score 


2327 




Exons 


9280.. 9621, 9738.. 9952, 10039 


. .10767, 


10853. .11007, 


11094. .11672 


GI Descrip. 


(AJ249329) heat shock protein 


70 [Cucumis sativus] 




Seq. No. 


31734 


Seq. ID 


OJ990429_08. 


9C23.C17 


Gene No. 


65666 


Strand 


+ 




Start 


23800 


End 


24224 




Name 


OJ990429 08.9C23.C17.o4.gp 


Method 


AAT/GAP 




Start 


23800 


End 


24224 




GI 


LIB3477-003-P1-K1-E9 


Score 


98 




Exons 


23800. .23869, 24184.. 24224 








GI Descrip. 


, 2498586/sp|Q40638 IMPOl ORYSA 


2.0e-24 


MAJOR POLLEN 


ALLERGEN ORY 




S 1 PRECURSOR (ORY S I) >gi 1173557 (U31771) Ory s 


1 [Oryza . 




sativa] 1 








Seq. No. 


31734 


Seq. ID 


OJ990429 .08. 


9C23.C17 


Gene No. 


65667 


Strand 


+ 




Start 


27577 


End 


28012 




Name 


OJ990429 08.9C23.C17.o5.gp 


Method 


AAT/GAP 




Start 


. 26127 , * . . ' ■ 


End 


27897 




GI . 


617 1.R1084 


Score 


1059. 




Exons 


26127. .26343, 27528.. 27897 









GI Descrip. ' 543711/sp | Q06967 | 1433_ORYSA 1.0e-143 14-3-3-LIKE PROTEIN S94 

>gi_4197 96_pir S30927 14-3-3 protein homolog - rice 

>gi_303859_dbj_BAA03711_ (D16140) brain specific protein [Oryza 
sativa] 1 



Seq. No. 31734 Seq. ID 

Gene No. 65667 Strand 

Start 27577 End 

Name OJ990429_08 . 9C2'3 . C17 . o5 . np Method 

Start 27577 End 

GI 543711 Score 

Exons 27577. .28012 



OJ990429_08.9C23.C17 
+ 

28012 
AAT/NAP 
28012 
523 



31723 




GI Descrip. 14-3-3-LIKE PROTEIN S94 gi | 4 197 96 | pir | | S30927 14-3-3 protein 

homolog - rice gi | 303859 | dbj | BAA03711 | (D16140) brain specific 
protein [Oryza sativa] 



Seq. No. 


31734 


Seq. ID 


OJ990429 08 . 9C23 . CI 7 


Gene No. 


65667 


Strand 


+ — 


Start 


27577 


End 


28012 


Name 


OJ990429 08.9C23.C17.o7.gs 


Method 


GENSCAN 


Start 


27577 


End 


27889 


GI 


none 


Score 


.67 


Exons 


27577.. 27889 






Seq. No. 


31734 


Seq. ID 


OJ990429_08.9C23.C17 


Gene No . 


65668 


Strand 




Start 


606 


End 


4964 


Name 


OJ990429 08.9C23.C17.ol.gs 


Method 


GENSCAN 


Start 


606 


End 


4410 


GI 


none 


Score 


.69 


Exons 


606. .794, 885. .959, 1111. .1202, 1432.. 


1546, 1730. .1928, 




2108. .2264, 2369. .2441, 2609. 


.2670, 3420.. 3526, 3594. .4175, 




4241. .4410 






Seq. No. 


31734 


Seq. ID 


OJ990429_08 . 9C23.C17 


Gene No . 


65668 


Strand 




Start 


606 


End 


4964 


Name 


OJ990429 08. 9C23 . C17 . ol . np 


Method 


AAT/NAP 


Start 


609 


End 


4964 


GI 


672'9515 


Score 


970 


Exons 


609. .794, 885. .959, 1111. .1273, 1432.. 


1546, 1730.. 2021, 




2108. .2264, 2369. .2414, 4941. 


.4964 




GI Descrip. 


(AL132966) protein kinase-like protein 


[Arabidopsis thaliana] 


Seq. No. 


31734 


Seq. ID 


OJ990429_08.9C23.C17 


Gene No . 


65669 


Strand 




Start 


12112 


End 


15067 


Name 


OJ990429 08.9C23.C17.o4.gs 


Method 


GENSCAN 


Start 


12112 


End 


15067 


GI 


none 


Score 


.72 


Exons 


12112. .12602, 13561. .13699, 14 642. .15067 


Seq. No. 


31734 


Seq. ID 


OJ99042 9_08. 9C23.C17 


Gene No. 


65669 


Strand ' 




Start 


12112 


End 


15067 


Name 


-OJ990429 08.9C23.C17.ol.gp . 


Method 


AAT/GAP . - . 


Start 


13279 


End 


14766 


GI 


4196 1.R1084 


Score 


1017 


Exons 


13279. .13699, 14642. .14766 






GI Descrip. 


f 4176420/dbj IBAA37167 | 2.0e-ll (AB008097) cytochrome P450 




[Arabidopsis thaliana] 1 




"i 


Seq. No. 


31734 


Seq. ID 


OJ9904 2 9_08. 9C23.C17 


Gene No. 


65670 


Strand 




Start 


16162 


End 


19282 


Name 


OJ99042 9__08. 9C23.C17.o3. tw 


Method 


TBLASTX: Wheat 


S L d L L 


549 


End 


751 


GI 


none 


Score 


168 


Exons 


549. .749, 585. .749, 604. .750, 


605. .751 





31724 




Seq. No. 


31734 




Seq. ID 


OJ990429_08.9C23.C17 


Gene' No . 


65670 




Strand 




Start 


16162 




End 


19282 


Name 


OJ990429 08.9C23.C17 


. o5 . 


tc Method 


TBLASTX * Cress 


Start 


603 ~ 




End 


789 


GI 


none 




Score 


139 


Exons 


603. .770, 604. .789 








Seq. No. 


31734 




Seq. ID 


OJ990429 08 9C23 C17 


Genp No . 


65670 








Start 


16162 " 




End 


19282 


Name 


OJ990429 08.9C23.C17 


.o5. 


tm Method 


TBLASTX: Maize 


Start 


603 




End 


1290 


GI 


none 




Score 


222 


Exons 


603. .770, 607. .792, 


608. 


.796, 610. .795 


, 868. .960, 884. .961, 




885. .962, 885. .971, 


1111 


..1206, 1112.. 


1210, 1209.. 1274, 




1210. .1290 









Seq. No. 31734 

Gene No. 65670 

Start 16162 

Name OJ99042 9_08 . 9C23 . C17 . o4 . ts 

Start 888 

GI none : - 
Exons 



Seq. ID OJ990429_08.9C23.C17 
Strand 

End 19282 

Method TBLASTX : Soybean 

End 1762 

Score 68 



888.. 971, 889. .960, .1107. .1175, 1111.. 1176, 1111.. 1203, 
1115. .1207, 1198. .1269, 1209. .1274, 1235. .1276, 1428. .1502, 
1433. .1546, 1433. .1516, 1449. .1553, 1727. .1762 



Seq. No. 


31734 










Seq. ID 


OJ990429_08.9C23.C17 


Gene No. 


65670 










Strand 




Start 


16162 










End 


19282 


Name 


OJ990429 08 


9C23 


,C17.o3 


. ts 


Method 


TBLASTX: Soybean 


Start 


1793 










End 


2030 


GI 


none 










Score 


211 


Exons 


1793. 


.2020, 


1794 


. .2030 








Seq. No. 


31734 










Seq. ID 


OJ990429_08. 9C23.C17 


Gene No. 


65670 










Strand 




Start 


16162 










End 


19282 


Name 


OJ990' 


129_08 


9C23 


C17.o3 


tc 


Method 


TBLASTX: Cress 


Start 


1825 










End 


2414 


GI 


none 










•Score 


77 ■ • . 


Exons 


1825. 


2013,. 


1826 


.2020, 


1830. 


.2030, 21 


16. .2262, . 2117. .2263, 




2367. 


2414 











Seq. No. 31734 

Gene No. 65670 

Start 16162 

Name OJ990429_08 . 9C23 . C17 . 06 . tm 

Start 1880 

GI none 
Exons 



Seq. ID OJ990429_08.9C23.C17 
Strand 
End 

Method 
End 
Score 



192.82 

TBLASTX: Maize 

2241 

131 



1880. .2011, 1880. .2020, 1887. .2030, 1923. .2021, 2094. .2237, 
2105. .2239, 2116. .2241, 2119. .2238 



Seq. No. 
Gene No. 



31734 
65670 



Seq. ID 
Strand 



OJ990429 08.9C23.C17 



31725 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16162 End • 

OJ990429_08 . 9C23 . C17 , ol . tc Method 

9376 End 

none Score 



19282 

TBLASTX: Cress 

11621 

350 



9376. .9618, 9401. .9622, 9721. .9951, 9738. .9950, 10014 .. 10097 , 
10038. .10163, 10043. .10201, 10166 .. 10345, 10167 .. 107 66, 
104 30. .10693, 10816. .11007, 10851. .11009, 10852. .11010, 
11090. .11305, 11091. .11324, 114 42 .. 11564 , 11535. .11621 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990429 08.9C23.C17 



31734 
65670 
16162 

OJ990429_08. 9C23 . C17 . ol . tm 
9377 
none 

9377. .9622, 9400. .9615, 9512. 
10037. .10201, 10038. .10163, 10166 .. 10336, 10167 .. 107 66, 
10430. .10693, 10816. .11007, 10852 .. 11010 , 11091 .. 11324 , 
11093. .11305, 11202. .11399, 11280 .. 11354 , 11388 .. 114 14 , 
114 42. .11564, 11535. .11621 



19282 

TBLASTX: Maize 

11621 

361 



,9619, 9721. .9951, 9738. .9950, 



31734 
65670 
16162 

OJ990429_08. 9C23 . C17 . ol . tw 
9392 



OJ990429 08.9C23.C17 



Seq. ID 
Strand 
End 

Method 
End 
Score 

9792, 9819. .9950, 9835. .9951, 
9954, 10038. .10160, 1004 1 .. 10088 , 10043 .. 10207 , 
.10345, 1017 9. .107 66, 10433. .10693, 10819. .11022, 
10852. .11010, 11091. .11324, 11093. .11302, 11202. .11399, 
11388. .11522 



none 
9392. 
9877. 
10178 



19282 

TBLASTX: Wheat 

11522 

305 



9622, 9400.. 9621, 9721. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



9C23.C17.ol.ts 



31734 
65670 
16162 

OJ990429_08 
9400 
none 

9400.. 9615, 9401.. 9622, 9500 
10038. .10163, 10041. .10076, 
10167. .10766, 10430. -.10693, 
11090*. .11305, 11091. .11324, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ99042 9_08. 9C23.C17 
19282 

TBLASTX : Soybean 

11621 

348 



. .9619, 9721. .9951, 
10043. . 10201, 10166. 
10851. . 10964, 10852. 
11442. . 11564, 11535. 



9738. .9950, 
. 10345, 
.11010, 
.11621 



31734 Seq. ID 

65670 Strand 
16162 End 
OJ990429JD8. 9C23 . C17 . o7 . tm Method 
13507 End 
none Score 

13507. .13581, 13523. .13615, 13524 .. 13616, 13580 

13584 . .13709, 13620 .. 13703 , 13621.. 13710 



OJ990429_08.9C23.C17 
19282 

TBLASTX: Maize 
13710 
142 

13702, 



31734 
65670 
16162 

OJ990429 08. 



9C23.C17.o4.tm 



Seq. ID 

Strand 

End 

Method 



OJ9904 29_08. 9C23.C17 
19282 

TBLASTX: Maize 



31726 



Start 


14634 






End 


15092 




GI 


none 






Score 


118 




Exons 


14634 . 


14699 14639 


. 14779, 


14 874. .14915, 14881. .14 913, 






14900 . 


.14980, 14901 


. 14981, 


15039. . 15092 




Sea No 


31734 






Seq. ID 


OJ990429_08. 9C23 




Gene No. 


65670 






Strand 






Start 


16162 






End 


19282 




Name 


OJ9904 


29 08.9C23.C17 


. o5 . gs 


Method 


GENSCAN 




Start 


16162 






End 


19260 




GI 


none 






Score 


.86 




Exons 


16162. 


.16325, 16382. 


. 16476, 


17629. .17731, 17853 .. 17998 , 






18347. 


.18519, 18988. 


. 19036, 


19109. .19260 




Sea No 


31734 






Seq. ID 


OJ990429_08. 9C23 


pi i 


Gene No . 


65670 






Strand 






Start 


16162 






End 


19282 




Name 


OJ990429 08.9C23.C17 


. o2 . gp 


Method 


AAT/GAP 




Start 


17386 






End 


17963 




GI 


45157 


1.R1084 




Score 


834 




Exons 


17386. 


'.17731, 17853. 


. 17963 








GT npsrri n 

v_j _t_ i_y o V—^ -i_ J_ k^/ * 


, 3080436/emb|CAA18753.1| 5. 


Oe-21 (AL022605) putative protein 




[Arabidopsis thaliana] 1 








Qpn No 


31734 






Seq. ID 


OJ990429__08. 9C23. 


C17 


Gene No . 


65670 






Strand 






Start 


16162 






End 


19282 




Name 


OJ990429 08.9C23.C17 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


17623 






End 


17992 




GI 


none 






Score 


82 




Exons 


17623. 


.17727, 17625. 


17732, 


17658. .177 


32, 17854. .17991, 






17855. 


. 17992 










Seq. No. 


31734 






Seq. ID 


OJ990429_08. 9C23. 


C17 


Gene No . 


65670 






Strand 






Start 


16162 






End 


19282 




Name 


OJ9904 


29_08.9C23.C17. 


o3 . tm 


Method 


TBLASTX: Maize 




Start v , . 


17624 






End * 


19201 




GI 


none 






Score 


153 




Exons 


17624 . 


.17731, 17625.. 


17732, 


17 62 6. .17733, 17854. .18021, 






17854 . 


.17997, 18346.. 


18381, 


18418. . 18522, 18419. .18520, 






18977 . 


.19093, 18977.. 


19099, 


18982. . 19110, 18 982. .19191, 






1916*3. 


.19201 . 










Sea. No 


31734 






Seq. ID 


OJ990429_08. 9C23. 


C17 


Gene No 


65670 






Strand 






Start 


16162 






End 


19282 




Name 


OJ9904 


29_08.9C23.C17. 


o3 . np 


Method 


AAT/NAP 




Start 


17628 






End 


19282 




GI 


308043 


6 




Score 


468 




E von s 


17628. 


.17731, 17853.. 


17998, 


18392. .18519, 18988. .19182, 






19232. 


.19282 










GI Descrip. 


{AL022 


605) putative protein 


[Arabidops 


is thaliana] 




Seq. No. 


31734 






Seq. ID 


OJ990429JD8. 9C23. 


C17 


Gene No. 


65670 






Strand 






Start 


16162 






End 


19282 





31727 




Name OJ990429JD8 . 9C23 . C17 . o3 . gp Method AAT/GAP 

Start 18416 , End 18521 

GI uC-osflcypl42h03bl Score 169 - 

Exons 18416. .18521 

GI Descrip. f 3080436/emb | CAA18753 . 1 | 2.0e-21 (AL022605) putative protein 
[Arabidopsis thaliana] ' 



iD C *J • IN \J . 


31734 






Seq. ID 


OJ990429_08. 9C23 


PI 7 


Gene No. 


65671 






Strand 






Start 


27559 






End 


27897 




Name 


OJ990429 08.9C23.C17 


. o2 . tw 


Method 


TBLASTX: Wheat 




OLdi L 


27559 






End 


27897 






none 






Score 


526 






27559. 


.27897, 27560. 


• L i 0-/J/ 


27832. .27897 






31734 






Seq. ID 


OJ990429JJ8. 9C23 


P1 7 


Gene No. 


65671 






Strand 






Start 


27559 






End 


27897 




Name 


OJ990429 08.9C23.C17 




Method 


TBLASTX: Maize 




Of- a r f 


27574 






End 


27897 






none 






Score 


453 




VHTI C 
Hi 2\\JL lo 


27574. 


.27897, 27576. 




27599. .27895, 27832.. 27897 




DCCJ • INU . 


31734 






Seq.. ID 


OJ990429_08.9C23 




Gene No. 


65671 






Strand 






Start 


27559 






End 


27897 




Name 


OJ990429 08.9C23.C17 


O? t 


Method 


TBLASTX: Soybean 




O L- dl. L 


27586 






End 


27897 




PT 


none 






Score 


457 






27586. 


.27897, 27595. 




27602. .27889, 27841. .27897 




Q^arr Wo 
o t; • ln w . 


31734 






Seq. ID 


OJ990429_08.9C23 


pi n 


Gene No. 


65671 






Strand 






Start 


27559 






End 


27897 




Name 


OJ990429 08.9C23.C17 




Method 


TBLASTX: Cress 




Start 


27592 






End 


27897 




GI 


none 






Score 


445 




F 1 von q 


27592. 


.27897, 27595. 


977 SQ 


27605.. 27802 






31735 






Seq. ID 


OJ990429_08. 9C23 


PI Q 


Gene No. 


65672 






Strand 


+ 




Start 


. 164 






End 


561 




Name 


OJ990429' 08.9C23.C19 


ol . gp 


" Method 


AAT/GAP 




oidlt 


. 164. 






End 


561 




GI 


none 






Score 


547 




Exons 


164. .389, 476. .561 










Seq. No. 


31735 






Seq. ID 


OJ990429_08.9C23. 


C19 


Gene No. 


65673 






Strand 






Start 


261 






End 


561 




Name 


OJ990429 08.9C23.C19. 


ol .gs 


Method 


GENSCAN 




Start 


261 






End 


407 




GI 


none 






Score 


.44 




Exons 


261. .407 










Seq. No. 


31735 






Seq. ID 


OJ990429_08. 9C23. 


C19 


Gene No. 


65673 






Strand 







31728 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2 61 End 

OJ990429JD8 . 9C23 . CI 9 . ol . tm Method 

268 End 

none Score 



561 

TBLASTX: Maize 

561 

191 



268. .390, 270. .392, 271. .390, 274. .339, 279. .398, 343. .384, 
358. .387, 467. .559, 468. .560, 468. .503, 468. .539, 505. .561 



31736 Seq. ID 

65674 Strand 

50 End 
OJ990429_08 . 9C23 . C20 . ol . gs Method 

50 End 

none Score 
50. .71 



OJ990429_08.9C23.C20 
+ 

71 

GENSCAN 

71 

.66 



Seq. No. 31737 Seq. ID OJ990429_ 

Gene No. 65675 Strand + 

Start 101 End 149 

Name OJ990429_08 . 9C23 . C22 . ol . gs Method GENSCAN 

Start 101 End 149 

GI none Score .85 

Exons 101.. 149 



08.9C23.C22 



Seq. No. 31737 Seq. ID 

Gene No. 65676 Strand 

Start 58 End 

Name OJ990429_08 . 9C23 . C22 . ol . gp Method 

Start 58 End 

GI none Score 

Exons 58..24S 



OJ990429JD8 . 9C2'3 . C22 
245 

AAT/GAP 

245 

324 



Seq. No. 31738 

Gene No. 65677 

Start 310 

Name OJ9904 29_08 . 9C23 . C24 . ol . gs 

Start 310 

GI none 

Exons 310.. 554 

Seq. No. 31739 

Gene No. 65678 

Start 1 

Name OJ990429_08 . 9C23 . C2'5 . ol . np 

Start 1 

GI 3080436 

Exons 1..49, 97. .199, 580. .615 
GI Descrip. (AL022605) putative protein 

Seq. No. 31739 

Gene No. 65678 

Start 1 

Name OJ990429_08 . 9C23 . C25 . ol . tm 

Start 88 

GI none 

Exons 88.. 162, 96.. ^Ub, 98.. 205 



Seq. ID OJ990429_08.9C23.C24 

Strand + 

End 554 

Method GENSCAN 

End . 554 

Score .41 



Seq. ID OJ990429_08.9C23.C25 
Strand 

End 615 

Method AAT/NAB ■ 

End 615 

Score 95 

[Arabidopsis thaliana] 

Seq. ID OJ990429_08.9C23.C25 
Strand 

End 615 

Method TBLASTX: Maize 

End 205 

Score 154 



Seq. No. 



31739 



Seq. ID OJ990429 08.9C23.C25 



31729 




Gene No 


65678 




Strand 




Start 


1 




End 


615 


Name 


OJ990429 08.9C23.C25.ol 


.gp 


Method 


AAT/GAP 


Start 


97 




End 


203 


\J X 


4 SI S7 1 R1 Oft 4 

*i <J ± *J f X • I\X VJ O *i 




Score 


160 


LiAUl lo 


Q7 901 










1 ^0804 ^fi/pTTih 1 PAA1 8 7 S ^ 1 

JuUVtJU / CLllXJ | V_».TlrtX O / J J > 1 




-21 (AL022605) putative protei 




f" Q rahl Hone: i <r "h H=l 1 i an^l 1 








Seq. No. 


31739 




oeq. J-U 




Gene No. 


65678 




C+- n/H 

o nrana 




Start 


1 




End 


615 


IN dlllfe; 


O.TQQD4PQ Oft QP9^ ol 


. gs 


Method 


GENSCAN 


OLoi I 


Q7 ~~ 




End 


179 


GT 


none 




Score 


.41 


TT von c; 


Q7 T 7 Q 








c f^rr Mo 


^1740 

*J X / 1 u 




Seq. ID 


OJ990429_08.9C23.C26 


Gene No. 


65679 




Strand 




Start 


1 




End 


547 


Name 


OJ990429 08.9C23.C26.ol 


.np 


Method 


AAT/NAP 


O LaL L 


1 




End 


547 


\J X 


2586082 




Score 


660 


TT von c5 


1..547 








("IT Dp^rr i o 


(U72725) retrofit [Gryza longistaminata] - 


Seq. No. 


31740 




Seq. ID 


OJ990429_08.9C23.C26 


Gene No. 


65679 




Strand 




Start 


1 




End 


547 


IN dlUti 


OJ990429 08.9C23.C26.ol 


tm 


Method 


TBLASTX: Maize 


OLdl I 


33 




End 


346 


GI 


none 




Score 


95 


R von <3 


33. .134, 113. .346, 114. 


338 






Seq. No. 


31740 




Seq. ID 


OJ990429_08.9C23.C26 


Gene No. 


65679 




Strand 




Start 


1 




End 


547 


Name 


OJ990429 08.9C23.C26.ol. 


gs 


Method 


GENSCAN 


Start 


89 




End 


480 


GI 


none 




Score 


.82 


R von <^ 


89. .279, 399. .480 








o ^ * i\ . 


• 31740 • 




Seq. ID 


OJ990429_08.9C23.C26 


Gene No. - 


65679 




Strand 




Start 


1 




End 


547 


Name 


OJ990429 08.9C23.C26.ol. 


ts 


Method 


TBLASTX : Soybean 




113 




End 


528 


(IT 

\J X 


5509260 




Score 


77 


T7 1 von Q 


113. .346, 114. .248, 288. 


.347, 


361. .513, 


388. .528 


CZ T Hp^rri n 
OX lyCOUI • 










Seq. No. 


31740 




Seq. ID 


OJ990429_08.9C23.C26 


Gene No. 


65679 




Strand 




Start 


1 




End 


547 


Name 


OJ990429 08.9C23.C26.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


113 




End 


346 


GI 


none 




Score 


74 



31730 




Exons 


11^ "^4 1 1 4 94 fl 






Seq. No. 


31740 


Seq. ID 


OJ990429_08.9C23.C26 


Gene No. 


65679 


Strand 






i 


Hi 1 1H 


R4 7 

D 4 f 


Name 


PJ.TQQ049Q HP QP9^ P9fi ol -f-r 1 




fDT ACTY • P o o 


C4-a r f 
OLal L 


1 QQ _ 
lOO 


FnH 

EjI 1LJ. 


4 1-4 


r-T 

VJ -L 


none 


Q oo r"o 


D D 


von G 
Hi Awl 1 O 


IftP "346 1 PQ ^^ft ^RR 414 

-LOO. . j4D, lO . JjO/ jJJ . • 


JJO. . 4 U v 




Seq. No. 


31741 


Seq. ID 


OJ990519_04 . 9C01.C1 


Gene No. 


65680 


Strand 




C+- a r f 
O Lai L 


± f u 


FnH 


^4 R 
O 4 D 


Name 


fYTQQO^I Q 04 QPfll PI ol rrQ 






C-f- y- f- 




FnH 
CjI 1U 


^4 R 


r:T 


none 


Q oo r*o 


R4 

• O 4 


P von c 


1 7 R ^4 R 






o e q . in u • 


^17 4 9 
jl / 4d 


OcLj. 1U 


nTQQHRI Q 0,4 QPH1 P^ 


Gene No. 


65681 


Strand 




Start 


1 


End 


612 


Name 


OJ990519 04 .9C01.C3.ol.np 


Method 


/aril / INZ-ir 


Cf a v-f- 


1 


End 


D -L c. 


P T 


6721512 


Score 


P P 
O O 




1..23, 434. .612 






CI T Ho QPT"1 n 


(AP001072) hypothetical protein [Oryza 


sat i va J 


Seq. No. 


31743 


Seq. ID 


OJ990519_04.9C01.C4 


Gene No. 


65682 


Strand 




u Lai L 


282 


End 


1 i i a 


Name 


OJ990519 04.9C01.C4.ol.gs 


Method 




c +- ja r-t- 
JLalL 


282 


End 


1 1 1 £ 
111D 




none 


Score 


7 1 


Exons 


282. .368, 1040. .1116 






c orr Mo 


31744 


Seq. ID 


OJ990519_04. 9C01.C8 


Pan p> Mo 


65683 ' 


Strand 


+ 


Start 


3404 


End 


7459 - . 


Name 


OJ990519 04 .9C01.C8.ol.np 


Method 


AAT/NAP 


Start 


3404 


End 


7459 




6063554 


Score 


329 


Exons 


3404.. 3531, 5722.^6015, 6133.. 


6360, 7285. .7459 


o ± t; o v_ I. -L LJ . 


(AP000615) ESTs AU075609 (C6334 


4) ,C71850 (E04 64) ,C98 611 (E04 64) 




correspond 'to -a region of the 


predicted gene.; hypothetical 




protein [Oryza sativa] 






Seq. No. 


31744 


Seq. ID ' 


OJ990519_04.9C01.C8 


Gene No. 


65683 


Strand 


+ 


O Ldl L 


3404 


End 


7459 


Name 


OJ990519 04.9C01.C8.ol.gs 


Method 


GEN SCAN 


OLait 


3925 


End 


5373 


GI 


none 


Score 


.94 


Exons 


3925. .4031, 4070. .4190, 4749.. 


4892, 4978. .5373 


Seq. No. 


31744 


Seq. ID 


OJ990519_04.9C01.C8 


Gene ' No. 


65684 


Strand 


+ 


Start 


8878 


End 


9005 



31731 




Name 


OJ990519 04.9C01.C8.o2.np 


Method 


AAT /NAP 




8878 


End 




(IT 

\J X 


4512229 


Score 


14 4 

X *i *i 


LiAUl I J 


8878. .9005 






(1 T Ho crri' n 


(AB014740) ORF0 protein [Oryza sativa] 




Seq. No. 


31744 


Seq. ID 


OJ990519_04.9C01.C8 


Gene No. 


65685 


Strand 




Start 


5718 


End 


7270 


Name 


OJ990519 04.9C01.C8.o2.gs 


Method 


GENSCAN 


OLdi l 


5718 


End 


7270 


\J X 


none 


Score 


.47 


LiAUl 1 O 


5718. .5847, 6024. .6394, 6636.. 


.6757, 7192.. 7270 


cprr Kin 


31744 


Seq. ID 


OJ990519_04.9C01.C8 


Conp KJo 


65686 


Strand 




Start 


7949 


End 


8113 


Name 


OJ990519 04.9C01.C8.ol.gp 


Method 


AAT /GAP 


Start 


7949 


End 


8113 


(~2 T 


3106931 


Score 


224 




7949. .8113 






X L/C OL-I X £J . 


4 680335/gb|AF1284 57. 1 IAF1284 57 2.0e-28 


Oryza sativa subsp. 




indica BAC clone 16F19 php20725 region 


, complete sequence 


Otl^ . V* U a 


31745 * 


Seq. ID 


OJ990519_04.9C01.C9 


Gene No. 


65687 


Strand 


+ 


Start 


1 


End 


3732 


Name 


OJ990519 04.9C01.C9.ol.np 


Method 


AAT /NAP 


oLdlL 


1 


End 


3732 


ox 


4680179 


Score 


4167 




1..99, 624. .3732 






ox ucoui • 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 


Seq. No. 


31745 


Seq. ID 


OJ990519_04.9C01.C9 


Gene No. 


65687 


Strand 


+ 


Cfarf ' 
ouai l. 


1 


End 


.3732 


ln dint; 


OJ990519 04.9C01.C9.ol.gs 


Method 


GENSCAN 


OUal U 


72 


End 


37.2 9 


GI 


none 


Score 


.61 




72. .158, 572. .611, 1015. .1607, 


1706. .2123, 2954. .3729 '• 


Seq. No. 


31745 


Seq. ID 


OJ990519_04. 9C01.C9 


Gene No* 


65688. , ... 


Strand •' 




Start 


4044 


End 


4579.. - 


Name 


OJ990519 04. 9C01.C9.o2.gs 


Method 


GENSCAN 


q-t- ^ ri- 
ot., d X L 


4044 


End 


4579 


r:T 

O X 


none 


Score 


.9 




4044. .4181, 4478. .4579 






Seq. No. 


31745 


Seq. ID 


OJ990519_04. 9C01.C9 


Gene No. 


65689 


Strand 




Start 


4813 


End 


9337 


Name 


OJ990519 04. 9C01.C9.o3.tw 


Method 


TBLASTX: Wheat 


Start 


909 


End 


1386 


GI 


none 


Score 


90 


Exons 


909.. 1019, 913.. 1002, 1017.. 1385, 1019. 


..1342, 1024. .1386, 



1032. .1343 



317 32 



Seq. No. 


31745 








Seq. ID 


OJ990519_04.9C01 


.C9 


Conp Mo 


6568 9 








O L 1 CI 1 1H. 






O Lai L 


4 ft 1 3 








TTnH 


Q ^ ^7 
jjj / 






O.TQQOSI Q 04 


QP01 


PQ o4 


LIU 


i v jc liioq 


X DXjriD 1 A . LYia 1Z6 




Cf arf 


i 093 — 








FnH 


1 4 1 R 
14 1 J 




GI 


none 










33 6 

JJU 






1 09? 141^ 














Seq. No. 


31745 








Seq. ID 


OJ990519_04 . 9C01 


.C9 


Gene No. 


65689 








Strand 






j Lai u 


4 O X -J 








End 


9337 




Ma mo 


O.TQQ0S1 Q 04 


QP01 


PQ ol 

• ^" • Ul . 


Lo 


Method 


TBLASTX: Soybean 




O L Ct -L L 


1 396 _ 
X J ^. o 








End 


1717 




V-J J. 


n on o 
i iKji it; 








Score 


54 




F von q 


1326 13S8 


1 396 


1 3SR 

• . i J JO / 


1 369 


..1415, 1362. .1646, 1470. .1646 




164 0 1717 














Seq. No. 


31745 








Seq. ID 


OJ990519_04.9C01 


.C9 


flpno Mo 


6R6ft Q 

U »J L> O -7 








Strand 






3 7-1- 
O Lai L 


4 ft 1 3 

401J 








End 


9337 




Name 


O.TQQ0 M Q 04 


QP0 1 


PQ o 6 


L W 


Method 


TBLASTX: Wheat 




^t- art- 


14 34 ~~ 








End 


1735 




\J 1 


n on o 








Score 


220 




IT 1 -v /-n -pv o 


14 34 16 37 

14 J4 t ■ X v sJ f , 


14 7 3 

14 / J 


1 64 6 
* . 1 04 O , 


1 4 ft 1 

X 4 0 X 


...1645, 1639. .1734, 1640. .1735 


Seq. No. 


31745 








Seq. ID 


OJ990519_04.9C01 


.C9 


d&rie* Mo 


6S6R9 








Strand 






o Lax L 


4 ft 1 3 
4 0 1 O 








End 


9337 






Pj,7QQ0S1 Q 04 


QP0 1 


PQ oR 
. OJ . 


LIU 


Method 


TBLASTX: Maize 




OLdl L 


1 470 — 

1 4 / U 








End 


1801 




P*T 

O 1 










Score 


157 




HjAUI lo 


1 4 7 0 164 6 

14 / U . . IDiDf 


1 R93 


1 64 R 

. 1D4 J, 


1 63Q 


..1800, 1640. .1801 




Seq. No. 


31745 








Seq. ID 


OJ990519_04 .9C01 


.C9 




65689 








Strand 






O Lai L 


4 ft 1 3 

4 O 1 -J 








End 


9337 




Nsme 


O.TQQOSI Q 04 


QP0 1 


PQ o9 


L W 


Method 


TBLASTX: Wheat 




Start 


1736 _ 








End 


2161 




GI 


none 








Score 


564 




Hi AUl 1 O 


1 7 3 6 9 1 61 


1 73ft 

1 / JO i 


91 R4 

. Z 1 J 4 , 


1 ft 1 1 
lull 


. .2161 






Seq.. No. 


' 31745. 








Seq. ID 


OJ990519_04 .9C0L 


.C9 


ripi n (=i Mo 










Strand- 






O L Cll L 


4 ft 1 3 

401 J 








End 


9337 






O.TQQOSI Q 04 


QP01 


PQ o3 


L S 


Method 


TBLASTX : Soybean 




C-(- -s yf- 
O LCll L 


1 74 9 _ 

1 / 4 Z 








End 


1990 






n on o 








Score 


193 




Exoris 


1749 1 QQ0 


1 777 
Iff/, 


1 Q7 1 










Seq. No. 


31745 








Seq. ID 


OJ990519_04.9C01 


■ C9 


Gene No. 


65689 








Strand ' 






Start 


4813 








End 


9337 




Name 


OJ990519 04 


.9C01. 


C9.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1808 








End 


2161 




GI 


none 








Score 


446 




Exons 


1808. .2161, 


1813. 


.2076, 


1814 . 


.2146 







31733 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 
\i - — 

Start 
GI 



31745 
65689 
4813 

OJ990519_04 , 

2192 

none 

2192. .2311, 
2542. .2721 

31745 
65689 
4813 

OJ990519_04, 

2534 

none 

2534. .2770, 

31745 
65689 
4813 

OJ990519__04. 

2568 

none 

2568. .2840, 

31745 
65689 
4813 

OJ990519_04. 

2729 

none 

2729. .3001, 

31745 
•65689- 
4813 

OJ990519_04. 

2909 

none 

2909. .3001, 
3066. .3227, 

31745 • ' - 

65689 

4813 

OJ990519_04. 

3355 

none 

3355. .3687, 

31745 
65689 
4813 

OJ 9905 1 9_0 4 , 
4784 
none 



Seq. ID OJ990519_04 .9C01.C9 
Strand 

End 9337 

9C01.C9.o4 .tw Method TBLASTX : Wheat 

End 2722 

Score 83 

2298..2528, 2318.. 2527, 2531.. 2710, 2534.. 2722, 



Seq. ID OJ990519_04 .9C01.C9 
Strand 

End 9337 

9C01.C9.o2.ts Method TBLASTX : Soybean 

End 2770 

Score 258 

2542. .2769 

9C01.C9.o3.tm 
2569.. 2856; 2570. 

9C01.C9.ol.tw 
2785. .3000, 3001. 

9C01.C9.ol.'tm 



Seq. ID OJ990519_04.9C01.C9 
Strand 

9337 

TBLASTX: Maize 
2860 
119 



End 

Method 
End 
Score 
,2860 



2917.. 3009, 2917, 
3067. .3492, 3181. 



9C01.C9.o5.tw 
3358. .3471, 3447. 



Seq. ID OJ990519_04 .'9C01.C9 
Strand 

End 9337 

Method TBLASTX : Wheat 

End 3354 

Score 310 
.3354, 3007. .3348, 3270. .3353 

Seq. ID OJ990519_04.9C01.C9 
Strand 

End 9337 
' Method TBLASTX: Maize 
End 3492. 
Score 134 

.3000, 2974.. 3069, 3003.. 3062, 
.3483, 3279. .3491 - ■ - 

Seq. ID- OJ9905.19_04 ..9C01.C9 * 
Strand 

9337 

TBLASTX: Wheat 
3687 
356 



End 

Method 
End 
Score 
.3494 



ycux . Cy . o / . tw 



Seq. ID OJ990519_04 . 9C01.C9 
Strand 

End 9337 

Method TBLASTX : Wheat 

End 5533 

Score 87 



31734 



Exons 



4784. .4951, 4804. .4959, 4814. .4960, 4949. .5092, 4960. .5097, 
5479.. 5526, 5480. .5533 



Seq. No. 31745 

Gene No. 65689 

Start 4813 

Name OJ990519_04 . 9C01 . C9 . 06 . tm 

Start 4810 

GI none 

Exons 4810.. 5067, 4811. .5068 



Seq. ID OJ990519_04.9C01.C9 
Strand 

End 9337 

Method TBLASTX : Mai ze 

End ' 5068 

Score 137 



Seq. No. 31745 

Gene No. 65689 

Start 4813 

Name OJ990519_04 . 9C01 . C9 . o3 . gs 

Start 4813 

GI none 
Exons 



Seq. ID OJ990519_04 . 9C01.C9 
Strand 

End 9337 

Method GENSCAN 

End 9337 

Score .57 



4813. .5103, 5473. .5721, 5898. .6038, 7512. .7714, 8227. .8488, 
9281. .9337 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. . 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 



31745 Seq. ID OJ990519_04 . 9C01 . C9 

65689 Strand 

4813 End 9337 

OJ.990519_04 . 9C01.C9.o2.np Method AAT/NAP 

4816 End 8495 

1363377 Score 521 

48T6..5098, 5468. .5721, 5898. .6033, 6626. .6844, 7336. . 7714, • 
8227. .8495 ' 

vetispiradiene synthase 1 - Hyoscyamus muticus (fragment) 

gi 1 763423 (U20188) vetispiradiene synthase [Hyoscyamus muticus] 



31745 
65689 
4813 

OJ990519_04 . 9C01.C9.o7.tm 
5440 
none 



Seq. ID OJ990519_04. 9C01.C9 
Strand 

End 9337 

Method TBLASTX : Maize 

End 7613 

Score ■*• 108 

5440. .5709, 5489. .5701, 5901. .6029, 6625. .6849, 6628. .6843, 
7338. .7613 



Seq. No. 
Gene No . 
Start 
Name . 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



o car l 
GI 

Exons 



31746 
65690 
•982 

OJ990519J)4 . 9C01.C10.ol.gp 

982 

15870_2.R1084 
982. .1160 

, 287403/dbj ID10838 IRICSBE1 8.0e-69 Rice gene for starch 
branching enzyme 1 . ; 



Seq. ID OJ990519_04.9C01.C10 

Strand + ' ' 

£nd 1160 

-Method- ■ AAT/GAP,- - . ... - 

End 1160 

Score 247 



31746 
65691 " 
1354 

OJ990519_04 . 9C01.C10.ol.np 

1354 
3319345 



Seq. ID- OJ990519_04 . 9C01.C10 
Strand 

End 4233 

Method AAT/NAP 

End 4233 

Score 525 



1354. .1376, 2806. .3706, 3783. .4233 



31735 




GI Descrip. (AF077407) contains similarity to maize transposon MuDR 
(GB:M76978) [Arabidopsis thaliana] 



Seq. No. 


31746 


Seq, ID 


OJ990519JD4 . 9C01 


. C10 


Gene No. 


65691 


Strand 






Start 


1354 


End 


4233 




Name 


OJ990519 04 . 9C01 . CIO . ol . tm 


Method 


TBLASTX: Maize 




Start 


2963 ~~ 


End 


3664 




GI 


none 


Score 


47 




Exons 


2963.. 3058, 3095..3166 f 3233 


..3577, 3629. .3664 




Seq. No. 


31747 


Seq. ID 


OJ990519_04. 9C01 


.Cll 


Gene No. 


65692 


Strand 






Start 


1 


End 


2229 




Name 


OJ990519 04.9C01.Cll.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


228 




GI 


6175165 


Score 


119 




Exons 


1. .228 








GI Descrip. 


(AC011437) Mutator-like transposase [Arabidopsis thaliana] 


Sea No. 


31747 


Seq. ID 


OJ990519_04.9C01 


.Cll 


Gene No. 


65692 


Strand 


- 




Start 


1 


End 


2229 




Name 


OJ990519 04.9C01.Cll.ol.gs 


Method 


GENSCAN 




Start 


106 


End - 


2229 




GI 


" none ' 


Score 


. 65 




Exons 


106.. 921, 1915.. 1998, 2044.. 


2229 






Seq. No. 


31748 


Seq. ID 


OJ990519__04 . 9C01 


C12 


Gene No . 


65693 


Strand 


+ 




Start 


474 


End 


645 




Name 


OJ990519 04. 9C01.C12.ol.gs 


Method 


GENSCAN 




Start 


474 


End 


645 




GI 


none 


Score 


. 97 




Exons 


474. .645 








Seq. No. 


31748 


Seq. ID 


OJ990519_04.9C01. 


C12 


Gene No . ■ 


65694 ■ 


Strand 






Start 


1 


End 


5686 




Name 


OJ990519 04.9C01.C12.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


5686 




GI 


6705984 


Score 


423 




, Exons 


1..248, 2803. .3285, . 5,610. .5686 






GI Descrip... 


(AB033235) gag-pol polyprotein [Oryza 


sativa] 




Seq. No. 


31748 


Seq. ID 


OJ990519_04.9C01. 


C12 


Gene No 


65694 


Strand 






Start 


1 


End 


5686 




Name 


OJ990519 04.9C01.C12.ol.np 


Method 


AAT/NAP 




Start 


931 


End 


2721 




GI 


6498436 


Score 


387 




Exons 


931. .1128, 1348. .1535, 1780. 


.1891, 1991. .2468, 2517. .2721 


GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 




Seq. No. 


31748 


Seq. ID 


OJ990519_04.9C01. 


C12 


Gene No. 


65694 


Strand 






Start 


1 


End 


5686 





31736 



Name 


OJ990519 04 


. 9C01 


.C12 .o2 


. as 


Method 


GENSCAN 


Start 


1470 ~ 






End 


3375 


GI 


none 








Score 


. 6 


Exons 


1470. . 1553, 


1871 


. .2067, 


2517 . 


.3375 




Seq. No. 


31748 








Seq. ID 


OJ990519_04 . 9C01.C12 


Gene No. 


65695 








Strand 




Start 


6771 








End 


7190 


Name 


OJ990519 04 


. 9C01 


.C12 .ol 


. tm 


Method 


TBLASTX : Maize 


Start 


2815 








End 


3049 


GI 


none 








Score 


76 • 


Exons 


2815. .3048, 


2915 


. . 3049 








Seq. No. 


31748 








Seq. ID 


OJ990519_04.9C01.C12 


Gene No. 


65695 








Strand 




Start 


6771 








End 


7190 


Name 


OJ990519 04 


. 9C01 


.C12 .ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


2818 








End 


3237 


GI 


none 








Score 


50 


Exons 


2818 . .2976, 


2855 


. .2935, 


2968. 


.3180, 2968. .3237 


Seq. No. 


31748 








Seq. ID 


OJ990519_04 . 9C01 .C12 


Gene No. 


65695 








Strand 




Start 


. 6771 








End 


7190 


Name 


OJ990519 04 


. l 9C01 


.C12.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


.2830 








End ■ 


3285 


GI 


none 








Score 


85 


Exons 


2830 . . 3000, 


2849 


. . 2989, 


2907 . 


.3014, 2935.. 2991, 3007.. 3285, 




3019 . . 3165 












Seq. No. 


31748 








Seq. ID 


OJ990519_04 . 9C01 . C12 


Gene No. 


65695 








Strand 




Start 


6771 








End 


7190 


Name 


OJ990519 04 


. 9C01 


C12.o3 


. as 


Method 


GENSCAN 


Start 


6771 








End 


7190 


GI 


none 








Score 


.51 


Exons 


6771 . .7190 












Seq. No. 


31749 








Seq. ID 


OJ990519_04.9C01.C13 


Gene No. 


65696 








Strand 




Start 


1274 








End 


1450 


Name 


OJ990519 04 


9C01 . 


C13.ol 


as 


Method 


GENSCAN . 


Start * 


1274. 








End 


1.4 50 . . 


GI . 


none 








Score 


.45 


Exons 


1274 . . 1450 












Seq. No. 


31750 








Seq. ID 


OJ990519 04.9C01.C14 


Gene No. 


65697 








Strand 


+ 


Start 


363 








End 


1614 


Name 


OJ990519 04. 


9C01. 


C14.ol. 


as 


Method 


GENSCAN 


Start 


363 








End 


1614 


GI . 


none 








Score 


.43 


Exons 


363. .466, 1098. .1614 








Seq. No. 


31750 








Seq. ID 


OJ990519_04.9C01.C14 


Gene No. 


65698 








Strand 


+ 


Start 


1565 








End 


2088 



31737 



Name 


OJ990519 04 . 9C01 .C14 .ol 




Method 


AAT/GAP 


Start 


1565 




End 


2088 


GI 


none 




Score 


1000 


Exons 


1565. .2088 








Seq. No. 


31750 




Seq. ID 


OJ990519_04.9C01.C14 


Gene No. 


65699 




Strand 


+ 


Start 


2962 




End 


5136 


Name 


OJ990519 04.9C01.C14.o2 


. as 


Method 


GENSCAN 


Start 


2962 




End 


5136 


GI 


none 




Score 


.48 


Exons 


2962. .3242, 4767. .4919, 


5028 


. .5136 




Seq. No. 


31750 




Seq. ID 


OJ990519 04.9C01.C14 


Gene No. 


65700 




Strand 




Start 


549 




End 


1330 


Name 


OJ990519 04.9C01.C14.ol 


.np 


Method 


AAT/NAP 


Start 


549 




End 


1330 


GI 


539029 




Score 


89 


Exons 


549. .624, 1184. .1330 








GI Descrip. 


cysteine-rich extensin- 


like 


protein 1 


precursor - common tobacc 




gi 1310923 (L13439) cysteine- 


rich extensin-like protein-1 




[Nicotians tahapnTnl 








Seq. No. 


31750 




Seq. ID 


OJ990519_04.9C01.C14 • 


Gene No. 


65701 




Strand 




Start 


6163 




End 


7439 


Name 


OJ990519 04.9C01.C14.o3 


.gs 


Method 


GENSCAN 


Start 


6163 




End 


7439 


GI 


none 




Score 


.74 


Exons 


6163. .6183, 6493. .6651, 


6932 


..7147, 7434. .7439 


Seq. No. 


31750 




Seq. ID 


OJ990519_04 . 9C01 . C14 


Gene No. 


65701 




Strand 




Start 


6163 




End 


7439 


Name 


OJ990519 04 . 9C01.C14 .ol 


. tw 


Method 


TBLASTX; Wheat 


Start 


6355 




End 


6645 


GI 


none 




Score 


70 


Exons 


6355. .6504, 6365. .6439, 


6458 


..6640, 6508. .6642, 6508. .6645 


Seq. No. 


31750 




Seq. ID 


OJ990519_04.9C01.C14 


Gene No. 


.65701 - 




Strand 




Start 


6163 




End 


7439 , . 


Name 


OJ9905.19 04. 9C01.C14 .ol 


. tm ■ 


Method' 


TBLASTX: Maize 


Start 


6371 




End 


6621 


GI 


none 




Score 


109 


Exons 


6371. . 6616, 6373. .6615, 


6376 


. . 6621 




Seq. No. 


31750 .. 




Seq. ID 


OJ990519_04 . 9C01 . CI 4 


Gene No. 


65701 




Strand 




Start 


6163 




End 


7439 


Name 


OJ990519 04.9C01.C14.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


6932 




End 


7192 


GI 


none 




Score 


34 


Exons 


6932 . . 7UUU, 694 4 . . 6991, 


6972 


. .7178, 69 


89. .7192, 7004. .7189 


Seq. No. 


31751 




Seq. ID 


OJ990519_04 . 9C01 .C15 



31738 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



65702 Strand 
1 End 2488 

OJ990519_04.9C01.C15.ol.np Method AAT/NAP 
1 End 2488 

3287832 Score 503 

1..24, 403. .534, 626. .844, 1093. .1471, 1815. .2053, 2343. .2488 
(+ ) -DELTA-CADINENE SYNTHASE (D-CADINENE SYNTHASE) gi 11843647 
(U88318) (+) -delta-cadinene synthase [Gossypium hirsutum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31751 
65702 
1 

OJ990519_04. 9C01.C15.ol.tm 

383 

none 



Seq. ID OJ990519_04.9C01.C15 
Strand 

End 2488 

Method TBLASTX: Maize 

End 1454 

Score 80 

383. .523, 393. .512, 622. .846, 631. .843, 717. .851, 1182. .1280, 
1284. .1451, 1290. .1454 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31751 
65702 
1 

OJ990519_04. 9C01.C15.ol.gs 

399 
none 



Seq. ID OJ990519_04.9C01.C15 
Strand 

End 2488 

Method GENSCAN 

End .2058 

Score .'63 



399..S34, 626. .844, 1093. .1381, 1815. .2058 



31751 
65702 
1 

OJ990519_04.9C01.C15.ol. ts 

435 
none 

435.-536, 622. .843, 1083. .1271 



Seq. ID OJ990519_04.9C01.C15 
Strand 

End 2488 

Method TBLASTX : Soybean 

End 1271 

Score 116 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31752 
65703 
3339 

OJ990519 

3339 

none 



Seq. ID OJ990519 04.9C01.C16 



04. 9C01.C16.o2.gs 



Strand 
End 

Method 

End 

Score 



+ 

13118 
GENSCAN 
12968 
.49 



3339..3666, 3774. .3953, 5630. .5754, 6575. .6700, 7831. .8092, 
8949. .9248, 9259. .9558, 10558 .. 10936, 11173 .. 11391, 
11489. .11624, 12177.. .12392, 12678.- 12968 



Seq. No. 31752 Seq. ID 

Gene No. 65703 Strand 

Start 3339 End 

Name OJ990519_04 . 9C01 . C16 . ol . np Method 

Start .8285 End 

GI 3287826 Score 

Exons 8285. .8425, 9820. .10069, 10558 10936, 11 173 . . 1 1391 , 

11489. .11624, 12147. .12401, 12687. .12965 
GI Descrip. (+) -DELTA-CADINENE SYNTHASE ISOZYME C2 (D-CADINENE SYNTHASE) 

gi I 2879841 1 emb ICAA76223.il (Y16432) ( + ) -delta-cadinene synthase 

[Gossypium arboreum] 



OJ990519_04.9C01.C16 
+ 

13118 
AAT/NAP 
12965 
666 



Seq. No. 



31752 



Seq. ID OJ990519_04.9C01.C16 



31739 



Gene No . 


65703 


Strand 


+ 


Start 


3339 


End 


'■13118 


Name 


OJ990519 04.9C01.C16.o2.gp 


Method 


' AAT/GAP 


Start 


8364 


End 


10770 


GI 


LIB3431-062-P1-K1-B3 


Score 


917 


Exons 


8364.. 8425, 9811.. 10069, 10558.. 10770 




GI Descrip. 


'4733937/gb|AAC31570.2| 8.0e-23 (AF080245) sesquiterpene 










Seq. No. 


31752 


Seq. ID 


OJ990519_04.9C01.C16 


Gene No. 


65703 


Strand 


+ 


Start 




End 


13118 


Name 


OJ990519 04 .9C01.C16.o3.gp 


Method 


AAT/GAP 


Start 


12339 


End 


13118 


GI 


T,TR^4^T -0 69-P1 -Ml -R^ 


Score 


966 


Exons 

J—J *k \*S 1 1U 








GI Descrip. 




sesquiterpene cyclase [Capsicum 




dill 1 LI Hill J 






Seq. No. 


O X f 


Seq. ID 


OJ990519_04 . 9C01.C16 


Gene No. 


65704 


Strand 


-!- 


Start 


15323 


End 


15411 


Name 




Method 


AAT/GAP ■■''* 


Start 




End 


15411 


GI 


none 


Score 


130 


Exons 


1 J JiC J . . X -J *i X X 






Seq. No. 


^1 7 R9 


Seq. ID 


OJ990519_04.9C01.C16 


Gene No. 




Strand 




Start 


842 


End 


2797 


Name 


OJ990519 04.9C01.C16.ol.gs 


Method 


GENSCAN 


Start 


842 


End 


2797 


GI 


none 


Score 


.71 


Exons 


R49 1 OT 9 960^ 97Q7 






Sea No 


^1 7 S9 


Seq. ID 


OJ990519_04 . 9C01 . CI 6 


Gene No . 


65706 


Strand 




Start 




End 


6146 


Name 


OJ990519 04 .9C01.C16.ol.gp 


Method 


AAT/GAP 


Start 


5807 


End 


6146 


GI 


T,TR^4??-0^0-P1 -K1 -PI 9 


Score 


666 


Exons 


^ft 07 61 A 






"G I ■ Dpsrri n ' 


1 4 1 7 f*A 90 /Hh-i 1 RZ\Z\ ^7 1 £7 1 9 Oo- 


11 (AB008097) cytochrome P450 




[Arabidopsis. thaliana] 1 






Seq. No. 


31752 


Seq. ID 


OJ990519_04 . 9C01.C16 


Gene No. 


65707 


Strand 




Start 


15177 


End 


15874 


N^nie 


OJ990519 04.9C01.C16.ol.tc 


Method 


TBLASTX: Cress 


Start 


10563 


End 


10925 


GI 


none 


Score 


206 • 


Exons 


10563. .10925 






Seq. No. 


31752 


Seq. ID 


OJ990519_04 . 9C01.C16 


Gene No. 


65/07 


Strand 




Start 


15177 


End 


15874 


Name 


OJ990519 04.9C01.C16.ol.tm 


Method 


TBLASTX: Maize 



31740 




Start 


10652 






End 


12329 




GI 


none 






Score 


214 




Exons 


10652 . 


.10939, 10659. 


10934, 


11174. .11392, 11174 . .11239, 






11338. 


.11391, 11493. 


11621, 


114 95. . 11611, 1212 6. .1232 9, 






12170. 


.12328 










Seq. No. 


31752 






Seq. ID 


OJ990519 04.9C01 


.C16 


Gene No. 


65707 






Strand 






Start 


15177 






End 


15874 




Name 


OJ990519 0.4.9C01.C16. 


o2 . tm 


Method 


TBLASTX : Maize 




Start 


12663 






End 


12950 




GI 


none • 






Score 


230 




Exons 


12663. 


.12950, 12687.. 


12908 








Seq. No. 


31752 






Seq. ID 


OJ990519_04 . 9C01 


. C16 


Gene No. 


65707 






Strand 






Start 


15177 






End 


15874 




Name 


OJ990519 04.9C01.C16. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


12684 






End 


12979 




GI 


none 






Score 


159 




Exons 


12684 . 


.12821, 12687.. 


12821, 


12688. .12825, 12825. .12968, 






12890. 


.12964, 12899.. 


12979 








Seq. No. 


31752 






Seq. ID 


OJ990519^04.9C01 


.C16 


Gene No. 


65707 






Strand 






Start 


15177 






End 


15874 




Name 


OJ990519 04.9C01.C16. 


o4 an 


Method 


AAT/GAP 




Start 


13700 






End 


14781 




GI 


none 






Score 


966 




Exons 


13700. 


.14164, 14196.. 


14244 , 


14707. . 147 


81 




Seq. No. 


31752 






Seq. ID 


OJ990519_04.9C01 


C16 


Gene No. 


65707 






Strand 






Start 


15177 






End 


15874 




Name 


OJ990519 04.9C01.C16. 


o3 . gs 


Method 


GENSCAN 




Start 


15177 






End 


15874 




GI 


none 






Score 


.51 




Exons 


15177. 


.15278, 15345.. 


15409, 


15666. .15874 




Seq. No. 


31753 






Seq. ID 


OJ990519JD4. 9C01. 


C17 


Gene No. 


65708 






Strand 


+ 




Start 


1950 






End 


2107 




Name 


. OJ990519 04.9C01.C17. 


ol.gp 


Method 


AAT/GAP 




Start 


1950 






End 


2107 . 




GI 


83529 


1.R1084 




Score 


239 




Exons 


1950. . 


2107 










GI Descrip. 


, 4521194/cibj IAB013613 


.1IAB013613 6.0e- 


7 9 Oryza sativa DNA, 




centromere sequence RCB11' 








Spa No 


31753 






Seq. ID 


OJ990519_04 . 9C01. 


C17 


Gene No. 


65709 






Strand 






Start 


779 






End 


1045 




Name 


OJ990519 04.9C01.C17. 


ol . gs 


Method 


GENSCAN 




Start 


779 






End 


1045 




GI 


none 






Score 


. 93 




Exons 


779. .1045 











31741 



Seq. No. 31754 Seq. ID OJ990519_04.9C01.C18 

Gene No. 65710*" Strand + 

Start 1 End 641 

Name OJ990519_04 . 9C01 . C18 . ol . gp Method AAT/GAP 

Start 1 End 641 

GI 83529JL.R1084 Score 1120 

Exons 1 . .641 

GI Descrip. ' 4 521194 /dbj | AB013613 . 1 1 AB013613 6.-0e-79 Oryza sativa DNA, 
centromere sequence RCB11 1 



Seq. No. 31754 Seq. ID OJ990519_04.9C01.C18 

Gene No. 65711 Strand + 

Start 6395 End 7803 

Name OJ990519_04 . 9C01 . C18 . o2 . gs Method GENSCAN 

Start 6395 End 7803 

GI none Score .88 

Exons 6395.-6476, 6585. .6970, 7030. .7210, 7240. .7425, 7713. .7803 



Seq. No. 


31754 










Seq. 


ID 


OJ990519 


04.9C01.C1S 


Gene No. 


65712 










Strand 










Start 


1471 










End 




3430 






Name 


OJ990519 04 


. 9C01. 


C18.ol 


.gs 


Method 


GENSCAN 






Start 


1471 










End 




3430 






GI 


none 










Score 




.92 






Exons 


1471. . 


1716, 


2040. 


.2191, 


2337 


.2453, 


2596. . 


2773, 


3428. 


.3430 


Seq. No. 


31754 










Seq. 


ID 


OJ990519 


04.9C01.C18 


Gene No. 


65713 










Strand 










Start 


3764 










End 




5933 






Name 


OJ990519 04 


. 9C01. 


C18.ol 


. tm 


Method 


TBLASTX: 


Maize 




Start 


3764 










End 




5933 






GI 


none 










Score 




68 








Exons 


3764. . 


3877, 


3766. 


.3891, 


3772. 


.3882, 


3774. . 


3893, 


3775. 


.3879, 




3783. . 


3890, 


3791. 


.3889, 


3792. 


.3890, 


3800. . 


3892, 


3801. 


.3893, 




5266. . 


5385, 


5277. 


.5396, 


5278. 


.5436, 


52? 


31. . 


5430, 


5288. 


.5443, 




5293. . 


5445, 


5293. 


.5442, 


5301. 


.5396, 


5316. . 


539.9, 


5373. 


.5471, 




5380. . 


5472, 


5380. 


.5457, 


5433. 


.5525, 


5434 . . 


5526, 


5434 . 


.5526, 




5461. . 


5613, 


5461. 


.5613, 


5462. 


.5614, 


5469. . 


5627, 


5470. 


.5616, 




5473. . 


5628, 


5478. 


.5618, 


5500. 


.5646, 


5505. . 


5639, 


5506. 


.5646, 




5661. . 


5729, 


5669. 


.5707, 


5676. 


.5735, 


57* 


34 . . 


5918, 


5787. 


.5906, 




5817. . 


5909, 


5817. 


.5849, 


5835. 


.5933 













Seq. -No.,. 31755 Seq. ID 

Gene No. 65714 Strand 

Start 268 End 

Name OJ990519_04 . 9C01 . C19 . ol . gs Method 

Start 268 End 

GI none Score 

Exons 268.. 358, 2399.. 2453 



OJ990519_04. 9CG1.C19 
+ 

2453 
GENSCAN 
2453 
.52 



Seq. No. 31755 Seq. ID 

Gene No. 65715 Strand 

Start 4642 End 

Name OJ990519_04 . 9C01 . C19 . o2 . gs Method 

Start 4 642 End 

GI none Score 
Exons 



OJ990519_04.9C01.C19 
+ 

8668 
GENSCAN 
8668 
.83 



4642. .4851, 5459. .5579, 5770. .5864, 7675. .7789, 7910. .8034, 



31742 



8432. .8502, 8590. .8668 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31755 
65715 
4642 

OJ990519_04 . 9C01.C19.ol.np 

5441 

3201969 



Seq. ID OJ990519_04.9C01.C19 

Strand + 

End 8668 

Method AAT/NAP 

End 8647 

Score 538 



5441. .5579, 5770. .5864, 7675.-7789, 7910. .8034, 8432. .8502, 
8590. .8647 

(AF068332) submergence induced protein 2A [Oryza sativa] 



Seq. No. 31755 
Gene No. 65716 
Start 9089 

Name OJ990519_04 . 9C01.C19.ol 

Start 5456 
GI none 

Exons 5456.. 5506, 5467.. 5493, 

5768. .5851, 7674. .7799, 
8423. .8503 



Seq. ID OJ990519_04.9C01.C19 
Strand 

End 92 65 

.tw Method TBLASTX : Wheat 

End 8503 

Score 63 
5504. .5575, 5519. .5575, 5760. .5864, 
7675. .7791, 7872. .8039, 7909. .8043, 



Seq. No. 31755 

Gene No. 65716 

Start 9089 

Name OJ990519_04 . 9C01.C19.ol 

Start 5468 

GI none 

Exons 5468.. 5506, 5504.. 5575, 
7675. .7791, 7872. .8039, 

Seq. No. 31755 
Gene No. 65716 
Start 9089 

Name OJ990519_04 . 9C01.C19.ol 

Start 5468 
GI none 

Exons 5468.. 5506, 5504.. 5575, 

7674. .7790, 7675. .7791, 
8423. .8503, 8434. .8538 



Seq. ID OJ990519_04.9C01.C19 
Strand 

End 9265 
.tc Method TBLASTX : Cress 

End 8503 

Score 63 
5724. .5864, 5760. .5864, 7674. .7790, 
7909. .8043, 8423. .8503 

Seq. ID OJ990519_04.9C01.C19 
Strand 

End 92 65 

.tm Method TBLASTX : Maize 

End 8538 

Score 63 
5753. .5872, 57 60. .58 64, 7 667. .778 6, 
7872. .8039, 7905. .8039, 7909. .8-043, 



Seq. No. 31755 
Gene No. , 65716 

Start 9089 • ' ■ . 

Name OJ990519_04 . 9C01 . CI 9 . ol . ts 

Start 5468 

GI none 
Exons 



Seq. ID OJ990519_04.9C01.C19 



Strand, 
End 

Method 

End 

Score 



9265. 

TBLASTX: Soybean 

8503 

62 



5468. .5506, 5504. .5575, 5760. .5864, 5760. .5864, 7667. .7789, 
7674. .7790, 7675. .7791, 7872. .8030, 7909. .8043, 8423. .8503 



Seq. No. 31755 Seq. ID 

Gene No. 65716 Strand 

Start 9089 End 

Name OJ990519_04 . 9C01 . CI 9 . o3 . gs .Method 

Start 9089 End 

GI none Score 

Exons 9089.. 9120, 9244.. 9265 



OJ990519_04.9C01.C19 

9265 
GENS CAN 
9265 
.91 



31743 



Seq. No. 


31756 


Seq. ID 


OJ990519_04-.9C01.C21 


Gene No . 


65717 


<Zf r And " 

*J L 1 all \JL 


+ 


Start 


143 


FnH 

til zu 


_7 *i 


Name 


OJ990519 04 9C01.C21.ol as 






Start 


143 " 


End 


294 


GI 


none 






Ex on s 


143 294 






Seq. No. 


31757 


Seq. ID 


OJ990519_04.9C01.C22 


Gene No. 


65718 


Strand 




Start 


1 


End 


688 


Name 


OJ990519 04 . 9C01.C22.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


688 


GI 


3287824 


Score 


276 


Exons 


1..146, 395. .688 






Q T Desrr i o 

\J J- J—' h«_> J, JL» • 


(+) -DELTA-CADINENE SYNTHASE 


ISOZYME XC1 (D-CADINENE SYNTHASE) 




gi|2147015|pir| IS68365 ( + )- 


delta-cadinene synthase isozyme XC 




Gossypium arboreum gi 11045312 (U23206) 


( + ) -delta-cadinene 




synthase isozyme XC1 [Gossypium arboreum] 


Seq. No. 


31757 


Seq. ID 


■ OJ990519_04.9C01.C22 




65718 


Strand 


- 


Start 


1 


End 


688 


Name 


OJ990519 04 .9C0i.C22.ol.tm 


Method 


TBLASTX: Maize 


Start 


2 


End 


679 


GI 


none 


Score 


75 




2. .145, 17. .145, 356. .679, 


397. . 672 




Seq. No. 


31758 


Seq. ID 


OJ990519_04.9C01.C25 


Gene No. 


65719 


Strand 




Start 


1 


End 


648 


Name 


OJ990519 04.9C01.C25.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


648 


GI 


83529 1.R1084 


Score 


1128 


Exons 


1. . 648 






GI DpsrriD 


1 4521194 /dbj | AB013613 . 1 1 AB013613 6.0e- 


79 Oryza sativa DNA, 




centromere sequence RCB11' 






Seq. No. 


31759 


Seq. ID 


OJ990519_04 . 9C01.C26 


Gene No . 


65720 


Strand 


+ 


Start 


121 


End 


991 


Name 


OJ990519 04..9C01.C26.ol.np: 


Method 


AAT/NAP 


Start 


121 . 


. End 


991 . 


GI 


4512229 


Score 


651 


Exons 


121. .728, 963. .991 






GI Descrip. 


(AB014740) ORF0 protein [Oryza sativa] 




Seq. No. 


31759 


Seq. ID 


OJ990519_04.9C01.C26 . 


Gene No. 


65720 


Strand 


+ 


Start 


121 


End 


991 


Name 


OJ990519 04.9C01.C26.ol.gs 


Method 


GENSCAN 


Start 


184 


End 


754 


GI 


none 


Score 


.78 


Exons 


184. .417, 434. .754 






Seq. No. 


31760 


Seq. ID 


OJ990519_04.9C01.C27 



31744 



Gene No. 65721 Strand + 

Start 1 End 746 

Name OJ990519_04 . 9C01 . C27 . ol . np Method AAT/NAP 

Start 1 End 746 

GI 4733937 Score 127 

Exons 1..78, 160. .429, 569. .746 

GI Descrip. (AF080245) sesquiterpene synthase [Elaeis oleifera] 



Seq. \ No. 31760 

Gene No. 65721 

Start 1 

Name OJ990519_04 . 9C01 . C27 . ol, gs 

Start 118 

GI none 

Exons 118.. 492 



Seq. ID OJ990519_04.9C01.C27 

Strand + 

End 746 

Method GENS CAN 

End 4 92 

Score . 68 



Seq. No. 31761 

Gene No. 65722 

Start 140 

Name OJ990519_04 . 9C01 . C32 . ol . gs 

Start 140 

GI none 

Exons 140.. 468, 583.. 1150 



Seq. ID OJ990519_04.9C01.C32 

Strand + 

End 3539 

Method GENSCAN 

End 1150 

Score .53 



Seq. No. 31761 

Gene No. 65722 

Start 140 

Name- OJ990519_04 . 9C01 . C32 . ol . np 

Start 395 

GI 6721512 

Exons 39S..426, 2264. .2418, 3470. 
GI Descrip. 



Seq. ID OJ990519_04.9C01.C32 
Strand + 

3539 
AAT/NAP 
3539 
70 



End 

Method 
End 
Score 
.3539 



(AP001072) hypothetical protein [Oryza sativa] 



Seq. No. 31762 

Gene No. 65723 

Start 1678 

Name OJ990519_04 . 9C01 . C33 . ol . gs 

Start 1678 

GI none 
Exons 



Seq. ID OJ990519_04.9C01.C33 
Strand 

End 4080 

Method' GENSCAN 

End 4080 

Score .49 



1678. .1769, 2345. .2816, 3713. .3857, 3993. .4080 



Seq. No. 31763 

Gene No. 65724 

Start 1 

Name OJ990709JD8 . 9C10 . CI . ol . np 

Start 1 

GI 3451069 

Exons 1..551, 579.. 2398 

GI Descrip. (AL031326) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990709_08. 9C10-.C1 

Strand +-..-. 

End 2398 

Method AAT/NAP 

End 2398 

Score 1141 



Seq. No. 31763 

Gene No. 65724 

Start 1 

Name OJ990709_08 . 9C10 . CI . ol . gs 

Start 416 

GI none 

Exons 416.. 2380 



Seq. ID OJ990709_08. 9C10.C1 

Strand + 

End 2398 

Method GENSCAN 

End 2380 

Score .42 



31745 



Seq. No. 


31763 








Gene No . 


65725 








Start 


4594 








Name 


OJ990709 08 


. 9C10 


. CI . o2 . 




Start 


4594 ~~ 








GI 


none 








Rxon s 

l»j *\ V_y 1 1 w> 


4594 4902 








Seq. No. 


31763 








Gene J^O . 


65726 








Start 


4816 








Name 


OJ990709 08 


. 9C10 


• W X ■ W X . 




Start 


1121 ~~ 








GI 


none 








RvAn e 

j— i a \y 1 1 ij 


1121 1405, 


1123 


. 1188, 


1214 


Seq. No. 


31763 








Gene No. 


65726 








Start 


4816 








Name 


OJ990709 08 


9C10 


PI nl 

X • W X • 


t-m 

L-ill 


Start 


1126 ~~ 








W X 


none 










1126 1221 

X X U * * X X , 


1127 


• 1 Jul , 


T 1 ?R 




X _ .7 1 • • X -J U U 








Seq. No. 


31763 








Gene No. 


65726 








Start 


4816 








Name 






^ X . . 


L.1U 


Start 


1567 ~ 








GI 


none 








F.xon 


1567 1620 


1567 , 


. 1617 , 


1616 




1618 19S0 


X \J X ^ • 


1 9S1 

. X _7 O X 




Seq. No. 


31763 








Gene No. 


65726 








Start 


4816 








Name 


OJ990709 08. 


9C10. 


Cl.o3. 


tm 


Start 


1958 








GI 


none 








Exons 


1958. .2089, 


2171. 


.2362 





Seq. ID OJ990709_08.9C10.C1 

Strand -f 

End 4902 

Method ' GENSCAN 

End 4 902 

Score .94 



Seq. ID OJ990709_08.9C10.C1 

Strand + / 

End 5543 

Method TBLASTX : Soybean 

End 1410 

Score 292 

.1399, 1297. .1404, 1306. .1410 

Seq. ID OJ990709_08.9C10.C1 



Strand 
End 

Method 

End 

Score 



+ 

5543 

TBLASTX : Maize 

1566 

654 



Seq. ID OJ990709 08.9C10.C1 



Strand 
End 

Method 

End 

Score 



+ 

5543 

TBLASTX :Maize 

1951 

68 



Seq. ID OJ990709_08. 9C10.C1 

Strand + 

End 5543 

Method TBLASTX :Maize 

End 2362 

Score 116 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
S L a r t 
Name 
Start 



31763 ■ 

65726 

4816 

OJ990709_08. 9C10 . CI . o2 . np 

4816 

3953478 

4816. .4949, 5511 
(AC002328) F2202 



Seq. ID OJ990709_08 . 9C10.C1 

Strand + 

End 5543 

Method AAT/NAP 

End 5543 

Score .,84 



.5543 

23 [Arabidopsis thaliana] 



31764 
65727 
1 

OJ990709__08.9C10.C2.ol.np 
1 



Seq. ID OJ990709_08.9C10.C2 

Strand + 

End 5204 

Method AAT/NAP 

End 4777 



31746 




GI 


3953478 




Score 


- 1991 




Exons 


1..110, 783 


..1251, 1537. .1731 


, 2133.. 


2587, 2667. .2771, 






2868. .3098, 


3206.. 3362, 3524. 


.3872, 4648. .4777 




GI Descrip. 


(AC002328) 


F2202.23 [Arabidopsis thaliana] 




Seq. No. 


31764 




Seq. ID 


OJ990709_08. 9C10 


.C2 


Gene No. 


65727 




Strand 


+ 




Start 


1 




End 


5204 




Name 


OJ990709 08 


. 9C10.C2.ol.gs 


Method 


GENSCAN 




Start 


10 




End 


5204 




GI 


none 




Score 


.71 




Exons 


10. .54, 849 


. .1251, 1537. .1731 


, 2274.. 


2587, 2868.. 3098, 






3206. .3430, 


3640.. 3823, 4648. 


.4747, 5126. .5204 




Seq. No. 


31764 




Seq. ID 


OJ990709__08.9C10 


. C2 


Gene No. 


65728 




Strand 






Start 


5573 




End 


14495 




Name 


OJ990709 08 


. 9C10.C2.o4.tm 


Method 


TBLASTX : Maize 




Start 


831 




End 


1136 




GI 


none 




Score 


151 




Exons 


831. .953, 8 


46. .953, 847. .954, 


973. .1059, 973. .1068, 993 


. .1 




996. .1073, 


1070. .1135, 1077.. 


1136, 1077. .1133, 1079. .1135 


Seq. No. 


31764 




Seq. ID 


OJ990709_08. 9C10 


.C2 


Gene No. 


65728 




Strand 






Start 


5573 




End 


14495 




Name 


OJ990709 08 


.9C10.C2.o2.ts 


Method 


TBLASTX : Soybean 




Start 


854 




End 


1129 




GI 


none 




Score 


339 




Exons 


854. .937, 8 


55. .1127, 996. .1121, 1016. 


.1129 




Seq. No. 


31764 




Seq. ID 


OJ990709_08. 9C10 


.C2 


Gene No. 


65728 




Strand 






Start 


5573 




End 


14495 




Name 


OJ990709 08 


. 9C10.C2.o3.ts 


Method 


TBLASTX: Soybean 




Start 


1452 




End 


2239 




GI 


none 




Score 


290 




Exons 


1452. .1745, 


1529. .1729, 1576. 


.1731, 2T26..2239 : 




Seq. No. 


31764 




Seq. ID 


OJ990709_08. 9C10 


C2 


Gene No. 


65728 




Strand 






Start 


5573 




End 


14495 




Name 


OJ990709 08 


. 9C10.C2._o3. tm 


Method 


TBLASTX: Maize 




Start 


1524 , 




.End 


1728 




GI 


none 




Score 


294 




Exons 


1524. .1727, 


1527.. 1673, 1535. 


.1726, 1597.. 1728 




Seq. No. 


31764 




Seq. ID 


OJ990709JD8. 9C10. 


C2 


Gene No. 


65728 




Strand 






Start 


5573 




End 


14495 




Name 


OJ990709 08 


. 9C10.C2.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1560 




End 


2358 




GI 


none 




Score 


44 




Exons 


1560. .1589, 


1562. .1585, 1563. 


.1706, 1592. .1708, 1601. .1708 




2117. .2356, 


2121 . .2198, 2134 . 


.2358, 2137.. 2358 




Seq. No. 


31764 




Seq. ID 


OJ990709_08. 9C10. 


C2 



31747 



* • 



Gene No. 


65728 








Strand 






Start 


5573 








End 


14495 




Name 


OJ990709 08 


. 9C10 . 


C2 o2 


fm 

L.1U 


Method 


TBLASTX : 


Ma i 7o 
L v lCl-L Z.C 


Start 


2329 ~~ 








End 


2738 




GI 


none 








Score 


326 






2329 2586 


2329 . 


2610 


2333 


.2614, 2645. .2719, 


9646 97^fi 


o c • i^u < 


317 64 








Seq. ID 


OJ990709 


nft Qn n r"9 

U O . J. U • 


Gene No . 


65728 








Strand 






Start 


5573 








End 


14495 




Name 


OJ990709 08 


.9C10. 


C2.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


2336 








End 


2903 




GI 


5342530 








Score 


227 




Exons 


2336. .2587, 


2336. 


.2563, 


2338. 


.2571, 2662. .2748, 


2670. .2771, 




2850. .2903, 


2867. 


.2902 











GI Descrip. 3953478 4.0e-59 (AC002328) F2202.23 [Arabidopsis thaliana] 



Seq. No. 31764 . Seq. ID 

Gene No. 65728 Strand 

Start 5573 End 

Name OJ9907 09_08 . 9C10 . C2 . ol . tm Method 

Start 2870 End 

GI none Score 
Exons 



OJ990709_08. 9C10.C2 
14495 

TBLASTX: Maize 

3826 

72 



2870. .2905, 2871. .2906, 2872. .2907, 2872. .2907, 2901. .3101, 
2910. .3092, 2911. .3105, 2911. .3099, 3196. .3396, 3203. .3418, 
3639. .3800/ 3640. .3792, 3641. .3826, 3642. .3821 



Seq. No. 


31764 






Seq. ID 


OJ990709_08.9C10.C2 


Gene No. 


65728 






Strand 




Start 


5573 






End " 


14495 


Name 


OJ990709 08 


. 9C10.C2.o2. tc 


Method 


TBLASTX: Cress 


Start 


3196 






End 


3873 


GI 


none 






Score 


147 


Exons 


3196. 


.3357, 


3203. .3364, 3631. 


.3873, 3690. .3794 


Seq. No. 


31764 






Seq. ID 


OJ990709_08.9C10.C2 


Gene No. 


65728 






Strand 




Start 


5573 






End 


14495 


Name 


OJ990709 08 


. 9C10.C2 .o2 .gs 


Method 


GENSCAN 


Start 


5573 






End 


14495 


GI 


none 






Score 


. 69 


Exons 


5573. 


6074, 


6277. .6462, 6550. 


.7292, 7458. .7619, 7890. .8262, 




' 8968. 


9086, 


9173.. 9259, 13189 


. .13292, 


13363. .13457, ■ 




13741 


.13855;,. 14 4-41.. . 14495 






Seq. No. 


31764 






Seq. ID 


OJ990709_08. 9C10.C2 


Gene No. 


65728 






Strand 




Start 


5573 






End 


14495 


Name 


OJ990709 08 


. 9C10.C2.o2.np 


Method 


AAT/NAP 


Start 


5576 




End 


7274 


GI 


6174838 




Score 


668 


Exons 


5576. . 


6074, 


6277.. 6406, 6521. 


.7274 




GI Descrip. 


(AB026890) 


transcription factor NtWRKY4 [Nicotiana tabacum] 


seq. No. 


31764 






Seq. ID 


OJ990709_08.9C10.C2 


Gene No. 


65728 






Strand 




Start 


5573 






End 


14495 



31748 



Name 

Start 

GI 

Exons 



OJ990709_08 . 9C10 . C2 . 06 . tm Method TBLASTX : Maize 

5675 End 6076 

none Score 55 

5675.. 5704, 5757.. 5798, 5869.. 6072, 5903.. 6073, 5904.. 6074, 
5945. .6076 



Seq. No. 31764 Seq. ID OJ990709_08 . 9C10 . C2 

Gene No. 65728 Strand 

Start 5573 End 14495 

Name OJ990709_08 . 9C10 . C2 . ol . gp Method AAT/GAP - 

Start 5708 End 6361 

GI LIB3432-012-P1-K1-F1 Score 791 

Exons 5708.. 6074, 6277.. 6361 

GI Descrip. 1 927025 5.0e-31 (L44134 ) SPFl-like DNA-binding protein [Cucumis 
sativus] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31764 
65728 
5573 

OJ990709_08 . 9C10 . C2 . o2 . tw 

5917 

none 

5917. .6072, 5948. .6073, 5948. 
6280. .6387, 6885. .6944, 6954. 

31764 
65728 
5573 

OJ990709 J)8 . 9C10 . C2 . o4 . ts 

5951 

none 

5951. .5986, 
6907. .6957, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990709 08.9C10.C2 



14495 

TBLASTX: Wheat 
7059 
85 

6076, 5949.. 6074, 6273.. 6398, 
7058, 6955.. 7059 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990709 08.9C10.C2 



6017.. 6076, 6273. 
6954. .7118, 6955, 



14495 

TBLASTX: Soybean 
7118 
81 

6338, 6280.. 6339, 6870.. 6959, 
7068 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



.Seq., No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31764 
65728 
5573 

OJ990709_08. 9C10 . C2 . ol . tc 

5957 

none 

5957. .5986, 6017. .6076, 6273, 
6907. .6957, 6954. .7064, 6954. 

317 64 ' 

65728 

5573 

OJ990709_08. 9C10.C2 .o5.tm 

6271 

none 

6273... 6408, 6273. .6443, 6274. 
6609. .6776, 6987. .7058, 7113. 
7458. .7562, 7539. .7619, 7552. 
7903. .8097 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990709 08.9C10.C2 



14495 

TBLASTX: Cress 
7065 
66 

6338, 6280.. 6339, 6870.. 6959, 
7064, 6955.. 7065 



Seq. ID OJ.990709_08 . 9C10.C2 
Strand 

End 14495 
Method TBLASTX: Maize 
End 8097 
Score 206 

.6420, 627S..6454, 6276. .6443, 
.7250, 7156.. 7242, 7458.. 7565, 
.7626, 7896.. 8096, 7902.. 8090, 



Seq. No. 
Gene No. 
Start 



31765 
65729 
829 



Seq. ID OJ990709JD8. 9C10.C3 
Strand + 
End 3743 



31749 



Name 

Start 

GI 

Exons 



OJ990709_08.9C10.C3.ol.gs 
829 



none 

829.. 1967, 2193. 



.2214, 3582. 



Method 
End 
Score 
3743 



GEN SCAN 

3743 

.5 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990709 08.9C10.C3 



31765 
65729 
829 

OJ990709J38.. 9C10 . C3 . ol . np 
829 

5257262 
829. .1671, 1828. .1920 

(AP000364) hypothetical protein [Oryza sativa] 



Strand 
End 

Method 

End 

Score 



+ 

3743 
AAT/NAP 
1920 
892 



oeq . ino . 


Jl / D J 






oeq. id 


uj y yu / uy 


no om n 

Do . yciu 


. C3 


Pawn NT 

bene ino . 


DO / jU 






Strand 


+ 






Start 


8246 






End 


8987 






Name 


OJ990709 08.9C10.C3 


.o3. 


gp 


Method 


AAT/GAP 






OLdlL 


7DD9 








11 en 
/ 1 OU 






PT 


DUUOH JO 






Score 


Zoo 






Exons 
















oeq . ino . 


"5 i n c c 






Seq. ID 


OJ990709 


08 . 9C10 


. C3 


bene ino . 


DD / jU 






Strand 


+ 






Of av-f 
otalL 


R 9 A £ 
O Z 41 O 






End 


8987 






Name 


OJ990709 08.9C10.C3 


.o2. 


gs 


Method 


GENSCAN " 






Start 


8246 






End 


8987 






C T 


none 






Score 


.7 








8246. .8708, 8812. .8 


987 












oeq. in o . 


31765 






Seq. ID 


OJ990709_ 


08. 9C10 


. Co 


bene lno . 


65731 






Strand 


+ 






otal L. 


11379 






End 


11928 






Name 


OJ990709 08.9C10.C3 


.o4 . 


gp 


Method 


AAT/GAP 






Of a -v~4- 

OLdll 


11379 






End 


11928 






GI 


none 






Score 


1063 






Exons 


11379. .11928 














Seq. No. 


31765 






Seq. ID 


OJ990709_ 


08.9C10 


.C3 


Gene No. 


65732 






Strand 


+ 






Start 


17027 






End 


19399 






Name 


OJ990709 08.9C10.C3 


.o2. 


np 


Method 


AAT/NAP 






Start 


17027 






End 


19399 






GI 


5902386 






Score 


983 






Exons 


17027. .17064, 17186 


. .18 


303, 


19374. .19399 






GI Descrip. 


(AC009322) Hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


31765 






Seq. ID 


OJ990709_ 


08.9C10. 


C3 


Gene ; No . 


65733 






Strand 


+ 






Start' 


21421 






End 


24151 






Name 


OJ990709 08.9C10.C3 


.o3. 


np 


Method 


AAT/NAP 






Start 


21421 






End 


24151 






GI 


3953481 






Score 


925 






Exons 


21421. .21567, 21683 


. .21 


888, 


22171. .22282, 22471. 


.23796, 






z4Iz4 . .24151 














GI Descrip. 


(AC002328) F2202.26 


[Arabidopsis thaliana] 







31750 



Seq. No. 31765 
Gene No. 65734 
Start 29102 

Name OJ990709_08 . 9C10 . C3 . o5 . gs 

Start 29102 
GI none 
Exons 29102, 

32155. 

35005. 

37739, 



Seq. ID OJ990709_08.9C10.C3 

Strand + 

End 37814 

Method GENSCAN 

End 37813 

Score .84 



.29218, 30833. .30961, 3134 1 .. 31391 , 31627. 
.32268, 33361. .33531, 338 91 34063, 34337. 



.35089, 35773. .35936, 36844, 
.37813 



.36909, 37390. 



.31875, 
.34583, 
,37484, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



31765 
65734 
29102 

OJ990709_08. 9C10 . C3 . o5 . np 
29102 
3806016 

29102. .29278, 30887 30930, 
32155. .32268, 33361 .. 33531 , 
35005. .35089, 35360 .. 354 69, 
37390. .37484, 37739. .37814 
(AF053104) peroxisomal targeting signal 1 
receptor; Pex5p [Nicotiana tabacum] 



Seq. ID 
Strand 
End 

Method 

End 

Score 
31100. .31489, 
33891. .34066, 
35712. .35936, 



OJ990709_ 
+ 

37814 
AAT/NAP 
37814 
1878 

31627. 
34331. 
36844 , 



08.9C10.C3 



,31875, 
,34583, 
36909, 



receptor; PTS1 



-Seq. No.- 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



31765 Seq. ID 

65734 Strand 

29102 End 

OJ990709_08 . 9C10 . C3 . o7 . gp Method 

30871 End 

66330 1.R1084 Score 



OJ990709_08.9C10.C3 
+ 

37814 
AAT/GAP 
31689 
861 



30871. .30961, 31032 .. 31188 , 31296 .. 31489, 31627. .31689 
'3193234 1.0e-24 (AF068690) peroxisomal targeting signal-1 
receptor [Citrullus lanatus] 1 



Seq. No. 31765 Seq. ID 

Gene No. 65734 Strand 

Start 29102 End 

Name OJ990709__08 . 9C10 . C3 . 08 . gp Method 

Start 34022 End 

GI 32009_1.R1084 Score 

Exons 34022. .34063, 34 337 .. 34 583, 

35712. .35936, 3684 4 .. 36909, 

GI Descrip.. 



OJ990709_08.9C10.C3 
+ 

37814 
AAT/GAP 
37514 
1552 



35005. .35089, 35360 .. 354 69, 
37390. .37514 

1 3806016 1.0e-123 (AF053104) peroxisomal targeting signal 1 
receptor; PTS1 receptor; Pex5p [Nicotiana tabacum] 1 



Seq. No. 31765 Seq. ID 

Gene No. 65735 Strand 

Start 4894 End 

Name OJ990709_08 . 9C10 . C3 . ol . gp Method 

Start 4894 End 

GI none Score 

Exons 4894 . . 5444 



OJ990709_08.9C10.C3 

5444 
AAT/GAP 
5444 
953 



Seq. No. 
Gene No . 
Start 
Name 



31765 Seq. ID 

65736 Strand 

5371 End 

OJ990709_08 . 9C10 . C3 . o2 . gp Method 



OJ990709JD8. 9C10.C3 

5815 
AAT/GAP 



31751 



Start 
GI 

Exons 



5371 
none 

5371. .5815 



End 
Score 



5815 
826 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI. 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31765 
65737 
24429 

OJ9907 09_08. 9C10.C3.o4 .gs 
24429 
none 

24429. .24550, 25293 
26817. .26910, 27634 



Seq. ID 
Strand 

End 28235 
.Method GENSCAN 
End 28154 . 

Score .9 
25363, 25651. .25706, 26378 
27722, 27824 . .28154 



OJ990709 08.9C10.C3 



.26439, 



31765 Seq. ID 

65737 Strand 

24429 End 

OJ990709_08. 9C10 . C3 . o5 . gp Method 

25227 End 

uC-osrocyp017d02bl Score 



OJ990709_08.9C10.C3 

28235 
AAT/GAP 
26431 
916 



25227. .25363, 25651 .. 25706, 25791 .. 258 91, 26023 26115, 
26219. .26297, 26378. .26431 

1 29824 63 /emb | CAA18227 . 1 1 1.0e-29 (AL022223) putative protein 
[Arabidopsis thaliana] ' 



31765 
65737 
24429 

OJ9907 09JD8 . 9C10 . C3 . o4 . np 
25282 
2982463 

25282..2S363, 25651 .. 25706, 25791 .. 25891, 26219 
26378. .26439, 26817 .. 2 6910 , 27634 .. 27722, 27824 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990709 08.9C10.C3 



28235 
AAT/NAP 
28100 
848 



.26297, 
.28100 



GI Descrip. (AL022223) putative protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI . Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



31765 
65737 
24429 

OJ990709_08. 9C10 .C3 . 06 . gp 
27638 

875_1.R1084 

27638. .27722, 27824. .28235 
■ 2 982 4 63/emb|CAA18227. 1 1 2 . 
[Arabidopsis thaliana] 1 

31765 
65738 
37757 

OJ990709_08. 
1306 
none 

1306. .1386, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990709_08.9C10.C3 

28235 ' 
AAT/GAP 
28235 
947 



0e-33 (AL022223) putative protein 



Seq. ID OJ990709 08.9C10.C3 



9C10.C3.ol.tw 



1411. .1665, 1428. 



31765 
65738 
37757 

OJ990709_08. 9C10.C3.ol. tc 
17333 



Strand 
End 

Method 
End 
Score 
.1625 

Seq. ID 

Strand 

End 

Method 
End 



38202 

TBLASTX: Wheat 

1665 

84 



OJ990709_08. 9C10.C3 
38202 

TBLASTX: Cress 
18340 



31752 



GI 


none 






Score 


193 




Exons 


17333. 


. 17641, 17480 


17686, 


17 669. .17 905, 17738. .1804 9, 






17936. 


.18340, 17981 


. .18181 








Seq. No. 


31765 






Seq. ID 


OJ990709_08 . 9C10 


.C3 


Gene No. 


65738 






Strand 






Start 


37757 






End 


38202 




Name 


OJ990709 08.9C10.C3 




Method 


TBLASTX: Soybean 




Start 


17513 






End 


18274 




GI 


none 






Score 


86 




Exons 


17513. 


.17821, 17660 


18274 , 


17683. . 17847, 17938. .18171 




Seq. No. 


31765 






Seq. ID 


■ OJ990709_08.9C10 




Gene No. 


65738 






Strand 






Start 


37757 






End 


38202 




Name 


OJ990709 08.9C10.C3 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


17525 






End 


18271 




GI 


none 






Score 


113 




Exons 


17525. 


.17914, 17645 


17815, 


17762. .18181, 17852. . 18271, 






17957. 


.18271, 17966 


. .18145, 


18118. .18267 




Seq. No. 


31765 






Seq. ID 


OJ990709JD8.9C10 




Gene No . 


65738 






Strand 






Start 


37757 






End 


38202 




Name 


. OJ990709 08. 9C10.C3 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


22784 






End 


23206 




GI 


none 






Score 


62 




Exons 


22784. 


.22864, 22810 


228 63 

a ^ 6 U U J ; 


22816. .22£ 


66, 22883. .23041, 






22891. 


.23043, 22891 




22892. .23044, 23059 .. 23205, 






23060. 


.23206 










Seq. No. 


31765 






Seq. ID 


OJ990709_08. 9C10. 


C3 


Gene No. 


65738 






Strand 






Start 


37757 






End 


38202 




Name 


OJ990709 08.9C10.C3. 


o 6 . t c 


Method 


TBLASTX: Cress 




Start 


22865 






End 


23224 




GI 


none 






Score 


137 




Exons 


22865. 


.23035, 22892. 


23050 


23054 . .23224 




Seq. No. 


31765 






Seq. ID 


OJ990709_08. 9C10. 


C3 


Gene No. 


6573.8 






Strand 






Start 


37757 






End 


38202 




Name 


OJ990709 08.9C10.C3. 




Method 


TBLASTX: Cress 




Start 


23228 






End 


23788 




GI 


none 






Score 


270 




Exons 


23228. 


.23605, 23573. 


.23707 , 


23726. . 23788 




Seq. No. 


31765 






Seq. ID 


OJ990709_08. 9C10. 


r* ^ 


Gene No . 


65738 






Strand 






Start 


37757 






End 


38202 




Name 


OJ990709 08.9C10.C3. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


25234 






End 


26436 




GI 


none 






Score 


120 




Exons 


25234. 


.25365, 25276. 


.25365, 


25651. .25734, 25653 .. 25706, 






25775 . 


.2byi2, 25789. 


.25902, 


26021. .26104, 26021 .. 26101, 






26022. 


.26105, 26202. 


.26315, 


26215. .26298, 26250 .. 26300, 






26375. 


.26431, 26378. 


.26431, 


26380. .26436 





31753 





31765 








Con T H 


VJU _? _? u / U 






65738 








oiiana 






Start 


37757 








End 


38202 




Name 


OJ990709 08.9C10.C3 


. o3 . tc 


Method 


TBLASTX: 


Cress 


Start 


25279 










9 6441 






none 








Score 






pvon <5 

i_i W 1 1 o 


25279 . 


.25308, 


25300 


9^6^ 


9 1 9^7 


x .3 , Z jDjj 


. . Z 0 / U O , 




25789. 


.25914, 


25791 


25892, 


9600Q 961 


1 6 9 6091 

ID/ ^OU^l 


. .26113, 




26065 . 


.26115, 


26220 


. 26315, 


96994 969 


I/O, ZDj f O 


9 64^1 




2 6379 . 


.26441 












Seer No 


31765 








Seq. ID 


OJ990709 


UO . X U 




65738 








Strand 






Start 


37757 








End 


38202 




Name 


OJ9907 


09 08.9C10.C3 


ol. ts 


Method 


TBLASTX : 


Soybean 


Start 


26060 








End 


28092 


GI 


none 








Score 


66 




DAUll J 


26060. 


.26116, 


26064. 


96114 


26065. .26121, 26220 


. . ZDjIO, 




26224 . 


.26298, 


26234. 


969QQ 


26378. .26431, 26379 


9^/1/11 
. . Z Oft 41 X , 




26806. 


.26910, 


26818. 


9691 0 


27629. .27721, 27631 


. .27720, 




27639. 


.27722, 


27819. 


* / y J c. f 


27825. .27956, 27826 


. .21951, 




28014 . 


.28076, 


28018. 


9fi 0Q9 










31765 








Seq. ID 


OJ990709 


JD8.9C10 


bene ino . 


65738 








Strand 






Start 


37757 








End 


38202 




Name 


OJ990709 08.9C10.C3. 


o2. tc 


Method 


TBLASTX: Cress 


Start 


26857 








End 


28083 




GI 


none 








Score 


108 




Exons 


26857. 


.26910, 


27629. 


.27721, 


27631. .27720, 27634 


. .27723, 




27819. 


.27938, 


27825. 


.27962, 


27826. .27963, 28014 


. .28076, 




28033. 


.28083 













Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31765 
65738 
37757 

OJ990709_08, 
27631 
none 
27631. 
27819. 
28014 . 



9C10.C3.ol.tm 



.27720, 27638. .27721, 
.27950, 27825. .27962, 
.28160 



Seq. ID 
Strand 
End 

Method 

End 

Score 
27639. .27722, 
27826. .27963, 



OJ990709 08.9C10.C3 



38202 

TBLASTX: Maize 
28161 
118 

27640. .27723, 
28009. .28161, 



Seq. No. 31765 Seq. ID 

Gene No. 65738 Strand 

Start 37757 End 

Name OJ990709_08 . 9C10 . C3 . 06 . tm Method 

Start 29099 End 

GI none Score 

Exons 29099. .29122, 29102 .. 2 9218 , 29122 

30830. .30856, 30857 .. 30961, 30859 

30861. .30962, 308 62 .. 30963, 31031 



OJ990709 08.9C10.C3 



seq. No. 
Gene No. 
Start 



38202 

TBLASTX: Maize 
31117 
159 

29217, 30829. .30855, 
30960, 30860. .30961, 
31117, 31032. .31112 



31/65 
65738 
37757 



Seq. ID 

Strand 

End 



OJ990709 08.9C10.C3 



38202 



31754 



Name 

Start 

.GI 

Exons 



OJ99070 
29126 
none 
29126. . 
31783. . 
33355. . 
33893. . 
33996. . 
35001. . 
35358. . 
35717. . 
37387. . 



9 08.9C10.C3.o4.tc 



29218, 
31893, 
33444, 
33925, 
34061, 
35087, 
35453, 
35935, 
37482, 



31285, 
31806. 
33358. 
33903. 
34383. 
35002. 
35359. 
35745. 
37389. 



.31503, 
.31874, 
.33477, 
.34025, 
.34583, 
.35088, 
.35475, 
.35921, 
,37484, 



Method 

End 

Score 
31295. .314 
32152 
33502 
33957 
34385 
35002 
35706 
36841 
37676 



322 
335 
340 
345 
350 
359 
369 
378 



TBLASTX 

37820 

78 

95, 31624 
92, 32179 
34, 33888 
64, 33992 
88, 34386 
88, 35022 
45, 35709 
09, 36843 
19, 37728 



Cress 



.31743, 
.32292, 
.33929, 
.34054, 
.34598, 
.35105, 
.35942, 
.36914, 
.37820 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31765 

65738 

37757 

OJ9907 

31294 

none 

31294. 

31368. 

31626. 

32152. 

33355. 

33893. 

34334. 

35001. 

35358. 

35711. 

36841. 

37387. 



09 08. 9C10.C3.o3. tm 



,31347, 
,31478, 
,31661, 
,32292, 
33546, 
34063, 
34591, 
35087, 
35471, 
35935, 
36909, 
37488, 



31295. 
31384, 
31654. 
32175. 
33358, 
33895. 
34336. 
35002. 
35359. 
35712. 
36843. 
37728. 



.31387, 
.31494, 
.31875, 
.32309, 
.33531, 
.34065, 
.34539, 
.35088, 
.35472, 
.35942, 
.36908, 
.37808, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

31295. 

31385. 

31668, 

33272. 

33363. 

33896. 

34337. 

35002. 



OJ990709 08.9C10.C3 



38202 
TBLASTX 
37808 
112 

.31384, 31366 
.31495, 31624 
.31874, 32134 
.33334, 33341 
.33545, 33888 
.34078, 33958 
.34588, 34338 
.35088, 35003 
35706. .35897, 35709 
35745. .35921, 35866 
37380. .37481, 37387 
37739. .37807 



Maize 



. .31491, 
. .31671, 
. .32292, 
. .33529, 
/.34064, 
. .34086, 
. .34598, 
. .35104, 
. .35783, 
. .35940, 
. .37482, 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



31765 
65738 
37757 

OJ990709_08.9C10.C3.o4.ts 

34416 

none 



Seq. ID OJ990709_08.9C10.C3 
Strand 

End 38202 

Method TBLASTX : Soybean 

End 35475 

Score 205 



34416. .34598, 34 4 18 .. 34 588 , 35001 35087 , 35002 35088 , 
35002. .35088', 35003 .. 35089, 35003 .. 35089, 35022 35093, 
35358. .35453, 35359.. 35475 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31765 . 

65738 " . 

37757 

OJ990709_08. 9C10 . C3 . o2 . ts 

35706 

none 



Seq. ID OJ990709_08.9C10.C3 

Strand - ■ • 

End 38202 

Method TBLASTX : Soybean 

End 37814 

Score 89 



35706. .35945, 35726 .. 35935 , 35727 .. 35942 , 3574 6 .. 3594-6, 
36841. .36909, 3684 3 .. 36914 , 37387. .374 82, 37387. .374 82, 
37389..37484, 37728.. 37814 



Seq. No. 
Gene No. 
Start 
Name 
Start 



31765 
65738 
37 757 
OJ990709 
37757 



08.9C10.C3.o9.gp 



Seq. ID 

Strand 
End 

Method 
End 



OJ990709_08.9C10'.C3 

38202 

AAT/GAP 

38202 



31755 




GI 


none 




Score 


853 


Exons 


37757. .38202 








Seq. No. 


' 31766 




Seq. ID 


OJ990709 08.9C10.C4 


Gene No. 


65739 




Strand 


+ 


Start 


342 




End 


748 


Name 


OJ990709 08.9C10.C4.ol. 


gp 


Method 


AAT/GAP 


Start 


342 




End 


748 


GI 


uC-osrocyp006h08al 




Score 


7 98 


Exons 


342. .748 








GI Descrip. 


'3128167 7.0e-14 (AC004521) 


hypothetical protein [Arabidopsis 




thaliana] >gi 3212874 (AC004005) hypothetical protein 




[Arabidopsis thaliana] 1 








Seq. No. 


31766 




Seq. ID 


OJ990709 08.9C10.C4 


Gene No. 


65740 




Strand 




Start 


33 




End 


2688 


Name 


OJ990709 08. 9C10.C4.ol. 


gs 


Method 


GEN SCAN 


Start 


33 




End 


2688 


GI 


none 




Score 


. 68 


Exons 


33. .134, 518. .1557, 2541. .2688 




Seq. No. 


31766 




Seq. ID 


OJ990709_08.9C10.C4 


Gene No. 


65740 




Strand 




Start 


33 




End 


2688 


Name 


OJ990709_08. 9C10.C4 . o2 . 


tm 


Method 


TBLASTX: Maize 


Start 


513 




End 


771 


GI 


none 




Score 


37 


Exons 


513. .545, 546.-668, 547 


..672, 550. .672, 


551. .673, 688. .771, 




C C\ C *7 ez A 

byb . . / 54 








Seq. No. 


31766 




Seq. ID 


OJ990709_08.9C10.C4 


Gene No. 


65740 




Strand 




Start 


33 




End 


2688 


Name 


OJ990709 08.9C10.C4.ol. 


np 


Method 


AAT/NAP 


Start 


517 




End 


2688 


GI 


3128167 




Score 


630 


Exons 


517. .1071, 1123. .1551, 


1703. 


.I860, 2546.. 2688 


GI Descrip. 


(AC004521) hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


31766 




Seq. ID 


OJ990709_08.9C10.C4 


Gene No . 


65740 




Strand 




Start . 


'33 . 




End 


2688 


Name . 


OJ990709 08.9C10.C4.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


550 




End 


2684 


GI 


none 




Score 


62 


Exons 


550. .654, 554. .625, 688 


. .795 


, 715. .837, 


1700. .1864, 1704. .1841, 




1706. .1843, 2628. .2684 








Seq. No. 


31766 




Seq. ID 


OJ990709_08.9C10.C4 


Gene No. 


65740 




Strand 




Start 


33 




. End 


2688 


Name 


OJ990709 08.9C10.C4.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1063 




End 


1867 


GI 


none 




Score 


46 


Exons 


1063. . 1167, 1083. .1115, 


1083 


..1109, 1090. .1149, 1117. .1152, 




1125. .1193, 1215. .1334, 


1258 


..1329, 1276. .1389, 1309:. 1401, 



31756 



1309. .1383, 1361. .1438, 1378. .1440, 1437. .1514, 1443. .1484, 
1700.. 1867, 1701..-1841-, 1706.. 1867:- 



Seq. No. 31766 

Gene No. 65740 

Start 33 

Name OJ990709_08 . 9C10 . C4 . o2 . 

Start 1228 

GI 5657_1.R1084 

Exons 1228.. 1557, 1703.. 1864, 
GI Descrip. 



Seq. ID 

Strand 

End 

gp Method 
End 
Score 
2541. .2640 



OJ990709_08.9C10.C4 

2688 
AAT/GAP 
2640 
1002 



'3128167 2.0e-15 (AC004521) hypothetical protein [Arabidopsis 
thaliana] >gi_3212874 (AC004005) hypothetical protein 
[Arabidopsis thaliana] ' 



Seq. No. 31767 Seq. ID 

Gene No. 65741 Strand 

Start 58 ■ End 

Name OJ990709_08 . 9C10 .C5.ol.gs Method 

Start 58 End 

GI none Score 

Exons 58 . . 170 



OJ990709_08.9C10.C5 
+ 

170 

GENSCAN 

170 

.99 



Seq. No. 31767 Seq. ID 

Gene No. 65742 Strand 

Start 1403 End 

Name OJ990709_08 . 9C10 .C5.ol.gp Method 

Start 1403 End 

GI none Score 

Exons 1403.. 1732 



OJ990709_08.9C10.C5 
+ 

1732 
AAT/GAP 
1732 
656 



Seq. No. 


31767 






Seq. ID 


OJ990709 


_08. 9C10.C5 


Gene No. 


65743 






Strand 






Start 


1789 






End 


5915 




Name 


OJ990709 08 


. 9C10.C5.o2. 


gs 


Method 


GENSCAN 




Start 


1789 






End 


5790 




GI 


none 






Score 


.95 




Exons 


1789. .2343, 


2558. .2781, 


2985. . 


3102, 3227.. 3598, 


5464. .5790 


Seq. No. 


31767 






Seq. ID 


OJ990709 


_08. 9C10.C5 


Gene No. 


65743 






Strand 






Start 


1789 






End 


5915 




Name 


OJ990709 08 


.9C10.C5.ol. 


np 


Method 


AAT/NAP * 




Start 


1792 . 






End 


5915 




GI . . 


4 9663.4 3 .. 






Score 


1190 




Exons 


1792. .2034, 


2101. .2343, 


2558~ . 


2781, 2985.. 3102, 


3227. .3598, 




5464. .5577, 


5773. .5915 










GI Descrip. 


(AC006341) 


Is a member 


of PF| 00481 Protein phosphatase 2C 




family. [Arabidopsis thaliana] 








Seq. No. 


31767 






Seq. ID 


OJ990709_ 


_08. 9C10.C5 


Gene No. 


65743 






Strand 






Start 


. 1789 






End 


5915 




Name 


OJ990709 08 


.9C10.C5.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


2161 






End 


3289 




GI 


none 






Score 


64 




Exons 


2161. .2343, 


2183. .2230, 


2185. . 


2343, 2190.. 2345, 


2515. .2778, 




2520. .2780, 


2552. .2812, 


2983. . 


3114, 2984. .3094, 


2986. .3096, 



31757 



3227. .3289 



Seq. No. 31767 Seq. ID 

Gene No. 65743 Strand 

Start 1789 End 

Name OJ9907 09__08 . 9C10 . C5 . ol . ts Method 

Start 2179 ■ End' 

GI none Score 

Exons 2179.. 2265, 2180.. 2320, 2302.. 2343., 

2559. .2780, 2822. .2881, 2986. .3036 



OJ990709_08. 9C10.C5 
5915 

TBLASTX: Soybean 
3036 
82 

2303. .2341, 2552. .2779, 



- Seq. No. 31767 

Gene No. 65743 

Start 1789 

Name OJ990709_08 . 9C10.C5.ol. 

Start 2552 

GI none 

Exons 2552.. 2593, 2579.. 2812, 
3227. .3331, 3228. .3329 

Seq. No. 31767 

Gene No. 65743 

Start 1789 

Name OJ990709_08 . 9C10 . C5 . ol . 

Start 3290 

GI none 

Exons 3290.. 3433, 3291.. 3356, 
3435. .3632, 3657. .3680 



Seq. ID OJ990709_08.9C10.C5 
Strand 

End 5915 

tc Method TBLASTX: Cress 

End 3331 

Score 203 
2580. .2780, 2983. .3114, 2987. .3103, 



Seq. ID OJ990709_08.9C10.C5 
Strand 

End 5915 

tm Method TBLASTX : Maize 

End 3680 

Score 92 
3292. .3369, 3431. .3628, 3435. .3629, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31767 
65743 
1789 

OJ990709_08. 

5461 

none 

5461. .5814 ' 



9C10.C5.o2.gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990709_08. 9C10.C5 

5915 
AAT/GAP 
5814 
684 



Seq. No. ■ 31767 

Gene No. 65743 

Start 1789 

Name OJ990709_08 . 9C10 . C5 . o3 . tm 

Start 5463 

GI none 

Exons 5463. .5492, 5464.. 5592, 



Seq. ID OJ990709 08.9C10.C5 



Strand 
End 

Method 
End 
Score. 
5466. .5516 



5915 

TBLASTX: Maize 

5592 

103 



Seq. No. 31768 Seq. ID OJ990709 

Gene No. 65744 Strand + 

Start 2123 End 4307 

Name OJ990709_08.9C10.C6.ol.gs .Method GENSCAN 

Start 2123 ' End 4307 

GI none Score .75 

Exons 2123. .2150, .3797. .4169, 4184. .4307 



08.9C10.C6 



Seq. No. 
Gene No. 
Start 
Name 



31768 
65745 
5046 

OJ990709 



08. 9C10.C6.o2.gs 



Seq. ID OJ990709_08. 9C10.C6 

Strand + 

End 9385 

Method GENSCAN 



31758 



Start 5046 End 6722 

GI none Score .87 

Exons 5046. . 6722 



Seq. No. 31768 Seq. ID 

Gene No. 65745 Strand 

Start 5046 End 

Name OJ990709_08 . 9C10 . C6 . ol . gp Method 

Start 5712 End 

GI 568457 Score 

Exons 5712.. 6098 



OJ990709_08. 9C10.C6 

+ , . 

9385 

AAT/GAP 

6098 

767 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31768 
65745 
5046 

OJ990709_08.9C10.C6.ol.np 

6452 

57-38365 



Seq. ID OJ990709_08. 9C10.C6 

Strand + 

End 9385 

Method AAT/NAP 

End 9384 

Score 84 6 



6452. .6562, 7723. .8082, 8272. .9384 

(AL021711) putative protein [Arabidopsis thaliana] 



Seq. No. ■ 


31768 






Seq. ID 


OJ990709_ 


_08. 9C10 


.C6 


Gene No. 


65745 






Strand 


+ 






Start 


5046 






End 


9385 






Name 


OJ990709 08.9C10.C6. 


o3 . gs 


Method 


GENSCAN 






Start 


7682 






End 


9385 






GI 


none 






Score 


.91 






Exons 


7682. 


9385 












Seq. No. 


31768 






Seq. ID 


OJ990709_ 


_08. 9C10 


.C6 


Gene No. 


65746 






Strand 


+ 






Start 


16748 






End 


19085 






Name 


OJ990709 08.9C10.C6. 


o5 . gs 


Method 


GENSCAN 






Start 


16748 






End 


19085 






GI 


none 






Score 


.43 






Exons 


16748. 


.16908, 17412. 


.17546, 


18114. .18182, 18998. 


.19085 




Seq. No. 


31768 






Seq. ID 


OJ990709_ 


08. 9C10 


.C6 


Gene No. 


65746 






Strand 


+ 






Start 


16748 






End 


19085 






Name 


OJ990709 08.9C10.C6. 


o4 . gp 


Method 


AAT/GAP 






Start 


18325 






End 


18576 • 






GI 


none 






Score 


484 






Exons 


18325. 


.18576 . . 













Seq. No. 31768 
Gene No. 65747 
Start 10811 

Name OJ990709J38 . 9C10 . C6 . o2 . tc 

Start 8014 
GI none 
Exons 8014. 

8165. 

8372. 



OOJO. 



,8073, 
.8338, 
.8539, 
,6755, 



8015. 
8309. 
8423. 
6750 . 



,8155, 
,8341, 
,8542, 
.8926, 



8156. 
8348. 
8465. 
676b. 



8813. .9022, 8927. .9058, 8953. .9030 



Seq. ID OJ990709_08. 9C10.C6 
Strand 

End 14909 
Method TBLASTX: Cress 
End 9058 
Score 84 

,8338, 8161. .8280, 8162. .8341, 
.8617, 8348. .8437, 8369. .8632, 
.8710, 8519. .8632, 8636. .8755, 
.8938, 8768. .8935, 8780. .8935, 



31759 




Seq. No. 


31768 






Seq. ID 


OJ990709_08.9C10.C6 


Gene No . 


65747 






Strand 




Start ■ 


10811 






End 


14909 


Name 


OJ990709 08. 


9C10 


C6 o2 tm 


Method 


TBLASTX r'Maize 


Start 


8021 






End 


9373 


GI 


none 






Score 


70 


Exons 


8021 . ,8140, 


8162 


8245, 8174 


.8338, 8177. .8350, 8177. .8392 




8228 . . 8290, 


8289 


8330 8351 


.8437, 8366. .8488, 8369. .8521 




' 8444 . . 8632, 


8459 


8623 8462 


.8632, 8462. .8737, 8462. .8530 




8534 . . 8623, 


8608 


.8739, 8612 


.8710, 8777. .9229, 8777. .8971 




8777 . . 8950, 


8890 


9204 9203 


.9373 




Sea. No. 


31768 






Seq. ID 


OJ990709_08.9C10.C6 


Gene No. 


65747 






Strand 




Start 


10811 






End 


14909 


Name 


OJ990709 08. 


9C10 . 


C6 . o3 . ts 


Method 


TBLASTX: Soybean 


Start 


8156 ~~ 






End 


"8878 


GI 


none 






Score 


145 


Exons 


8156 . . 8347, 


8216. 


8344, 8351 


.8548, 8366. .8542, 8417. .8665 




8419. . 8574, 


8501 . 


.8641, 8801 


.8878 




Seq. No. 


31768 






Seq. ID 


OJ990709_08. 9C10.C6 


Gene No. 


65747 






Strand 




Start 


10811 






End 


14909 


Name 


OJ990709 0.8-. 


9C10 . 


C6 o4 tw 


Method 


. TBLASTX : Wheat 


Start 


8165 ~~ 






End 


9084 


GI 


none 






Score 


103 


Exons 


8165 . . 8338, 


8333 . 


8545 8450 


.8626, 8630. .8713, 8633. .8752 




8638 . . 8736, 


8767 . 


9084 8768 


.9082, 8906. .9022, 8930. .8992 


Seq. No. 


31768 






Seq. ID 


OJ990709__08.9C10.C6 


Gene No. 


65747 






Strand 




Start 


10811 






End 


14909 


Name 


OJ990709 08 


9C10 . 


C6 o? t^ 


Method 


TBLASTX: Soybean 


Start 


8900 ~~ 






End 


9199 


GI 


none 






Score 


266 


Exons 


8900. . 9199, 


8902 . 


.9093, 8933. 


.9199 




Seq. No. 


31768 






Seq. ID 


OJ990709_08. 9C10.C6 


Gene No . 


65747 






Strand 




Start 


10811 






End 


14909 


Name 


' OJ990709 08. 


9C10. 


C6.ol. tm 


Method 


TBLASTX: Maize 


Start 


10802 






End. 


14816 


GI 


none 






Score 


4 4 


Exons 


10802. .11272 


, 10808. .10840', 10920. .11402, 1 1350 114 33, 




11357. .12145 


, 11487. .11669, 11508. .12155, 11522 .. 11 680 , 




11536. .12069 


, 11940. .12134, 12118. .12144, 12253 12309, 




12266. .12355 


, 122 


81. .12364, 13195. .13620, 13200 13397 , 




13208. .13555, 134 52. .13577, 14 685 .. 14 8 1 6, 14 688. .14 801 


Spa Nn 


31768 






Seq. ID 


OJ990709_08. 9C10.C6 


Gene No. 


65747 






Strand 




Start 


10811 






End 


14909 


Name 


OJ990709_08. 


9C10. 


C6.o2.gp 


Method 


AAT/GAP 


Start 


10807 






End 


12293 


GI 


269 1.R1084 






Score 


2722 


Exons 


10807. . 12293 











31760 




GI Descrip. ' 417154/sp | P33126 | HS82J3RYSA O.Oe+00 HEAT SHOCK PROTEIN 82 

>gi_100685_pir S25541 heat shock protein 82 - rice (strain 

Taichung Native One) >gi_20256_emb_CAA77 97 8_ (211920) heat shock 
protein 82 (HSP82) [Oryza sativa] 1 



Seq. No. 31768 
Gene No. 65747 
Start 1081.1 

Name OJ99070 9_08 . 9C10 . C6 . ol . tc 

Start 10811 
GI none 
Exons 10811. 

11357. 

11533. 

12281. 

13208. 

14688. 



10846, 10841. 

12145, 11487. 

12144, 12243. 

12364, 13194. 

13552, 13452. 
14798 



,11272, 
.11543, 
.12359, 
.13571, 
,13577, 



Seq. ID OJ990709J38 . 9C10.C6 
Strand 

End 14909 

Method TBLASTX : Cress 

End 14821 

Score 347 
10926. .11402, 11353. .11433, 
11508. .12155, 11522. .11680, 
12259. .12312, 12266 12364 , 
13195. .13620, 13206. .13328, 
14685. .14804, 14 687 .. 14 821 , 



Seq. No. 31768 
Gene No. 65747 
Start 10811 

Name OJ990709_08 . 9C10 . C6 k ol . ts 

Start 10811 
GI none 
Exons 10811. 

11338. 

11487. 

11733. 

11897. 



. 10852, 
, 11385, 
.11543, 
, 11804, 
, 12130, 
12243. . 12353, 
13208. . 13384, 
13459. . 13518, 
13519. .13620, 



10898 
11357 
11508 
11741 
11928 
12281 
13372 
13485 
14685 



. .11272, 
. .11392, 
. .11804, 
. .11806, 
. .12131, 
. .12355, 
. .13473, 
. .13508, 
. .14783, 



Seq. ID OJ990709 
Strand 

End 14909 
Method TBLASTX 
End 14836 
Score 315 
10926. .11210, 11063 
11372. .11803, 11389 
11522. .11680, 11533 
11813. .11878, 11897 
11935. .12069, 11940 
13191. .13328, 13195 
13384 . .13470, 13388 
13516. .13623, 13517 
14687. .14836, 14688 



08.9C10.C6 



Soybean 



. . 11260, 
. .11430, 
. .11703, 
. .12067, 
. . 12131, 
. .13392, 
. . 13477, 
. . 13615, 
. . 14789 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31768 
65747 
10811 

OJ9907 0 9_08. 9C10.C6.o4 .gs 

10811 

none 



Seq. ID OJ990709_08 . 9C10.C6 
Strand 

End 14909 

Method GENSCAN 

End 14812 

Score .99 



10811. .12361, 13198. .13620, 14687. .14812 



3176-8 ' 

65747 

10811 

OJ990709JD8 . 9C10 . C6 . o2 . np 

10814 

417154 

10814. .12361, 13198. .13620, 



OJ990709 08.9C10.C6 



Seq. ID 
. Strand 

End 14909 
Method AAT/NAP 
End 14812 
Score 3499 
14687, .14812 

HEAT SHOCK PROTEIN 82 gi | 100 68 5 | pir | | S2554 1 heat shock protein 
82 - rice (strain Taichung Native One) gi | 20256 | emb | CAA77 978 | 
(Z11920) heat shock protein 82 (HSP82) [Oryza sativa] 



Seq. No. 
Gene No. 
Start 
Name 



31768 Seq. ID 

65747 Strand 

10811 End 

OJ990709 08. 9C10 . C6 . ol . tw Method 



OJ990709_08.9C10.C6 
14909 

TBLASTX: Wheat 



31761 



Start 


11012 






End 


11837 


GI 


none 






Score 


209 


Exons 


11012 


.11272, 11013 


. .11210, 


11063. .11260, 11335. . 11433, 




11357 


.11836, 11487 


. .11669, 


11508. .11837, 11522. .11680, 




11536 


.11703, 11733 


. .11837 






Seq. No. 


31768 






Seq. ID 


OJ990709_08. 9C10.C6 


Gene No. 


65747 






Strand 




Start 


10811 






End 


14909 


Name 


OJ990709 08.9C10.C6 


. o2 . tw 


Method 


TBLASTX: Wheat 


Start 


11915 






End 


12364 


GI 


none 






Score 


122 


Exons 


11915. 


.12067, 11915 


. .12145, 


11916. .12155, 1194 0. .12134, 




12118. 


.12144, 12249 


. .12359, 


12253. .12312, 12266. .12364, 




12278. 


.12364 








Seq. No. 


31768 






Seq. ID 


OJ990709_08. 9C10.C6 


Gene No. 


65747 






Strand 




Start 


10811 






End 


14909 


Name 


OJ990709 08. 9C10. C6 


. o3 . tw 


Method 


TBLASTX: Wheat 


Start 


13375 






End 


14819 


GI 


none 






Score 


248 


Exons 


13375. 


.13617, 13376 


. .13618, 


13378. .13620, 14 685 14 819, 




14688. 


.14801 








Seq. No. 


31768 






Seq. ID 


OJ990709_08.9C10.C6 


Gene No. 


65747 






Strand 




Start 


10811 






End 


14909 


Name 


OJ990709 08.9C10.C6 


. o3 . gp 


Method 


AAT/GAP 


Start 


13391 






End 


14909 


GI 


438 6. 


R1084 




Score 


772 


Exons 


13391. 


.13620, 14687 


. .14909 






GI Descrip. 


f 417154/sp|P33126|HS82 ORYSA 8.0e-40 HEAT SHOCK PROTEIN 82 




>gi_100685 pir S25541 heat 


shock protein 82 - rice (strain 




Taichung Native One 


>gi 20256 emb CAA77978 (Z11920) heat 




protein 82 (HSP82) 


'Oryza sativa] ' 




Seq. No. 


31768 






-Seq. ID 


OJ990709_08.9C10.C6 


Gene No. 


65748 






Strand 




Start 


18980 






End 


19142 


Name 


OJ990709 08.9C10.C6 


o3 . tm 


Method 


TBLASTX: Maize 


Start 


18 980 






End 


19142 


GI 


none 






Score 


134 


Exons 


18980. 


.19141, 18992 


.19141,' 


18993. .19142 


Seq. No. 


31769 






Seq. ID 


OJ990709_08. 9C10.C7 


Gene No. 


65749 






Strand 




Start 


323 






End 


440 


Name 


OJ990709 08.9C10.C7, 


ol . gs 


Method 


GENSCAN 


Start 


323 






End 


440 


GI 


none 






Score 


.93 


Exons 


323. .440 








Seq. No. 


31770 






Seq. ID 


OJ990709_03 . 9C01 . CI 


Gene No . 


65750 






Strand 


+ 


Start 


3131 






End 


3264 


Name 


OJ990709_03.9C01.C1. 


ol . gs 


Method 


GENSCAN 



shock 



31762 



Start 
GI 

Exons 



3131 
none 

3131. .3264 



End 
Score 



3264 
.95 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

'Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31771 
65751 
1147 

OJ990709_03.9C01.C2.ol.gs 

1147 

none 



Seq. ID OJ990709_03.9C01.C2 

Strand + 

End 4670 

Method GENSCAN 

End 4651 

Score . 5 



1147. .1235, 1272. .1559, 1561. .1694, 2889. .3051, 4540. .4651 



31771 
65751 
1147 

OJ990709_03.9C01, 

1740 

6016875 

1740.. 1760, 2879. 



Seq. ID OJ990709_03.9C01.C2 

Strand + 

End 4 670 

C2.ol.np Method AAT/NAP 

End 4670 

Score 378 
.3051, 3160.. 3298, 4592.. 4670 



(AP000570) EST AU078302 (C6324 1 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



31771 
65752 
'5897 

OJ990709_03.9C01.C2.o2.np 



OJ990709_03.9C01.C2 
+ 

7277 
AAT/NAP 
7277 
64 



Seq. ID 
Strand 
End 

_ _ Method 

5897 ~ End 

5922615 Score 
5897. .5960, 6727. .6820, 7231. .7277 

(AP000492) EST AU056052 ( S20251 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi| 6016848 |dbj IBAA85191.il (AP000570) EST AU056052 (S20251 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


31771 




Seq. ID 


OJ990709_03. 9C01.C2 


Gene No. 


65753 




Strand 


+ 


Start 


7214 




End 


15602 


Name 


OJ990709 03.9C01.C2 


. o2 . gs 


Method 


GENSCAN 


Start 


7214 




End 


13812 


GI 


none 




Score 


. 63 


Exons 


7214. .7273, 8446. .8( 


379, 9615. 


.9637, 9660.. 9787, 1 154 5. . 11 639, 




12852. .12956, 13701 


. .13812 






Seq. No. 


31771 




Seq. ID 


OJ990709_03.9C01.C2 


Gene No. 


65753 




Strand 


+ 


Start 


7214 




End 


15602 


Name 


OJ990709 03.9C01.C2 


o3 . np 


Method 


AAT/NAP 


Start 


8677 




End 


11685 


GI 


6714370 




Score 


671 


Exons 


8677. .8746, 9660. .9787, 10917 


. .11021, 


11545. .11685 


GI Descrip. 


(AC012562) putative 


ubiquitin 


conjugating enzyme [Arabidopsis 




thaliana] 








Seq. No. 


31771 




Seq. ID 


OJ990709_03.9C01.C2 


Gene No. 


65753 




Strand 


+ 


Start 


7214 




End 


15602 



31763 



# 



Name OJ990709_03 . 9C01 . C2 . ol . gp Method AAT/GAP 

Start 10463 End 11839 

GI 18179_2.R1084 Score 1548 

Exons 10463. .11021, 11545.. 11839 

GI Descrip. ' 464981/sp | P35135 | UBC4_LYCES 1.0e-40 UBIQUITIN-CONJUGATING 

ENZYME E2-17 KD ( UBIQUITIN-PROTEIN LIGASE) (UBIQUITIN CARRIER 

PROTEIN) >gi_388207 (L23762) ubiquitin carrier protein 
[Lycopersicon esculentum] 1 ; 



Seq. No. 


31771 


Seq. ID 


OJ990709_ 


_03.9C01.C2 


Gene No. 


65753 


Strand 


+ 




Start 


7214 


End 


15602 




Name 


OJ990709 03.9C01.C2.o4 . np 


Method 


AAT/NAP 




Start 


12812 


End 


12951 




GI 


2191149 


Score 


60 




Exons 


12812. .12951 








GI Descrip. 


(AF007269) Similar to protein kinase | 


[Arabidopsis thaliana] 


Seq. No. 


31771 


Seq. ID 


OJ990709_ 


_03.9C01.C2 


Gene No. 


65753 


Strand 


+ 




Start 


7214 


End 


15602 




Name 


OJ990709 03.9C01.C2.o5.np 


Method 


AAT/NAP 




Start 


13065 


End 


15602 




GI 


127592 


Score 


51 




Exons 


13065. .13196, 15520. .15602 








GI Descrip. 


MYB PROTEIN gi | 6888 6 | pir | | TVFFMA transforming protein myb - 




fruit fly (Drosophila melanogaster) gi | 8277 | emb | CAA2 9373 | 




(X05939) Open reading frame 


(AA 1-657) 


[Drosophila melanoga: 


Seq. No. 


31771 


Seq. ID 


OJ990709_ 


_03.9C01.C2 


Gene No. 


65754 


Strand 


+ 




Start 


15891 


End 


23266 




Name 


OJ990709 03.9C01.C2.o3.gs 


Method 


GENSCAN 




Start 


15891 


End 


23266 




GI 


none 


Score 


. 64 




Exons 


15891. .16083, 16165. .17417, 


17548. .176 


568, 17938. 


.18219, 




18664. .18817, 188 93 .. 1904 7 , 


19071. .19240, 19346. 


.19607, 




19641. .19759,. 19840 .. 20138 , 


20243. .20404, 20412. 


.20502, 




20595. .20850, 20966 .. 2098 8 , 


21045. .21353, 21360. 


.21480, 




21544 . .21749, 21858 .. 22085 , 


22165. .22485, 22571. 


.22712, 




23124 . .23266 









Seq. No. 

Gene. No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



31771' Seq. ID OJ99070 9_03.9C01.C2- 

.65754 
15891 

OJ990709_03. 9C01 . C2 . 06 . np 
16002 
5441880 

16002. .17013, 17457. . 17488, 17745 .. 18071 , 18 67 8 .. 18 8 17 , 
18926. .19259, 19840 .. 20138 , 20243 .. 20502 , 2074 1 . . 20 994 , 
21280. .21494 

(AP000367) EST C28 952 (C6294 5 ) corresponds to a region of. the 
predicted gene.; Similar to maize transposon MuDR mudrA protein, 
(AC003981) [Oryza sativa] 



Seq. ID 
. Strand 
End 

Method 

End 

Score 
17745. .18071, 
20243. .20502, 



OJ990709_ 
+ 

23266 
AAT/NAP 
21494 
2665 

18678. 
20741. 



Seq. No. 
Gene No. 



31771 
65755 



Seq. ID OJ990709_03. 9C01.C2 
Strand + 



31764 




Start 


29224 




End 


36076 






Name* 


OJ990709 03 9C01 C2 


. 08 . np 


Method 


AAT/NAP 






Start 


29007 ~ 




End 


31002 






GI 


2792210 




Score 


670 






Exons 


29007 29079 29870 


. .31002 










GI Descrip. 


(AF032683) NBS-LRR 


type resistance protein [Hordeum vulgare] 


Seq. No. 


31771 




Seq. ID 


OJ990709_ 


_03.9C01 


.C2 


Gene No. 


65755 




Strand 


■f 






Start 


29224 




' End 


36076 






Naiue 


OJ990709 03 9C01 C2 


. o5 . gs 


Method 


GENSCAN 






Start 


29224 ~ 




End 


33549 






GI 


none 




Score 


.42 






Exons 


29224 31217 31374 


. .31552, 


32064. .32121, 33543 


. .33549 




Seq. No. 


31771 




Seq. ID 


OJ990709_ 


_03. 9C01 


.C2 


Gene No . 


65755 




Strand 


+ 






Start 


29224 




End 


36076 






Name 


OJ990709 03.9C01.C2 


. o9 . np 


Method 


AAT/NAP 






Start 


29638 




End 


36023 






GI 


2943742 




Score 


745 






Exons 


29638. .31708, 33935 


. .34057, 


34796. .34945, 34976 


. .35210, 






35671. .3602.3 










GI Descrip . 


(AB002266) XA1 [Oryza sativa] 








Seq. No. 


31771 




Seq. ID 


OJ990709_ 


_03. 9C01 


.C2 


Gene No. 


65755 




Strand 


+ 






Start 


29224 




End 


36076 






Name 


OJ990709 03.9C01.C2 


. 06 . gs 


Method 


GENSCAN 






Start 


34895 




End 


36076 






GI 


none 




Score 


.56 






Exons 


34895. .36076 












Seq. No. 


31771 




Seq. ID 


OJ990709_ 


_03.9C01 


C2 


Gene No. 


65756 




Strand 


+ 






Start 


37183 




End 


40745 






Name 


OJ990709 03.9C01.C2 


. o7 . gs 


Method 


GENSCAN 






Start A 


37183 




End 


40372 






GI 


none 




Score 


.5 






Exons 


37183. .37358, 39301 


. .39373, 


39654 . .39756, 39784 . 


.39893, 






40121. .40372 












Seq. No. 


31771 




Seq. ID 


OJ990709_ 


03.9C01. 


C2 


Gene No. 


65756 




Strand 


+ 






Start 


37183 




End 


40745 






Name 


OJ990709 03.9C01.C2 


o3 . gp 


Method 


AAT/GAP 






Start 


39906 




End 


40217 






GI 


none 




Score 


599 






1_J *\ WHO 


39906. .40217 












Seq. No. 


31771 




Seq. ID 


OJ990709_ 


03.9C01. 


C2 


Gene No. 


65756 




Strand 


+ 






Start 


37183 




End 


40745 






Name 


OJ990709 03.9C01.C2. 


oil . np 


Method 


AAT/NAP 






Start 


40264 




End 


40745 






GI 


2586082 




Score 


75 






Exons 


40264 . . 40395, 40710. 


.40745 











31765 




GI Descrip. (U72725) retrofit [Oryza longistaminata] 



Seq. No. 


31771 


Seq. ID 


OJ990709_ 


_03. 9C01.C2 


Gene No. 


65757 


Strand 






Start 


12482 


End 


13062 




Name 


OJ990709 03. 9C01 . C2 . o2 . gp 


Method 


AAT/GAP 




Start 


12482 .. 


End 


13062 




GI 


LIB34 34-035-P1-K1-A7 


• Score 


456 




Exons 


124 82. .12755, 13040. .130 62 








GI Descrip. 


'54 41876/dbj | AP000367 . 1 | AP000367 l.Oe- 


114 Oryza 


sativa geno 




DNA, chromosome 2, clone : P0437H03 (contig b) ' 


Seq. No. 


317.71 


Seq. ID 


OJ990709_ 


_03.9C01.C2 


Gene No. 


65758 


Strand 






Start 


23103 


End 


26350 




Name 


OJ990709 03. 9C01 . C2 . o7 . np 


Method 


AAT/NAP 




Start 


23103 


End 


26350 




GI 


6539588 


Score 


147 




Exons 


23103. .23129, 25375 .. 25 626, 


26324. .26350 




GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 




Seq. No. 


31771 


Seq. ID 


OJ990709_ 


03. 9C01.C2 


Gene No. 


65758 


Strand 






Start 


23103 


End 


26350 




Name 


OJ990709 03. 9C01 . C2. o4 . gs 


- Method' 


GENSCAN 




Start 


25103 


End 


26350 




GI 


none 


Score 


.57 




Exons 


25103. .25279, 25425. .25533, 


26009. .26069, 26278. 


.26350 


Seq. No. 


31771 


Seq. ID 


OJ990709_ 


_03.9C01.C2 


Gene No. 


65759 


Strand 






Start 


34996 


End 


37357 




Name 


OJ990709 03. 9C01.C2.o4 .tm 


Method 


TBLASTX: Maize 


Start 


8516 


End 


11703 




GI 


none 


Score 


42 




Exons 


8516. .8566, 8674. .8748, 8676 


. .8747, 9658. .9756, 


9659. .9823, 




10915. .11031,. 10917. .11030, 


10928. .11068, 11543. 


.11656, 




1154 4. .11690, 1154 5. .11688, 


11605. .11703 




Seq. No. 


31771 


Seq. ID 


OJ990709_ 


03. 9C01.C2 


Gene No. 


65759 


Strand 






Start 


34996 


End 


37357 




Name 


OJ990709 03. 9C01 . C2 . o2 . tc 


Method 


TBLASTX: Cress 


Start 


8661 


End 


9823 




GI 


none 


Score 


115 




Exons 


8661. .8747, 8677. .8748, 9658 


. .9756, 9659. .9823 




Seq. No. 


31771 


Seq. ID 


OJ990709_ 


03. 9C01.C2 


Gene No. 


65759 


Strand 






Start 


34996 


End 


37357 




Name 


OJ990709 03.9C01.C2.o2.tw 


Method 


TBLASTX: Wheat 


Start 


8667 


End 


11688 




GI 


none 


Score 


130 




Exons 


8667. .8747, 8676. .8747, 9658 


. . 9789, 9658 . . 9756, 


9659. . 9823, 




96 60.. 9/88, 10916.. 11023, 10 91 6. . 110 68, 


10917. .11030, 




1154 3. .1168 6, 1154 4. .11684, 


11545. .11688, 11605. 


.11685 



31766 



Seq. No. 31771 

Gene No. 65759 

Start 34996 

Name OJ990709_03 . 9C01 . C2 . o2 . ts 

Start 8676 

GI none 
Exons 



Seq. ID OJ990709_03.9C01.C2 
Strand 

End 37357 

Method TBLASTX : Soybean 

End 11691 

Score 105 



8676.-8747, 8677. .8748, 9657. .9788, 9658. .9789, 9658.-9756, 
9659. .9823, 9662. .9775, 10916 .. 11068 , 10917 1 1030, 
10933. .11031, 11543. .11683, 11544 .. 11684 , 11545 .. 11691, 
11608.. 11685 



Seq. No. 31771 

Gene No. 65759 

Start 34996 

Name OJ990709_03 . 9C01 . C2 . ol . tc 

Start 10926 

GI none 
Exons 



Seq. ID OJ990709_03.9C01.C2 
Strand 

End 37357 

Method TBLASTX : Cress 

End 11690 

Score 108 



10926. .10991, 10931. .10990, 11539 .. 11688 , 1154 1 .. 11690, 
1154 3. .11647, 11544. .11690 



Seq. No. 31771 

Gene No. 65759 

Start 34996 

Name ' OJ990709_03 . 9C01 . C2 . ol . tm 

Start 16569 

GI none 
Exons 



Seq. ID OJ990709_03.9C01.C2 
Strand 

End 37357 

Method TBLASTX: Maize 

End 17165 

Score 364 



16569. .17036, 16574 .. 17047 , 17094. .17165 



Seq. No. 31771 

Gene No. 65759 

Start 34996 

Name OJ9907 09_03 . 9C01 . C2 . ol . tw 

Start 16863 

GI none 
Exons 



Seq. ID OJ990709_03.9C01.C2 
Strand 

End * 37357 

Method TBLASTX : Wheat 

End 17240 

Score 194 



168 63. .17012, 168 65. . 17017, 16866. .17042, 17066. .17134, 
17067. .17240, 17074. .17229 



Seq. No. 31771 

Gene No. 65759 

Start 34996 

Name OJ990709_03 . 9C01 . C2 . o3 . tw 

Start • 18984 

GI • none ' • 
Exons 



Seq. ID OJ9907.09_03. 9C01.C2 
Strand 

End 37357 

Method TBLASTX : Wheat 

End 19166 

Score 92 



18984. .19037, 18 998.. .1904 8, 1904 6 . . 19165, 19047 19166. 



Seq. No. 31771 

Gene No. 65759 

Start 34996 

Name OJ990709_03 . 9C01 . C2 . o3 . tm 

Start 29312 

GI none 
Exons 



Seq. ID OJ990709_03. 9C01.C2 
Strand 

End 37357 

Method TBLASTX ; Mai ze 

End 29799 

Score 243 



29312. .29512, 29314 .. 29613, 294 81 .. 29651 , 2 964 4 .. 297 99, 
29700. .29759 



Seq. No. 
Gene No . 
Start 



31771 
65759 
34996 



Seq. ID OJ990709_03. 9C01.C2 
Strand 

End 37357 



31767 



Name 

Start 

GI 

Exons 



OJ990709_03.9C01.C2.o2.tm 

29953 - - 
none 

29953. .30039, 29955 .. 3004 4 , 
30052. .30318 



Method TBLASTX: Maize 
End 30330 
Score 107 
30046. .30330, 30050. .30298, 



Seq. No. 31771 Seq. ID 

Gene No. 65759 Strand 

Start 34996 End 

Name OJ990709J33 . 9C01 . C2 . o5 . tm Method 

Start 30457 End 

GI none Score 

Exons 30457 . . 30756 



OJ990709_03. 9C01.C2 
37357 

TBLASTX: Maize 

30756 

193 



Seq. No. 31771 

Gene No. 65759 

Start 34996 

Name OJ990709_03 . 9C01 . C2 . ol . ts 

Start 30478 

GI none 
Exons 



Seq. ID OJ990709_03.9C01.C2 
Strand 

End 37357 

Method TBLASTX : Soybean 

End 30936 

Score 247 

30478. .30840, 304 80 30593, 30615 307 4 9, 30865. .30936 



OJ990709 03.9C01.C2 



Seq. No. 31771 r Seq. ID _ 

Gene No. 65759 ' Strand 

Start 34996 End 37357 

Name OJ990709_03 . 9C01 . C2 . olO . np Method AAT/NAP 

Start 34996 End 37357 

GI 5922634 Score 109 
Exons 34996. .35039, 37264.. 37357 

GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

gi I 6016867 |dbj IBAA85210.1 1 (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 31771 

Gene No. 65759 

Start 34996 

Name OJ990709_03 . 9C01 . C2 , 

Start 35576 

GI none 

Exons 35576. .35644, 35645. 
35836. .35874 



06 . tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990709_03.9C01.C2 
37357 

TBLASTX: Maize 

35965 

37 



.35719, 35647. .35718, 35735 .. 35965 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



31772 Seq. ID 

65760 .Strand . 

4 8 End 

OJ990709JD3. 9C01 . C3 . ol . np Method 

48 End 

2586082 Score 

48. .132, 523. .3112, 3152,.. 4800 

(U72725) retrofit [Oryza longistaminata] 



OJ990709_03. 9C01.C3 

+ ' 
18328 
AAT/NAP 
4800 
4804 



31772 Seq. ID 

65760 Strand 

4 8 End 

OJ9907 uy_U3 . 9C01 . C3 . o3 . np Method 

1385 End 

5702196 Score 



OJ990709_03. 9C01.C3 
+ 

18328 
AAT/NAP 
18328 
479 



31768 



Exons 1385. .1503, 7857. .8350, 11184 .. 12516, 174 98 .. 17628 , 18284 .. 18328 

GI Descrip. (AF107293) rust resistance protein [Zea mays] 



Seq. No. 31772 Seq. ID 

Gene No. 65760 Strand 

Start 48 End 

Name OJ990709_03 . 9C01 . C3 . o2 . np Method 

Start 8998 End 

GI 6069646 Score 

Exons 8998.. 9780, 10063.. 11052 

GI Descrip. (AP000616) similar to putative reverse 
[Oryza sativa] gi I 6907112 | dbj | BAA90639 
Arabidopsis thaliana chromosome II BAC 
putative non-LTR retroelement reverse 
[Oryza sativa] 



OJ990709_ 
+ 

18328 
AAT/NAP 
11052 
995 



transcriptase 
1| (AP001129) 
F9013 genomic 
transcriptase . 



03.9C01.C3 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 31772 Seq. ID 

Gene No. 65760 Strand 

Start 4 8 End 

Name OJ990709_03 . 9C01 . C3 . o4 . np Method 

Start 14160 End 

GI 2258319 ' Score 

Exons 14160. .14184, 17030 .. 17169, 17450.. 17735 

GI Descrip. (AF004880) resistance complex protein I2C-3 [Lycopersicon 
esculentum] 



OJ990709_03.9C01.C3 
+ 

18328 
AAT/NAP 
17735 
83 



Seq. No. 31772 

Gene No. 65761 

Start 4808 

Name OJ990709_03 . 9C01 . C3 . o3 . tm 

Start 518 

GI none 

Exons 518.. 616, 528.. 620, 648.. 947, 668.. 925 



Seq. ID OJ990709_03. 9C01.C3 
Strand 

End 5126 

Method TBLASTX : Maize 

End 947 

Score 100 



Seq. No. 


31772 




Gene No. 


65761 




Start 


. 4808 




Name . 


OJ990709 03.9C01 


.C3.o6. 


Start 


531 




GI 


none 




Exons 


531.. 653, 536.. 652, 638 


Seq. No. 


31772 




Gene No . - 


'65761 




Start 


4808 




Name 


OJ990709 03.9C01, 


.C3.oll 


Start 


948 ■ 




GI 


none 




Exons 


948. .1079, 1269., 


. 1514, 


Seq. No. 


31772 




Gene No. 


65761 




Start 


4808 




Name 


OJ990709 03.9C01. 


,C3.ol. 


Start 


1332 




GI 


none 




Exons 


1332. .1565, 1383. 


. .1517, 



Seq. ID OJ990709_03.9C01.C3 
Strand 

End 5126 

tw Method TBLASTX : Wheat 

End 956 

Score 91 
..766, 642. .752, 771. .926, 921. .956 

Seq. ID OJ990709_03. 9C01.C3 

Strand ' - 

End 5126 

.tm Method TBLASTX : Maize 

End 1514 

Score 81 
1392. .1514 

Seq. ID OJ990709_03. 9C01.C3 
Strand 

End 5126 

tw Method TBLASTX : Wheat 

End 1724 

Score 264 
1545. .1724, 1559. .1723 



31769 



Seq. No. 31772 

Gene No. 65761 

Start 4808 

Name OJ990709_03 . 9C01 . C3 . o3 . ts 

Start 1791 

GI none 

Exons 1791.. 2006, 1897.. 2010, 1913. 
-•■ 2074 . .2214 



Seq. ID OJ990709_03.9C01.C3 
Strand 

End 5126 

Method TBLASTX : Soybean 

End 2214 

Score 186 

1957, 1936. .2175, 2031. .2201, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31772 
65761 
4808 

OJ990709_03. 9C01.C3.o5. tw 

2010 

none 

2010. .2198, 2217. .2408, 2418. 

31772 
65761 
4808 

OJ990709JD3. 9C01 . C3 . ol . tc 
2211 
none 
2211. 



Seq. ID OJ990709_03.9C01.C3 
Strand 

End 5126 

Method TBLASTX : Wheat 

End 2624 

Score 165 
.2480, 2517.. 2624 

Seq. ID OJ990709_03.9C01.C3 
Strand 

End 5126 

Method TBLASTX: Cress 

End 2660 

Score 354 



,2660 



Seq. No. 31772 

Gene No. 65761 

Start 4808 

Name OJ990709_03 . 9C01 . C3 . o4 . ts 

Start 2223 

GI none 

Exons 2223.-2642 



Seq. ID OJ990709_03.9C01.C3 
Strand 

End 5126 

Method TBLASTX : Soybean 

End 2 642 

Score 264 



Seq. No. 31772 

Gene No. 65761 

Start 4808 

Name OJ990709_03 . 9C01 . C3 . olO . tm 

Start 2316 
GI . none 

Exons 2316.. 2639, 2447.. 2635 



Seq. ID OJ990709_03. 9C01.C3 
Strand 

End 5126 

Method TBLASTX : Mai ze 

End 2 639 

Score 285 



Seq. No. 3177-2 

Gene No.. . 65761 

Start 4808 

Name OJ9907 0 9_03 . 9C01 . C3 . o2 . t s 

Start, . 3260 

GI 5509260 

Exons 3260.. 3661, 3274.. 3375, 3400. 
GI Descrip. 



Seq. ID OJ990709_03. 9C01.C3. 

Strand . - 

End 5126 

Method TBLASTX : Soybean 

End 3775 

Score 269 

3555, 3634.. 3762, 3635.. 3775 



Seq. No. 31772 Seq. ID 

Gene No. 65761 Strand 

Start ' 4808 End 

Name OJ990709_G3. 9C0I . C3 . oi3 . tm Method 

Start 3302 End 

GI none Score 



OJ990709_03. 9C01.C3 
5126 

TBLASTX: Maize 

3571 

212 



31770 




Exons 


3302 . . 3571, 


3313 


. . 3531, 


3353. 


.3535 






Seq. No- 


31772 








Seq. ID 


OJ990709_03.9C01 


.C3 


Gene No. 


65761 








Strand 






Start 


4808 








End 


5126 




Name 


OJ990709 03 


. 9C01 


. C3.o2. 


tc 


Method 


-L 1— ' iJilO J. /\ . _L C o o 




Start 


3391 ~ 








End 


3661 




GI 


none 








Score 


27 6 




Exons 


3391. .3642, 


3392 


. 3661 










Seq. No. 


31772 








Seq. ID 


OJ990709_03.9C01 


.C3 


Gene No. 


65761 








Strand 






Start 


4808 








End 


5126 




Name 


OJ990709 03 


9C01 


. C3.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


3442 ~~ 








End 


3976 




GI 


none 








Score 


186 




Exons 


3442 . . 3561, 


3443 


. . 3661, 


3634 . 


.3702, 3635. .3784, 3776. .3976 


Seq. No. 


31772 








Seq. ID 


OJ990709_03.9C01 


. C3 


Gene No. 


65761 








Strand 






Start 


4808 








End 


5126 




Name 


OJ990709 03. 


9C01 


. C3.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


3575 ~~ 








End 


3975 




GI 


none 








Score 


79 




Exons 


3575 . . 3661, 


3595 


. . 3633, 


3641 . 


.3973, 3655. .3741, 3778. .3 


382, 




3925 . . 3975 














Seq. No. 


31772 








Seq. ID 


OJ990709_03. 9C01' 


,C3 


Gene No. 


65761 








Strand 






Start 


4808 








End 


5126 




Name 


OJ990709 03. 


9C01 


C3 . o2 . 


t w 


Method 


TBLASTX: Wheat 




Start 


3993 ~ 








End 


4389 




GI 


none 








Score 


397 




Exons 


3993. .4274, 


3994 


.4389, 


4126. 


.4281, 4302. .4388 




Seq. No. 


31772 








Seq. ID 


OJ990709_03.9C01 


.C3 


Gene No. 


65761 








Strand 






Start 


4808 








End 


5126 




Name 


OJ990709 03. 


9C01 . 


C3 . o2 . 


tm 


Method 


TBLASTX: Maize 




Start 


4144 ~~ 








End 


4800 




GI 


none 








Score 


291 




Exons 


4144 . . 4542, " 


4158 . 


. 4490, 


4578 . 


.4643, 4579. .4800 




Seq. No. 


31772 








Seq. ID 


OJ990709_03. 9C01 


.C3 


Gene No. 


65761 








Strand 






Start 


4808 








End 


5126 




Name 


OJ990709 03. 


9C01 . 


C3 . ol . 


t s 


Method 


TBLASTX: Soybean 




Start 


4153 ~ 








End 


4749 




GI 


none 








Score 


547 




Exons 


4153. .4749, 


4155 . 


. 4280, 


4341. 


.4544, 4579. .4668 




Seq. No. 


31772 








Seq. ID 


OJ990709_03.9C01 


C3 


Gene No. 


65761 








Strand 






Start 


4808 








End 


5126 




■KT 

ln aiuc 






UJ.ol . 


gp 


Method 


AAT/GAP 




Start 


4808 








End 


5126 




GI 


none 








Score 


603 





31771 




Exons 4808.. 5126 



Seq. • No. 


31772 








Seq. ID 


OJ990709_03. 9C01 


.C3 


Gene No. 


65762 








Strand 






Start 


7270 








End 


7709 




Name 


OJ990709 03 


. 9C01 


.C3.o9 


tm 


Method 


TBLASTX: Maize 




Start 


7270' 








End 


7709 




GI 


none 








Score 


250 




Exons 


7270 . .7458, 


7272 


.'.7 607, 


7272. 


.7619, 7608.. 7709 




Seq. No. 


31772 








Seq. ID 


OJ990709JD3.9C01 


.C3 


Gene No. 


65763 








Strand 






Start 


7863 








End 


8241 




Name 


OJ990709 03 


. 9C01 


,C3.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


7863 ~ 








End 


8241 




GI 


none 








Score 


101 




Exons 


7863. .7949, 


7865 


. .7945, 


7894 . 


.7950, 7956. .8015, 7962. .8 


015, 




7963. . 8031, 


8021 


. . 8209, 


8024 . 


.8191, 8037.. 8237, 8038.. 8241, 




8038. .8241 














Seq. No. 


31772 








Seq. ID 


OJ990709_03.9C01 


. C3 


Gene No . 


65764 








Strand 






Start 


8363 








End 


8796 




Name 


OJ990709 03, 


9C01 


.C3.o8 . 


tm 


Method 


TBLASTX: Maize 




Start 


8363 ~ 








End 


8796 




GI 


none 








Score 


84 




Exons 


8363. .8464, 


8386 


. .8463, 


8455. 


.8796, 8508.. 8687 




Seq. No. 


31772 








Seq. ID 


OJ990709_03.9C01 


. C3 


Gene No . 


65765 








Strand 






Start 


8875 








End 


9309 




Name 


OJ990709 03. 


9C01 


.C3.o7 . 


tw 


Method 


TBLASTX: Wheat 




Start 


8875 








End 


9210 




GI 


none 








Score 


85 




Exons 


8875. . 9027, 


9028 


. . 9210 










Seq. No. 


31772 








Seq. ID 


OJ990709_03.9C01 


.C3 


Gene No . 


65765 








,Strand 






Start ' 


8875 








End 


9309 




Name 


OJ990709 03. 


9C01 


,C3.o4 . 


tm 


Method 


TBLASTX: Maize 




Start 


8956 








End 


9309 




GI 


none 








Score 


362 




Exons 


8956". .9309, 


8967 


.9296 










Seq. No. 


31772 








Seq. ID 


OJ990709_03. 9C01 


,C3 


Gene No . 


65766 








Strand 






Start 


9217 








End 


10233 




Name 


OJ990709 03. 


9C01 , 


C3. 08 . 


tw 


Method 


TBLASTX: Wheat 




Start 


9217 ~" 








End 


9522 




GI 


none 








Score 


187 




Exons 


9217. . 9522, 


9366. 


.9512 










Seq. No. 


31772 








Seq. ID 


OJ990709_03. 9C01 


.C3 


Gene No. 


65766 








Strand 






Start 


9217 








End 


10233 




Name 


OJ990709 03. 


9C01. 


C3.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


9310 








End 


9996 





31772 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 4 65 

9310.. 9996, 9360.. 9464, 9489.. 9647, 9723.. 9929 



31772 
65766 
9217 

OJ990709_03. 9C01.C3.o6. ts 

9616 

none 



Seq. ID OJ990709__03.9C01.C3 
Strand 

End 10233 

Method TBLASTX : Soybean 

End 10155 

Score 163 



9616. .9966, 9798. .9914, 10026 10103, 10027. .10155 



Seq. No. 31772 

Gene No. 65766 

Start 9217 

Name OJ990709_03 . 9C01 . C3 . o4 . tw 

Start 9637 

GI none 
Exons 



Seq. ID OJ990709_03.9C01.C3 
Strand 

End 10233 

Method TBLASTX : Wheat 

End 10077 

Score 256 



9637. .9933, 9639. .9929, 9919. .10077, 9940. .10047 



Seq. No. 31772 

Gene No. 65766 

Start 9217 

Name OJ990709_03 . 9C01 . C3 . ol2 . tm 

Start 10008 

GI none 

Exons 10008. .10232, 10009.. 10233 



Seq. ID OJ990709JD3. 9C01.C3 
Strand 

End 10233 

Method TBLASTX : Mai ze 

End 10233 

Score 235 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31772 
65767 
10564 

OJ990709__03 . 9C01 . C3 . o7 . tm 
10564 
none 

10564. .10764, 10566 .. 10850 , 10570. .10845 



Seq. ID OJ990709_03. 9C01.C3 
Strand 

End 10926 

Method TBLASTX: Maize 

End 10850 

Score 319 



Seq. No. 31772 

Gene No. 65767 

Start 10564 

Name OJ9907 09_03 . 9C01 . C3 . o'9 . tw 

Start 10575 

GI none 
Exons 



Seq. ID OJ990709_03.9C01.C3 
Strand 

End ' 10926 

Method TBLASTX: Wheat 

End 10926 

Score 158 



10575. .10742, 1057 9 .. 107 64 , 10879. .10926 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



31772 
' 65768 
11228 

OJ990709JD3. 9C01 .C3.o5.ts 

11228 

none 



Seq. ID OJ990709_03.9C01.C3 
Strand 

End 11687 

Method TBLASTX : Soybean 

End 11687 

Score 119 



11228. .11392, 11415. .11591, 11616. .11687 



31772 
65769 
16456 

OJ990709_03. 9C01.C3.ol5. tm 

16456 

none 



Seq. ID OJ990709_03.9C01.C3 
Strand 

End 17157 

Method TBLASTX : Mai ze 

End 17157 

Score 50 



31773 



P. von 


1 fidSfi Ifidftfi 1 R *7 Q 1 fi£Qft 
1D4 jo. . 1D400, IOj / . IDDjO / 




1 6Q1 1 17018 1 7fiQfi 171dQ 

1U Jll • . 1 / UIO/ X / U _7 U . • 1 /143/ 


Seq. No. 


31772 


Gene No. 


65770 


Start 


17257 


Name 




Start 


17257 _ 


GI 


none 


F.xnn *3 

UAUi 1 O 


172S7 17^88 17?fil 17^8S 


Seq. No. 


31773 


Gene No. 


65771 


O Lai L 


c *J o £ 


ln dint; 


o,TQQri7nQ qphi pd oi 


Start 


2S8? _ 

C. ~J \J 


GI 




IT vnn c 
Hi JVVJl is 


9S89 9676 989D 9Q1 ^ 


Qprr No 


31773 


fifanp Nn 


65772 


Start 


2829 


Name 


OJ990709 03.9C01.C4.ol.gp 


O Lai L 


989 Q 

^ O -7 


O J. 


£ X *± / *i 1 . I\iU04 


Exon s 


OOOQ _ O Q7 1 


(~1 T C3 /*"• y "i 


J0341J 3 ^ . uc 1U \ r\K-r V U 3 J X £ ) 




f ha "1 -I ana 1 1 
UllClXXGlilGL J 


Seq. No. 


31773 


Gene No. 


65773 


O Lai L 


j j j j 


IN CUllC 


n,TQQ07nQ Qpm P4 n9 nc 

yjuyyvfvy Uj. ^LUl .1-4 ,0^. .yS 


OLai L 


J -J O w) 


GI 


i lunc 


TP v An o 
LAUil O 


Jjjj . . jjZU 


Seq. No. 


31774 


Gene No. 


65774 


Start 


1 


Name 


OJ990709 03. 9C01 . C5 . ol . np 


Start 


1 



GI 

Exons 

GI Descrip. 



Seq. ID OJ990709_03. 9C01.C3 
Strand 

End 17634 

Method TBLASTX : Mai ze 

End 17634 

Score 84 



Seq. ID OJ990709_03.9C01.C4. 

Strand + 

End 2913 

Method GENSCAN 

End 2913 

Score .67. 



Seq. ID OJ990709_03.9C01.C4 
Strand 

End 2971 

Method AAT/GAP 

End i 2971 

Score 256 



Seq. ID OJ990709_03.9C01.C4 
Strand 

End 3520 

Method GENSCAN 

End 3520 

Score .98 



Seq. ID OJ990709JD3.9C01.C5 
Strand . - 
End 2326 
Method AAT/NAP 
End . 2326 
Score * 573 • • 



4680204 

1..175, 272. .445, 555. .1651, 1726. .2326 
(AF114171) hypothetical protein [Sorghum bicolor] 



Seq. No. 31774 

Gene No. 65774 

Start 1 

Name OJ990709_03 . 9C01 . C5 . ol . gs 

Start 65 

GI none 
Exons 



Seq. ID- OJ990709__03. 9C01.C5 
Strand 

End 2326 

Method GENSCAN 

End 2139 

Score .9 



65. .175, 272. .445, 555. .1240, 1242. .1384, 1510. .1651, 
1726. .1845, 1891. .2139 



Seq. No. 
Gene No. 



31774 
65774 



Seq. ID OJ990709_03. 9C01.C5 
Strand 



31774 




Start 


1 . . End 


2326 




Name 


O t T990709 03 9C01 ol fw Mpfhnd 






Start 


1 06 _ RnH 

1 v U Hi I 1U 


\J £. O 




GI 


none firnrp 


68 




on s 

UAvl lO 


106 177 277 459 284 409 548 628 






Sea No 


31775 Sea ID 


OJ990709 03 9T01 


P6 


Gene No. 


65775 * Strand 






Start 


1 End 


650 


- 


Name 


OJ990709 03. 9C01 . C6 . ol . np Method 


AAT/NAP 




Start 


1 End 


650 




GI 


4680204 Score 


232 




Rxons 

L-J ,*Y V_/ 11U 


1. .650 








(AF114171) hypothetical protein [Sorghum bicolor] 




Seq. No. 


31776 Seq. ID 


OJ990709_03.9C01. 


C7 


Gene No. 


65776 Strand 


+ 




Start 


1505 End 


2394 




Name 


OJ990709 03.9C01.C7.o4.gp Method 


AAT/GAP 




Start 


1505 End 


2394 




GI 


101153 1.R1084 Score 


998 




R von s 


1505. .1849, 2167. .2394 








*5852170/emb|AL117265.1 IOST17804 1.0e-115 Oryza sativa 






indica(GLA4) genomic DNA, chromosome 4, 


BAC clone:tl7804 


» 


i~> vZ. ^ • INU ■ 


31776 Seq. ID 


OJ990709_03.9C01. 


ci 


Gene No . 


65777 Strand 


+ 




Start 


2413 End 


2840 




Name 


OJ990709 03.9C01.C7.o5.gp Method 


AAT/GAP 




Start 


2413 End 


2840 




GI 


2428185 Score 


829 




R von <=; 


2413. .2840 






GI Dp^rriD 

\J J- J—/ ^ O v^- -L J- • 


5852170/emb|AL117265.1|OST17804 1.0e-177 Oryza sativa 






indica(GLA4) genomic DNA, chromosome 4, 


BAC clone:tl7804 




Seo No 


31776 Seq. ID 


OJ990709_03.9C01. 


CI 


Gene No. 


65778 „ Strand 


+ 




Start 


7756 End. 


'8008 




Name 


OJ990709 03. 9C01 . C7 . o2 . np Method 


AAT/NAP 




Start 


7756 End 


8008 




GI 


6862929 Score 


81 




Exons 


7756. .8008 






GI De c-pri n 


(AC018307) unknown protein' [Arabidopsis 


thaliana] 




Sea No 


31776 Seq. ID 


OJ990709_03.9C01. 


CI 


Gene No . 


65779 Strand 






Start 


1 End 


6688 




Name 


OJ990709 03.9C01.C7.ol.gp Method 


AAT/GAP 




Start 


1 End 


431 




GI 


342 1.R1084 Score 


543 




Exons 


1..224, 334. .431 






GI Descrip. 


, 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein 


[Oryza 




sativa] 1 






Seq. No. 


31776 Seq. ID 


OJ990709_03.9C01. 


C7 


Gene No. 


65779 Strand 






Start 


1 End 


6688 






31775 







Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990709_03 . 9C01 . C7 . o2 . gp Method AAT/GAP 

1 End 2601 

342_1.R1084 Score 540 

1..224, 334. .438, 2546. .2601 

, 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



31776 
65779 
1 

OJ990709_03.9C01.C7.o3.gp 
1 

342JL.R1084 
1..224, 334. .432 

1 4 574 406/gb | AAD24042 . 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. ID . OJ990709_03.9C01.C7 
Strand 

End 6688 ■ 

Method AAT/GAP 
End 4 32 

Score 537 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31776 
65779 
1 

OJ990709_03.9C01.C7.ol.np 
535 

4680203 

535. .651, 3618. .4415, 6570. 



Seq. ID OJ990709J33. 9C01.C7 
Strand 

End 6688 

Method AAT/NAP 

End 6688 

Score 979 
, 6688 



(AF114171) TNP2-like protein [Sorghum bicolor] 



31776 
65779 
1 

OJ990709_03.9C01.C7.o7.gp 
3368 

61605_3.R1084 
3368. .3661 

1 1402920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



Seq. ID OJ990709_03. 9C01.C7 
Strand 

End 6688 

Method AAT/GAP 

End 3661 

Score 4 65 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI" 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 

oj 

Name 
Start 



31776 
65779 
1 

OJ990709_03. 9C01 . C7 . ol . ts 
3651 

none " "* 



Seq. ID OJ990709_03.9C01.C7 
Strand 

End 6688 

Method TBLASTX: Soybean 

End 3941 

Score 103 - 



3651. .3716, 3723. .3941, 3727. .3933 



31776 
65779 
1 

OJ990709_03. 9C01 . C7 . ol . tw 

3708 

none 



Seq. ID OJ990709_03. 9C01.C7 
Strand 

End 6688 

Method TBLASTX: Wheat 

End 4 064 

Score 158 



3708. .3965, 3713. .3964, 3723.-3974, 3724. .3966, 3957. .4064 



31776 
65779 
1 

OJ990709_03. 9C01 . C7 . 08 . gp 
4276 



Seq. ID OJ990709_03.9C01.C7 
Strand 

End 6688 

Method AAT/GAP 

End 4 8 63 



31776 



GI 2310235 Score 300 

Exons 4276.. 4415, 4826.. 4863 

GI Descrip. 5852182/emb | CAB55420 . 1 | 9.0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] 



Seq. No. 


31777 




Seq. ID 


OJ990709 03 9C01 


. C8 


Gene No. 


65780 




Strand 






Start 


1 




End 


2363 




Naine 


OJ990709 03. 9C01.C8.ol. 


no 


Method 


AAT/NAP 




Start 


1 




End 


2360 




GI 


4680179 




Score 


3544 




Exons 


1. .2360 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa 


subso indict 1 




Seq. No. 


31777 




Seq. ID 


OJ990709 03.9C01 


. C8 


Gene No. 


65780 




Strand 


+ 




Start 


1 




End 


2363 




Name 


OJ990709 03.9C01.C8.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


1 




End 


342 




GI 


none 




Score 


46 




Exons 


1..36, 91. .342, 99. .329 








Seq. No. 


31777 




Seq. ID 


OJ990709_03. 9C01 


.C8 


Gene No. 


65780 




Strand 


+ 




Start 


1 




End 


. 2363 




Name 


OJ990709 03.9C01.C8.ol. 


gs 


Method 


GENSCAN 




Start 


44 




End 


2363 




GI 


none 




Score 


.83 




Exons 


•44. .1386, 1464. .2363 











Seq. No. 31777 Seq. ID 

Gene No. 65780 Strand 

Start 1 End 

Name OJ990709_03 . 9C01 . C8 . o4 . tw Method 

Start 74 End 

GI none Score 

Exons "74.. 148, 94.. 357, 96.. 356 



OJ990709_03.9C01.C8 
+ 

2363 

TBLASTX: Wheat 

357 

57 



Seq. No. . . 31777 Seq. ID 

Gene No. 65780 Strand 

Start 1 End 

Name OJ990709_03 . 9C01 . C8 . o4 . tm Method 

Start 91 End 

GI . none Score 

Exons 91.. 423, 144.. 422 



OJ990709_03.9C01.C8 

+ . . 

2363 

TBLASTX: Maize 
423 

308 ' . . 



Seq. No. 31777 Seq. ID 

Gene No. 65780 Strand 

Start 1 . End 

Name OJ990709_03 . 9C01 . C8 . o3 . tw Method 

Start 358 End 

GI . none Score 

Exons 358.. 783, 360. .776, 433.. 783 



OJ990709_03.9C01.C8 
+ 

2363 

TBLASTX: Wheat 

783 

596 



Gene No. 
Start 



ox / / / 
65780 
1 



Seq. ID OJ990709_03.9C01.C8 
Strand + 
End 2363 



31777 



Name 

Start 

GI 

Exons 



OJ990709__03 . 9C01 . C8 . o3 . ts Method 

364 End 

none Score 
364. .612 



TBLASTX: Soybean 

612 

210 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

-Start 

GI 

Exons. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



31777 Seq. ID 

65780 Strand 

1 End 

OJ990709_03 . 9C01 . C8 . o2 . tm Method 

430 End 

none Score 

430. .783, 435/. 776 



OJ990709_03. 9C01.C8 
+ 

2363 

TBLASTX: Maize 

783 

467 



31777 
65780 
1 

OJ99070 9_03. 9C01 . C8 . o2 . tw 

811 

none 

811. .1350, 993. .1346, 1069. 



Seq. ID OJ990709_03. 9C01.C8 
Strand + 

2363 

TBLASTX: Wheat 
1350 
626 



End 

Method 
End 
Score 
.1350 



31777 Seq. ID 

65780 Strand 

1 End 
OJ990709_03.9C01.C8.ol.tc ' Method 

1048 ■ End 

none Score 

1048. .1230, 1231. .1374, 1233. .1373 

31777 Seq. ID 

65780 Strand' 

1 End 

OJ990709_03 . 9C01 . C8 . o2 . ts Method 

1138, End 

none Score 

1138.. 1398,- 1149. .1397, 1150. .1398 



OJ990709JD3. 9C01.C8 
+ 

2363 

TBLASTX: Cress 

1374 

90 



OJ990709_03. 9C01.C8 
+ 

2363 

TBLASTX: Soybean 

1398 

301 



31777 
65780 
1 

OJ990709_03. 9C01.C8 . o3 . tm 

1159 

none 

1159.. 1401, 1162.. 1.416,. 1164, 

31777 
65780 
1 

OJ990709JD3. 9C01 . C8 . ol . tw 

1357 

none 



Seq. ID OJ990709_03. 9C01.C8 
Strand + 

2363 

TBLASTX: Maize 
1416 
378 



End 

Method 
End 
Score 
.1406 



Seq. ID OJ990709_03. 9C01.C8 

Strand + 

End 2363 

. 4 Method TBLASTX : Wheat 

End 1982 

Score 65 



1357. .1419, 1389. .1982, 1418. .1864, 1922. .1981 



31777 
65780 
1 

OJ990709 03.9C01.C8.o5.tm 



Seq. ID OJ990709_03. 9C01.C8 

Strand + 

End 2363 

Method TBLASTX : Maize 



31778 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1418 End 1535 

none Score 60 

1418. .1507, 1418. .1531, 1419. .1535 



31777 
65780 
1 

OJ990709_03 . 9C01 . C8 . ol . tm 
1535 
none 



Seq. ID OJ990709_03.9C01.C8 
Strand + 

2363 

TBLASTX: Maize 
2120 
229 



End 

Method 
End 
Score 

1535. .1690, 1536.:1697, 1556. .1699, 1694. .1867, 1695. .2120, 
1854. .2099, 1922. .2119 



31777 
65780 
1 

OJ990709_03. 9C01 . C8 . o5 . tw 

1982 

none 



Seq. ID OJ990709_03. 9C01.C8 

Strand + 

End 2363 

Method TBLASTX : Wheat 

End 2315 

Score 312 



1982. .2263, 1983. .2315, 2148. .2294 



31778 
65781 
6418 

OJ990709_03. 9C01 : C9 . o2 . np 
6418 
4512231 
6418. .7206 

(AB014741) ORF0 protein [Oryza sativa] 



Seq. ID OJ990709_03.9C01.C9 

Strand + 

End 7209 

Method AAT/NAP^. 

End 7206 

Score 1257 



31778 
65781 
6418 

OJ990709_03. 9C01 . C9 . o2 . gs 

6418 

none 

6418. .7209 



Seq. ID OJ990709_03. 9C01 .C9 

Strand + 

End 7209 

Method GENSCAN 

End 7209 

Score .74 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31778 
65782 
7479 

OJ990709_03.9C01.C9.o3.np 
7433 

4680179 . ... 
7433. .9426 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990709_03.9C01.C9 

Strand + 

End 9426 

Method AAT/NAP' * - 

End 9426 

Score . 1852 ... 



31778 
65782 
7479 

OJ990709_03.9C01.C9.o3.gs 

7479 

none 

7479. .9398 



Seq. ID . OJ990709_03.9C01.C9 

Strand + 

End 9426 

Method GENSCAN 

End . 9398 

Score . 97 



Seq. No. 
Gene No. 



31778 
65783 



Seq. ID OJ990709_03. 9C01.C9 
Strand 



31779 




Start 


1 




End 


9415 




"Name 


OJ990709 03 9C01 C9 ol 




Method 


AAT/NAP 




Start 


1 - " 




End 


4483 




GI 


4 68017 9 




Score 


2637 




P, von 


1 23 453 2669 2703 


2826 


4394. .4483 




GT npqprin 


(AF111709) nol vnrotpin 


[ Or y za 


C? "3 -f- "j "3 

oaL.1 vd 


Oil V""i O r~\ A r\ /~i A <-i^l 

bUJJop. lJlUlCaJ 




Seq. No. 


31778 




oclj . x u 




.C9 


Gene No. 


65783 




oux aim 






Start 


1 




End 


Q4 1 5 




Name 


OJ990709 03 9C01 C9 o7 


. tw 


Method 


TBLASTX: Wheat 




Start 


570 ~ 




End 


779 




GI 


none 




Score 


110 




pvnn c; 


570 779 571 768 










O ^ V-J • m 


31778 




Seq. ID 


OJ990709_03. 9C01 




Gene No. 


65783 




Strand 






Start 


1 




End 


9415 




Name 


OJ990709 03 9C01 C9 ol 


■ y a 


Method 


GENSCAN 




Start 


77 6 ~~ 




End 


5310 




GI 


none 




Score 


.76 






776 1546 1604 1904 


X Zf z? -J • • 


2920, 3451. .3582, 3623. .371 


ID, 




3808 4195 5220 5310 










Seq.. No. 


31778 




Seq. ID 


*ujyyu / uy Uj. yuui 


-C9 


Gene No. 


65783 




Strand 






Start 


1 




End 


9415 




Name 


O.T990709 03 QP01 PQ ol 


, tw 


Method 


TBLASTX: Wheat 






78 5 ~~ 




End 


1267 




GI 


none 




Score 


227 




Ry. nn <? 


785 1267 842 1204 F 


34 6. .1235 






Seq. No. 


31778 




Seq. ID 


OJ990709_03.9C01, 


.C9 


Gene No. 


65783 




Strand 






Start 


1 




End 


9415 




Name 


OJ990709 03. 9C01.C9.ol. 


tm 


Method 


TBLASTX: Maize 




It art 


833 




End 


1196 




GI 


none 




Score 


169 




1_J w HO 


833. .1195, 842. .1195, 846. .1196 






Seq. No. 


31778 




Seq. ID 


OJ990709_03.9C01. 


,C9 


Gene No. 


65783 




Strand 






Start 


1 




End 


9415 . 




Name 


OJ990709 03.9C01.C9.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


1016 




End 


1261 




GI 


none 




Score 


98 




l—J -tV Vw/ llu 


1016. .1261, 1017. .1244 










Seq. No. 


31778 




Seq. ID 


OJ990709_03. 9C01. 


C9 


Gene No. 


65783 




Strand 






Start 


1 




End 


9415 




Name 


OJ990709 03.9C01.C9.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1232 




End 


1732 




GI 


none 




Score 


50 





1232. .1546, 1275. .1325, I3S3..1406, 1553. .1732, 1605. .1724 



Seq. No. 31778 Seq. ID OJ990709_03 . 9C01 . C9 



31780 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
■ Start . 
GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI " 



65783 
1 

OJ990709_03.9C01. 

1268 

none 

1268. .1570, 1284. 



C9.o3. tw 
.1559, 1510. 



Strand 
End 

Method 
End 
Score 
.1569 



9415 

TBLASTX: Wheat 

1570 

250 



31778 
65783 
1 

OJ990709__03.9C01.C9.ol.ts 
1283 
none 

1283. .1642, 1284. .1559, 1605. .1640, 1646. .1678, 1647. .1676 



Seq. ID OJ990709_03. 9C01.C9 
Strand 

9415 

TBLASTX: Soybean 
1678 
185 



End 

Method 

End 

Score 



31778 
65783 
1 

OJ990709_03. 9C01, 

1619 

none 

1619. .1996, 1662, 



C9.o2.tw 



,2105, 1716. 



31778 
65783 
1 

OJ990709_03.9C01.C9.o3.ts 

1751 

none 

1751. .1954, 9087. .9389 



31778 
65783 
1 

OJ990709_03. 9C01. 

1800 

none 

1800. .2090, 1802. 



C9.o3. tm 
.2089, 9060, 



31778 
65783 

1 . . . . 

OJ990709_03. 9C01.C9.o5.tw 

2270 
none 

2270.. 2383, 2271 
8567. .8680, 8571 



31778 
65783 
1 

OJ990709_03. 9C01. 
2321 



.2384, 2429. 
.8705, 8769. 



none 



C9.o5.tm 



. OOJi 



Seq. ID OJ990709_03.9C01.C9 
Strand 

End 9415 

Method TBLASTX : Wheat 

End 9415 

Score 266 . 

.2027, 9050. .9415, 9051. .9407 

Seq. ID OJ990709_03.9C01.C9 
Strand 

End 9415 

Method TBLASTX : Soybean 

End 938 9 

Score 182 



Seq. ID OJ990709_03.9C01.C9 
Strand 

End 9415 

Method TBLASTX : Mai ze 

End 9352 

Score 201 
.9350, 9062.. 9352 

Seq. ID OJ990709_03. 9C01.C9 
Strand 

End 9415 - • 

Method TBLASTX : Wheat 

. End - , .8888 
Score 65 

.2638, 2496. .2582, 8523. .8570, 

.8888, 8774. .8887 

Seq. ID OJ990709_03.9C01.C9 
Strand 

End 9415 

Method TBLASTX: Maize 

End 8831 

Score 146 



Seq. No. 



31778 



Seq. ID OJ990709 03.9C01.C9 



31781 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31778 
65783 
1 

OJ990709_03.9C01.C9.o4 . tm 

7890 

none 

7890. .8195 



Strand 
End 

Method 
End 
Score 



65783 
1 

OJ990709_03. 9C01 . C9 . 06 . tw 
7640 
none 

7640. .7837, 7641. .7838 

31778 
65783 
1 

OJ990709_03. 9C01.C9.o4. tw 
7889 
none 

7889. .8062, 7890. .8240, 8038. .8106 



9415 

TBLASTX: Wheat 

7838 

215 



Seq. ID OJ990709_03.9C01.C9 
Strand 

9415 

TBLASTX: Wheat 
8240 
306 



End 

Method 
End 
Score 



Seq. ID OJ990709_03. 9C01.C9 
Strand 

End 9415 

Method TBLASTX :Maize 

End 8195 

Score 246 



Seq. No. 31779 

Gene No. 65784 

Start 1 

Name OJ990709_03 . 9C01 . C10 . ol . gp 

Start 1 

GI LIB3433-02 6-P1-K1-C1 

Exons 1..102 

GI Descrip. 1 5852170/emb | AL1172 65 . 1 | OST17804 1.0e-44 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAC clone : 1 17804 ' 



Seq. ID OJ990709_03.9C01.C10 
Strand + 

9648 
AAT/GAP 
102 
161 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene ' No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 

Start 
GI 



31779 
65784 
1 

OJ990709J)3.9C0I.C10.o3.np 

1 

5852180 



Seq. ID OJ990709_03. 9C01.C10 

Strand + 

End 9648 . 

Method AAT/NAP 

End 9648 

Score 438 



1..38, 3099. .3168, 4152. .4276, 4328. .4741, 9616. .9648 
(AL117265) zhb00010.1 [Oryza sativa] 



31779 

.65785 . . ... „ . 

1 

OJ9 9070 9_03. 9C01. C10. ol.np 
1 

4680179 
1..62, 212. .1075 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990709_03. 9C01.C10 
Strand 

End 4313 

Method AAT/NAP 

End 1075 

Score 699 



31779 
65785 
1 

OJ990709_G3 . 9c0i . ClO . ol . gs 

134 

none 



Seq. ID OJ990709_03. 9C01.C10 
Strand 

End 4313 

Method GENSCAN 

End 4313 

Score .85 



31782 



Exons 



134. .1072, 1237. .1328, 1469. .1937, 2003. .2131, 3229. .3324, 
4245. .4313 



Sea No 


31779 




Seq. ID 


0,TQQn7DQ 0*3 QPD1 






65785 




Strand 






Start 


]_ 




End 






Name 


OJ990709 03 9C01 CIO o2 


.np 


Method 


a AT /MAP 




Start 


314 ~ 




End ' 


J. ZJ 




GI 


4512231 




Score 


14 7 




J_J ^i. \_/ 1 1 o 


314 343 1563 2129 










GI Descrip. 


(AB014741) ORF0 protein 


[Oryza sativa] 






Seq. No. 


31779 




Seq. ID 


OJ990709_03. 9C01 


.C10 


Gene no • 


65785 




Strand 






Start 


1 




End 


4313 




Name 


OJ990709 03. 9C01.C10.o2 


.gp 


Method 


AAT/GAP 




Start 


3018 




End 


3397 




GI 


uC-osflcyp033a04bl 




Score 


633 




F.xon s 

J_J W Hu 


3018. .3397 










GI Descrip. 


1 601684 5/dbj IAP000570.1 


IAP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 * 






kJ ^ V_J . LN V_/ • 


31779 




.Seq. ID 


OJ990709_03. 9C01 


. LIU 


Hpnp Mo 


65786 




Strand 






Start 


5459 




End 


9648 




Name 


OJ990709 03. 9C01.C10.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


287 




End 


592 




GI 


none 




Score 


77 * 




Exons 


287. .592, 462. .578 










Qprr Mo 


31779 




Seq. ID 


OJ990709_03. 9C01 


.LIU 




65786 




Strand 






Start 


5459 




End 


9648 




Name 


OJ990709 03. 9C01.C10.o4 


. tw 


Method 


TBLASTX: Wheat 




Start 


473 




End 


833 




GI 


none 




Score 


141 




Exons 


473. .832, 474. .833 










Seq. No. 


31779 




Seq. ID 


OJ990709_03. 9C01 


C10 


Gene No . 


65786 




Strand 






Start 


5459 




End 


9648 




Name 


OJ990709 03. 9C01.C10.o4 


.np 


Method 


AAT/NAP 




Start 


5459 




End 


9648 




GI 


4680179 




Score. ... 


1877 




Exons 


5459. .6810, 9617. .9648 










GI Descrip. 


(AF111709) polyprotein 


^Oryza 


sativa subsp. indica] 




Sea No 


31779 




Seq. ID 


OJ990709_03. 9C01. 


CIO 


Gene No. 


65786 




Strand 






Start 


5459 




End 


9648 




Name 


OJ990709 03. 9C01.C10.o3 


tw 


Method 


TBLASTX: Wheat 




Start 


5504 




End 


5837 




GI 


none 




Score 


93 




Exons 


5504. .5836, 5525. .5833, 


5568. 


5837 






Seq. No. 


31779 




Seq. ID 


OJ990709_03. 9C01. 


C10 


Gene No. 


65786 




Strand 







31783 




Start 


5459 








End 


9648 




Name 


OJ990709 03 


. 9C01 


. C10 . ol 


. tm 


Method 


TBLASTX: Maize 




Start 


5684 ~ 








End 


6283 




GI 


none 








Score 


222 




Exons 


5684 . . 6124, 


5700 


. 6122, 


6074 


.6124, 6122.. 6283, 6129.. 6275, 




6238 . . 6279 














Seq. No. 


31779 








Seq. ID 


OJ990709 03.9C01 


. C10 


Gene No. 


65786 








Strand 






Start 


5459 








End 


964 8 




Name 


OJ990709 03 


9C01 


C10 . ol 


tw 


Method 


TBLASTX: Wheat 




Start 


5837 ~~ 








End 


6463 




GI 


none 








Score 


47 




Exons 


5837 . . 6463, 


5840 . 


.5962, 


5949 . 


. 6407 






Seq. No. 


31779 








Seq. ID 


OJ990709 03.9C01 


. C10 


Gene No. 


65786 








Strand 






Start 


5459 








End 


9648 




Name 


OJ990709 03. 


9C01 . 


C10 . o2 


tm 


Method 


TBLASTX: Maize 




Start 


6332 ~~ 








End 


6624 




GI 


none 








Score 


215 




Exons 


6332 . . 6622, 


6336 . 


. 6623, 


6436 . 


. 6624 






Seq. No. 


31779 








Seq. ID 


OJ990709 03 9C01 


.C10 


Gene No. 


65786 • 








Strand 






Start 


5459 








End 


9648 




Name 


OJ990709 03 


9C01 . 


C10 . ol . 


t s 


Method 


TBLASTX: Soybean 




Start 


6421 ~~ 








End 


6682 




GI 


none 








Score 


137 




Exons 


6421 . . 6552, 


6422 . 


. 6682, 


6423 . 


. 6677 






Seq. No. 


31779 








Seq. ID 


OJ990709 03.9C01 


C10 


Gene No. 


65786 








Strand 






Start 


5459 








End 


9648 




Name 


OJ990709 03 


9C01 . 


C10 . ol . 


tc 


Method 


TBLASTX: Cress 




Start 


6446 ~ ' 








End 


6763 




GI 


none 








Score 


84 




Exons 


6446. . 6586, 


6447 . 


. 6587, 


6590 . 


. 6763 






Seq. No. 


31779 








Seq. ID 


OJ990709 03 . 9C01 . 


C10 


Gene No. 


65786 








Strand 






Start 


5459 








End 


9648 




Name 


OJ990709 03 


9C01 . 


C10 . o2 . 


tw 




TRLASTX * Whp^f 

J- u uno X £\ . » V J. 1 ~ CL L, 




Start.. 


6470 ~ 








End 


6790 




GI 


none 








Score 


240 




Exons 


6470 6784 


6471 . 


. 6728 , 


64 76. 


.6790 






Seq. No. 


31779 








Seq. ID 


OJ990709_03. 9C01-. 


C10 


Gene No . 


65786 








Strand 






Start 


5459 








End 


9648 




Name 


OJ990709 03. 


9C01. 


C10.o3. 


gp 


Method 


AAT/GAP 




Start 


7356 








End 


7866 




GI 


LIB3434-038- 


Pl-Kl 


-Fl 




Score 


743 




Exons 


7356. .7866 














GI Descrip. 


' 5257255/dbj 1 AP000364 . 1 | 


AP000364 0.0e+00 Oryza sativa genomi 




DNA, chromosome 8 


, clone 


:P0026F07 f 







31784 



Sea No 


31779 




n.TQQn7DQ Qrm no 

/U? U J . . LIU 


Gene No . 


65786 


Strand 




Start 


5459 


End 


9648 


Name 


OJ990709 03.9C01.C10.o5.np 


Method 


AAT/NAP 


Start 


9447 


End 


9648 


GI 


5257279 


Score 


lift 


F* von s 


9447. .9648" 






\j j. i— / w o *^ j_ -i_ • 


(AP000364) Similar to Transposon MAGGY 






homologues. (L35053) [Oryza 


sativa] 




Sea No 


31780 


Seq. ID 


OJ990709 0^ QPOI PI 1 


Gene No . 


65787 


Strand 


+ _ 


Start 


601 


End 


4079 


Name 


OJ990709 03.9C01.Cll.ol.np 


Method 


AAT/NAP 


Start 


601 


End 


4079 


GI 


6539581 


Score 


721 


F! von s 


601. .963, 1297. .2161, 2322.. 


2610, 4019 


..4079 


> — 1 X i-^ O J LU ■ 


(AP000837) Similar to Arabidopsis thaliana DNA chromosome 4, BAC 




clone F20D10; hypothetical protein (AL035538) [Oryza sativa] 


Seq. No. 


31780 


■ Seq. ID 


OJ990709_03.9C01.C11 


Gene No. 


65787 


Strand 


+ 


Start 


601 


End 


4079 


Name 


OJ990709 03.9C01.Cll.ol.gs 


Method 


GENSCAN 


Start 


1297 


End 


2791 


GI 


none 


Score 


.57 ■ 


R von ^ 

J_l 1 1 o 


1297. .1911, 2294. .2791 






Seq. No. 


31780 


Seq. ID 


OJ990709_03.9C01.C11 


Gene No. 


65788 


Strand 




Start 


2664 


End 


2860 


Name 


OJ990709 03.9C01.Cll.ol.gp 


Method 


AAT/GAP 


Start 


2664 


End 


2860 


GI 


none 


Score 


324 


Rvon ^ 


2664. .2860 






Seq. No. 


31780 


Seq. ID 


OJ990709_03.9C01.C11 


Gene No. 


65789 


Strand 




Start 


3358 


End 


3921 


Name 


OJ990709 03.9C01.Cll.ol.tw 


Method 


TBLASTX: Wheat 


Start 


705 


End 


930 


GI 


none 


Score 


263 - . - 


Rxon s 


705. .929, 706. .930 






Seq. No. 


31780 


Seq. ID 


OJ990709_03.9C01.C11 


Gene No. 


65789 


Strand 




Start 


3358 


End 


3921 


Name 


OJ990709 03.9C01.Cll.ol.ts 


Method 


TBLASTX: Soybean 


Start 


822 


End 


1734 


GI 


none 


Score 


137 




822. .950, 823. .960, 823. .954 


, 1291. .1734, 1291. .1599, 1669. .1692 


Seq. No. 


31780 


Seq. ID 


OJ990709_03.9C01.C11 


Gene No. 


65789 


Strand 




Start 


3358 


End 


3921 


Name 


OJ990709 03.9C01.Cll.ol.tm 


Method 


TBLASTX: Maize 


Start 


865 


End 


1800 



31785 




GI 


none 








67 








R y o n c; 


865. .960, 1291. .1524, 1299.. 


1 505 1 561 

J. U \J ~J , 1 Jul 


1800 








Seq. No. 


31780 






Seq. ID 


OJ990709 


_03. 


.9C01 


.Cll 


Gene No. 


65789 






Strand 










Start 


3358 






End 


3921 








Name 


OJ990709 03. 


.9C01.Cll.o2, 


,tw 


lit: LI1UU 


TBLASTX: Wheat 




OUCli L 


1324 






RnH 


1 761 








GI 


none 






Score 


1 Sfi 
1 JO 








Exons 


1324 1506 


1 S4 1 17 59 


1 54 ^ 

-L -J 1 *J 


.1761 










Seq. No. 


31780 






Seq. ID 


n.TQQn70Q 
UO _7 .7 u / \j y 




Qpn i 


.Cll 


Gene No. 


65789 






Strand 










Start 


3358 






End 


3921 








Name 


OJ990709 03. 


.9C01.Cll.o2. 


.gs 


UC L11UU 


GENSCAN 








Start 


3358 






RnH 


3921 








GI 


none 








.82 










3358. .3576, 


3823. .3921 














kJ c vj . Lvyj * 


"31 7fi 1 








OJ990709_ 


_03. 


9C01 


.C12 




65790 






Strand 










Start 


36 






End 


5927 








Name 


OJ990709 03. 


9C01.C12.ol. 


gs 


Method 


GENSCAN 








Start 


36 






End 


5927 










none 






Score 


.57 








R vnn ^ 


36. .82, 295. 


.484, 799. .939, 


1329. .1925, 


, 2640.. 2800, 


4223. .4338, 




4568, .4799, 


5080. .5168, 


5260 


..5322, 5393.. 5542, 


5584. .5693, 




5782' 5927 
















Seq. No. 


31782 






Seq. ID 


OJ990709_ 


_03. 


9C01 


.C13 


Gene No. 


65791 






Strand 


+ 








Start 


20 






End 


1884 








Name 


OJ990709 03. 


9C01.C13.ol. 


gs 


Method 


GENSCAN 








Start 


20 






End 


1884 








GI 


none 






Score 


.59 








Rv nn 

11) AUiiO 


70 171 1 ftf 


I..505, 1868. 


.188 


4 










Seq. No. 


31782 






Seq. ID 


OJ990709_ 


_03. 


9C01, 


.C13 


Gene No. 


65791 






* Strand 


+ 








Start 


20 






End 


1884 








Name 


OJ990709 03. 


9C01.C13.ol. 


gp 


Method 


AAT/GAP 








Start 


627 






End 


718 








GI 


2798689 






Score 


106 








Exons 


627. ,718. 
















Seq. No. 


31783 






Seq. ID 


OJ990709_ 


03. 


9C01. 


,C14 


Gene No. 


65792 






Strand 


+ 








Start 


124 - 






End 


1749 








Name 


OJ990709 03. 


9C01.C14.ol. 


gs 


Method 


GENSCAN 








Start 


124 






End 


1749 








GI 


none 






Score 


.45 








Exons 


124. .248, 634. .779, 1695 


. . 1749 










Seq. No. 


31783 






Seq. ID 


OJ990709_ 


03. 


9C01. 


C14 


Gene No. 


65793 






Strand 










Start 


4331 






End 


8542 








Name 


OJ990709 03. 


9C01.C14.o2. 


gs 


Method 


GENSCAN 









31786 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4331 End 8542 

none Score .75 

4331. .5236, 6126. .6221, 6664. .6801, 6869. .7060, 8336. .8542 



31784 
65794 
1 

OJ990709_03. 9C01 . C15 . ol . np 
1 

5734709 
1. .314 • 

(AC008075) Contains PF| 00069 Eukaryotic protein kinase domain 
[Arabidopsis thaliana] 



Seq. ID OJ990709_03.9C01.C15 
Strand 

End"""" 676 ' 

Method AAT/NAP 

End 314 

Score 8 9 



31784 
65794 
1 

OJ990709_03. 9C01 . C15 . ol . gs 
65 

none 

65. .298, 589. .676 



Seq. ID OJ990709_03.9C01.C15 
Strand 

End 67 6 

Method GENSCAN 

End 676 

Score .78 



Seq. No. 

Gene No. 

Start' 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31785 
65795 
26 

OJ990709_03. 9C01 . C17 . ol . gs 
26 

none 

26. .276, 325. .433 



Seq. ID OJ990709_03.9C01.C17 
Strand 

End 4 33 

Method GENSCAN 

End 4 33 

Score .96 



31786 
65796 
1 

OJ990709_03.9C01.C18 .ol.np 
1 

6498441 
1. .335 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. ID OJ990709_03.9C01.C18 

Strand + 

End 335 

Method AAT/NAP 

End 335 

Score 517 



31786 ' ...... 

65796 
1 

OJ990709_03.9C01.C18.ol.gs 
44 

none 
44. .305 



Seq. ID --OJ99O7O9_O3-.9C01-.-ei8:- 

Strand + 

End . 335 . - . 

Method GENSCAN 

End 305 

Score .55 



Seq. No. 31787 

Gene No. 65797 

Start 1 

Name OJ9907 09_03 . 9C01 . C19 . ol . np 

Start 1 

GI 5803259 

Exons 1..1162, 1258. .1789 

GI Descrip. (AP000399) hypothetical protein [Oryza sativa] 



Seq. ID OJ990709_03.9C01.C19 
Strand 

End 1789 

Method AAT/NAP 

End 1789 

Score 2673 



31787 




Seq. No. 


31787 








Seq. ID 


OJ990709_ 


03, 


,9C01 


.C19 




65797 








U LI di IU 










O Lai L 


1 








JZjI 1CJ. 


1 7 P Q 
X f 0 y 








Name 


o,TQQn7DQ rn qphi 

y y \j ( \j y \J *J . *?\*\J J. 


pi q 




• 9 s 












Start 


51 _ 










1 fiRfi 

X DO D 










none 








Score 












S 1 116? 1 ^Rft 


X V J U 
















Seq. No. 


31788 








Seq". ID 


OJ990709 


03. 


, 9C01 


.C20 


Gene No. 


65798 








Strand 


+ 








Start 


1 








End 


565 








Name 


OJ990709 03.9C01 


.C20 


.ol 


.np 


Method 


AAT/NAP 








Start 


1 








End 


448 








GI 


5042454 








Score 


156 








Exons 


1..156, 395. .448 



















GI Descrip. (AC007789) putative polyprotein [Oryza sativa] 



C can- Mo 


^1 7ft ft 










Qoo- T n 

oeq. x u 




n o. 

U o . 


Qr*n i 


con 
. U 


uCllC LNvJ . 


fiS7 QR 

DJ / ?U 










o Tirana 


_1_ 
T 










1 
X 












0 DO 








Name 


O.TQ Q07 fl Q 


Uj. 


Qpm r*on 


oi 

. ox 


. gs 




H TT KF C! i° KF 








O Lai L 


7 0 












R £ R 
ODD 








\j x 


none 










Score 


. 0 D 








Exons 


70. .156, 


395 


► . .565 
















UCLJ . IN L> • 


^1 7ft Q 










dorr T H 
Oct}. X U 


n TQQH7 fl Q 


Uj . 


Qnfi 1 


CO 1 

. UZ 1 


i^ono Mo 

UCllC IN\J. 


6S7 QQ 










o crana 


_L 

T 








OLaiL 


O D 










i^na 


Z U 4 








Name 


n.TQQD7nQ 


Uj. 


Qpm P9i 

X . ^Z X , 


OX 


. gs 


TuT -f— l^i /-s /"I 

ixie inoa 


f* T7 KT C H Zi M 
(a No CAIN 








Q+- a r"t- 


J D 










Hina 


Z U 4 








PT 


none 










Score 


Q Q 








Exons 


c C O C\ A 

o o . . Z U 4 




















Seq. No. 


31790 










Seq. ID 


OJ990709_ 


03. 


9C01 


.C23 


Gene No . 


65800 










Strand 


+ 








Start 


771 










End 


849 








Name 


OJ990709 


_03. 


9C01.C23. 


Ol 


.gs 


Method 


GENSCAN 








Start 


771 










End 


849 








GI 


none 










Score 


.42 








Exons 


771. . 849 




















Seq. No. 


31791 










Seq. ID 


OJ990709_ 


03. 


9C01 


.C25 


Gene No. 


65801 










. Strand 


+ ■ 








Start 


347 










End 


496 








Name 


OJ990709 


03. 


9C01.C25. 


Ol 


.gs 


Method 


GENSCAN 








Start 


347 










End 


496 








GI 


none 










Score 


.4 








Exons 


347. .496 




















Seq. No. 


31792 










Seq. ID 


OJ990709_ 


03. 


9C01, 


.C26 


Gene No. 


65802 










Strand 










Start 


1 










End 


95 








Name 


OJ990709 


03. 


9C01.C26. 


ol 


• gp 


Method 


AAT/GAP 








start 


1 










End 


95 








GI 


2428323 










Score 


186 








Exons 


1. .95 





















31788 



GI Descrip. 5803242/dbj | AP000399 . 1 | AP000399 O.Oe+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 



Seq. No. 


31792 


Seq. ID 


OJ990709 0^ Qrfll 




Gene No. 


65803 


Strand 






Start 


256 


End 


733 




Name 


OJ990709 03. 9C01 . C26 . ol . tm 


Method 


TBLASTX • Ma i 7P 




Start 


218 ~ 


End 


399 




GI 


., none 


Score 


124 




Exons 


218... 394, 232. .399 








Seq. No. 


31792 


Seq. ID 




. v~< u 


Gene No . 


65803 


Strand 






Start 


256 


End 


733 




Name 


OJ990709 03. 9C01 . C2 6 . ol . gs 


Method 


GENSTAN 




Start 


256 ~~ 


End 


468 




GI 


none 


Score 


. 94 




Exons 


256. .468 








Seq. No. 


31792 


Seq. ID 


OJ990709_03. 9C01 


.C26 


Gene No. 


65803 


Strand 






Start 


256 


End 


733 




Name 


OJ990709 03.9C01.C26.ol.np 


Method 


AAT/NAP 




Start 


259 


End 


733 




GI 


6498441 


Score 


592 




Exons 


259. .540, 634. .733 








GI Descrip. 


(AP000815) EST C7278 6 (E2258 ) 


corresponds to a region of 


the 




predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl. (AF098806) 


[Oryza sativa] 




Seq. No. 


31792 


Seq. ID 


OJ990709_03. 9C01 


.C26 


Gene No . 


65803 


Strand 






Start 


256 


End 


733 




Name 


OJ990709 03.9C01.C26.ol.tw 


Method 


TBLASTX: Wheat 




Start 


268 


End 


732 




GI 


none 


Score 


81 




Exons 


268. .393, 272. .394, 424. .498, 


574. .732 


, 587. .712" 




Seq. No. 


31793 


Seq. ID 


OJ990709_03.9C01 


.C27 


Gene No . 


65804 


Strand 






Start 


1 


End 


813 




Name ~ * 


• OJ990709 03. 9C01 . C27 . ol . np - 


Method 


AAT/NAP 




Start 


1 


End 


813 




GI ' 


5902445 . ... 


Score 


940 




Exons 


1. .813 








GI Descrip . 


(AB030283) GAG-POL precursor 


[Oryza sativa] ■ 




Seq. No. 


31793 


Seq. ID 


OJ990709_03.9C01. 


,C27 


Gene No. 


65804 


Strand 






Start 


1 


End 


813 




Name 


OJ990709 03.9C01.C27.o2.tw 


Method 


TBLASTX: Wheat 




Start 


5 


End 


346 




GI 


none 


Score 


73 




Exons 


5. .133, 9. .107, 115. .345, 124 


..243, 125. .346 




Seq. No. 


31793 


Seq. ID 


OJ990709JD3.9C01. 


,C27 


Gene No. 


65804 


Strand 







31789 



Start 


1 




End 


813 




Name 


OJ990709 03. 9C01.C27.o2, 


, tm 


Method 


TBLASTX* Maize 




Start 


20 ~~ 




End 


403 




GI 


none 




Score 


195 




Exons 


20. .130, 124. .402, 125.. 


.403 








Seq. No. 


31793 




Seq. ID 


OJ990709_03. 9C01 


.C27 


Gene No. 


65804 




Strand 






Start 


1 




End . 


813 




Name 


OJ990709 03. 9C01.C27.ol. 


, as 


Method 


GENSCAN 




Start 


76 




End 


758 




GI 


none 




Score 


. 6 




Exons 


76. .758 










Seq. No. 


31793 




Seq. ID 


OJ990709_03. 9C01 


.C27 


Gene No. 


65804 




Strand 






Start 


1 




End 


813 




Name 


OJ990709 03.9C01^C27.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


133 




End 


369 




GI 


none 




Score 


92 




Exons 


133. .369, 134. .349 










Seq. No. 


31793 




Seq. ID 


OJ990709_03. 9C01 


.C27 


Gene No. 


65804 




Strand 






Start 


1 




End 


813 




Name 


OJ990709 03. 9C01.C27.ol. 


tm 


Method 


TBLASTX * Maizp 




Start 


4 30 ~ „ 




End 


786 




GI 


none 




Score 


116 




Exons 


430. .735, 430. .786, 440. 


. 751 








Seq. No. 


31793 




Seq. ID 


OJ990709_03.9C01, 


.C27 


Gene No. 


65804 




Strand 






Start 


1 




End 


813 




Name 


OJ990709 03. 9C01.C27.ol. 


tw 


Method 


TBLASTX • Wheat 

J. J— ' J-li 1 J. X \ m fill \Z* C-l ^ 




Start 


454 




End 


813 




GI 


none 




Score 


290 




Exons 


454 . .813, 461 . . 808 










Seq. No. 


31794 




Seq. ID 


OJ990709 03 9C01 


. C28 


Gene No.. 


65805 




Strand 






Start 


1 




End 


1291 




Name 


OJ990709 03. 9C01.C28.ol. 


gp 


Method 


AAT/GAP - ^ 




Start 


1 




End 


1291 




-GI . 


.2800484 ; . ... 




Score 


494 




Exons 


1..213, 1235. .1291 










GI Descrip. 


5803242/dbj I AP000399 . 1 | AP000399 7.0e-10 Oryza sativa genomic 




DNA,. chromosome 6, clone 


:P0535G04 






Seq. No. 


31794 




Seq. ID 


OJ990709_03.9C01. 


C28 


Gene No. 


65805 




Strand 


+ 




Start 


1 




End 


1291 




Name 


OJ990709 03.9C01.C28.ol. 


gs 


Method 


GENSCAN . 




Start 


477 


End 


643 




GI 


-none 




Score 


.58 




Exons 


4 77. .643 










Seq. No. 


31795 




Seq. ID 


OJ990709_03.9C01. 


C29 



31790 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



65806 
1 

OJ99070 
1 

6721562 
1. .463, 
(AP0010 
hypothe 
gi I 6815 
alpha z 
sativa] 



9_03.9C01.C29".ol.np 



Strand + 
End 1117 
Method AAT/NAP 
End 1117 
Score 1577 

526. .1117 

73) Similar to Zea mays 22-kDa alpha zein gene cluster; 
tical protein. (AF031569) [Oryza sativa] 

087 | dbj IBAA90373.il (AP001081) Similar to Zea mays 22-kDa 
ein gene cluster; hypothetical protein. (AF031569) [Oryza 



Seq. No. 31795 

Gene No. 65806 

Start 1 

Name OJ9907 09_03 . 9C01 . C29 . ol . tw 

Start 526 

GI none 
Exons 



Seq. ID OJ990709 03.9C01.C29 



Strand 
End 

Method 

End 

Score 



+ 

1117 

TBLASTX: Wheat 

918 

58 



526. .573, 583. .678, 585. .677, 645. .884, 661. .91? 



Seq. No. 31795 Seq. ID 

Gene No. 65806 Strand 

Start 1 End 

Name OJ990709_03 . 9C01 . C29 . ol . tm Method 

Start 531 End 

GI none Score 

Exons 531.. 815, 568.. 816 



OJ990709_03.9C01.C29 
+ 

1117 

TBLASTX :Maize 

816 

185 



Seq. No. 


31796 








Seq. ID 


OJ990709_ 


_03, 


, 9C01 


.C30 


Gene No. 


65807 








Strand 










Start 


429 








End 


537 








Name 


OJ990709 03.9C01 


.C30. 


ol. 


■ gs 


Method 


GENSCAN 








Start 


429 








End 


537 








GI 


none 








Score 


.75 








Exons 


429. .537 


















Seq. No. 


31797 








Seq. ID 


OJ990709_ 


_03. 


9C01, 


.C31 


Gene No. 


65808 








Strand 


+"-. 








Start 


78 








End 


213 








Name 


OJ990709 03.9C01 


.C31. 


ol. 


gs 


Method 


GENSCAN 








Start 


78 






End 


213 








GI" 


none 








- Score 


.86 • - 








Exons 


78. .213 


















Seq. No. 


31798 








Seq. ID 


OJ990709_ 


_03. 


9C01. 


.C32 


Gene No. 


65809 








Strand 


+ 








Start 


980 








End 


1601 








Name 


OJ990709 03.9C01 


.C32. 


ol. 


gs 


Method • 


GENSCAN 








Start 


..980 








End 


1601 








GI 


none 








Score 


. 77 








Exons 


980. .1069, 1320. 


. 1601 
















Seq. No. 


31798 








Seq. ID 


OJ990709_ 


03. 


9C01. 


.C32 


Gene No. 


.65810 








Strand 










Start 


1106 








End 


1580 








Name 


OJ990709 03.9C01 


.C32. 


ol. 


np 


Method 


AAT/NAP 








Start 


1106 








End 


1580 









31791 




GI 5042451 Score 306 

Exons 1106.. 1580 

GI Descrip. (AC007789) hypothetical protein [Oryza sativa] 



Seq . No . 


317 99 






Cprr t n 

O . J. U 


O 799070 Q 


oi 


9on 1 


on 


f!pnp Nfo 


65811 






OLi a. I LvJ. 










Start 


600 






End 










Name 


0,79907(19 01 


. 9C01 


Oil ol rrc? 


l v ltr LIIOU 










Start 


600 






End 


656 








GI 


none 






Score 


.66 










600. .656 
















Seq . No . 


31800 






c pn t n 

o » ± u 




n i 


9om 




fipnp No 


65812 






U 1 — L al LKJi 










Start 


34 






Htl i\JL 


J. _L U -L 








Name 


OJ990709 03, 


.9C01. 


.C36.ol.gs 


Mo *h h oH 


u H» IN O v^rilN 








Start 


34 






End 


1101 








GI 


" none 






Score 


.42 










34. .128, 1035. .1101 












O C ^ . U • 


31801 






cioo- t n 

Otr q . 1U 


0,799(17 n 9 


oi 


9on i 


Ol Q 


rionp Nfo 


65813 
















u Lai L 


44 








1DD 








LNcuutr 


OJ990709 03, 


.9C01. 


.C39.ol.gs 












Start 


44 






End 


166 








GI 


none . 






Score 


.54 








FyAn c; 
l_i W 1 1 o 


44. .166 
















Qarr Nfo 


31802 






O 4 • ± yj 


O 79 907 9 Q 


n 9 


Qr*n i 


. ex 


fl^n o Mo 


65814 






uLl a I Id 










Start 


167 








AAA 

Tt *1 4 








Name 


OJ990729 02, 


. 9C01. 


. CI . ol . gs 












Start 


167 






End 


444 








GI 


none 






Score 


.69 








Kxnns 

J_J \*S Ilk? 


167. .444 
















Sea No 


31803 






Qoo t n 


0,7990799 


(79 
uz 


9001 


• k^O 


flpr-jo Mo 


'" 65815 
















Start 


200 








199 








Name 


OJ990729 02. 


, 9C01. 


C3 . ol . gs 












Start 


200 






End 


322 








GI 


none" 






Score 


.51 - 










200. .322 


















31804 






Seq. ID 


OJ990729_ 


n 9 




- L-4 


Oo n o Nfo 


65816 






Strand 


+ 








OLal L 


3399 






End 


4985 








Name 


OJ990729 02. 


9C01. 


C4 .o2.gs 


Method 


GENSCAN 








Start 


3399 






End 


4985 








GI 


none 






Score 


.86 








Exons 


3399. .3459, 


3831. 


.3858, 4391. 


.4514, 4758. .4985 








Seq. No. 


31804 






Seq. ID 


OJ990729_ 


02, 


. 9C01, 


.C4 • 


Gene No. 


65817 






Strand 


+ 








Start 


10285 






End 


10556 








Name 


OJ990729 02. 


9C01. 


C4 . o4 . gs 


Method 


GENSCAN 








Start 


10285 






End 


10556 









31792 



GI 

Exohs 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

10285. .10436, 10442.. 10556 



Score 



.67 



31804 Seq. ID OJ990729_02 . 9C01 . C4 

65817 Strand + 

10285 End 10556 

OJ990729_02. 9C01 . C4 . o2 . np Method AAT/NAP 

10419 End 10553 

5922620 Score 166 

10419.. 10553 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



31804 Seq. ID 

65818 Strand 
10816 End 
OJ990729_02 . 9C01 . C4 . o5 . gs Method 
10816 End 
none Score 

10816. .11073, 11706. .12286, 12306 .. 12739, 12799 

14637. .14759, 15106 .. 15200, 15306 .. 15408 , 16468 

16733. .16880, 17081 .. 17350, 177 14 .. 17883, 18402 



OJ990729_02.9C01.C4 
+ 

18687 
GENSCAN 
18687 
.43 

. 13004, 
. 16700, 
. 18687 

02. 9C01.C4 



31804 Seq. ID OJ990729_ 

65818 Strand + 

10816 End 18687 

OJ990729JD2 . 9C01 . C4 . ol . gp Method AAT/GAP 

14454 End 14881 

4878407 Score 653 

14454. .14881 

6069643/dbj IAP000616. 1 | AP000616 1.0e-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



31804 
65819 
20043 

OJ990729_02 . 9C01 . C4 . 06 . gs 

20043 

none 

20043. .22671,. 23047 .. 23197 , 
24228.-24526, 24.603 .. 24861, 
25330. .25461, 25525.-25572, 

31804 
65819 
20043 

OJ990729_02 . 9C01 . C4 . o5 . np 

20496 

5441880 

20496. .21501, 21946 .. 21977, 
23303. .23639, 24 228.-24 526, 
25216. . 2b23 9, 25330. .254 61, 



Seq. ID OJ990729_02. 9C01 .C4 

Strand + 
. End 26368 

Method GENSCAN 

End 26090 

Score .61 
23303. .23639, 23724 .. 24 134 , 
24954. .25136, 25202 .. 25239, 
25577.-25779, 25930.. 26090 



Seq. ID 
Strand 
End 26368 
Method AAT/NAP 
End 25811 
Score 4705 
22236. .22551, 23047 
24603. .24861, 25106 



OJ990729_02. 9C01.C4 



.23197, 
,25179, 



25577. .25811 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 



31793 



V 



(AC003981) [Oryza sativa] 



Seq. No. - 31804 Seq. ID 

Gene No. 65819 Strand 

Start 20043 . End 

Name OJ990729_02 . 9C01 . C4 . o4 . gp Method 

Start 21100 End 

GI 5701669 Score 

Exons 21100. .21531 

GI Descrip. 54 4 1880/dbj | BAA82378 . 1 | 5.0e-75 (AP000367) EST C28 952 (C62945 ) 

corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



OJ990729_02.9C01.C4 
+ 

26368 
AAT/GAP 
21531 
841 



Seq. No. 31804 
Gene No. ' 65819 

Start 20043 

Name OJ990729JD2 . 9C01 . C4 . o5 . gp 

Start 24354 

GI LIB3475-007-P1-K1-G8 

Exons 24354 . .24526, 24603.. 24853 
GI Descrip. f 54 4 1880/dbj | BAA82378 . 1 | 5. 



Seq. ID OJ990729__02. 9C01.C4 

Strand + 

End 26368 

Method AAT/GAP 

End 24853 

Score 797 

0e-75 (AP000367) EST C28 952 (C62 94 5 ) 



corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 



Seq. No. 31804 Seq. ID 

Gene No. 65819 Strand " 

Start 20043 End 

Name OJ990729_02 . 9C01.C4 .06 . gp Method 

Start 25915 End 

GI LIB3431-045-P1-N1-A10 Score 

Exons 25915. .26368 

GI Descrip. 1 5441876/dbj | AP000367 . 1 | AP000367 0.0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P04 37H03 (contig b) f 



OJ990729_02. 9C01.C4 
+ 

26368 
AAT/GAP 
26368 
872 



Seq. No. 


31804 


Seq. ID 


OJ990729_02.9C01.C4 


Gene No. 


65820 


Strand 




Start 


4,69 


End 


1900 


Name 


OJ990729 02.9C01.C4.ol.gs 


Method 


GENSCAN 


Start 


469 


End 


1900 


GI 


none 


Score 


.81 


Exons 


469. .648, 712. .828, 958. .1900 






Seq. No. 


31804 • 


Seq. ID 


OJ990729_02.9C01.C4 


Gene No. , 


65821 . ... . . . . . 


Strand - 




Start 


2892 


End 


8018 


Name 


OJ990729 02.9C01.C4.ol.np 


Method 


AAT/NAP 


Start 


2892 


End 


7988 


GI 


4008008 


Score 


1475 


Exons 


2892.. 3191, 5062.. 5209, 5284., 


.5521, 5625.. 5835, 6230.. 6352, 




6428. . 6585, 6681. .7988 






GI Descrip. 


(AF084035) receptor-like protein kinase 


\ [Arabidopsis thaliana 


Seq. No. 


31804 


Seq. ID 


OJ990729_02.9C01.C4 


Gene No. 


65821 


Strand 




Start 


2892 


End 


8018 


Name 


OJ990729 02.9C01.C4.o3.gs 


Method 


GENSCAN 


Start 


6074 


End 


8018 



31794 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



m 



none Score 
6074.. 6103, 6230. .6423, 6710. .8018 



.43 



OJ990729 02.9C01.C4 



31804 Seq. ID 

65822 Strand 

10691 End 23639 

OJ990729_02 . 9C01 . C4 . o3 . np Method AAT/NAP 

10691 End 12035 

6630699 Score 85 
10691. .10773, 11997.. 12035 

(AP000969) hypothetical protein [Oryza sativa] 

gi|6721536|dbj |BAA89566.1| (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. No. 


31804 




Seq. ID 


OJ990729_02 


. 9C01 


.C4 


Gene No . 


65822 




Strand 








Start 


10691 




End 


23639 






Name 


OJ990729 02.9C01.C4 


. o4 .np 


Method 


AAT/NAP 






Start 


11584 




End 


23639 






GI 


4680184 




Score 


1253 






Exons 


11584 .. 11720, 11749 


. .13030, 


23564. .23639 






GI Descrip. 


(AF111709) unknown 


[Oryza sativa subsp. 


indica] 






Seq. No. 


31804 




Seq. ID 


OJ990729_02 


. 9C01 


.C4 


Gene No. 


65822 




Strand 








Start 


10691 




End 


23639 






Name 


OJ990729 02.9C01.C4 


.o3.gp \ 


Method 


AAT/GAP 






Start 


19439 




End 


19604 






GI 


7406 1.R1084 




Score 


225 






Exons 


19439. .19604 












GI Descrip. 


, 1122315/emb|CAA63901| 7.0e 


-10 (X94191) 


heat shock 


protein 




[Pennisetum glaucum 


] ' 










Seq. No. 


31804 




Seq. ID 


OJ990729_02 


. 9C01 


.C4 


Gene No. 


65823 




Strand 








Start 


26602 




End 


26729 






Name 


OJ990729 02.9C01.C4 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


187 




End 


5838 






GI 


none 




Score 


98 







Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



321, 189.. 377, 3656.. 3748, 3656 
.3780, 3868. .3963, 3881. .4102, 3882 
.5528, 5596.. 5838/ 5633.. 5809 



187. , 
3658. , 
5409. , 

31804 
65823 
26602 

OJ990729_02. 9C01.C4 .ol. tc 

187 

none 



3745, 3658.. 3822, 

4043, 5407. .5511, 



Seq. ID 

Strand 

End - 

Method 

End 

Score 



OJ990729_02. 9C01.C4 
26729 

TBLASTX: Cress 

6310 

89 



187. .318, 189. .383, 455. .538, 2979. .3182, 2980. .3120, 
3326. .3415, 3327. .3416, 3535. .3780, 3536. .3751, 3878. .4045, 
3890. .4108, 3891. .4049, 4761. .4910, 4769. .4981, 5101. .5205, 
5102. .5206, 5142. .5210, 5280. .5498, 5286. .5528, 5287. .5529, 
5626. .5844, 5638. .5781, 5696. .5812, 6230. .6310, 6231. .6302 



31804 
65823 



Seq. ID 
Strand 



OJ990729 02.9C01.C4 



31795 



Start 
Name 
Start 
GI 

Exons 



26602 End 

OJ990729JD2 . 9C01 . C4 . ol . ts Method 

187 End 

none Score 



26729 

TBLASTX: Soybean 

"6311 

102 



187. .318, 189. .383, 455. .526, 297 6 .. 3200, ' 2980 .. 3126, 
3332. .3415, 3339. .3416, 3351. .3416, 3529. .3711, 3535. .3780, 
3536. .3772, 3890. .4108, 3894. .4049, 4769. .4990, 4770. .4907, 
5102. .5209, 5116. .5208, 5275. .5373, 5280. .5498, 5286. .5528, 
5332. .5514, 5614. .5778, 5614. .5844, 5633. .5809, 6230. .6301, 
6231. .6311 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name. 

Start 

GI 

Exons 



Seq. No. 

Gene' No . 

Start 

Name 

Start 

GI 

Ex6hs 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



729 02.9C01.C4.ol.tm 



26729 

TBLASTX: Maize 

6337 

78 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

383, 199. .318, 455. .559, 2961. .3020, 2989. .3021, 
.3096, 3027. .3200, 3139. .3192, 3327. .3416, 3332. .3415, 
.3751, 3535. .3780, 3890. .4108, 3894. .4049, 4815. .4907, 
.4990, 5102. .5209, 5116. .5208, 5242. .5505, 5275. .5370, 
.5504, 5626.. 5844, 5633.. 5809, 6230.. 6337, 6237.. 6323 

Seq. ID OJ990729 02.9C01.C4 



31804 
65823 
26602 
OJ990 
189 
none 
189. . 
3016. 
3533. 
4817. . 
5286. , 

31804 
65823 
26602 

OJ990729_02. 9C01.C4.o4 .tm 

998 

none 

998. .1057, 999. .1049, 999. 
1089. .1229, 6804. .6878 

31804 
65823 
26602 

OJ990729_02.9C01.C4 .o3.ts 

1010 

none 

1010. .1075, 
6966. .7055, 



OJ990729 02.9C01.C4 



Strand 
End 

Method 
End 
Score 
1061, 1046. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



26729 

TBLASTX : Maize 

6878 

58 

.1111, 1088. .1228, 



OJ990729_02.9C01.C4 
26729 

TBLASTX: Soybean 

7055 

89 



1097.. 1144, 6762. 
6973. .7047 



,6809, 6798.. 6950, 6799. .6948, 



31804 
.65823 

26602 . 
OJ990729_02 . 9C01 . C4 . o2 . tc 
1274 
none 

1274. .1300, 1304. .1363, 1379. 
1769. .1852, 1925. .2125, 1968. 
7059. .7226, 7323. .7388, 7443. 

31804 
65823 
26602 

OJ990729_02 . 9C01 . C4 . o2 . tm 

1607 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990729 02.9C01.C4" 



26729 

TBLASTX: Cress 
7568 
56 

1468, 1613. .1723, 1761. .1859, 
2105, 6825. .6866, 6984. .7061, 
7481, 7515. .7568 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990729_02.9C01.C4 
26729 

TBLASTX: Maize 

7781 

49 



31796 



Fix on 


1 607 1 657 


1610 


1 654 1 664 

. . 1DJ4 ; 1DD4 . 


-.1879, 1677.. 1880, 




18 5^ 197 5 


187 5 
10 1 j 


1Q55 1Q59 


.2062, 1976.. 2047, 




7410 7589 

/ 1 X U • . 1 *J \J Z? f 


76^2 


7781 
..//ox 






9*=>rr Mo 


^1 804 






Seq. ID 


OJ990729 


Gene No. 


65823 






Strand 




Start 


26602 






End 


26729 


Name 


OJ990729 02 


9C01 


. C4 . o2 . ts 


Method 


TBLASTX: 


Qf art 


1 67 3 _ 

X \J f *J 






End 


7892 


<J X 








Score 


87 




1 67 ^ 1807 


1 680 

X U O \J 


189^ 1817 


.2074, 1986.. 2069, 




7440 7571 


7590 


7 67 ^ 774 6 


.7781, 7800. .7892 


LNL* . 


^1804 

J10U4 






Seq. ID 


OJ990729 




6589^ 






Strand 




Start 


26602 






End 


26729 


Name 


OJ990729 02. 


9C01, 


.C4.o3.tw 


Method 


TBLASTX: 


Start 


3150 






End 


5406 


O X 


1 it. 






Score 


75 


F von c 


^1 SO ^1 91 


^990 


^415 ^^97 

. • J41 J, J J ^ / . 


.3416, 3535. .3654, 




^5^6 "36 5 5 


4 94 0 

Z? H \J < 


4 981 51 01 


.5205, 5101.. 5208, 




59R6 5405 


598 6 

-J ^. O D . 


5405 5987 

1 . J4UJ/ J^O / . 


.5406 




DctJ. IN U . 


^1804 






Seq. ID 


OJ990729 


Gene No. 


65823 






Strand 




Start 


26602 






End 


26729 


Name 


OJ990729 02 


9C01. 


.C4.o3.tm- 


Method 


TBLASTX :] 


O Lai L 


91057 _ 

X U J / 






End 


21653 


Vj J. 


1 L\Jl Ic 






Score 


93 


LtAUUo 


91 057 9118 5 

<C X J / ■ . X X O -J 


, 21065. .21163, 21219. .21518, 21236 




91 589 9165^ 












^1804 






Seq. ID 


OJ990729 


Gene No. 


65823 






Strand 




Start 


26602 






End 


26729 


Name 


OJ990729 02 


9C01. 


,C4 .ol. tw 


Method 


TBLASTX:! 


Qfarf- 


91^51 — 

t.1 J Jl 






End 


21731 - 


O -L 


nnn e± 
i ILJi ic 






Score 


208 




91^51 9154 5 

Li J Jl • • ^. X J *i J 


, 213.60. .21557, 21551 .. 21 670 , 21555 




91555 91701 

l! J J J • • i. 1 / U 1 












"31804 
j x 0 \J *i 






Seq. ID 


OJ990729 


Gene 'No. 


65823 






Strand- ' 




Start 


26602 






End 


26729 


Name 


OJ990729 02. 


9C01. 


C4 . 06 . np 


Method 


AAT/NAP 


O Lai L. 


26602 






End 


26729 


OX 


6721543 






Score 


104 


I?YAn Q 
EjAUIIo 


26602. .26729 










wX UCOLl .h-' • 


(AP001073) hypothetical protein [Oryza 


sativa] 


Seq. No. 


31805 






Seq. ID 


OJ990729_ 


Gene No. 


65824 






• Strand 




Start 


201 






End 


5293 


Name 


OJ990729 02. 


9C01. 


C5 . ol . gs 


Method 


GEN SCAN 


Start 


201 






End 


5293 


GI 


none 






Score 


.5 



Exons 



201. .488, 593. .746, 1845. .1992, 2078. .2228, 3182. .3391, 



31797 



3493. .3597, 3961. .5293 



Seq. No. 31805 

Gene No. 65824 

Start 201 

Name OJ990729_02 . 9C01 .C5.ol.tm 

Start 1446 

GI none 
Exons 



Seq. ID OJ990729_02.9C01.C5 
Strand 
End 

Method 
End 
Score 



5293 

TBLASTX: Maize 

2016 

207 



1446. .1700, 1451. .1759, 1461. .1772, 1478. .1774, 1537. .1773, 
1845. .1874, 1869. .2000, 1869. .1991, 1879. .2016, 1880. .1993 



Seq. No. 31805 Seq. ID 

Gene No. 65824 Strand 

Start 201 End 

Name OJ990729_02 . 9C01 . C5 . ol . np Method 

Start 1460 End 

GI 4008008 Score 

Exons 1460.. 1759, 1845.. 1992, 2078. 

3453. .3586, 3932. .5233 

GI Descrip. (AF084035) receptor-like protein kinase [Arabidopsis thaliana] 



OJ990729_02. 9C01.C5 

5293 
AAT/NAP 
5233 
1527 

.2315, 2563. .2773, 3213. .3342, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31805 
65824 
201 

OJ990729 02. 9C01 . C5 . ol . tc 



1512 
none 

1512. .1688, 



2080. 
3214. 



.2325, 
.3285 



1547, 
2081. 



Seq. ID 

Strand 
End 

Method 
End 
Score 

1750, 1866. .1988, 
2317, 2564. .2773, 



OJ990729 02.9C01.C5 



5293 

TBLASTX: Cress 
3293 
69 

1867. .1989, 1885. .1989, 
2565. .2723, 3213. .3293, 



Seq. No. 31805 
Gene No. 65824 
Start 201 

Name OJ99072 9_02 . 9C01 . C5 . ol . ts 

Start 1538 
GI none 

Exons 1538.. 1759, 1548.. 1763, 1568. 

2078. .2290, 2080. .2322, 2081. 
2581. .2715, 2591. .2773, 2592. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990729 02.9C01.C5 



5293 

TBLASTX : Soybean 
2773 
151 

1771, 1885. .1992, 1890. .1991, 
2323, 2140. .2340, 2561. .2587, 
2714 



Seq. No. 31805 
Gene No. 65824 

Start . . 201 

Name OJ99072 9_02 . 9C01 . C5 . ol . tw 

Start 1718 
GI none 
Exons 1718.. 1759, 

2081. .2251 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990729J32. 9C01.C5 
5293 

TBLASTX: Wheat 

2253 

110 



1884. .1991, 1885. .1992, 2080. .2247, 2080. .2253, 



Seq. No. 31805 Seq. ID 

Gene No. 65824 Strand 

Start 201 End 

Name OJ990729_02 . 9C01 . C5 . o2 . tm Method 

Start 2078 End 

GI none Score 

Exons 2078.. 2287, 2080.. 2289 



OJ990729_02. 9C01.C5 
5293 

TBLASTX: Maize 

2289 

198 



31798 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31805 
65824 
201 

OJ990729_02. 

2254 

none 

2254. .2325, 

31805 
65824 
201 

OJ990729_02. 

2564 

none 

2564. .2773, 

31805 
65824 
201 

OJ990729_02. 

3213 

none 

3213. .3389, 

31805 
65824 
201 

OJ990729JD2. 

4013 

none 

4013. .4168, 

31805 
65824 
201 

OJ990729_02. 

4088 

none 

4088. .4129, 

31805 
65824 
201 

OJ990729_02. 

4172 

none 

4172. .4210, 
4530. .4634, 



. 9C01.C5.o2.tw 
2563. .2703, 2564, 

9C01.C5.o3. tm 
2565. .2723 

9C01.C5.o5.tm 
3220. .3381 

9C01.C5.o3. ts 
4055. .4213, 4098. 

9C01.C5.o4.tm 
4172. .4519 

9C01.C5.o2.tc 



4220. .4324, 4221. 
4565.. 4633 



31805 
65824 
201 

OJ990729_02. 9C01 . C5 . ol . gp 

4593 

3761421 

4593. .5054 



Seq. ID OJ990729_02. 9C01.C5 
Strand 

End ' 5293 

Method TBLASTX : Wheat 

End 2773 

Score 142 
.2773, 2571. .2717 

Seq. ID OJ990729_02. 9C01.C5 
Strand 

End 5293 

Method TBLASTX : Maize 

End 2773 

Score 152 



Seq. ID OJ990729_02. 9C01.C5 
Strand 

End 5293 

Method TBLASTX : Mai ze 

End 3389 

Score 117 



Seq. ID OJ990729_02. 9C01.C5 
Strand 

End. 5293 

Method TBLASTX : Soybean 

End 4318 

Score 7 6 
.4211, 4229. .4318 

Seq. ID OJ990729_02. 9C01.C5 
Strand 

End 5293 , 

Method TBLASTX: Maize 

End 4519, 

Score 173 



Seq. ID OJ990729_02. 9C01.C5 

Strand - 

End ■- . 52 93 . 

Method TBLASTX : Cress 

End 4 634 

Score 82 

.4325, 4320. .4421, 4322. .4492, 



Seq. ID OJ990729_02. 9C01.C5 
Strand 

End 5293 

Method AAT/GAP 

End 5054 

Score 804 



31799 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1272349 4.0e-18 (U51740) secreted glycoprotein 3 [Ipomoea 
trifida] 



31805 
65824 
201 

OJ990729_02.9C01.C5.o2. ts 

4781 

none 

4781. .4963; 4988. .5227 



Seq. ID OJ990729_02. 9C01.C5 
Strand 

End 5293 

Method TBLASTX : Soybean 

End 5227 

Score 177 



Seq. No. 31806 • Seq. ID" 

Gene No. 65825 Strand 

Start 3489 End 

Name OJ990729_02 . 9C01 . C6 . ol . gp Method 

Start 3489 End 

GI • LIB3431-014-P1-K1-B5 Score 

Exons 3489. .3849 

GI Descrip. 1 1272349 4.0e-18 (U51740) secreted glycoprotein 3 [Ipomoea 
trifida] ' 



OJ990729_02.9C01.C6 
+ 

3849 
AAT/GAP 
3849 
576 



Seq. No. 31806 Seq. ID 

Gene No. 65826 Strand 

Start 5602 End 

Name OJ990729_02 . 9C01 . C6 . o2 . gs Method 

Start 5602 End 

GI none Score 

Exons 5602.. 5898, 5903.. 6049 



OJ990729_02.9C01.C6 
+ 

6049 
GEN SCAN 
6049 
.96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 

OJ 

o i_ ax l. 

GI 

Exons 



31806 Seq. ID 

65827 Strand 
8988 End 
OJ990729_02.9C01.C6.o2.np Method 
8 988 End 
2181190 Score 
8988. .9018, 10024. .11163, 11191 11286, 11548 .. 11708 , 
11750. .11931, 12026. .12236, 12319 .. 12556, 12641 .". 12737, 
12840. .13190 

(Y12531) serine/threonine kinase [Brassica oleracea] 



OJ990729_02.9C01.C6 
+ 

15110 
AAT/NAP 
13190 
1234 



31806 
65827 
8988 

OJ990729_02 . 9C0.1 . C6 . o5 . gs 



9824 
none 
9824 . . 
12319, 
14183. 



9900, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

10067. .1128 6, 11750. .11931, 



12556, 12641. .12794, 12891 .. 13163, 13929. 
14225, 14378. .14535, 14937. .15110 



OJ990729_02. 9C01 .C6 
+ 

15110 

GENSCAN . 

15110 

.76 

12026. . 12236, 



.14003, 



31806 Seq. ID 

65827 Strand 

8988 End 

OJ990729_02 . 9C01 . C6 . o3 . np Method 

10208 End 

6069646 Score 



OJ990729_02.9C01.C6 
+ 

15110 
AAT/NAP 
14872 
80 



10208. .10237, 11244. .11312, 14646. .14872 



31800 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AP000616) similar to putative reverse transcriptase (AC005315) 

[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 

Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 

putative non-LTR fetroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



31806 Seq. ID 

.65828 Strand 

19701 End 

OJ990729_02. 9C01 . C6 . o2 . gp Method 

19701 End 

none Score 
19701. .20167 



OJ990729_02. 9C01.C6 
+ 

20167 
AAT/GAP 
20167 
926 



Seq. No. 31806 Seq. ID 

Gene No. 65829 Strand 

Start 31142 End 

Name OJ990729__02 . 9C01 . C6 . o7 . gs Method 

Start 31142 End 

GI none Score 

Exons 31142. .31241, 31338 .. 31732 , 31799. 

• 32134. .32319, 32390. .3244 8, 32516. 
33644. .34161 



OJ990729_02.9C01.C6 
+ 

34161 
GENSCAN 
34161 
.53 

31862, 31942. 
33277, 33400. 



.32066, 
.33545, 



Seq. No. 31806 

Gene No. 65830 

Start 43780 

Name OJ990729_02 . 9C01 . C6 . o5 . gp 

Start 43780 

GI 15870_2.R1084 

Exons 43780. .43957 

GI Descrip. 1 287403/dbj | D10838 | RICSBE1 
branching enzyme 1 



Seq. ID -OJ990729_02.9C01.C6 

Strand + 

End 43957 

Method AAT/GAP 

End 43957 

Score 286 

. 0e-69 Rice gene for starch 



Seq. No. 31806 Seq. ID OJ990729_02 . 9C01 . C6 

Gene No. 65831 Strand + 

Start 58108 End 60727 

Name OJ990729_02 . 9C01 . C6 . ol2 . gs Method GENSCAN 

Start 58108- - End 60727 

GI none Score .52 

Exons 58108. .58148, 58997 .. 59219, 59335 .. 59457, 59539 .. 59667 , 
60679.. 60727 



Seq... No. 31806 . . ■ .... Seq. ID OJ990729 02.9C01.C6 

Gene No. 65831 Strand 

Start 58108 End 

Name OJ990729_02 . 9C01 . C6 . 06 . gp Method 

Start 58991 End 

GI 3547.5_1.R1084 Score 

Exons 58991. .59219, 59335 .. 59457 , 59539 .. 59667, 60087 .. 60172, 

60381. .60466 
GI Descrip. T 44544 67/gb | AAD20914 | 7.0e-28 

[Arabidopsis thaliana] ' 



OJ990729_ 
+ 

• 60727 
AAT/GAP 
60466 
1125 



(AC006234) unknown protein 



Gene No. 
Start 



JIOUD 

65831 
58108 



Seq. ID OJ990729_02.9C01.C6 
Strand + 
End 60727 



31801 



Name OJ99072 9_02 . 9C01 . C6 . 06 . np Method AAT/NAP 

Start 59022 End 60504 

GI 4455371 Score 463 

Exons 59022. .59219, 59335 . . 59457 , 59539 . . 59667 , 60087 .. 60172, 

60381. .60504 

GI Descrip. (AL035524) putative protein [Arabidopsis thaliana] 



Seq. No. 31806 Seq. ID 

Gene No. 65832 Strand 

Start 280 End 

Name OJ990729_02 . 9C01 . C6 . ol . np Method 

Start 280 End 

GI 3021283 Score 

Exons 280. .600, 765. .912, 1002. .1239, 1322.. 
GI Descrip. 



(AL022347) serine/threonine kinase-like protein 
thaliana] 



OJ990729_02. 9C01.C6 

1696 
AAT/NAP 
1696 
768 

1532, 1611. .1696 

[Arabidopsis 



'Seq. No. 31806 Seq. ID 

Gene No. 65833 Strand 

Start 6342 End 

Name OJ990729_02 . 9C01 . C6 . o3 . gs Method 

Start 6342 End 

GI none Score 

Exons 6342.. 6728 



OJ990729_02. 9C01.C6 

6728 
GENSCAN 
6728 
.95 



Seq. No. 


31806 




Seq. ID 


OJ990729_ 


_02.9C01 


Gene No. 


65834 




Strand 






Start 


15936 




End 


29299 




Name 


OJ990729 02.9C01.C6 


. 06 . gs 


Method 


GENSCAN 




Start 


15936 




End 


29299 




GI 


none 




Score 


.43 




Exons 


15936. . 16238, 16320 


. .16470, 


16570. .16807, 17224. 


.17391, 




17971. .19180, 20065 


. .20310, 


20572. .20704, 20826. 


.21099, 




21201. .21417, 21541 


. .21701, 


22764 . .2402 


8, 25289. 


.25599, 




25681. .25813, 25923 


. .26216, 


26321. .26334, 26387. 


.26482, 




26699. .26823, 27982 


. .29299 








Seq. No. 


31806 




Seq. ID 


OJ990729_ 


02.9C01 


Gene No. 


65834 




Strand 






Start 


15936 




End 


29299 




Name 


OJ990729 02.9C01.C6 


.o3.gp 


Method 


AAT/GAP 




Start 


23769 * - - 




End 


24108 




GI 


uC-osroM202008dllbl 




Score 


635 




Exons 


. 23769. .24108_ . ■ ■ 










GI Descrip. 


f 5734723/gb|AAD4998i 


3.1IAC007259 1 2 . Oe- 


09 (AC007259) 




receptor-like protein kinase 


[Arabidopsis thaliana] 1 



Seq. No. 


31806 


Seq. ID 


OJ990729 


Gene No . 


65835 


Strand 




Start ' 


35013 


End 


38977 


Name 


OJ990729 02.9C01.C6.o4.np 


Method 


AAT/NAP 


Start 


34782 


End 


38858 


GI 


5902445 


Score 


2120 


Exons 


34782. .35985, 36025 .. 37199, 


38814. .3885 


8 



GI Descrip. (Ab030283) GAG-POL precursor [Oryza sativa] 



Seq. No. 31806 Seq. ID OJ990729_02 . 9C01 . C6 



31802 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons - 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



65835 . Strand 

35013 End 38977 

OJ990729_02 . 9C0 1 . C6 . 08 . gs Method GENSCAN 

35013 End 38977 

none Score .47 

35013. .35343, 35425 .. 35614 , 35880 36990, 37070. 

38061. .38480, 38542. .38977 



37992, 



31806 Seq. ID 

65836 - Strand 

41015 End 

OJ990729_02. 9C01 . C6 . o9 . gs Method 

41015 End 

none Score 



OJ990729_02. 9C01.C6 

43693 
GENSCAN 
43693 
.57 



41015. .41274, 41280. 
42946. .43019, 43691. 



■41564, 41896. .41947, 4 2598 .. 4 2 901 , 
,43693 



31806 
65837 
44415 

OJ990729_02.9C01.C6.ol0.gs 
44415 
none 

44415. . 44711, 44801'. . 44933, 45016 
45736. .45860, 46558. .47899 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990729_02. 9C01.C6 

47899 
GENSCAN 
47899 
.92 



45247, 45362.-45578, 



31806 
65838 
48726 

OJ990729_02.9C01.C6.ol. tc 

388 
none 

388. .612, 778. .909, 786. .911 
1002. .1202, 1005. .1241, 1006 
1323.. 1541, 1324.. 1533, 1611 
12017. .12256, 12025. .12150, 
12356. .12556, 12393 .. 1254 8 , 
12645. .127 64, 12859. . 13005, 
16026. .16250, 16362. .16466, 
16573. .16788, 16922. .17134, 
20101. .20220, 20597. .20701, 
20963. .21046, 21202 .. 21342 , 
25690. .25809, 25709 .. 25804 , 
444 93. .44 621,-. 44819. .44 929, 
45525. .4 5581, 4 5724 . .45810, 
49928. .50032, 50260 50472, 
50264. .50506, 50610 .. 50810, 



31806 
65838 
48726 

OJ990729_02. 9C01 . C6 . ol . ts 
388 
none 



Seq. ID OJ990729_02. 9C01.C6 - 
Strand 

End 55441 
Method TBLASTX : Cress 
End 50820 
Score 103 
, 786. .908, 787. .912, 998. .1216, 
..1212, 1016. .1246, 1322. .1417, 
..1694, 11851. .11931, 118 65 11936, 
12095. . 12250, 12300 .. 12527 , 
12644. .12721, .12644 12748 , 
1287 9. . 13103, 12962. . 13054, 
16363. .16467, 16572. .16808, 
16923. . 17132, 17210. . 17293, 
20599. .20700, 2084 9 .. 20959, 
21370. .21423, 25366 .. 25500, 
25952. .26140, 2 6699 26782 , ' 
45039. .45236, 45363 .. 45530, 
4 9598. .49762, 49927. .50031, 
50261. .50422, 50263. .50466, 
50610. .50819, 50623.. 50820 



OJ990729 02.9C01.C6 



Seq. ID 
Strand 
End 

Method 
End 
Score 

388. .612, 458. .535, 796. .912, 808. .909, 810. .911, 998. .1216, 
1002. .1091, 1016. .1246, 1050. .1241, 1308.;i544, 1311. .1481, 
1315. .1533, 1611. .1682, 1 1850 .. 11924 , 11860 .. 11931, 



55441 

TBLASTX: Soybean 

50820 

77 



31803 



# • 



12017. .12250, 
12641. .12736, 
12888. . 13091, 
16368. .16469, 
16566. .16748, 
16910. . 17080, 
17210. . 17311, 
20599. .20703, 
21373. .21423, 
25696. .25812, 
26699. .26782, 
45039. .45236, 
49598. .49774, 
50264. .50506, 



12025. .12150, 
12641. .12760, 
12956. .13102, 
16368. .16469, 
16570. . 16656, 
16922. .17134, 
20101. .20226, 
20849. .20959, 
21541. .21624, 
25709. .25813, 
44493. .44621, 
45043. .45189, 
49604. .49771, 
50601. .50819, 



12309. .12527, 
12642. .12743, 
16023. .16250, 
16375. . 16470, 
16572. .16808, 
16926. .17132, 
20576. .20701, 
20963. .21025, 
25369. .25500, 
25952. .26140, 
44828. .44932, 
45363. .45530, 
49885. .50067, 
50623. .50820 



12344. .12556, 
12807 . . 13109, 
16027. .16251, 
16375. . 16470, 
16573. .16809, 
17209. . 17247, 
20591. .20704, 
21202. .21342, 
25555. .25626, 
25962. .26108, 
44838. .44933, 
45736. .45858, 
49922. .50035, 



Seq. No. 31806 
Gene No. 65838 
Start 48726 

Name OJ990729_02 . 9C01 . C6 . ol . tm 

Start 418 
GI none 

Exons 418. .612, 419. .616, 805. .912 

1022. .1222, 1323. .1541, 1327 
11829. .11936, 12017. .12235, 



12362. 
12641. 
16056. 
16572. 
20140. .20226, 20596. 
20847. .20945, 20963. 



.12556, 12427. 

.12748, 12720. 

.16259, 16363. 

.16793, 16922. 



.12528, 
.13067, 
.16503, 
.17134, 
.20703, 
.21031, 



21367 
25693 
25985 
44838 
45727 
49889 
50626. .50820 



21423, 25402. .25500, 

25812, 25697. .25813, 

26149, 26699. .26824, 

44933, 45046. .45147, 

45819, 49581. .49772, 

50053, 50264 . .50503, 



Seq. ID OJ990729_02. 9C01.C6 
Strand 

End 55441 
Method TBLASTX : Maize 
End 50820 
Score 116 

816. .911, 1002. .1196, 1002. .1220, 
..1533, 1611. .1709, 11827. .11931, 
12025. .12147, 12333. .12527, 
12527. .12748, 12 609 .. 12737 , 
12875. . 130 66, 15996. . 16067, 
16368. . 16469, . 16570 .. 16788 , 
16926. . 17132, 17210 .. 17311 , 
20597. .20704, 2084 6 .. 20956, 
21202. .21375, 21202 .. 21375, 
25403. .25486, 25555 .. 25599, 
25932. .26057, 25952 .. 26143 , 
44526. .44621, 44828 .. 44 932 , 
45054 .. 45230, 45363 .. 45530, 
49604. .49801, 49885 .. 50073, 
50267. .50422, 50610. .50819, 



Seq. No. 31806 
Gene No. 65838 
Start ' 48726 

Name OJ990729_02 . 9C01 . C6 . o7 . tw 

Start 804 
GI ... none . 

Exons 804.. 911, 805.. 912, 1005.. 

12467. .12553, 12641. .12748 
16293. .16466, 16353. .16469 
16572. .16691, 16572. .16691 
20599. .20703, '20852 .. 20959 
25958. .26047, 44810. .44932 
45039. .45131, 45047. .45118 
50264. .50386, 50265.. 50345 



Seq. ID OJ990729_02. 9C01.C6 
Strand 

End 55441 

Method TBLASTX: Wheat - - 

End' " 5038 6 : 

Score 118 
1124, 1016. .1123, 12432. .12533, 
, 12642. .12764, 16197 .. 16238, 
, 16363. . 16470, 16571 .. 16690, 
, 16573. . 16692, 20594 .. 20704 , 
, 25663. .25812, 25709 .. 25813 , 
, 44825. .44923, 44838 .. 44 933, 
, 49885. .50061, 4 9928 .. 50065 , 



Seq. No. 31806 Seq. ID 

Gene No. 65838 Strand 

Start 48726 End 

Name OJ990729 02 . 9C01 . C6 . o2 . tw Method 



OJ990729_02. 9C01.C6 
55441 

TBLASTX: Wheat 



31804 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1125 
none 



End. 
Score 



50820 
60 



1125.. 1232, 1127.. 1246, 1323.. 1535, 1327.. 1533, 12023 . .12235, 



12025. .12147, 12300. 

16917. .17132, 16922. 

21367. .21426, 26048. 

45525. .45581, 50387. 

50610. .50819, 50620. 



.12431, 16693. 

.17134, 21202. 

.26161, 45132. 

,50506, 50418. 
.50820 



.16785, 16695. .16808, 

.21375, 21211. .21375, 

.45224, 45345. .45530, 

,50507, 50598. .50807, 



31806 Seq. ID 

65838 Strand 

48726 End 

OJ990729_02 . 9C01 . C6 . 06 . tm Method 

2161 End 

none Score 



OJ990729_02. 9C01.C6 
55441 

TBLASTX: Maize 

46717 

140 



2161. .2388, 2163. .2363, 2176. .2382, 11031 11180, 11051. 
11053. .11136, 11189. .11236, 18013. .18081, 18023. .18103, 
18024. .18080, 18032. .18082, 1807*8. .18224, 18078. .18203, 
18092. .18235, 18 158 .. 18229, 22885 .. 22947, 28094 .. 28156, 
46622. .46717 



11131, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31806 Seq. ID 

65838 . Strand 

48726 ' End 
OJ990729_02. 9C01.C6.o4 .tc Method 
2341 End 
none - Score 



OJ990729_02. 9C01.C6 
55441 

TBLASTX: Cress 

47086 

63 



2341.. 2430, 2440.. 2472, 2488.. 2529, 10881 .. 10922 , 10938. 
10980. .11024, 18188. .18277, 18287 .. 18319, 18332 .. 18376, 
22984. .23022, 23029 .. 23076, 23083 .. 23127 , 23125 .. 23358 , 
28193. .28231, 2824 7 .. 28345, 28343 .. 28582, 4 682 6 .. 4 6942 , 
46919. .47086 



10970, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31806 
65838 
48726 

OJ990729JD2 . 9C01 . C6 . o9 . tw 

2446 

none 



Seq. ID OJ990729_02. 9C01.C6 
Strand 

End 55441 

Method TBLASTX: Wheat 

End 47035 

Score 99 



2446. .2472, 2491. .2529, 18293 .. 18319, 18338 .. 1837 6, 
23083. .23139, 23155 .. 23238 , 28109 .. 28180, 28232 28357 , 
28361. .284 59, 4 6619. .4 6657, 4 6673 .. 4 674 4 , 4 67 63 . . 4 6924 , 
'46937. .47035 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31806 
65838 
48726 

OJ990729_02. 
2716 
none 
2716. , 
3025. . 
10182. 
10389. 
18587 . 
18704 . 
18912. 



9C01.C6.o2.tm 



2829, 
3123, 
. 10253 
. 10598 
. 18 661 
.18910 
. 18980 



2737.. 2811, 2812 
3041.. 3142, 3106 
10197 
10581 
18671 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990729 02.9C01.C6 



55441 

TBLASTX: Maize 
47671 
56 

3036, 2834.. 3001, 3019.. 3138, 
3216, 3129.. 3167, 3130.. 3201, 



18711, 
18968. 



10271, 10305. .10340, 1034 3 .. 10594 , 

10709, 10583. .10696, 18575 18 679, 

18 91U, 18681. . 1884 8, 18 695 18721 , 

18911, 18866. . 18979, 1891 1 .. 18 973, 

19069, 18983. .19054, 18984 .. 19061 , 



31805 



23500. .23628, 23695 23862 , 28691 28855 , 28722 28856, 
28961. .29074, 28962 .. 29075, 47318 .. 47446, 47588. .47671 



Sea No 


31806 






Seq. ID 


OJ990729JD2.9C01 




Gpnp No 


65838 






Strand 






Start 


48726 






End 


55441 




Name 


OJ990729 02.9C01.C6 


. o3 . tc 


Method 


TBLASTX: Cress 




Start 


2764 






End 


47755 




GI 


none 






Score 


82 




Fynn q 


2764/ 


.2880, 2929. .2970, 3073. .3243, 3238. .3279, 10155.. 






10440 


..10643, 18617 


. .18817, 


187 90. .188 43, 18 953 .. 19081, 






19079 


..19168, 23383 


. .23628, 


23698. .23865, 23735 .. 23851, 






23866 


..23886, 28607 


. .28861, 


28722. .28880, 28958 .. 29077, 






28959 


..29069, 29076 


. .29168, 


2 9078. .29167, 4 7 18 9 . . 47248 , 






47315 


..47446, 47573 


. .47656, 


47675. .47755 




*J C vJ . INV • 


31806 






Seq. ID 


OJ990729_02. 9C01 






65838 






Strand 






Start 


48726 






End 


55441 




Name 


OJ990729 02.9C01.C6 


o2.ts 


Method 


TBLASTX: Soybean 




Start 


2914 






End 


47800 




GI 


none 






Score 


80 






2914 . 


.2976, 2986.. 3213, 3226 


..3309, 10185. . 10253, 10434 


1 n a q ^ 




18767 


. .18823,, 18902 


.18985, 


18 968. .190 66, 1907 9. .19237, 






23573 


..23650, 23575 


.23652, 


23725. .23865, 23732. .23872, 






23869 


..23889, 23918 


.23980, 


23923. .24003, 24074 .. 24 124 , 






28794 


..28910, 28796 


.28909, 


28964. .29074, 28 971 .. 29084 , 






29076 


..29177, 29081. 


.29200, 


47393. . 4 74 94, 4 7570 .. 47 671, 






47673 


..47750, 47678. 


.47749, 


47741. .47800 






31806 






Seq. ID 


OJ990729_02. 9C01 


• D 


fipnp No 


65838 






Strand 






Start 


48726 






End 


55441 




Name 


OJ990729 02.9C01.C6. 


08. tm 


Method 


TBLASTX: Maize 




Start 


5867 






End 


6072 




GI 


none 






Score 


219 




Exons 


5867. 


5950, 5885.. 6055, 5887 


. . 6072 






Sea Nr> 


31806 






Seq. ID 


OJ990729_02.9C01 


.C6 


Qpnp No 


65838 






Strand 






Start 


48726 






End 


55441 * 




Name 


OJ990729 02.9C01.C6. 


o9. tm 


Method 


TBLASTX: Maize 




Start' 


62 96 






End 


6498 




GI 


none 






Score 


72. 




Exons 


6296. . 


6367, 6297.. 6368, 6298 


..6372, 6369. .6497, 6388. .6498 


Sea No 


31806 






Seq. ID 


OJ990729JD2. 9C01 


.C6 




65838 






Strand 






Start 


48726 






End 


55441 




Name 


OJ990729 02.9C01.C6. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


34791 






End 


35399 




GI 


none 






Score 


64 




Exons 


34791. 


.34922, 34792. 


.34917, 


34 94 7. .35399, 3514 3. .35250, 






35296. 


.35385 










Seq. No. 


31806 






Seq. ID 


OJ990729_02. 9C01 


.C6 


Gene No. 


65838 






Strand 







31806 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. .No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



48726 

OJ990729_02 . 9C01 . C6 . o4 . tw 

35523 

none 

35523. .35903, 35524.. 35898 

31806 
65838 
48726 

OJ990729_02 . 9C01 . C6 . o3 . tm 

35601 

none 

35601. .35903, 35602.. 35889 

31806 
65838 
48726 

OJ990729_02. 9C01 . C6 . olO . tw 

36070 

none 

36070. .36327, 36074. .36328 



31806 
65838 
48726 

OJ990729_02. 9C01.C6. 

36367 

none 

36367. .36540, 36370, 



End 

Method 

End 

Score 



55441 

TBLASTX: Wheat 

35903 

204 



Seq. ID OJ990729_02.9C01.C6 
Strand 

End 55441 

Method TBLASTX : Mai ze 

End 35903 

Score 175 



Seq. ID OJ990729_02.9C01.C6 
Strand 

End 55441 

Method TBLASTX : Wheat 

End 36328 

Score 78 



Seq. ID OJ990729_02.9C01.C6 
Strand 

55441 

TBLASTX: Wheat 
36775 
51 



End 

Method 
End 
Score 



06 . tw 

.36522, 36548. .36775, 36550. .36774 



31806 
65838 
48726 

OJ990729_02. 9C01.C6.o4 .tm 

36772 

none 

36772. .36798, 36850 .. 36924 , 

31806 
65838 
48726 

OJ990729J32. 9C01.C6.o5. tw 
36844 ' • 

none . 
36844. .37200, 36854. .37198 

31806 
65838 
48726 

OJ990729_02. 9C01.C6.o4 .ts 

36865 

none 

36865. .37200 

31806 
65838 
48726 



Seq. ID OJ990729_02.9C01.C6 
Strand 

End 55441 

Method TBLASTX: Maize 

End 37198 

Score 140 
36943. .37197, 36965. .37198 

Seq. ID OJ990729_02.9C01.C6 
Strand 

End 55441 

Method TBLASTX : Wheat 

End 37200 

Score 179 



Seq. ID OJ990729J)2.9C01.C6 
Strand 

End 55441 

Method TBLASTX : Soybean 

End 37200 

Score 216 



Seq. ID OJ990729JD2.9C01.C6 
Strand 

End 55441 



31807 



Name 

Start 

GI 

Exons 



OJ990729_02 . 9C01 . C6 . 08 . tw Method TBLASTX : Wheat 

37670 End 38068 

none Score 85 

37670. .37945, 37 671 378 98 , 37904 .. 38017 , 37 956 38006, 

38021. .38068 



Seq. No. 
Gene No. 
Start " 
Name 
Start 
GI 

Exons 



31806 
65838 
48726 

OJ990729_02 . 9C01 . C6 . oil . gs 
48726 



Seq. ID OJ990729_02. 9C01.C6 
Strand 

55441 
GENSCAN 
55441 
.59 



End 

Method 
End 

none Score 
48726.-48946, 4 9645 .. 4 9771 , 4 9885 .. 50018 , 502 62 50315, 
50609. .50819, 50969 .. 511 62, 51436^.51556, 5237 9 52532 , 
52986. .53213, 53224 .. 53376, 53532 53818, 54 971 5504 4 , 
55357. .55441 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31806 Seq. ID 

65838 Strand 

48726 End 

OJ990729_02. 9C01 . C6 . o5 . np Method 

49487 End 

3021270 Score 



OJ990729_02.9C01.C6 

55441 
AAT/NAP 
53611 
783 



49487. . 49771, 4 9885 .. 50035 , 50262 .. 504 99, 50609 .. 508 19, 
50969. .51048, 53515.. 53611 

(AL022347) serine/threonine kinase-like protein [Arabidopsis 
thaliana] 



Seq. No. 31806 
Gene No. . 65839 
Start 59145 

Name OJ99072 9_02 . 9C01 . C6 . ol . tw 

Start 59145 
GI none 
Exons 59145. 

59331. 

59540. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990729 02.9C01.C6 



.59231, 59145. .59228, 59147. 
,59417, 59332. .59463, 59538. 
,59668 



60155 

TBLASTX: Wheat 
59668 
87 

59254, 59330. .59458, 
59666, 59539.-59667, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31806 
65839 
59145 

OJ99072 9_02. 9C01.C6.o2. tc 
59332 

none - . 



Seq. ID OJ990729_02. 9C01.C6 
Strand 

End 60155 
Method TBLASTX : Cress 
End ■ 59686 
Score .8 6 



59332. .59412, 59529 .. 59672, 59530 .. 5967 6, 59606. .59686 



31806 
65839 
59145 

OJ99072 9_02. 9C01.C6.o3. ts 

59377 

none 



Seq. ID OJ990729_02.9C01.C6 
Strand 

End 60155 

Method TBLASTX : Soybean 

End 60143 

Score 75 



59377. .59463, 59538 .. 59666, 59539 59667 , 5 954 1 .. 59669, 
60087. .60143 



Seq. No. 
Gene No. 



31806 
65839 



Seq. ID OJ990729_02.9C01.C6 
Strand 



31808 




Start 


59145 




End 


60155 - 






Name 


OJ990729 02 9C01 C6 


. o5 . tm 


Method 


TBLASTX: 






Start 


59387 ~~ 




End 


60155 






GI 


none 




Score 


87 






Fxnn s 

J*J *\ \J k 1 o 


59387 59458 59388 


59459, 


S9389..59463, 59538 


■ • .J .7 U O O , 






59539 59667, 59541 


59669, 


60086. . 60154, 60087 






Seq. No. 


31806 




Seq. ID 


OJ990729 






cpnp No 


65840 




Strand 








Start 


60345 




End 


61059 






Name 


OJ990729 02.9C01.C6 


. o7 . tm 


Method 


TBLASTX: 


Maize 




Start 


60345 




End 


61059 






GI 


none 




Score 


222 






R v d n ^ 


60345 60506 6035? 


6058 5 


60379. . 60534, 60677 








60678. .60728, 60678 


. . 60731, 


60679. . 60729, 60947 








60954 61037 60955 


61059 










U C vj * LiU • 


31807 




Seq. ID 


\~J U Zs -s \J f Zs 






Gene No. 


65841 




Strand 


-J- 






Start 


73 




End 


-L Z) 






Name 


OJ990729 02.9C01.C7 


. ol . np 


Method 


AAT/NAP 






Start 


73 




End 


192 






GI 


6721512 




Score 


75 






R vnn s 


73. .192 












n T Dp Qpr i n 


(AP001072) hypothetical protein [Oryza 


oaf i xra 1 

od i l v d J 








31808 




Seq. ID 


OJ99072 9 


09 Qpni 


P Q 


Gene No. 


65842 




Strand 








Start 


133 




End 


595 






Name 


OJ990729 02.9C01.C9 


ol . np 


Method 


AAT/NAP 






Start 


133 




End 


5 95 






GI 


6539570 




Score 


1 07 






Exons 


133. .187, 390. .595 












GI Dpsrri d 


(AP000836) hypothetical protein [Oryza 


Ou LX V u J 






Seq. No. 


31808 




Seq. ID 




_02.9C01 


.C9 


Gene No. 


65842 • 




Strand 








Start 


133 




End 


595 






Name 


OJ990729 02.9C01.C9. 


ol .'gs 


Method 


GEN SCAN 






Start 


324 




End 


539 






GI 


none 




Score 


.85 






Exons 


324. .397, 402. .539 












Seq. .No. 


31809 . . 




; Seq. ID 


OJ990419_ 


_06 . 9C17. 


.CI 


Gene No. 


65843 




Strand 








Start 


25 




End 


365 






Name 


OJ990419 06.9C17.C1. 


ol . gs 


Method 


GENSCAN 






Start 


25 




End 


365 






GI 


none 




Score 


.8 






Rxon <=; 


25. .205, 232. .365 










Seq. No. 


31810 




Seq. ID 


OJ990419_ 


_06. 9C17 


C3 


Gene No. 


65844 




Strand 


+ 






Start 


1 




End 


706 






Name 


OJ990419 06.9C17.C3. 


ol . np 


Method 


AAT/NAP 






Start 


1 




End 


706 






GI 


6069646 




Score 


246 







31809 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1. .706 

(AP000616) similar to putative reverse transcriptase (AC005315) 

[Oryza sativa] gi | 6907 112 | dbj | BAA90639 . 1 | (AP001129) Similar to 

Arabidopsis thaliana chromosome II BAG F9013 genomic sequence, 

putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



31810 
65845 
1 

OJ990419_06.9C17 .C3.o2.np 



OJ990419 06.9C17.C3 



Seq. ID 
Strand 

End 3931 
Method AAT/NAP 
1 End 3931 

6319856 Score 85 

1..19, 1608. .1761, 3773. .3931 

Active transport ATPase; Adplp gi I 11344 9 I sp | P25371 1 ADP1_YEAST 
PROBABLE ATP- DEPENDENT PERMEASE PRECURSOR gi | 83202 | pir | | SI 9421 
ATP-dependent permease ADP1 precursor - yeast { Saccharomyces 
cerevisiae) gi | 1907154 j emb | CAA42328 | (X59720) YCROllc, len : 104 9 
[Saccharomyces cerevisiae] 



Sea No. 


31810 


Seq. ID 


OJ990419JD6. 9C17 


. co 


(2Q"np Kin 


65846 


Strand 






Start 


7127 


End 


8262 




Name 


OJ990419 06.9C17.C3.o4.np 


Method 


AAT/NAP 




Start 


7127 


End 


8262 




(IT 


5042463 


Score 


187 




Exons 


7127. .7184, 7232. .7405, 8083. .8262 






GI Descrip. 


(AC007789) unknown protein 


[Oryza sativa] 




O C M * " v • 


31810 


Seq. ID 


OJ990419_06. 9C17 


. Co 


uCi it; inw. 


65847 


Strand 






Start 


10111 


End 


13105 




Name 


OJ990419 06.9C17.C3.o2.gs 


Method 


GEN SCAN 




Start 


10111 


End 


13105 




GI 


none 


Score 


.46 




Exons 


10111. .10268, 11718. .11879, 


11991. .12191, 12558. .12 629, 






13060. . 13105 








Seq. No. 


31810 


Seq. ID 


OJ990419_06.9C17 


.C3 


Gene No. 


65848 


Strand 






Start 


15469 


End 


15525 




Name 


OJ990419 06.9C17.C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


220 


End 


3070 




GI 


none . . . - 


„" Score 


292 




Exons 


220. .504, 227. .499, 2990. .3070 






Seq. No. 


31810 


Seq. ID 


OJ990419_06.9C17 


.C3 


Gene No. 


65848 


Strand 






Start 


15469 


End 


15525 




Name 


OJ990419 06.9C17.C3.ol.tw 


Method 


TBLASTX: Wheat 




Start 


233 


End 


580 




GI 


none 


Score 


157 




Exons 


233. .418, 533. .580 








Seq. No. 


31810 


Seq. ID 


OJ990419_06.9C17, 


.C3 


Gene No. 


65848 


Strand 






Start 


15469 


End 


15525 





31810 



Name 


OJ990419 06.9C17.C3.o2.gp 


Method 


AAT/GAP 


Start 


15469 


End 


15525 


GI 


2800484 


Score 


75 


Exon s 


15469. .15525 






GI Dp srri n 


5803242/dbj IAP000399.1 IAP000399 7.0e-10 Oryza sativa genomi 




DNA, chromosome 6, clone : P0535G04 




Seq. No. 


31811 


Seq. ID 


OJ990419_06.9C17.C4 


Gene No. 


65849 


Strand 




Start 


99 


End 


1980 ' 


Name 


OJ990419 06.9C17.C4.ol.gs 


Method 


GENSCAN 


Start 


99 


End 


1980 


GI 


none 


Score 


.6 


Exon 6 ? 

S—J Hij 


99. .182, 766. .909, 1542. .1677 


, 1845. .1980 


Sea No 


31812 


Seq. ID 


OJ990419_06.9C17.C5 


Gene No. 


65850 


Strand ' 


+ 


Start 


1 


End- 


6784 


Name 


OJ990419 06.9C17.C5.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


6784 


GI 


4234852 


Score 


3268 


LiAUllO 


1..317, 362..7S7, 3878. .6784 






vj -i_ l/c; o .u _i. k> • 


(AF082133) gag-pol polyprotein [Zea mays] 


O C • LNU i 


31812 


Seq. ID 


OJ990419_06.9C17.C5 


Gene No. . 


65850 


Strand 


+ 


Start 


1 


End 


6784 


Name 


OJ990419 06.9C17.C5.ol.gs 


Method 


GENSCAN 


Start 


126 


End 


6562 


GI 


none 


Score 


.53 


TT vOTi ^ 

UAUi 1 O 


126. .297, 974. .1110, 1520. .1638, 2388. 


.2778, 2871. .3167, 




3951. .4583, 5031. .5358, 6042. 


.6562 




Seq. No. 


31812 


Seq. ID 


OJ990419_06. 9C17.C5 


Gene No. 


65851 


Strand 


+ 


Start 


8067 


End 


8807 


Name 


OJ990419 06.9C17.C5.o5.tm 


Method 


TBLASTX: Maize 


Start 


2 


End 


717 


GI 


none 


Score 


18,8 


Exons 


2. .91, 89. .235, 90. .314, 219. 


.254, 488 


..580, 652. .717 


Seq. No. 


31812 


Seq. ID 


OJ990419_06.9C17.C5 


Gene No. 


65851 " 


Strand 


+ 


Start 


8067 . . . ; 


End 


8807 


Name 


OJ990419 06.9C17.C5.o2.ts 


Method 


TBLASTX: Soybean 


Start 


4023 


End 


4421 


GI 


none 


Score 


305 


Exon <=! 

1*J ^i. \_/ 1 X o 


4023. .4421 






Seq. No. 


31812 


Seq. ID 


OJ990419JD6. 9C17.C5 


Gene No. 


65851 


Strand 


+ 


Start 


8067 


End 


8807 


Name 


OJ990419 06. 9C17.C5.o2.tw 


Method 


TBLASTX: Wheat 


Start 


4197 


End 


4859 


UI 


none 


Score' 


220 


Exons 


4197. .4436, 4337. .4435, 4476.. 


.4781, 4499. .4585, 4605. .4724, 



4779. .4859 



31811 



Seq. No. 


31812 








Seq. ID 


OJ990419_06.9C17 


.C5 


Gene No . 


65851 










-j. 




Start 


8067 








End 


ftR07 
oou / 




Name 


O.T9904 19 06 


. 9C17 


. C5 . o3 . 


fm 

> LIU 


L JC LllUU 


TRT QQTY • Ma i -70 
1 DLir\0 1 A . Hal Z6 




Start 


4212 ~~ 








End 


4 670 

T U / U 




GI ' 


none 








Score 


1 99 




Exon <; 

L—l £\. \*/ HO 


4212 4436. 


4 4 82 


..4 670, 


4 487. 


4 669 






Seq. No. 


31812 








Seq. ID 


OJ990419_06.9C17 


.C5 


Gene No. 


65851 








Strand 


+ 




Start 


8067 








End 


8807 




Name 


OJ990419 06 


. 9C17 


. C5 . o4 . 




Method 


TBLASTX ; Soybean 




J Lai L 


4475 ~~ 








End 


4862 




GI 


none 








Score 


155 




Exons 


4475 4684. 


4476 


. .4685, 


4 688 . 


.4750, 4689. .4751, 4791. .41 


3 6? 




4793 4861 












Seq. No. 


31812 








uCLji 1 U 


O.TQQ041Q 0 6 Qpl 7 

\JUZJZJ\JH±ZJ UU i ZsKj ± 1 


.C5 


Gene £Jq m 


65851 








Strand 


+ ~~ 




Start 


8067 








End 


8807 




Name 


OJ990419 06 

Zs Zs \J ^1 A- ZJ \J U , 


9P1 7 




L. W 


1 iC LilUU 


TRT.A^TY 'Wh^^i- 

1 DlinO 1 /\ . vv 1 1 1; cl U 




Start 


5178 ~" 










J JOl 




GI 


nnnp 










1 7 S 

1 f Z) 






SI 78 S^RI 


S91 ^ 


S^77 










Seq. No. 


31812 










O.TQQ041Q 06 QP1 7 

\JUZJZj\jH±ZJ UD. .7^1 / 


.C5 


Gene No. 


65851 








Strand 






Start 


8067 








End 


8807 




Name 


O.T9904 1 9 06 

\J^J ZJ ZJ \J t J. J v U i 


9P1 7 


ps n 1 

i • Ul ■ 


L O 


Method 


TBLASTX : Soybean 




Start 


5262 _ 








End 


5723 




GI 


SS09? 60 

•J •J\J Zs \J\J 








Score 


372 




Fx on ^ 


5262 5471 


52 65 , 


.5723, 




.5701 






PIT Dp ^fr* "i n 
















Seq. No. 


31812 








Seq. ID 


OJ990419_06.9C17, 


.C5 


Gene No . 


65851 








Strand 


+ 




Start 


8067 








End 


8807 




Name 


OJ990419 06 


9C17 . 


PS nl 

- v J • Ul . 




Method 


TBLASTX: Cress 




Start 


5352 ~~ 








End 


5612 




GI 


none 








Score 


253 




Exons 


5352 - 5612 


5354 . 


.5611 










.Seq... No. 


.31812 _ 








. Seq. ID 


OJ990419_06.*9C17. 


.C5 


Gene No . 


65851 








Strand 


+ 




Start 


8067 








End 


8807 




Name 


OJ990419 06 


9C17 . 


PS nl 

^ J • Ul i 


tw 


Method 


TBLASTX: Wheat 




Start 


5393 ~~ 








End 


6183 




GI 


none 








Score 


339 






R^9? 




S7 


J O ft _7 . 


.5737, 5797. .6183, 5834. .6172 


Seq. No. 


31812 








Seq. ID 


OJ990419_06.9C17. 


,C5 


Gene No. 


65851 








Strand 


+ 




Start 


8067 








End 


8807 




Name 


OJyy0419 06. 


9C17. 


C5.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


5394 








End 


5702 




GI 


none 








Score 


268 





31812 




' Exons 


5394 . . 5702, 


5549, 


. . 5701* 








Seq. No. 


31812 






Seq. ID 


OJ990419_06.9C17 


.C5 


Gene No. 


65851 






Strand 


+ 




Start 


8067 






End 


8807 




Name 


OJ990419 06 


. 9C17 , 


. C5 . ol . tm 


Method 


TBLASTX ' Ma i 7p 




Start 


5837 ~ 






End ' 


6286 




GI 


none 






Score 


71 - 




Exons 


5837 . . 5995, 


5972. 


. . 6286, 5980 . 


. 6267 






Seq. No. 


31812 






Seq. ID 


OJ990419_06. 9C17 


.C5 


Gene No. . 


65851 






Strand 


+ 




Start 


8067 






End 


8807 




Name 


OJ990419 06 


. 9C17 . 


C5 o3 ts 


Method 


TBLASTX: Soybean 




Start 


6158 ~ 






End 


6730 




GI 


none 






Score 


230 




Exons 


6158 . . 6523, 


6217 , 


, . 6240, 6322 . 


.6456, 6548. .6730 




Seq. No. 


31812 






Seq. ID 


OJ990419_06. 9C17 


,C5 


Gene No. 


65851 






Strand 


+ 




Start 


8067 






End 


8807 




Name 


OJ990419 06, 


. 9C17 . 


C5 . o3 . tw 


Method 


TBLASTX: Wheat 




Start 


6266 ~~ 






End 


6733 




GI 


none 






Score 


285 




Exons 


6266. . 6733, 


6361 . 


, . 6564, 6619. 


.6732 






Seq. No. 


31812 






Seq. ID"*' 


OJ990419_06. 9C17 


.C5 


Gene No. 


65851 






Strand 


+ 




Start 


8067 






End 


8807 




Name 


OJ990419 06, 


. 9C17 . 


C5 o4 tm 


Method 


TBLASTX: Maize 




Start 


6287 ~~ 






End 


6745 




GI 


none 






Score 


130 




Exons 


6287 . . 6502, 


6563. 


. 6745 








Seq. No. 


31812 






Seq. ID 


OJ990419JD6. 9C17 


■ C5 


Gene No. 


65851 






Strand 


+ 




Start 


8067 






End 


8807 




Name 


OJ990419 06. 


. 9C17 . 


C5 o2 as 


Method 


GENSCAN 




Start 


8067 ~ 






End 


8807 




GI 


none 






Score 


1 




Exons 


8067. .8807 












Seq. No. 


31813 






Seq„ ID 


OJ990419_06. 9C17 


.C6 


Gene No. 


. 65852. 






Strand . 






Start 


845 






End 


2520 




Name 


OJ990419 06. 


9C17. 


C6 . ol . gs 


Method 


GENSCAN 




Start 


845 






End 


2520 




GI 


none 






Score 


.71 




Exons 


845. .961, 1047. .1197, 1436. .1588, 1667, 


. .2520 




Seq. No. 


31814 






Seq. ID 


OJ990419_06. 9C17 


. C7 


Gene No. 


65853 






Strand 






Start 


2284 






End 


5562 




Name 


OJ990419_06. 


9C17. 


C7.ol.np 


Method 


AAT/NAP 




S Ldrt 


2284 






End 


5562 




GI 


4680203 






Score 


1990 




Exons 


2284. .3235, 


3512. 


.3741, 3901., 


.5562 







31813 




GI Descrip. 


(AF114171) - 


TNP2-like protein 


[Sorghum 


bicolor] 


Seq. No. 


31814 




Seq. ID 


OJ990419_06.9C17.C7 


Gene No. 


65854 




Strand 




Start 


c a /* i 




End 


12713 


Name 


OJ990419 06 


.9C17.C7.o3.np 


Method 


AAT/NAP 


Start 


6561 




End 


9885 


GI 


4680199 




Score 


367 


Exons 


6561. . 6580, 


7869.. 8362, 8441. 


.8572, 8959. .9535, 9585.. 9885 


GI Descrip. 


(AF114171) 


hypothetical protein [Sorghum bicolor] 


Seq. No. 


31814 




Seq. ID 


OJ990419_06.9C17.C7 


Gene No. 


65854 




Strand 




Start 


6561 




End 


12713 


Name 


OJ990419 06 


. 9C17.C7.o2.np 


Method 


AAT/NAP 


Start 


7878 




End 


11005 


GI 


4680199 




Score 


363 


Exons 


7878. .8362, 


8441. .8572, 8959. 


.9535, 9585. .9882, 10953. .11005 


GI Descrip. 


(AF114171) 


hypothetical protein [Sorghum bicolor] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31814 
65854 
6561 

OJ9904 19_06 . 9C17 . C7 . o2 . gs 

7948 - 

none 



Seq. ID OJ990419_06.9C17.C7 
Strand 

End 12713 

Method GENSCAN 

End 9893" 

Score .59 



7948. .8231, 8370. .8491, 8959. .9167, 9225. .9382, 9743. .9893 



31814 Seq. ID 

65854 Strand 

6561 End 

OJ990419_06. 9C17 .C7 ,o3.gs Method 

10705 End 

none Score 



OJ990419_06.9C17.C7 

12713 
GENSCAN 
12713 
.46 



10705. . 108 66, 10915. . 10954, 117 96 11817 , 12 602. . 12713 



31814 
65855 
29674 

OJ990419JD6. 
2193 
none 
2193. . 
18753. 
18779. 
18873. 
18983. 
18988. 
18998. 
19121. 
19140. 
19158. 



9C17 .C7 .06. tm 



2309, 
. 18869 
. 18865 
.18989 
.19114 
. 19083 
.19099 
.19228 
. 19250 
.19247 



2193.. .2279, 2208 
18761. .18883, 



18813. 
18874 . 
18985, 
18993. 
18999. 
19131. 
19147. 
19158. 



.18923, 
.18972, 
.19110, 
.19115, 
, 19103, 
,19250, 
,19239, 
, 19250, 



Seq. ID OJ990419_06.9C17.C7 
Strand 

End 30202 

Method TBLASTX : Maize 

End 19357 

Score 68 
. .2291, ,2208. .2279, 18747. .18884, 
187 61. .1885 9, 187 66 . . 18876 ,. 
18813. . 18 914, 188 72. . 18 973, 
18964 .. 19092, 18 980 .. 19132 , 
18 985. .19107, 18986. .19102, 
18995. .19132, 18995. .19099, 
18999. .19100, 19058. .19234, 
19133. .19228, 19135. .19272, 
19158. .19235, 19158. .19250, 
19162. .19251, 19298. .19357 



Seq. No. 31814 Seq. ID 

Gene Nu. 65855 Strand 

Start 29674 End 

Name OJ990419 06 . 9C17 . C7 . ol . tw Method 



OJ990419_06. 9C17 .C7 
30202 

TBLASTX: Wheat 



31814 




Start 


2379 








End 


3628 


GI 


none 








Score 


75 


Ex on s 


2379 2498 

~J i Zf • • ^ *i Zf O , 


24 99 

£- H ZJ ^ 


2603 


2S0D 


.2604, 2622. .2675, 2675. .2719 




2676 • 2726 


2742 


2882 


2743 . 


.2868, 2880. .3026, 2890. .3027 




3035 3079 


3084 


3584 , 


3086 . 


3628 




Seq. No. 


31814 










O.TQ9041Q 0£ Qri 7'T7 


Gene No. 


65855 








u Li CI 1 1 Li 




Start 


29674 








End 


30202 


Name 


OJ9 90419 06 


. 9C17 


. C7 . o3 . 


ts 


M^1~ h <^H 




Start 


2442 ~ 








End 


2690 


GI 


none 








Score 


90 


Exons 


2442 2690. 


2506 


. .2688 








Seq. No. 


31814 








o tr Cj . ±L/ 


DTQQfldl Q C\& QOl CI 


Gene No. 


65855 








c -j- -r a n H 




Start 


29674 








FnH 


^090? 


Name 


O.T9904 1 9 06 

\JKJ Zs ZJ \J J. Z/ \J \J , 


. 9C17 


. C7 . o2 . 


t r 


i v je unoci 




Start 


2916 ~~ 








End 


3341 


GI 


none 








Score 


45 


Exon *3 


2916 3026 


2920 


3027, 


3035 . 




R4 ??41 "^Ofi^ ^^^7 


Seq. No. 


31814 








q on T Pi 




Gene No. 


65855 












Start 


29674 












Name 


O.T9904 19 06 


9P1 7 


CI 


+-7T1 






Start 


3272 _ 








End 


3587 


GI 


none 








Score 


162 


Exon s 


3272 3586 


3291 


3587 








Seq. No. 


31814 








c prr t n 

Ocrt^ • J. u 


OTQQOdiQ n^ qpi i cn 


Gene No. 


65855 








Q4- y -a nH 




Start 


29674 








FnH 
Hi I hj 




Name 


OJ990419 06 


9C17 


P7 06 






TRT • Qnuhaan 
1 5DLir\C3 1 A . oOyDcaU 


Start 


3284 _ 








End 


3667 


GI 


none 








Score 


64 


Exon s 


3284 3529 


3285 . 


3410 


3S39 


• J u u / 




Seq. No. 


31814 








O tr . ± U 


wuy^u4±^7 ud. yui / .l / 


Gene No. 


65855 








u Li ul IKJL 




Start 


29674 








FnH 




Name 


O.T9904 1 9 06 


9C17 . 


CI nS 


L.IU 




TRT QQTY • Ma i -7 £a 

1 1DL1H.0 1 a . L v iai ze 


Start 


3764 _ ' 








End 


397*6 ■ • 


GI 


none 








Score 


80 . ' 


Exons 


3764 3955 


3765 . 


3953, 


377 9. 


^ Q7 




Seq. No. 


31814 












Gene No. 


65855 ' ■ 








Strand 




Start 


29674 








End 


30202 


Name 


O.T9904 1 9 06 


9P1 7 


P7 nS 




Method 


TBLASTX : Soybean 


Start 


4 070 ~~ 








End 


4304 


GI 


none 








Score 


73 


Exons 


4070. .4303, 


4079. 


.4279, 


4143. 


. 4304 




Seq. No. 


31814 








Seq. ID 


OJ990419_06.9C17.C7 


Gene No. 


65855 








Strand 




Start 


29674 








End 


30202 



31815 



Name OJ990419_06 . 9C17 . C7 . o2 . tm 

Start 4139 

GI none 

Exons 4139.. 4333, 4155.. 4358, 4340. 

Seq. No. 31814 

Gene No. 65855 

Start 29674. 

Name OJ9904 19_06 . 9C17 . C7 . o4 . tw 

Start 4179 

GI none 

Exons 4179. .4427, 4184. .4333, 4377. 

Seq. No. 31814 

Gene No. 65855 

Start 29674 

Name OJ990419_06 . 9C17 . C7 . ol . tc 

Start 4427 

GI none 

Exons 4427. .4774, 4428. .4580, 4620. 

Seq. No. 31814 

Gene No. 65855 

Start 29674 

Name OJ9904 19_06 . 9C17 . C7 . o4 . ts 

Start 4508 

GI none 

Exons 4508.. 4771, 4509.. 4775 

Seq. No. 31814 

Gene No. 65855 

Start 29674 

Name OJ9904 19_06 . 9C17 . C7 . o3 . tw 

Start 4523 

GI none 

Exons 4523.-4648, 4655. .4774, 4668., 

Seq. No. 31814 

Gene No. 65855 

Start 29674 

Name OJ990419JD6. 9C17 . C7 . o2 . ts 

Start 4794 

GI none 

Exons 4794.. 5078, 4796.. 5.077, 4846. 

Seq. No. 31814 

Gene No. 65855 

Start 29674 

Name OJ9904 19_06 . 9C17 . C7 . o5 . tw 

Start 7870 

GI none 

Exons 7870.. 8094, 7871.. 8095 

Seq. No. 31814 

Gene No. bbtfbb 

Start 29674 

Name OJ990419 06 . 9C17 . C7 . o4 . tm 



Method TBLASTX : Maize 
End 4588 
Score 94 
.4582, 4356. .4583, 4457. .4588 

Seq. ID OJ990419_06.9C17.C7 
Strand 

End 30202 

Method TBLASTX : Wheat 

End 4522 

Score 73 

.4472, 4379. .4474, 4481. .4522 

Seq. ID OJ990419_06. 9C17.C7 
Strand 

30202 

TBLASTX: Cress 
4774 
98 



End 

Method 
End 
Score 
4769 



Seq. ID OJ990419_06. 9C17.C7 
Strand 

End 30202 

Method TBLASTX : Soybean 

End 4775 

Score 116 



Seq. ID OJ990419_06. 9C17.C7 
Strand 

End 30202 

Method TBLASTX : Wheat 

End 5203 

Score 8 6 
.4778, 4787. .5203, 4914. .5114 

Seq. ID OJ990419_06. 9C17.C7 
Strand 

End ■ 30202 

Method TBLASTX : Soybean 

End 5131 

Score 199 
.5118, 5076.. 5126, 5084.. 5131 

Seq. ID OJ990419JD6. 9C17.C7 
Strand 

End 30202 

Method TBLASTX : Wheat 

End 8095 

Score . 14 9 



Seq. ID OJ990419 06.9C17.C7 
Strand 

End 30202 

Method TBLASTX : Mai ze 



31816 




Start 


7882 




End 


O *a y \J 




GI 


none 




Score 


J o 




Exons 


7882 . 


8106, 8134.. 8364, 8413.. 8490 






Seq. No. 


31814 




Seq. ID 


OJ990419_06.9C17 


,C7 


Gene No. 


65855 




Strand 






Start 


29674 




End 


30202 




Name 


OJ990< ! 


119_06.9C17.C7.o7.tm 


Method 


-L L-> ± /\. . L let ltd 




Start 


9393 




End 


Zf tj O 1 „ 




GI 


none 




Score 






Exons 


9393. . 


9497, 9669.. 9887, 9742.. 9876 






Cpn Mo 


31814 




Seq. ID 


OJ990419_06.9C17 


Cl 


Gene No. 


65855 




Strand 






Start 


29674 




End 


30202 




Name 


OJ990419 06.9C17.C7.ol.tm 


Method 


TBLASTX : Maize 




Start 


29496 




End 


30202 




GI 1 


none 




Score 


53 




Exons 


29496. 


.29558, 29671. .30099, 


29672. .30202, 30035 .. 30130 , 






30151. 


.30201 








Seq. No. 


31814 




Seq. ID 


OJ990419_06. 9C17 


.C7 


Gene No. 


65855 




Strand 






Start 


29674 




End 


30202 




Name 


OJ990419 06. 9C17.C7.o7.gs 


Method 


GENSCAN 






29674 




' End 


30131 




GI 


none 




Score 


.58 




R von i 


29674 . 


.30131 








Sea No 


31814 




Seq. ID 


OJ990419_06. 9C17 


Cl 


Gene No. 


65855 




Strand 






Start 


29674 




End 


30202 




Name 


OJ990419 06.9C17.C7.o4.np 


Method 


AAT/NAP 




Start 


29677 




End 


30202 




GI 


3668115 


Score 


733 




Exons 


29677. 


.30202 








GI De scrip. 


(Y15069) cinnamoyl-CoA reductase [Zea 


mays] 




Seq. No. 


31814 




Seq. ID 


OJ990419_06.9C17 


Cl 


Gene No. 


65855 




Strand 






Start 


29674 




End 


30202 




Name 


OJ990419 06. 9C17.C7.ol.ts 


Method 


TBLASTX: Soybean 




Start 


29695 




End 


30201 




GI 


none 




Score 


271 • 




Exons 


29695. 


.30099, 29696. .30196, 


30151. .30201 




Seq. No. 


31814 




Seq. ID 


OJ990419_06.9C17. 


Cl 


Gene No. 


65855 




Strand 






Start 


29674 




End 


30202 




Name 


OJ990419 06. 9C17.C7.o3.tc 


Method 


TBLASTX: Cress 




Start 


29710 




End 


29899 




GI 


none 




Score 


66 




Exons 


29710. 


.29898, 29722. .29883, 


29729. .298 


99 




Seq . Nu . 


31514 




Seq. ID 


OJ990419_06. 9C17. 


Cl 


Gene No. 


65855 




Strand 






Start 


29674 




End 


30202 





31817 



Name 




. . L.W 


Method 


TBLASTX: Wheat 




O Lai C 






End 


30085 






none 




Score 


207 






?Q79^ ?QQ^1 9Q79Q 




29926. .30084, 29927. .30085 




Seq. No. 


31815 




Seq. ID 


OJ990419__06. 9C17 


.C8 


Gene No. 


65856 




Strand 


+ 




Start 


1 0040 




End 


11677 






D.TQQ041Q 06 QP1 7 TP 


• o^ . gs 


Method 


GENSCAN 




O UclJ. L 






End 


11677 




ox 


none 




Score 


.41 






1 0040 1 004S 1 0Q69 


1 1 OQQ 


11627. .11677 






^ 1 ft 1 ^ 




Seq. ID 


OJ990419 06.9C17 




Gene No. 


65857 




Strand 


+ 




Start 


15569 




End 


22331 




Name 


O.7QQ041Q Ofi QT1 7 Pft 


o4 . cjs 


Method 


GENSCAN 




O Lai L 






End 


22331 






none 




Score 


.55 








i ci m 


16158. .18 


539, 18603. . 19649, 






1 Q71 Q 99^11 












^ 1 ft 1 R 




Seq. ID 


OJ990419_06. 9C17 






fiSft S7 




Strand 


+ 




Start 


15569 




■ End 


22331 




Name 


OJ990419 06.9C17.C8. 


o2 .np 


Method 


AAT/NAP 




Start 


16681 




End 


22328 




GI 


6498441 




Score 


6897 




Exons 


16681. . 17745, 18076. 


.18539, 


18603. . 18 


976, 19160. . 19294, 






19469. .19809, 20002. 


.20384, 


20556. .21953, 22047.. 22328 




GI Descrip. 


(AP000815) EST • C727E 


J6 (E2258) 


corresponds to a region of 


th 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31815 Seq. ID 

65858 Strand . - 

1 End 4818 

OJ990419_06 . 9C17 . C8 . ol .np Method AAT/NAP 

1 End 1967 

3668115 Score 635 

1..25, 1237. .1422, 1530. .1684, 1805. .1967 
(Y15069) ' cinnamoyl-CoA reductase [Zea mays] 



OJ990419 06.9C17.C8 



31815' . - Seq. ID . 

65858 - Strand 

1 End 

OJ9904 19_06 . 9C17 . C8 . ol . gs Method 

586 End 

none Score 
586. .675, 1237. .1422, 1530. .1684, 1805, 
3883. .3928, 4721. .4818 



OJ990419__06. 9C17.C8 

4818 
GENSCAN 
4818 
.49 

.2003, 3462. .3524, 



Seq. No. 31815 Seq. ID 

Gene No. 65859 Strand 

Start 22 958 End 

Name OJ9904 19__06 . 9C17 . C8 . ol . tc Method 

Start 1234 End 



OJ990419_06.9C17.C8 
23409 

TBLASTX: Cress 
1911 



31818 



GI 

Exons 



none Score 120 

1234. .1422, 1241. .1408, 1528. .1578, 1530. .1682, 1785. .1910, 
1807. .1911 



O ~ ^ . LN \J . 


31815 




Seq. ID 


OJ990419_06. 9C17 


.C8 




65859 




Strand- 






Start 


22958 




End 


23409 




Name ■ 


OJ990419 06.9C17.'C8.ol.tm 


Method 


TBLASTX: Maize 




Start 


1237 




.End 


1920 




GI 


none 




Score 


153 




Exons 


1237. 


1422, 1241. .1408, 1246. 


.1422, 1528. .1584, 1530. .1685, 




1666. 


1686, 1806. .1913, 1806. 


.1919, IE 


i07. . 1920 




Seq . No . 


31815 




Seq. ID 


OJ990419_06. 9C17 


-C8 


fipnp No 


65859 




Strand 






Start 


22958 




End 


23409 




Name 


OJ990419 06.9C17.C8.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1237 




End 


1902 




GI 


none 




Score 


113 




Exons 


1237. . 


1428, 1542. .1676, 1785. 


.1901, IE 


J07..1902 




Qprr ]Sjn 

o c ^4 • nu i 


31815 




Seq. ID 


OJ990419_06. 9C17 


.C8 


f^e» n p» Mo 

UC11C LNU • 


65859 




Strand 






Start 


22958 




End 


23409 




Name 


OJ990419 06.9C17.C8.o8.tw 


Method 


TBLASTX: Wheat 




Start 


1530 




End 


1911 






none 




Score 


62 




Exons 


1530. . 


1718, 1531. .1578, 1791. 


.1898,. 1807. .1863, 1809. .1910, 




1810. . 


1911 








Qpn No 


31815 




Seq. ID 


OJ990419_06. 9C17 


.C8 


Cpnp Kfo 


65859 




Strand 






Start 


22958 




End 


23409 




Name 


OJ990419 06.9C17.C8.o6.tw 


Method 


TBLASTX: Wheat 




Start 


16830 




End 


17222 




GI 


none 




Score 


58 




Exons 


16830. 


.16877, 16884. .16982, 16889 16981, 1694 9. . 17188, 






16965. 


.17222 








Sea No 


31815 




Seq.. ID 


OJ990419_06. 9C17 


.C8 


Gpnp No 


65859 




Strand 






Start 


22958 




End 


23409 




Name 


- OJ990419 06.9C17.C8.o5.tm.. 


Method 


TBLASTX: Maize 




Start. 


16835 




End 


17120'' , . . 




GI 


none 




Score 


193 




Exons 


16835. 


.17119, 16872. . 17120 








Seq. No. 


31815 




Seq. ID 


OJ990419_06.9C17 


C8 


Gene No. 


65859 




Strand 






Start 


22958 




End 


23409 




Name 


OJ990419 06.9C17.C8.o5.tw 


Method 


TBLASTX: Wheat 




Start 


17230 




End 


20690 




GI 


none 




Score 


236 




Exons 


17230. 


.17283, 20256. .20507, 20256. . 20453, 20321 .. 204 97 , 






on £ a i 

V-/ -w> "3 -L. . 










Seq. No. 


31815 




Seq. ID 


OJ990419_06.9C17. 


C8 



31819 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



65859 Strand 

22958 End 

OJ9 90 4 1 9_0 6 . 9C1 7 . C8 . o3 . tw Method 

17960 End 

none Score 



23409 

TBLASTX: Wheat 

18419 

404 



17960. .18097, 17 961. .18419, 18155. .18415 



Seq. No. 31815 

Gene ,No. 65859 

Start 22958 

Name OJ9904 19_06 . 9C17 . C8 . ol . tw 

Start 18611 

GI none 

Exons 18611. .19066, 18 612 19073, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990419JD6.9C17.C8 
23409 

TBLASTX : Wheat 

19073 

583 



18612. . 19067 



Seq. No. 


31815 






Seq. ID 


OJ990419_06.9C17 


PR 


Gene No. 


65859 






Strand 






Start 


22958 






End 


23409 




Name 


OJ990419 06.9C17.C8 


. o4 . t s 


Method 


TBLASTX: Soybean 




Start 


18651 






End 


19016 




GI 


none 






Score 


117 




Exons 


18651. 


.18875, 18882 


19016 








Seq. No. 


31815 






Seq. ID 


OJ990419_06. 9C17 


pr 


Gene No. 


65859 






Strand 






Start 


22958 






End 


23409 




Name 


OJ990419 06.9C17.C8, 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


18741 






End 


19097 . 




GI 


none 






Score 


390 




Exons 


■ 18741. 


.19097, 18776, 


. . 19087, 


18792. .19097 




Seq. No. 


31815 






Seq. ID 


OJ990419_06.9C17 


PR 


Gene No. 


65859 






Strand 






Start 


22958 






End 


23409 




Name 


OJ990419 06.9C17.C8, 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


19124 






End 


19508 




GI 


none 






Score 


364 




Exons 


19124 . 


.19489, 19125; 


, .19508 








Seq. No. 


31815 






Seq. ID 


OJ990419_06.9C17 


.C8 


Gene No. 


65859 






Strand 






Start ■ 


— 22958 






-■ End 


23409 




Name 


. OJ990419 06.9C17.C8. 


o2.tw ■ 


Method 


TBLASTX: Wheat 




Start 


19181 






End 


19601 




GI 


none 






Score 


490 




Exons 


19181. 


.19594, 19182. 


. 19601 








Seq. No. 


31815 






Seq. ID 


OJ990419_06. 9C17 


.C8 


Gene No. 


65859 




*> 


Strand 






Start 


22958 






End 


23409 




Name 


OJ990419 06.9C17.C8. 


o2. ts 


Method 


TBLASTX: Soybean 




Start 


19260 






End 


19631 




GI 


none 






Score 


282 




Exons 


19260. 


.19631, 19277. 


.19420 









Seq. No. 31815 Seq. ID OJ9904 19_06 . 9C17 . C8 

Gene No. 65859 Strand 

31820 




Start 


22958 






End 


23409 




Name 


OJ990419 06.9C17.C8 


. o3 . ts 


Method 


TBLASTX: Soybean 




Start 


20379 






End 


20945 




GI 


5666795 




Score 


68 




Exons 


20379. 


.20477, 20553 


. .20690, 


20745. .20945 




GI Descrip. 


4206306 2.0e-10 (AF049110) 


prpol [Zea 


mays ] 




Seq. No. 


31815 






Seq. ID 


OJ990419 06.9C17 


:C8 


Gene No. 


65859 






Strand 






Start 


22958 






End 


23409 




Name 


OJ990419 06.9C17.C8 


.o9. tw 


Method 


TBLASTX: Wheat 




Start 


20693 






End 


21005 




GI 


none 






Score 


190 




Exons 


20693. 


.20869, 20745 


. .21005 








Seq. No. 


31815 






Seq. ID 


OJ990419 06.9C17 


.C8 


Gene No. 


65859 






Strand 






Start 


22958 






End 


23409 




Name 


OJ990419 06.9C17.C8 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


21198 






End 


21521 




GI 


none 






Score 


365 




Exons 


21198. 


.21521, 21215 


. .21508 








Seq. No. 


31815 






Seq. ID 


OJ990419_06. 9C17 


.C8 


Gene No. 


65859 






Strand 






Start 


22958 






End 


23409 




Name 


OJ990419 06.9C17.C8 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start • 


21335 






End 


21689 




GI 


none 






Score 


371 




Exons 


21335. 


.21391, 21336 


. .21689, 


21432. .21677, 21437. .21685 




Seq. No. 


31815 






Seq. ID 


OJ990419_06.9C17 


. C8 


Gene No. 


65859 






Strand 






Start 


22958 






End 


23409 




Name 


OJ990419 06.9C17.C8 


o7 . tw 


Method 


TBLASTX: Wheat 




Start 


21708 






End 


22316 




GI 


none 






Score 


266 




Exons 


21708. 


.21818, 21717 


.22007, 


21743. .21820, 21857 .. 22027 , 






21857. 


.22000, 22193 


.22315, 


22194. .22316 




Seq. No. 


31815 






Seq. ID 


OJ990419_06. 9C17 


.C8 


Gene No. 


65859 






' Strand 






Start 


22958 






End 


23409 . 




Name . 


OJ990419 06.9C17.C8.. 


o5 ..gs 


Method 


GENSCAN 




Start 


22958 






End 


23407 




GI 


none 






Score 


. 94 




Exons 


22958. 


23407 










Seq. No. 


31815 






Seq. ID 


OJ990419_06. 9C17 


pfi 


Gene No. 


65859 






Strand 






Start 


22958 






End 


23409 




Name 


OJ990419 06.9C17.C8. 


o3.np 


Method 


AAT/NAP 




Start 


22961 






End 


23409 




GI 


580325< 






Score 


733 




Exons 


22961 . . 


23409 











GI Descrip. (AP000399) hypothetical protein [Oryza sativa] 



31821 



Seq. No. 31816 

Gene No. 65860 

Start 1 

Name OJ9904 1 9_0 6 . 9C17 . C9 . ol . np 

Start 1 

GI 5803259 

Exons 1..522, 618.. 1878 

GI Descrip. (AP000399) hypothetical protein [Oryza sativa] 



Seq. ID OJ990419_06.9C17.C9 
Strand 

End 1878 

Method AAT/NAP 

End 1878 

Score 2807 



Seq. No. 31816 

Gene No. 65860 

Start 1 

Name OJ9904 19_06 . 9C17 . C9 . ol . gs 

Start 98 

GI none 

Exons 98.. 522, 618.. 760, 775.. 1878 



Seq. ID OJ990419_06.9C17.C9 
Strand 

End 1878 

Method GENSCAN 

End 1878 

Score .97 



Seq. No. 31817 

Gene No. 65861 

Start 1 

Name OJ9904 19_06 . 9C17 . C10 . ol . np 

Start 1 

GI 5042454 

Exons 1..202, 442.. 492 

GI Descrip. (AC007789) putative polyprotein [Oryza sativa] 



Seq. ID OJ990419_06.9C17.C10 

Strand + 

End 4 4 97 

Method AAT/NAP 

End 4 92 

Score 148 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31817 
65861 
1 

OJ9904 19_06 . 9C17 . C10 . ol . gs 

113 

none 



Seq. ID OJ990419_06.9C17.C10 

Strand + 

End 4497 

Method GENSCAN 

End 3457 

Score . 6 



113. .225, 455. .609, 2495. .2679, 3242. .3457 



Seq. No. 31817 

Gene No. : 65861 

Start 1 

Name OJ9904 19_06 . 9C17 . C10 . o2 . np 

Start 3183 

GI 6539588 

Exons 3183.. 3448, 4458.-. 4497 

GI Descrip. (AP000837) hypothetical protein [Oryza sativa] 



Seq. ID OJ990419_06.9C17.C10 

Strand + 

End 4497 

Method AAT/NAP 

End 4 4 97 

Score 85 



Seq. No. 31818- . . . 

Gene No. 65862 

Start 983 

Name OJ990419JD6 . 9C17 . Cll . ol . gs 

Start 983 

GI -none 
Exons 



Seq. ID OJ990419_06.9C17.C11 

Strand + 

End 3086 

Method GENSCAN 

End 3086 

Score .69 



983.. 1036, 2190.. 2359, 2942.. 3086 



Seq. No. 
Gene No. 
Start 

Start 
GI 



31819 
65863 
276 



OJ990413_OC.3C17.Ci2.ol.gs 



276 
none 



Seq. ID OJ990419_06.9C17.C12 

Strand + 

End 330 

Method GENSCAN 

End 330 

Score .47 



31822 



Exons 



276. .330 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31819 Seq. ID 

65864 Strand 

1 End 
OJ990419_06 . 9C17 .C12 .ol .np Method 

1 End 

2274845 Score 
1..39, 104. .422 

(D88461) N-WASP [Rattus rattus] 



31820 
65865 
499 

OJ990419_06.9C17.C13.ol, 

499 

none 

499. .544 



gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990419_06.9C17.C12 
422 

AAT/NAP 

422 

108 



OJ990419_06.9C17.C13 
+ 

544 

GENSCAN 

544 

.87 



Seq. No. 31821 

Gene No. 65866 

Start 1 

Name OJ990419_06 . 9C17 . C14 . ol . np 

Start . 1 

GI 5803259 

Exons 1. '. 37 9 

GI Descrip. (AP000399) hypothetical 

Seq. No. 31821 

Gene No. 65866 

Start 1 

Name OJ9904 19_06 . 9C17 . C14 . ol . gs 

Start 28 

GI none 

Exons 28.. 36, 70.. 357 



Seq. ID OJ990419_06.9C17.C14 

Strand + 

End 379 

Method AAT/NAP 

End 379 

Score 515 



protein [Oryza sativa] 



Seq. ID OJ990419_06.9C17.C14 

Strand + 

End 37 9 

Method GENSCAN 

End 357 

Score .77 



Seq. No. 31822 

Gene No. 65867 

Start 318 

Name OJ9904 19JD6 . 9C17 . CI 6 . ol . 

Start 318 

GI none ■ 

.Exons '318. .450. 



gs 



Seq. ID OJ990419_06.9C17.C16 

Strand + 

End 450 

Method GENSCAN 

End 450 

Score .43 - - 



Seq. No. 31823 

Gene No. 65868 

Start 81 

Name - OJ990419_06.9C17.C17.ol. 

St,art 81 

GI none 

Exons 81. . 191 



gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990419__06.9C17.C17 
191 

GENSCAN 

191 

.8 



Seq. No. 31824 

Gene No. 65869 

StarL 404 

Name OJ990419_06.9C17.C20.ol. 

Start 404 



gs 



Seq. ID OJ990419_06.9C17.C20 

Strand + 

End 531 

Method GENSCAN 

End 531 



31823 



GI 

Exons 



none 

404. .531 



Score 



.59 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31825 
65870 
1 

OJ990419_06.9C17IC21.ol.np 
1 

6498441 

1..479, 543. .598 
(AP000815) EST C72786 (E2258 ) 



Seq. ID OJ990419_06.9C17.C21 

Strand + 

End 598 

Method AAT/NAP 

End 598 

Score 651 



corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



31825 Seq. ID 

65870 Strand 

1 End 
OJ9904 19JD6 . 9C17 . C21 . ol . tw Method 

2 End 
none Score 
2. .211 



OJ990419_06.9C17.C21 
+ 

598 

TBLASTX: Wheat 

211 

192 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31825 Seq. ID 

65870 Strand 

1"' End 

OJ9904 19_06 . 9C17 . C21 . o2 . np Method 

270 End 

5042454 Score 
270. .485, 543. .598 

(AC007789) putative polyprotein [Oryza sativa] 



OJ990419_06.9C17.C21 
+ 

598 

AAT/NAP 
598 
159 



31825 Seq. ID 

65870 Strand 

1 End 
OJ990419_06. 9C17.C21.ol.gs Method 

341 End 

none Score 
341. .485 



OJ990419_06.9C17.C21 
+ 

598 

GENSCAN 
485' 

.43 . . 



Seq. No. 
Gene No. 
Start 
. Name 
Start 
GI 

Exons 

GI Descrip. 



31826 
65871 
1 

OJ990419_06. 9C17.C26,ol.np 



Seq. ID OJ990419__06.9C17.C26 
Strand 

End 947 

Method AAT/NAP. • ' 

End 914 . . 

Score 330 



6069646 
1..914 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 31826 

Gene No. 65871 

C+- - ^.+- -I 

Name OJ9904 1 9_06 . 9C17 . C26 . ol . tw 

Start 18 



Seq. ID 

Strand 

End 

Method 
End 



OJ990419_06. 9C17.C26 
94 7 

TBLASTX: Wheat 
369 



31824 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

18. .59, 180. .365, 274, 



Score 



56 



,369 



31826 
65871 
1 

OJ990419_06.9C17.C26.ol.tm 
94 

none 

94. .378, • 99. .371 

31826 
65871 
1 

OJ990419_06.9C17.C26.o2.tm 

722 

none 

722. .946, 723. .947 



Seq. ID OJ990419_06.9C17.C26 

Strand 

End 947 

Method TBLASTX : Mai ze 

End 378 

Score 107 



Seq. ID OJ990419_06.9C17.C26 

Strand 

End 947 

Method TBLASTX : Mai ze 

End 947 

Score 104 



31827 Seq. ID 

65872 Strand 

436 End 
OJ990419_06. 9C17.C27.ol.gs Method 

436 End 

none Score 

436. .682,, 739. .849, 1227. .1288, 1573. 
1881. .2055 



OJ990419_06.9C17.C27 
+ 

2055 
GENSCAN 
2055 
.48 

1729, 1738. .1771, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No.- 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Start 
Name 



31827 Seq. ID 

65873 Strand 
2179 End 
OJ990419_06 . 9C17 .C27 . ol .np Method 
2179 End 
5852172 Score 
2179. .2339 

(AL117265) zhb0002.1 [Oryza sativa] 

31828 Seq. ID 

65874 Strand . 
519 End 
OJ990419_06. 9C17 .C28 .ol. tm Method 
501 End 
none- - . ' Score 
501. .632, 514. .681, 702. .980, 733. .981 



OJ990419_06. 9C17.C27 
+ 

2339 
AAT/NAP 
2339 
120 



OJ990419_06.9C17.C28 
+ 

' 1922 

TBLASTX : Maize 

1170 

138 

1059.. 1169, 1078.. 1170 



31828 
65874 
519 

OJ990419_06.9C17.C28.ol.tc 

517 

none 



Seq. ID OJ990419_06.9C17.C28 

Strand + 

End 1922 

Method TBLASTX : Cress 

End 1173 

Score 89 



517. .588, 733. .981, 792. .959, 1063. .1173, 1068. .1169 



,31828 



519 



OJ990419_06. 9C17 .C28.ol.np 



Seq. ID OJ990419_06.9C17.C28 

Strand + 

End 1922 

Method AAT/NAP 



31825 



Start 519 End 1156 

GI 6319856 Score 233 

Exons 519.. 981, 1081.. 1156 

GI Descrip. Active transport ATPase; Adplp gi I 1134 4 9 | sp | P2537 1 1 ADP1_YEAST 
PROBABLE ATP- DEPENDENT PERMEASE PRECURSOR gi | 83202 | pir | | S194 21 
ATP-dependent permease ADP1 precursor - yeast (Saccharomyces 
cerevisiae) gi I 1907154 | emb | CAA42328 | (X59720) YCROllc, len:1049 
[Saccharomyces cerevisiae] 



Seq. No. 


31828 




Seq. ID 


OJ990419_06.9C17.C28 


Gene No. 


65874 




Strand 


+ 


Start 


519 




End 


1922 


Name 


OJ990419 06.9C17.C28.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


520 




End 


975 


GI 


none 




Score 


148 


Exons 


520.. 681, 522.. 635, 702 


. .863, 


733. .864, 


861. .974, 865. .975 


Seq. No. 


31828 




Seq. ID 


OJ990419J36. 9C17 .C28 


Gene No. 


65874 




Strand 


+ 


Start 


519 




End 


1922 


Name 


OJ990419 06.9C17.C28.o2 


.np 


Method 


AAT/NAP 


Start 


520 




End 


1922 


GI 


4063751 




Score 


270 


Exons 


520. .981, 1081. .1167, 1 


383. . 1922 




GI Descrip. 


(AC005851) putative ABC 


transporter [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31828 Seq. ID 

65874 Strand 

519 End 
OJ9904 19_06 . 9C17 . C28 . ol . gs Method 

54 4 End 

none Score 

544. .981, 1081. .1167, 1653. .1781 



OJ990419_06.9C17.C2£ 
+ 

1922 
GENSCAN 
1781 
.86 



Seq. No. 


31829 


Seq. ID OJ990419 06.9C17.C29 


Gene No. 


65875 


Strand 


+ 


Start 


1 


End 


. 3195 


Name 


OJ990419 06.9C17.C29.ol 


. np Method 


AAT/NAP 


Start 


1 


End 


3195 


GI 


4063751 


Score 


346 


Exons 


1..265, 1611. .2174, 311* 


3. .3195 




GI Descrip. 


(AC005851) putative ABC 


transporter 


[Arabidopsis thaliana] 


Seq. No. 


31829 


- . ..Seq. ID OJ990419 06.9C17.C29 


Gene No. 


65875 


Strand 


+ 


Start 


1 


End 


3195 


Name 


OJ990419 06.9C17.C29.ol 


gs Method 


GENSCAN 


Start 


77 


End 


3115 


GI 


none 


Score 


. 67 


Exons 


77. .265, 369. .455, 1611. 


.2130, 2907. 


.3115 



Seq. No. 31829 Seq. ID 

Gene No. 65876 Strand 

Start 6156 End 

Name OJ990419_06.9CI7.C29.o3.gs Method 

Start 6156 End 

GI none Score 



OJ990419_06.9C17.C29 
+ 

7871 
GENSCAN 
7871 
.51 



31826 



Exons 


6156. . 


6295, 


6455. . 6715, 


Seq. No. 


31829 






Gene No. 


65877 






Start 


8962 






Name 


OJ9904 


19_06. 


9C17.C29.o4 


Start . 


8962 






GI 


none 






Exons 


8962. . 


9352, 


9578. .9750, 




11261. 


.11476 


, 11932. .12 




13195. 


.13673 


, 14141. .14 




17233. 


.17700 


, 18135. .18 



Seq. ID OJ990419_06.9C17.C29 

Strand + 

End 18871 

Method GENSCAN 

End 18871 

Score .45 

.10004, 10109. .10192, 10923.. 10989 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start * 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



31829 
65877 
8962 

OJ9904 1 9_06 . 9C17 . C29 . o3 . np 
12851 
3645899 
12851. .14126, 14174. .16050 

(U68408) 5 ! end not determined experimentally [Zea mays] 



Seq. ID OJ990419_06.9C17.C29 

Strand + 

End 18871 

Method AAT/NAP - 

End 16050 

Score 2102 



31829 Seq. ID 

65877 Strand 

8962 End 
OJ9904 19JD6 . 9C17 . C29 . o4 . np Method 

18550 End 

6539588 Score 
18550.. 18866 

(AP000837) hypothetical protein [Oryza sativa] 



OJ990419_06.9C17.C29 
+ 

18871 
AAT/NAP 
18866 
153 



31829 Seq. ID 

65878 Strand 

4328 End 
OJ990419_06. 9C17.C29.o2.gs Method 

4328 End 

none Score 

4328. .4438, 4983. .5211, 5420. .5589 



OJ990419_06.9C17.C29 

5589 
GENSCAN 
5589 
. 97 



31829 
65879 
6214 

OJ990419_06; 9C17,C29.o2.r>p 
6214 
4680179 
6214.. 6971 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990419_06.9C17.C29 
Strand 

End 6971 

Method AAT/NAP 

End 6971. 

Score 945 



31829 Seq. ID 

65880 Strand 

20489 End 
OJ990419_06. 9C17.C2 9.o2.tc Method 

92 End 

none Score 

92. .262, 357. .461, 404. .457 



OJ990419_06.9C17.C29 
21262 

TBLASTX: Cress 

461 

171 



Seq. No. 



31829 



Seq. ID OJ990419 06.9C17.C29 



31827 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



65880 
20489 

OJ990419_06.9C17.C29.o7. 
95 

none 

95. .259, 115. .246, 146.. 

31829 
65880 
20489 

OJ990419_06.9C17.C29.o5. 
98 

none 

98. .262, 140. .250, 357.. 

31829 
65880 
20489 

OJ990419_06.9C17.C29.ol. 

1608 

none 

1608. .1682, 1619. .1723, 



tm 



Strand 
End 

Method 

End 

Score 



21262 

TBLASTX: Maize 

478 

198 



283, 357. .461, 392. .478 

Seq. ID OJ990419_06.9C17.C29 
Strand 

End 21262 

ts Method TBLASTX : Soybean 

End 4 61 

Score 163 

461 

Seq. ID OJ990419_06.9C17.C29 
-Strand 

End 21262 

tc Method TBLASTX: Cress 

End 2237 

Score 78 
1755.. 2021, 1760.. 1957, 2085.. 2237 



31829 
65880 
20489 

OJ990419_06.9C17.C2 9.o2.ts 

1608 

none 

1608. .1682, 1622. .2035, 1625, 
2051. .2194, 2052. .2195 



Seq. ID OJ990419_06.9C17.C29 
Strand 

End 21262 

Method TBLASTX ^Soybean 

End 2195 

Score 96 

.1717, 1740. .2057, 2049. .2195, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start.- 
Name . 
Start 
GI 

Exons 

Seq. ' No . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31829 
65880 
20489 

0 J9904 1 9_0 6 . 9C1 7 . C2 9 . o5 . 

1761 

none 

1761. .2021, 1808. .1966, 

31829 
65880 
20489 

OJ990419_06.9C17.C29.o6. 

1805 

none 

1805. .2026, 1827. .2042, 



tw 



1812. 



tm 



31829 
65880 
20489 

OJ990419_06. 9C17.C29.o2. tw 

6336 

none 

6336.. 6713, 6336.. 6749, 6451, 



Seq. ID OJ990419_06.9C17.C29 
Strand 

21262 

TBLASTX: Wheat 
2021 
253 



End 

Method 
End 
Score 
.2012 



Seq. ID OJ990419_06.9C17.C29 
Strand 

End 212 62 .. 

Method TBLASTX : Maize 

End 2207 

Score 210 
1881. .2030, 2049. .2207 



Seq. ID OJ990419_06-.9C17.C29 
Strand 

End 21262 

Method TBLASTX: Wheat 

End 6753 

Score 90 
.6753 



Seq. No. 



31829 



Seq. ID OJ990419 06.9C17.C29 



31828 




Gene No^ 


65880 








Strand 






Start 


20489 








End 


21262 




Name 


OJ990419 06 


. 9C17 


. C29 . o4 


. tm 


Mp1~ hod 


TBLASTX: Maize 




Start 


64 50 ~ 








End 


6971 




GI 


none 








Score 


137 




Exons 


6450. . 6782, 


6454 


. . 6711, 


6767 . 


.6820, 67 


91. .6877, 6840. .6971 


Seq. No. 


31829 








Seq. ID 


OJ990419_06.9C17 


..C29 


Gene No. 


65880 








Strand 






Start 


20489 








End 


21262 




Name 


OJ990419 06 


. 9C17 


.C29.o7 


. tw 


Method 


TBLASTX: Wheat 




Start 


6754 ~ 








End 


6971 




GI 


none 








Score 


58 




Exons 


6754 . . 6846, 


6755 


. . 6820, 


6834 . 


.6971, 68 


40. .6971 




Seq. No. 


31829 








Seq. ID 


OJ990419_06. 9C17 


.C29 


Gene No. 


65880 








Strand 






Start 


20489 








End 


21262 




Name 


OJ990419 06 


. 9C17 


.C29.o5 


. tm 


Method 


TBLASTX: Maize 




Start 


6980 ~ 








End 


7552 




GI 


none 








Score 


346 




Exons 


6980. . 7552 














Seq. No. 


31829 








Seq. ID 


OJ990419_06. 9C17 


.C29 


Gene No.- 


65880 








Strand' 






Start 


20489 








End 


2126? 

-L \J 




Name 


OJ990419 06 


9C17 


C29 . o4 


» tw 




TBLASTX: Wheat 




Start 


7261 ~ 








End 


7655 




GI 


none 








Score 


239 




Exons 


7261. .7551, 


7262 


.7552, 


7569. 


.7655 






Seq. No. 


31829 








Seq. ID 


OJ990419_06.9C17 


.C29 


Gene No. 


65880 








Strand 






Start 


20489 








End 


7 1 7f>7 




Name 


OJ990419 06. 


9C17 . 


C29 . o9 


tm 


Mpt hod 


TBLASTX: Maize 




Start 


7672 ~ 








End 


7950 




GI 


none 








Score 


136 




Exons 


7672. .7839, 


.7674 . 


.7835, 


7843 . 


. 7950 






Seq. No. 


31829 








Seq. ID 


OJ990419_06.9C17 


.C29 


Gene No. 


65880 








Strand 






Start 


20489 








End ' 


71 7f>7 




Name 


OJ990419 . 06. 


9C17 . 


C29-. 08 . 


tm ■ 


Met hnd 


TBLASTX: Maize - 




Start 


8065 ~ " 








End 


8361 




GI 


none 








Score 


232 




Exons 


8065. .8361, 


8109. 


.8360 










Seq. No. 


31829 








Seq. ID 


OJ990419_06. 9C17 


.C29 


Gene No. 


65880 








Strand 






Start 


20489 








End 


21262 




Name 


OJ990419 06. 


9C17. 


C29.o3. 


tw 




TBLASTX: Wheat 




Start 


13460 








End 


13965 




GI 


none 








Score 


236 




Exons 


13460. .13867, 13891. .13965 








Seq. No. 


31829 








Seq. ID 


OJ990419_06. 9C17 


C29 


Gene No. 


65880 








Strand 







31829 




Start 


20489 




End 


21262 




Name 


OJ990419 06.9C17.C29 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


13502 




End 


14085 




GI 


none 




Score 


88 




Exons 


13502. .13567, 13507. 


.13569, 


13568. .13867, 13654 .. 138 69, 






13888. .13971, 13893. 


.13961, 


13957. .14085 




Seq. No. 


31829 




Seq. ID 


OJ990419__06.9C17 


. C29 


Gene No. 


65880 




Strand 






Start 


20489 




End 


21262 




Name 


OJ990419 06.9C17.C29 


. o4 . ts 


Method 


TBLASTX : Soybean 




Start 


13679 




End 


14084 




GI 


none 




Score 


168 




Exons 


13679. .13867, 13693. 


. 13857, 


13906. .13959, 13971. .14 084, 






13981. .14076 










Seq. No. 


31829 




Seq. ID 


OJ990419__06.9C17 


. C29 


Gene No. 


65880 




Strand 






Start 


20489 




End 


21262 




Name 


OJ990419 06.9C17.C29 


. o4 . tc 


Method 


TBLASTX: Cress 




Start 


13693 




End 


14073 




GI 


none 




Score 


129 




Exons 


13693. .13779, 13694. 


. 13867, 


13891. .13956, 13966. .14073, 






13968 . . 14072 










Seq. No. 


31829 




Seq. ID 


OJ990419_06.9C17 


. C29 


Gene No. 


65880 




Strand 






Start 


20489 




End 


21262 




Name 


OJ990419 06.9C17.C29 


. ol . ts 


Method 


TBLASTX: Soybean 




Start 


14479 




End 


15020 




GI 


5509260 




Score 


597 




Exons 


14479. . 15015, 14491. 


. 14709, 


14496. .15020 




GI Descrip. 












Seq. No. 


31829 




Seq. ID 


OJ990419JD6.9C17 


.C29 


Gene No. 


65880 




• Strand 






Start 


20489 




End 


21262 




Name 


OJ990419 06.9C17.C29 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


14535 




End ' 


15012 




GI 


none 




Score 


57 




Exons 


14535. .14642, 14536. 


. 14625, 


14 659. .15006, 14 667 .. 14 996, 






14833. . 15012 










Seq.. No. 


31829 




Seq. ID 


OJ990419_06. 9C17 


.C29 


Gene No. 


65880 




Strand 






Start 


20489 




End 


21262 




Name 


OJ990419 06.9C17.C29 


o3 . tc 


Method 


TBLASTX: Cress 




Start 


14640 




End 


14901 




GI 


none 




; Score 


201 




Exons 


14640. .14900, 14641. . 


14901 








Seq. No. 


31829 




Seq. ID 


OJ990419_06.9C17 


,C29 


Gene No. 


65880 




Strand 






Start 


20489 




End 


21262 




Name 


OJ9904I9 06.9cl7.C2y. 


o'Z . tm 


Method 


TBLASTX: Maize 




Start 


14680 




End 


15120 




GI 


none 




Score 


461 





31830 




Exons 


14680. .15120, 14682. 


. 15056, 


14830. .15108 




Seq. No. 


31829 




Seq. ID 


OJ990419_06. 9C17 


.C29 


Gene No. 


65880 




Strand 


— 




Start 


20489 




End 


21262 




Name 


OJ990419 06.9C17.C29 


.06. tw 


Method 


TBLASTX: Wheat 




Start 


15196 




End 


15627 




GI 


none 




Score 


91 




Exons 


15196. . 15345, 15370. 


. 15627 








Seq. No. 


31829 




Seq. ID 


OJ990419 06 9C17 


. C29 


Gene No. 


65880 




Strand 






Start 


20489 




End 


21262 




Name 


OJ990419 06.9C17.C29 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


15373 




End 


16038 




GI 


none 




Score 


317 




Exons 


15373. .15699, 15381. 


. 15710, 


15708. .157 


49, 15771. . 16022, 






15772. .16038 










Seq. No. 


31829 




Seq. ID 


OJ990419_06.9C17 


.C29 


Gene No. 


65880 




Strand 






Start 


20489 




End 


21262 




Name 


OJ990419 06.9C17.C29 


. o3 . ts 


Method 


TBLASTX : Soybean 




Start 


15391 




End 


16080 




GI -x- 


none 




Score 


225 




Exons 


15391 . . 15699, 15474 . 


. 15620, 


15802. .16080 




Seq. No. 


31829 




Seq. ID 


OJ990419JD6.9C17 


C29 


Gene No. 


65880 




Strand 






Start 


20489 




End 


21262 




Name 


OJ990419 06.9C17.C29 


. o5 . np 


Method 


AAT/NAP 




Start 


20486 




End 


21262 




GI 


2827630 




Score 


148 




Exons 


20486. .20654, 21189. 


.21262 








GI Descrip. 


(AL021636) putative 


Drotein 


[Arabidops 


is thaliana] 




Seq. No. 


31829 




Seq. ID 


OJ990419_06. 9C17 


C29 


Gene No. 


65880 




Strand 






Start 


20489 




End 


21262 




Name 


OJ990419 06.9C17.C29 


. o5 . gs 


Method 


GENSCAN 




Start 


20489 ~ 


End 


20646 




GI 


none 




Score 


.98 




Exons 


20489.. 20646 ■ 










Seq. No. 


31829 




Seq. ID 


OJ990419_06.9C17. 


C29 


Gene No. 


65880 




Strand 






Start 


20489 




End 


21262 




Name 


OJ990419 06.9C17.C29 


. o5 . tc 


Method 


TBLASTX: Cress 




Start 


20500 ~ 




End 


20651 




GI 


none 




Score 


126 




Exons 


20500.. 20 63 7, 20501. 


.20647, 


20508. .20651, 20508. .20648 




Seq. No. 


31830' 




Seq. ID 


OJ990419_06.9C17. 


C30 


Gene No. 


65881 




Strand 






Start 


203 




End 


2683 




Name 


OJ990419 06.9C17.C30 


. ol . np 


Method 


AAT/NAP 




Start 


203 




End 


2683 





31831 




GI . 4567248 Score 1314 

Exons 203.'. 1630, 2039.. 2683 

GI Descrip. (AC007070) unknown protein [Arabidopsis thaliana] 



Sea. No. 


31830 






Seq. ID 






Gene No . 


65881 






St* r^nH 

k_J Li. dll {JL 






Start 


203 . 






End 


2683 




Name 


OJ990419 06 9C17 C30 


. o2 


ts 


Mp>t~ hnH 






J Lai t 


218 ~~ 






Fnr? 


*i D X 




GI 


none 






Score 


91 




Exons 


218. .451, 245. .442 












Seq. No. 


31830 






Seq. ID 


OJ990419_06. 9C17 


C30 


Gene No. 


65881 






Strand 






Start 


203 






End 


2683 




Name 


OJ990419 06.9C17.C30 


ol 


gs 


Method 


GENSCAN 




Start 


220 




End 


2680 




GI 


none 






Score 


.41 




Exons 


220. .2680 













Seq. No. 31830 

Gene No. 65881 

Start 203 

Name OJ9904 19_06 . 9C17 . C30 . ol . tc 

Start 233 

GI none 

Exons 233. .445, 234.. . 413, 612 
126.3.. 1331, 1334.. 1432, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1070, 617 



OJ990419 06.9C17.C30 



2683 
TBLASTX: 
2548 
103 
1111, 1241. 



Cress 



1330, 



1396. .1443, 2159. .2548 



Seq. No. 31830 Seq. ID 

Gene No. 65881 Strand 

Start 203 End 

Name OJ9904 19_06 . 9C17 . C30 . ol . tm Method 

Start 233 End 

GI none Score 

Exons 233. .478, -234. .410, 236. .469 



OJ990419_06.9C17.C30 
2683 

TBLASTX: Maize 

478 

178 



Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 



31830 
65881 
203 

OJ990419J)6. 9C17.C30.ol.ts 

557 

none ■ . . ■ 



Seq. ID OJ990419_06.9C17.C30 
Strand 

End 2683 

Method TBLASTX : Soybean 

End 1432 

- Score " 229 • ■' 



557.. 616, 591. .911, 619.. 780, 620.. 10.66, 847.. 1104,. 1169.. 1216, 
1223. .1330, 1224. .1331, 1238. .1366, 1334. .1432 



31830 
65881 
203 - 

OJ990419_06.9C17.C30.o2.tm 

845 

none 



Seq. ID OJ990419_06.9C17.C30 
Strand 

End 2683 

Method TBLASTX : Mai ze 

End 1324 

Score 153 



845. .1066, 846. .1073, 848. .1066, 973. .1077, 1235... 1324 



Seq. No. 31830 Seq. ID OJ990419_06.9C17.C30 

Gene No. 65881 Strand 

Start 203 End 2683 



31832 



Name 


OJ990419 06 9C17 C30 o3 tm 


Method 


TBLASTX ■ Mai 7P 


Start 


2306 ~~ 


End 


2548 


GI 


none 


Score 


183 


Exons 


2306. .2548 






Seq. No. 


31831 


Seq. ID 


OJ990419 06 9C17 C31 


Gene No. 


• 65882 


Strand 




Start 


524 


End 


6047 


Name 


OJ990419 06.9C17.C31.ol.gs 


Method 


GENSCAN 


Start 


524 


End 


6047 


GI 


none 


Score 


.61 


Exons 


524.. 1066, 1561..2433, 2970.. 


3313, 357 


4. .3717, 3884. .4145, 




4284. .4672, 5149. .5209, 5272. 


.5583, 5808.. 6047 


Seq. No. 


31831 


Seq. ID 


OJ990419_06.9C17.C31 


Gene No. 


65882 


Strand 




Start 


. 524 


End 


6047 


Name 


OJ990419 06.9C17.C31.ol.np 


Method 


AAT/NAP 


Start 


527 


End 


4676 


GI 


4234852 


Score 


3662 


Exons 


527. .3898, 3941. .4676 






GI Descrip. 


(AF082133) gag-pol polyprotein [Zea mays] 


Seq. No. 


31831 


Seq. ID 


OJ990419_06.9C17.C31 


Gene No. 


65882 


Strand 




Start 


524 


End 


6047 


Name 


OJ990419 06.9C17.C31.ol.tm 


Method 


TBLASTX: Maize 


Start 


566 


End 


1195 ■ 


GI 


none 


Score 


78 


Exons 


566. .763, 809. .1153, 846. .974 


, 1166. .1195 


Seq. No. 


31831 


Seq. ID 


OJ990419_06.9C17.C31 


Gene No. 


65882 


Strand 




Start 


524 


End 


6047 


Name 


OJ990419 06.9C17.C31.o3.tw 


Method 


TBLASTX: Wheat 


Start 


578 


End 


1045 


GI 


none 


Score 


45 ' 


Exons 


578. .1045, 579. .692, 734. .1045 




Seq. No. 


31831 


Seq. ID 


OJ990419_06.9C17.C31 


Gene No. 


65882 


Strand 




Star.t • 


524 


End ' 


6047 


Name 


OJ990419 06. 9C17.C31.o2..ts 


Method 


TBLASTX: Soybean 


Start 


581- . .. . . , , . . . 


End 


1153 


GI 


none 


Score 


246 


Exons 


581. .757, 773. .1153 






Seq. No. 


31831 * 


Seq. ID 


OJ990419_06.9C17.C31 


Gene No. 


65882 


Strand 




Start 


524 


End 


6047 


Name 


OJ990419 06.9C17.C31.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1127 


End 


1918 


GI 


none 


Score 


72 


Exons 


1127. .1222, 1255. .1587, 1343. 


.1432, 1369. .1512, 1573. .1917, 



I 622.. 17 62, 1823.. 1918 



Seq. No. 31831 Seq. ID OJ990419_06.9C17.C31 



31833 




Gene No. 


65882 








Strand 




Start 


524 








End 


6047 


Name 


OJ990419 06 


. 9C17 


,C31.o2 


. tm 


Method 


TBLASTX - Mai 7P 

± o u-fiO i. /\ • liaise 


Start 


1534 _ 








End 


1917 


GI 


none 








Score 


125 


Exons 


1534 . . 1917, 


1610 


. .1762 








Seq. No. 


31831 








Seq. ID 


OJ990419 06 9C17 C31 


Gene No. 


65882 








Strand 




Start 


524 








End 


6047 


Name 


OJ990419 06 


. 9C17 


.C31.ol 


. ts 


Method 


TBLASTX * Sovbean 


Start 


1588 ~ 








End 


204 6 


GI 


5509260 








Score 


201 


Exons 


1588 . .204 6, 


1610 


. . 1999 








GI Descrip. 














Seq. No. 


31831 








Seq. ID 


OJ990419_06.9C17.C31 


Gene No. 


65882 








Strand 




Start 


524 








End 


6047 


Name 


OJ990419 06, 


. 9C17 


,C31.ol 


. tc 


Method 


TBLASTX ■ Cress 


Start 


1699 ~* 








End 


1957 


GI 


.none 








Score 


88 


Exons 


1699 . . 1956, 


1718 


. . 1957 








Sea No 


31831 








Seq. ID 


OJ990419_06.9C17.C31 


Gene No. 


65882 








Strand 




Start 


524 








End 


6047 


Name 


OJ990419 06. 


, 9C17 


.C31 .o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


2460 ~~ 








End 


3179 


GI 


none 








Score 


42 


Exons 


2460 2615, 


2542 


2586, 


2592 . 


.2876, 2626. .2742, 2770. .2877, 




2791 2853, 


2938 


. . 3012, 


2940 . 


.3179, 2941. .3003, 2984. .3115 


Seq. No. 


31831 








Seq. ID 


OJ990419_06.9C17.C31 


Gene No. 


65882 








Strand 




Start 


524 








End 


6047 


Name 


OJ990419 06 


, 9C17 


C31 o3 


. ts 


Method 


TBLASTX : Soybean 


Start 


2514 ~ 








End 


2876 


GI 


none 








Score 


110 


Exons 


2514 . . 2687, 


2691 


. . 2840, 


2691 . 


.2876, 2692. .2844 


Seq. No. 


31831 








Seq. ID 


OJ990419_06. 9C17..C31 


Gene No. 


65882" • 








Strand . 




Start 


524 








End ■ ■ ■ 


6047 


Name 


OJ990419 06 


9C17 


. C31 . o3 , 


> < — ILL 


Method 


TBLASTX: Maize 


Start 


2706 ~~ 








End 


3167 


GI 


none 








Score 


86 


Exons 


2706. .2888, 


2707 , 


. . 2877, 


2775 . 


.2894, 2940. .3167 


Seq. No. 


31831 








Seq. ID 


OJ990419_06.9C17.C31 


Gene No. ' 


65882 








Strand 




Start 


524 








End 


6047 


Name 


OJ990419 06. 


9C17. 


.C31.o4. 


. ts 


Method 


TBLASTX: Soybean * 


Start 


2955 








End 


'3350 


GI 


none 








Score 


47 


Exons 


2955. .3095, 


3058, 


. .3162, 


3133. 


.3333, 3135.. 3350, 3243.. 3350 



31834 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene -No. 
Start . 
Name 
Start 
GI 

Exons 



31832 
65883 
291 

OJ990419_06.9C17 .C32.ol.gs 

291 

none 

291. .490, 689. .941 

31832 
65883 
291 

OJ990419_06 . 9C17 . C32 . o2 . tm 

297 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990419_06.9C17.C32 

1128 
GENSCAN 
941 
.56 



Seq. ID OJ990419_06.9C17.C32 
Strand 

End 1128 

Method TBLASTX : Mai ze 

End 569 

Score 131 



297. .335, 381. .569, 393. .539, 407. .565, 448. .567 



31832 
65883 
291 

OJ990419__0 6. 9C17.C32.ol.np 
423 

6705984 
423. . 1128 

(AB033235) gag-pol polyprotein [Oryza sativa] 



Seq. ID OJ990419_06.9C17.C32 
Strand 

End 1128 

Method AAT/NAP 

End 1128 

Score 1101 



31832 Seq. ID 

65883 Strand 

291 End 
OJ990419_06. 9C17.C32.ol.tm Method 

571 End 

none Score 
571. .843, 573. .845 

31832 Seq. ID 

65883 Strand 

291 End 
OJ990419_06. 9C17.C32.ol.tw Method 

612 End . 

none Score 
612. .1010, 619. .1008 

31832 Seq. ID 

65883 ' ' ■ Strand 

291 End 
OJ990419_06. 9C17.C32.o3.tm Method 

849 End 

none Score 
849. .1094 



OJ990419_06.9C17.C32 
1128 

TBLASTX: Maize 

845 

243 



OJ990419_06.9C17.C32 
1128 

TBLASTX: Wheat 

1010 

454 



OJ990419_06.9C17.C32 
1128 

TBLASTX: Maize 

1094 

178 



Seq. No. 31833 Seq. ID 

Gene No. 65884 Strand 

Start 1 End 3630 

Name OJ9904 19_06 . 9C17 . C33 . ol . np Method AAT/NAP 

Start 1 End 3621 

GI 6705984 Score 4399 

Exons 1 . . 3621 

GI Descrip. (AB033235) gag-pol polyprotein [Oryza sativa] 



OJ990419 06.9C17.C33 



31835 



Seq. No. 31833 

Gene No. 65884 

Start 1 

Name OJ990419JD6 . 9C17 . C33 . ol . gs 

Start 117 

GI none 

Exons 117. .1273, 1409. .1584, 1660. .1832, 2049. .2180, 2195. .2825, 
3205.. 3630 



Seq. ID OJ990419_06.9C17.C33 
Strand 

End 3630 

Method GENSCAN 

End 3630 

Score .44 



Seq. No. 31833 

Gene No. 65885 

Start 6972 

Name OJ990419_06 . 9C17 . C33 . ol . tw 

Start 70 

GI none 

Exons 70. .495, 71. .496, 71. .496 



Seq. ID OJ990419_06.9C17.C33 
Strand 

End 13530 

Method TBLASTX : Wheat 

End 4 96 

Score 502 



Seq. No. 31833 

Gene No. 65885 

Start 6972 

Name OJ990419_06. 9C17 .C33..o8 . tm 

Start - 121 

GI • none 

Exons- 121.. 291, 122.. 289, 127.. 291 



Seq. ID OJ990419_06.9C17.C33 
Strand 

End 13530 

Method TBLASTX: Maize 

End 2 91 

Score 112 



Seq. No. 31833 

Gene No. 65885 

Start 6972 

Name OJ9904 19_06 . 9C17 . C33 . o4 . ts 

Start 212 

GI none 

Exons 212. .301, 217. .303, 299. .397, 



Seq. ID OJ990419_06.9C17.C33 
Strand 

End 13530 

Method TBLASTX : Soybean 

End 411 

Score 74 

307. .411 



Seq. No. 31833 

Gene No. 65885 

Start 6972 

-Name OJ9904 1 9_06 . 9C17 . C33 . bl . tm 

Start 391 

GI none 

Exons 391.. 936, 515.. 895 



Seq. ID OJ990419_06.9C17.C33 

Strand - 

End 13530 

Method - TBLASTX : Mai ze 

End 936 

Score 149 



Seq. No. " • 31833 ' 

Gene No. 6.5885 . " - , 

Start 6972 

Name OJ990419_06. 9C17 . C33 . o2 . ts 

Start 416 

GI none 

Exons 416.. 673, 418.. 672 



Seq. ID OJ99041-9_06.9C17.C33 
Strand 

End 13530 

Method TBLASTX : Soybean 

End 673 

Score 203 



Seq. No. 31833 

Gene No. 65885 

Start '6972 

Name OJ9904 19_06 . 9C17 . C33 . o5 . tw 

Start 583 

GI none 

Exons 583.. 984, 584.. 937 



Seq. ID OJ990419_06.9C17.C33 
Strand 

End 13530 

Method TBLASTX : Wheat 

End 984 

Score 118 



31836 



Seq. No. 31833 Seq. ID 

Gene No. 65885 Strand 

Start 6972 End 

Name OJ990419_06. 9C17 . C33 .ol . ts Method 

Start 697 End 

GI " none Score 

Exons 697.. 1056, 710.. 937 



OJ990419_06.9C17.C33 
13530 

TBLASTX: Soybean 

1056 

124 



Seq, No. 31833 Seq. ID 

Gene No. 65885 Strand 

Start 6972 End 

Name 0 J9904 1 9_0 6 . 9C17 . C33 . o2 . tm Method 

Start 979 End 

GI none Score 

Exons 979.. 1446, 1010. .1234 



OJ990419_0 6. 9C17.C33 
13530 

TBLASTX: Maize 

1446 

133 



Seq. No. 31833 Seq. ID 

Gene No. 65885 Strand 

Start 6972 End 

Name OJ9904 1 9_06 . 9C17 . C33 . o4 . tw Method 

Start 1033 End 

GI none Score 

Exons 1033.. 1515, 1067.. 1387 



OJ990419_06.9C17.C33 
13530 

TBLASTX: Wheat 

1515 . 

158 



Seq. No. 31833 Seq. ID 

Gene No. 65885 -Strand 

Start 6972 End 

Name OJ9904 19_06 . 9C17 . C33 . o5 . tm ' Method 

Start 1471 End 

GI none Score 

Exons 1471. .1614, 1472. .1612, 1627. .1722 

Seq. No. 31833 Seq. ID 

Gene No. 65885 Strand 

Start 6972 End 

Name OJ9904 1 9_06 . 9C17 . C33 . 06 . tw Method 

Start r561 End 

GI none Score 

Exons 1561.. 1743, 1565.. 1744 



OJ990419_06.9C17.C33 
13530 

TBLASTX: Maize 

1722 

189 



OJ990419_06.9C17.C33 
13530 

TBLASTX: Wheat 

1744 

146 



Seq. No. 31833 

Gene No. 65885 ■ . 

Start 6972 

Name OJ9904 1 9_06 . 9C17 . C33 . o4 . tm 

Start 1795 

GI none 

Exons 1795.. 2037, 1804.. 2034, 1829. 

Seq. No. 31833 

Gene No. 65885 

Start 6972 

Name OJ9904 19_06 . 9C17 . C33 . o2 . tw 

Start 1798 

GI none 

Exons 1798.. 1992, 1826.. 1987, 1836. 
2011. .2268 



Seq. ID 
Strand 
End ■ 
Method 
End 
Score 
.2038 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990419_06.9C17.C33 

13530 " . .. 

TBLASTX: Maize 
2038 
114 



OJ990419_06.9C17.C33 
13530 

TBLASTX: Wheat 

2280 

126 



,2006, 2005.. 2280, 2006.. 2260, 



31837 



Seq. No. 


31833 








Seq. ID 


OJ990419_06.9C17 


.C33 


Gene No . 


65885 

\J KS \J W 








Qf r^nri 






Start 


6972 








End 


1 JJ JU 




Name 


OJ990419 06 


. 9C17 


. C33 . o3 


. ts 


Mp f h or? 


1 DLnO 1 /\ . OU yJJCui i 




Start 


1798 ~ 








End 


JO 




GI 


none 








Score 


108 




F! von ^ 


1798 2037 


1804 


. . 2034 , 


1844 . 


. 2038 






Qprr No 


31833 








Seq. ID 


OJ990419_06.9C17 


.C33 


Gene No. 


65885 








Strand 






Start 


6972 








End 


13530 




Name 


OJ990419 06. 


9C17, 


.C33.o3, 


. tw 


Method 


TBLASTX: Wheat 




Start 


2629 








End 


11769 




GI 


none 








Score 


171 




Exons 


2629. .2859, 


2637, 


. .2885, 


2637. 


.2885, 281 


32. .2983, 2920. .2982, 




2987. .3178, 


2989, 


. .3177, 


3027. 


.3194, 11121. .11189, 11275 


. . 11 JDJ; 




11586. .11738, 11590. .11769 








Seq. No. 


31833 








Seq. ID 


OJ990419_06.9C17 




Gene No. 


65885 








Strand 






Start 


6972 








End 


13530 




Name 


OJ990419 06. 


9C17. 


,C33.o5, 


.ts 


Method 


TBLASTX : Soybean 




Start 


2763 








End 


11724 




GI 


none 








Score 


89 




tt von s 


* ? 2763. .2882, 


2917. 


. .2973, 


3013. 


.3147, 3014. .3148, 11350.. 


11574, 




11587. .11724 












Seq. No. 


31833 








Seq. ID 


OJ990419JD6. 9C17 


.C33 


Cpnp No 


65885 








Strand 






Start 


6972 








End 


13530 




Name 


OJ990419 06. 


9C17. 


,C33.o6. 


,tm 


Method 


TBLASTX : Maize 




Start 


2956 








End 


11769 




GI 


none 








Score 


197 




F, von ^ 


2956. .3192, 


2957. 


, .3181, 


3018. 


.3191, 11569. .11760, 11590 


. .11769 


Seq. No. 


31833 








Seq. ID 


OJ990419_06.9C17 


.C33 


Gene No. 


65885 








Strand 






Start 


6972 








End 


13530 




Name 


OJ990419 06. 


9C17. 


C33.o2. 


np 


Method 


AAT/NAP 




Start 


6972 








End 


12736 




GI 


6069646 








Score 


462 




Exons 


- 6972. .7019, 


8938. 


.9757, 


12674 


. .12736 







GI Descrip. . (AP000616) similar. to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907 1 12 | dbj | BAA90 639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



OJ990419 06.9C17.C33 



Seq. No. 31833 Seq. ID _ 

Gene No. 65885 Strand 

Start 6972 End 13530 

Name OJ9904 19_0 6 . 9C17 . C33 . ol . gp Method AAT/GAP 

Start 7439 End 7681 

GI 101153_1.R1084 Score 391 

Exons 7439.. 7681 

GI Descrip. 1 5852170/emb | AL117265 . 1 | OST17804 1.0e-115 Oryza sativa 



31838 



indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : 1 17 804 1 



Seq. No. 31833 

Gene No. 65885 

Start 6972 

Name 0 J9904 1 9_06 . 9C17 . C33 . o2 . gp 

Start 8693 

GI 61605_3.R1084 

Exons 8693. .8957 ' 

GI Descrip. ' 1402920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



Seq. ID OJ990419_06.9C17.C33 
Strand 

End 13530 

Method AAT/GAP 

End 8957 

Score 420 



Seq. No. 31833 

Gene No. 65885 

Start 6972 

Name OJ9904 19_06 . 9C17 . C33 . o7 . tm 

Start 9049 

GI none 

Exons 9049.. 9396, 9086.. 9382 



Seq. ID OJ990419_06.9C17.C33 
Strand 

End 13530 

Method TBLASTX : Mai ze 

End 9396 

Score 90 



Seq. No. 31833 

Gene No. 65885 

Start 6972 

Name OJ9904 19_06 . 9C17 . C33 . o3 . tm 

Start 9401 

GI none 

Exons 9401. .9715, 9411. .9689 



Seq. ID OJ990419_06.9C17.C33 
Strand 

End 13530 

Method TBLASTX: Maize 

End 9715 

Score 153 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31833 
65885 
6972 

OJ990419_06.9C17.C33.o3.np 

9781 

6815052 



Seq. ID OJ990419_06.9C17.C33 
Strand 

End 13530 

Method AAT/NAP 

End 13530 

Score 1594 



9781. .9899, 10167 .. 10237 , 10319 11016, 11065 11214 , 
11982. . 12074, 12945. .13044, 13342.. 13530 
(AP001080) hypothetical protein [Oryza sativa] 



Seq. No. 31834 
Gene No. 65886 
Start 837 

Name - OJ9904 1 9_06 . 9C17 . C34 . o3 . tm 
Start .832 
GI - none 

Exons 832.. 1251, 1031.. 1252 



'■Seq. ID OJ990419_06 ; .9C17.C34 
Strand + 
End 4956 
Method TBLASTX: Maize 
End ■ . 1252 
"Score .65 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 

GI Descrip. 



31834 
65886 
837 

OJ990419_06. 9C17.C34 .ol.np 
837 

6466937 



Seq. ID OJ990419 06.9C17.C34 



Strand + 

End 4956. 

Method AAT/NAP 

End 4956 

Score 1129 
837. .880, 2474.. 2996, 3050. .4956 

(AC011621) putative retroelernent pol polyprotein [Arabidopsis 
thalianaj 



Seq. No. 



31834 



Seq. ID OJ990419 06.9C17.C34 



31839 



Gene No. 


65886 








Strand 


+ 


Start 


837 








End 


4956 


Name 


OJ990419 06 


. 9C17 


. C34 . o2 


. y & 


Method 


GENSCAN 


Start 


1974 ~~ 






End 


4427 


GI 


none 








Score 


.42 


Exons 


1974 . . 2144, 


2180 


. . 2394 , 


2629. 


.2809, 2930. .3390, 3764. .4427 


Seq. No. 


31834 








Seq. ID 


OJ990419 06.9C17.C34 


Gene No. 


65886 








Strand 


+ 


Start 


837 








End 




Name 


OJ990419 06, 


. 9C17 


. C34 . ol . 


. tm 


Method 


TBLASTX: Maize 


Start 


3870 ~ 








End 


4340 


GI 


none 








Score 


561 


Exons 


3870 . .4340, 


3890 


. . 4315, 


3954 . 


.4328 




Seq. No. 


31834 








Seq. ID 


OJ990419_06. 9C17.C34 


Gene No. 


65886 








Strand 


+ 


Start 


837 










A Q R 


Name 


OJ990419 06. 


. 9C17 


. C34 . ol . 


tw 


Method 


TBLASTX: Wheat 


Start 


3963 ~~ 








End 


4445 


GI 


none 








Score 


391 


Exons 


3963 . .4445, 


4067 


. . 4387 








Seq. No. 


31834 








Seq. ID 


OJ990419_06. 9C17.C34 


Gene No. 


65886 








Strang 


+ 


Start 


837 








Hi I J. LI 




Name 


OJ990419 06 


, 9C17 


. C34 . o2 . 


ts 


Method 


TBLASTX: Soybean 


Start 


3987 ~~ 








End 


4313 


GI 


none 








Score 


240 


Exons 


3987 . .4313, 


4025 


. .4189 








Seq. No. 


31834 








Seq. ID 


OJ990419_06.9C17.C34 


Gene No. 


65886 








Strand 


+ 


Start 


837 








End 


4956 


Name 


OJ990419 06 


9C17 , 


C34 ol 


ts 


Method 


TBLASTX: Soybean 


Start 


4428 ~~. 








End 


4781 , 


GI 


none. 








Score 


299 


Exons 


4428 . . 4781, 


4433 , 


. . 4702 








Seq. No. 


31834 








Seq. ID 


OJ990419_06.9C17.C34 


Gene No. 


65886 








Strand 


+ 


Start . 


837 








End 


4956 


Name 


OJ990419 06. 


9C17. 


,C34.o2. 


tw ' 


.Method 


TBLASTX: Wheat 


Start 


4 4 94. 








End 


4895 


GI 


none ■ 








Score 


290 



Exons 



4494 . .4895 



Seq. No. 31834 

Gene No. 65886 

Start 837 

Name OJ9904 19_0 6 . 9C17 . C34 . o2 . tm 

Start 4524 

GI none 

Exons 4524.. 4955, 4526.. 4954 



Seq. ID OJ990419_06.9C17.C34 

Strand + 

End 4 95 6 

Method TBLASTX : Mai ze 

End 4 955 

Score 4 95 



Seq. No. 
Gene No. 



31835 
65887 



Seq. ID OJ990419_06.9C17.C36 
Strand 



31840 




Start 


478 




End 


528 




Name 


OJ990419 06.9C17 


C36 ol as 




\D Lit LN \_>.r\LN 




Start 


478 " _ 


End 


— > _i o 




GI 


none 




Score 


. 63 




Exons 


478 . . 528 










Seq. No. 


31836 




Seq. ID 


OJ990409_03. 9C10 


.CI 


Gene No. 


65888 




Strand ' 






Start 


221 




End .' 


667 




Name 


OJ990409 03 9C10 


CI ol as 


Mpf" h dc\ 






Start 


221 ~~ 




End 


667 




GI 


none 




Score 


. 69 




Exons 


221 . . 667 










Seq. No. 


31836 




Seq. ID 


OJ990409_03.9C10 


.CI 


Gene No. 


65888 




Strand 






Start 


221 




End 


667 




Name 


OJ990409 03.9C10 


.Cl.ol.tm 


Mot* hi nH 

LIU Lt IvU 


TRT.A^TX • i 7P 

X J_J LJC\iJ J. /\ . Lid X_C 




Start 


239 




End 


664 




GI 


none 




Score 


42 




Exons 


239. .310, 335. .442, 336. .635, 


473 


474 fiSfi S4 S 


D D 1 


Sea No 


31837 






n.TQQO-inQ an n 


P^ 


Gene No. 


65889 




Strand 


+ . ~~ 




Start 


1 




End 


1826 




Name 


OJ990409 03.9C10 


C3.ol .np 


Method 


AAT /NAP 

riri J. / LN t 




Start 


1 




End 


J. O \J 




GI 


1666236 




Score 


187 




Exons 


1..534, 1775. .1826 








GI Descrip. 


(U76261) unknown 


[Hordeum vulgare] 






Seq. No. 


31837 




Seq. ID 


OJ990409_03. 9C10 


.C3 


Gene No. 


65890 




Strand 






Start 


1895 




End 


1905 




Name 


OJ990409 03.9C10. 


C3.o2.gs 


Method 


O Hi LN O V_/rt,iN 




Start 


1895 




End 






GI 


none 




Score 


Q 




Exons 


1895. . 1905 










Seq. No. 


31838 




Seq. ID 


OJ990409JD3. 9C10 


.C4 


Gene No. 


65891 




Strand 


+ 




Start 


2080 




End . 


3344 . 




Name 


O.J.9904,09 03.9C1G.. 


C4 .ol.gs'. 


Method 


GENSCAN • 




Start 


2080 . 




End 


3344 




GI 


none 




Score 


.67 




Exons 


2080. .2192, 2481. 


.2530, 2943. 


.3025, 3234.. 3344 




Seq. No. 


31839 




Seq. ID 


OJ990409_03. 9C10 


.C5 


Gene No. 


65892 




Strand 


+ 




Start 


1239 




End 


2423 




Name 


OJ990409 03.9C10. 


C5 . ol . gs 


Method 


GENSCAN 




Start 


1239 


End 


2423 




GI 


none 




Score 


.69 




Exons 


1239.. 1353, 2307. 


.2423 








Seq. No. 


31840 




Seq. ID 


OJ990409_03. 9C10 


C6 


Gene No. 


65893 




Strand 







31841 




Start 


26 


End 


740 








Name 


OJ990409 03.9C10.C6.ol.gs 


Method 


GEN SCAN 

VJ i— * 1 1 * »J villi 








Start 


26 ~ 


End 


740 








GI 


none 


Score 


. 42 








Exons 


26. . 175, 421 . .740 












Seq. No. 


31841 


Seq. ID 


OJ990409_ 


_03 


. 9C10 


.C8 


Gene No. 


65894 


Strand 










Start 


32 


End 


83 








Name 


OJ990409 03. 9C10 . C8 . ol . gs 


Method 


GENSCAN 








Start 


32 ~ 


End 


83 








GI 


none 


Score 


.85 








Exons 


32 . . 83 












Seq. No. 


31842 


Seq. ID 


OJ990409 


03 


. 9C10 


. C9 


Gene No. 


65895 


Strand 


.+ 








Start 


1 


End 


497 








Name 


OJ990409 03. 9C10 . C9 . ol . np 


Method 


AAT/NAP 








Start 


1 


End 


437 








GI 


1628482 


Score 


150 








Exons 


1. .437 












GI Descrip. 


(X97570) embryogenesis transmembrane protein [Zea mays] 




Seq. No. 


31842 


Seq. ID 


OJ9904 09_ 


_03 


9C10 


.C9 


Gene No. 


65895 


Strand 


+ 








Start 


1 


End 


" 497 








Name 


OJ990409 03. 9C10.C9.ol-.gs 


Method 


GENSCAN 








Start 


14 


End 


497 








GI 


none 


Score 


.91 








Exons 


14. .238, 285. .497 












Seq. No. 


31843 


Seq. ID 


OJ990409_ 


_03, 


9C10 


C12 


Gene No. 


65896 


Strand 


+ 








Start 


743 


End 


1360 








Name 


OJ990409 03.9C10.C12.ol.gs 


Method 


GENSCAN 








Start 


743 


End 


1360 








GI 


none 


Score 


.92 








Exons 1 . 


743. .853, 1049. .1360 












Seq. No. 


31843 


Seq. ID 


OJ990409_ 


03. 


9C10 




Gene No . 


65897 


Strand 










Start 


1130 . " 


. End 


1403 








Name 


' OJ-990409 03.9C10.'C12:ol.np 


Method 


AAT/NAP 








Start 


1130 ' 


.. "End 


1403 








GI 


5852179 


Score 


136 








Exons 


1130. .1403 












GI Descrip. 


(AL117265) zhb0009.1 [Oryza 


sativa] 










Sea No 


31844 .. 


Seq. ID 


OJ990409_ 


03. 


9C10. 


vi j 


Gene No. 


65898 


Strand 


+ 








Start 


1 


End 


882 








Name 


OJ990409 03. 9C10.C13.ol .np 


Method 


AAT/NAP 








Start 


1 


End 


154 








GI 


5852178 


Score 


123 








Exons 


1 . . 154 












GI Descrip. 


(AL117265) zhb0008.1 [Oryza 


sativa] 











31842 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons- 



31844 Seq. ID 

65898 Strand 
1 End 
OJ990409_03. 9C10 . C13 . o2 . np Method 
1 End 
6063554 Score 
1..29, 691. .882 

(AP000615) ESTs AU075609 (C6334 4 ), C7 1850 (E04 64 ), C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



OJ990409_03.9C10.C13 
+ 

882 

AAT/NAP 

882 

128 



31845 
65899 
666 

OJ990409_03. 9C10.C14 .ol.np 
666 

4680186 
666. .814 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ990409_03.9C10.C14 
Strand 

End 814 

Method AAT/NAP 

End 814 

Score 190 



31846 Seq. ID 

65900 Strand 

2734 . End 
OJ990409_03. 9C10 . C15 . o2 . gs Method 

2734 End 

none " Score 

2734. .3030, 3286. .3495 



OJ9904 09_03. 9C10.C15 
+ 

3495 
GENSCAN 
3495 
.85 



Seq. No. 31846 

Gene No. 65901 

Start 1 

Name OJ9904 0 9_03 . 9C10 . C15 . ol . gp 

Start 1 

GI 2310235 

Exons 1..55, 214. .355, 767. .804 

GI Descrip. 5852182 /emb | CABS 5 4 2-0 . 1 1 9.0e-13 
sativa] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990409_03.9C10.C15 
804 

AAT/GAP 

804 

306 



(AL117265) zhb0012.1 [Oryza 



Seq. No. 31846 Seq. ID 

Gene No. 65901 Strand 

Start 1 End 
Name.' . , . OJ9904 09_03 . 9C10 . CIS . ol . gs Method 

Start 19 \ ■ End 

GI • none Score 

Exons 19. . 355 



OJ990409_03. 9C10.C15 
804 

GENSCAN 

355 

.99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



31846 Seq. ID 

65901 Strand 

1 End 
OJ990409_03. 9C10.C15. ol.np Method 

2 6 End 
5852182 Score 
26. .355 

(AL117265) zhb0012.1 [Oryza sativa] 



31846 
65902 



Seq. ID 
Strand 



OJ990409_03.9C10.C15 
804 

AAT/NAP 

355 

434 



OJ990409 03.9C10.C15 



31843 



End 

Method 
End 
Score 



Start 3768 

Name OJ990409_03 . 9C10 . C15 . o3 . gs 

Start 3768 

GI none 

Exons 3768.. 3949, 3982.. 4109 

Seq. No. 31847 

Gene No. 65903 

Start ,1480 

Name OJ990409_03 . 9C10 . C16 . ol . gs 

Start 1480 

GI none 

Exons 1480.. 2142, 2805.. 3885, 3926.. 4020 



4109 
GENSCAN 
4109 
.58 



Seq. ID OJ990409_03.9C10.C16 
Strand + 

4020 
GENSCAN 
4020 
.8 



End 

Method 
End 
Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31847 



65904 
9215 

OJ990409_03.9C10.C16.o2.np 
9215 
5702196 

9215. .9880, 9962. .10058, 10152 .. 10337, 11755. .11823 
(AF107293) rust resistance protein [Zea mays] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990409_03.9C10.C16 
+ 

11823 
AAT/NAP 
11823 
243 



31847 Seq. ID 

65904 Strand 

9215 End 
OJ9904 09_03. 9C10 . CI 6 . o3 . gs Method 

934 4 End 

none Score 
9344 . .10411 



OJ990409_03.9C10.C16 
+ 

11823 
GENSCAN 
10411 
.49 



Seq. No. 31847 

Gene No. 65905 

Start 4462 

Name OJ9904 09_03 . 9C10 . CI 6 . ol . np 

Start 44 4 7 

GI 5295971 

Exons 4447.'. 7682, 7710.. 8715, 
GI Descrip. 



OJ990409 03.9C10.C16 



Seq. ID 
Strand 

End 10140 
Method AAT/NAP 
End 10140 
Score 3565 
10113. .10140 

(AB026295) EST D24315 (R17 18 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



Seq. No. 


. 31847 




Seq. ID 


OJ990409_ 


.Gene No. 


65905 




Strand 




Start 


4462 




End 


10140 


Name 


OJ990409 03.9C10.C16.o2 


.gs 


• Method 


GENSCAN 


Start 


4462 




End 


9110 


GI 


none 




Score 


.65 


Exons 


4462. .7716, 7802. .8836, 


9105. 


.9110 




Seq. No. 


31847 




Seq. ID 


OJ990409J 


Gene No. 


65906 




Strand 




Start 


10232 




End 


10636 


Name 


OJ990409_03.9C10.C16.ol 


gp 


Method 


AAT/GAP 


Start 


t n ^ -» 




End 


10636 


GI 


uC-osflcypl31e07al 




Score 


798 


Exons 


10232. .10636 









31844 




GIDescrip.' ' 5852182/emb | CAB55420 . 1 | 9.0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] ' 



Seq. No. 


31847 








Seq. ID 


OJ990409_03.9C10.C16 


Gene No. 


65907 








Strand 




Start 


11038 








End 


11823 


Name 


OJ990409 03 


.9C10 


.C16.ol0.tm 


Method 


TBLASTX: Maize 


Start 


3330 








End 


3614 


GI 


none 


- 






Score 


91 


Exons 


3330: .3416, 


3334 


. .3408, 


3369. 


.3461, 3369. .3461, 3406. .3468, 




3450. .3608, 


3452 


. .3613, 


3456. 


.3614 




Seq. No. 


31847 








Seq. ID 


OJ990409_03.9C10.C16 


Gene No. 


65907 








Strand 




Start 


11038 








End 


11823 


Name 


OJ990409 03. 


9C10 


.C16.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


4463 








End 


5112 


GI 


none 








Score 


111 


Exons 


4463. .4858, 


4471 


. .5112 








Seq. No. 


31847 








Seq. ID 


OJ990409_03.9C10.C16 


Gene No. 


65907 








Strand 




Start 


11038 








End 


11823 


Name 


OJ990409 03. 


9C10 


.CI6.0I 


. tc 


Method 


TBLASTX: Cress 


Start 


4474 








End 


5134 


GI 


none 








Score 


90 


Exons - 


4474 . .4692, 


4517 


. .4684, 


4729. 


.4842, 4840. .4944, 4951. .5133, 




5000. .5134 












Seq. No. 


31847 








Seq. ID 


OJ990409_03.9C10.C16 


Gene No. 


65907 








Strand 




Start 


11038 








End 


11823 


Name 


OJ990409 03. 


9C10 


C16.o7 


.tm 


Method 


TBLASTX: Maize 


Start 


4475 








End 


4711 


GI 


none 








Score 


143 


Exons 


4475 . .4711, 


4477 


.4707 








Seq. No. 


31847 








Seq. ID 


OJ990409_03.9C10.C16 


Gene No. 


65907 








Strand 




Start 


11038 








End 


11823 


Name 


OJ990409 03. 


9C10 


C16.o4 


tw 


Method 


TBLASTX: Wheat 


Start 


4504 








End 


4929 


GI ■ 


none 








-Score . 


' 51 


Exons 


4504 . . 4683, 


4511 . 


.4.684, 


4720. 


.4929, 4721.. 4840 


Seq. No. 


31847 








Seq. ID 


OJ9904 09_03.9C10.C16 


Gene No . 


65907 








Strand 




Start 


11038 








End 


11823 


Name 


OJ990409 03. 


9C10. 


CI6.0I. 


tm 


Method 


TBLASTX: Maize 


Start 


4723 








End 


5172 


GI 


none 








Score 


154 


Exons 


4723. .4938, 


4724. 


.4879, 


4743. 


.4949, 4936.. 5172, 4973. .,5164. 


Seq. No. 


31847 








Seq. ID 


OJ990409_03.9C10.C16 


Qono Mq m 


\j ~* \j i 








Strand 




Start 


11038 








End 


11823 


Name 


OJ990409 03. 


9C10. 


CI6.06. 


tw 


Method 


TBLASTX: Wheat 



31845 




Start 


4981 








End 


5262 *- >• 




GI 


none 








Score 


62 




Exons 


4981 5133, 


5158 


. .5262 










Seq. No. 


31847 








Seq. ID 


OJ990409_03.9C10 


.C16 


Gene No. 


65907 








Strand 






Start 


11038 








End 


11823 




Naiue 


OJ990409 03 


. 9C10 


. C16 . o5 


. tm 


Method 


TRT.ASTX * Ma i 7e 




Start 


5176 ~ 








End 


5439 




GI 


none 








Score 


138 




Exons 


5176. . 5439, 


5177 


. . 5356, 


5179. 


. 5439 






Seq. No. 


31847 








Seq. ID 


OJ990409_03. 9C10 


.C16 


Gene No. 


65907 








Strand 






Start 


11038 








End 


11823 




Name 


OJ990409 03 


. 9C10 , 


.C16.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


5272 ~ 








End 


5821 




GI 


none 








Score 


40 




Exons 


5272 . . 5490, 


5476, 


> . 5820, 


5558 . 


.5665, 5690.. 5821 




Seq. No. 


31847 








Seq. ID 


OJ990409_03.9C10 


CI 6 


Gene No. 


65907 








Strand 


- 




Start 


11038 








End 


11823 




Name 


OJ990409 03, 


. 9C10 , 


.C16.o2. 


. t s 


Method 


TBLASTX: Soybean 




Start 


5503 ~ 








End 


6027 




GI 


5509260 








Score 


168 ' 




Exons 


5503 6027, 


5519 . 


, .5908 










GI Descrip. 
















Seq. No. 


31847 








Seq. ID 


OJ990409__03.9C10 


-C16 


Gene No. 


65907 








Strand 


- 




Start 


11038 








End 


11823 




Name 


OJ990409 03 


. 9C10 . 


C16 . o3 , 


. tc 


Method 


TBLASTX: Cress 




Start 


5602 ~ 








End 


5863 




GI 


none 








Score 


103 




Exons 


5602 . .5862, 


5636. 


. 5863 










Seq. No. 


31847 








Seq. ID 


OJ990409_03.9C10 


.C16 


Gene No. 


65907 








Strand 






Start 


11038 








End 


11823 




Name 


OJ990409 03 


, 9C10 . 


C16 . o3 . 


, tm 


Method 


TBLASTX: Maize 




Start 


5641 ~ 








End 


5961 " 




GI ■ 


none 








Score 


251 




Exons 


5641. .5961, 


5642 . 


. 5902 










Seq. No. 


31847 








Seq. ID 


OJ990409_03. 9C10. 


.C16 


Gene No. 


65907 








Strand 






Start 


11038 








End 


11823 




Name 


OJ990409 03 


9C10 . 


C16 . o3 . 


ts 


Method 


TBLASTX: Soybean 




Start 


6343 ~~ 








End 


6822 




GI 


none 








Score 


48 




Exons 


6343. .6531, 


6376. 


. 6822, 


6527. 


.6817 






Seq. No. 


31847 








Seq. ID 


OJ990409 03.9C10. 


■ C16 


Gene No . 


65907 








Strand 






Start 


11038 








End 


11823 




Name 


OJ990409 03. 


9C10. 


C16.o2. 


tc 


Method 


TBLASTX: Cress 





31846 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Stcirt 
Name 
Start 



6370 
none 

6370. .6807 

31847 
65907 
11038 

OJ990409_03 
6424 • 
none 

6424. .6495, 

31847 
65907 
11038 

OJ990409_03 
6595 
none 

6595. . 6858, 

31847 
65907 
11038 

OJ990409_03, 
6916 
none 

6916. .7191, 

31847 
65907 
11038 

OJ990409_03. 
7141 
none 

7141. .7215, 

31847 
65907 
11038 

OJ990409_03. 

7195 

none 

7195. .7350, 

31847 
65907 
11038 

OJ990409_03. 

8096 

none 

8096. .8422, 

31847 
65907 
11038 

OJ990409_03. 
8147 



End 
Score 



6807 
247 



.9C10.C16.o2.tm 
6508.. 6849, 6601. 

.9C10.C16.o3.tw 
6632.. 6841, 6916. 

9C10.C16.o5.ts 
7015. .7095 

9C10.C16.o2.tw 



Seq. ID OJ990409_03.9C10.C16 
Strand 

End 11823 

Method TBLASTX : Mai ze 

End 6853 

Score 138 
.6834, 6629.. 6853 

Seq. ID OJ990409_03.9C10.C16 
Strand 

11823 

TBLASTX: Wheat 
7056 
85 



End 

Method 
End 
Score 
.7056 



Seq. ID OJ990409_03.9C10.C16 
Strand 

End 11823 

Method TBLASTX : Soybean 

End 7191 

Score 197 



Seq. ID OJ990409_03.9C10.C16 
Strand 

End 11823 

Method TBLASTX : Wheat 

End 7581 

Score 52 



7216. .7581, 7301. .7429, 7451. .7567 



9C10.C16.o4 .tm 
7196. .7603, ■ 7373. 

9C10.C16.o8.tm 
8097. .8423 

9C10.C16.o5.tw 



Seq. ID OJ990409_03.9C10.C16 
Strand 

End 11823 

Method TBLASTX : Mai ze 

End 7665 

Score 214 
.'7594,. 7384.. 7602,. 7579 .. 7 66.5*.. 

Seq. ID OJ990409_03.9C10.C16 
Strand 

End 11823 

Method TBLASTX : Mai ze 

End 8423 

Score 93 



Seq. ID OJ990409_03.9C10.C16 
Strand 

End 11823 

Method TBLASTX : Wheat 

End 8497 



31847 




GI 


none 




Score 


201 




Exons 


8147 . .8497 










Seq. No. 


31847 




Seq. ID 


OJ990409_03.9C10 


.C16 


Gene No. 


65907 




Strand 






Start 


11038 




End 


11823 




Name 


OJ990409 03.9C10.C16 


.o9.tm 


Method 


TBLASTX: Maize 




Start 


9641 




End 


10048 - 




GI 


none 




Score 


163 




Exons 


' 9641. .9901, 9962. .10048 








Seq. No. 


31847 




Seq. ID 


OJ990409_03.9C10 


-C16 


Gene No . 


65907 




Strand 






Start 


11038 




End 


11823 




Name 


OJ990409- 03.9C10.C16 


.o2.gp 


Method 


AAT/GAP 




Start 


11038 




End 


11774 




GI 


uC-osflcypl52a05al 




Score 


838 




Exons 


11038. .11330, 11407. 


. 11474, 


11691. .11774 




GI Descrip. 


, 3850821/emb|CAA7713 


5| l.Oe- 


-33 (Y18350 


) U2 snRNP auxiliary 




factor, large subunit [Nicotiana plumbagini folia] 1 




Seq. No. 


31847 




Seq. ID 


OJ990409_03. 9C10 


. C16 


Gene No. 


65907 




Strand 






Start 


11038 




End 


11823 




Name 


OJ990409 03.9C10.C16 


. o4 . tc 


Method 


TBLASTX: Cress 




Start 


11151 






11823 




GI 


none 




Score 


124 




Exons 


11151 11183 11184 


. 11333, 


11206. .11331, 11392. .11475, 






11393. .11476, 11692. 


.11823^ 


11698. .11814 




Seq. No. 


31847 




Seq. ID 


OJ990409_03.9C10, 


. C16 


Gene No. 


65907 




Strand 






Start 


11038 




End 


11823 




Name 


OJ990409 03.9C10.C16 


. o4 . ts 


Method 


TBLASTX : Soybean 




Start 


11190 




End 


11476 




GI 


none 




Score 


110 




Exons 


11190. .11333, 11218. 


.11334, 


11392. .114 


75, 11393. .11476 




Seq. No. 


31847 




Seq. ID 


OJ990409_03.9C10. 


.C16 


Gene No. 


65907 




Strand 






Start 


11038 




End 


11823 




Name ' 


OJ990409 03.9C10.C16 


. o4 . gs 


Method 


GENSCAN 




Start 


11193 ' 




End 


11772 ' ■ " 




GI 


none - 




■ Score 


. 99 




Exons 


11193. .11330, 11407. , 


. 11474, 


11691. .11772 




Seq. No. 


31847 




Seq. ID 


OJ990409_03. 9C10. 


.C16 


Gene No. 


65907 




Strand 






Start 


11038 




End 


11823 




Name 


OJ990409 03.9C10.C16, 


. 06 . tm 


Method 


TBLASTX: Maize 




Start 


11193 




End 


11823 




GI 


none 




Score 


169 




Exons 


11193. ! 11333,' 11194. , 


.11334, 


11392. .11475, 11392. .11490, 






11393. .11476, 11683. . 


. 11823, 


11686. .11823 




Seq. No. 


31847 




Seq. ID 


OJ990409_03. 9C10. 


C16 


Gene No. 


65907 




Strand 







31848 



Start 


11038 




End 


11823 


Name 


OJ990409 03.9C10.C16.o3 


.np 


Method 


AAT/NAP 


Start 


11196 




End 


11823 


GI 


6751682 




Score 


354 


Exons 


11196. .11330, 11407. .114 74, 


11691. .11823 


GI Descrip. 


(AC018908) putative U2 


snRNP 


auxiliary 


factor [Arabidopsis 




thaliana] 






Seq. No. 


31848 




Seq. ID 


OJ9904 09_03.9C10.C17 




65908 




Strand 




Start 


1 




End 


3770 


Name 


OJ990409 03.9C10.C17.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


3770 


GI 


3850821 




Score 


1081 


Exons 


1..451, 590. .649, 732.. 


773, 


883. .951, 


1989. .2055, 2436. .2540, 




2728. .3008, 3750. .3770 






GI Descrip. 


(Y18350) U2 snRNP auxiliary 


factor, large subunit [Nicotiana 




unihflni n i fnl "i ^ 1 

f-S -1- U. 1 1 IXJ ClU J, tlx X U J LCI J 








Seq. No. 


31848 




Seq. ID 


OJ990409_03.9C10.C17 


Gene No. 


65908 




Strand 




Start 


1 




End 


3770 


Name 


O,T9 c )0409 0^ QP1 0 PI 7 nl 


.tm 


Method 


TBLASTX: Maize 


Start 


0 ~~ 




End 


2813 


GI 


none 




Score 


494 


Exons 


? 44ft ? 4S4 1 4 Sft 


590. 


.652, 590. 


.652, 591. .653, 724. .777, 




726 776 733 777 886 


. .942 


, 889. .927 


, 2729. .2761, 2757. .2813 


Seq. No. 


31848 




Seq. ID 


OJ990409__03.9C10.C17 


Gene No. 


65908 




Strand • 




Start 


1 




End 


3770 


Name 


ojQ^04nQ rn Qnn cm ni 


. ts 


Method 


TBLASTX: Soybean 


Start 


2 ~~ 




End 


932 


GI 


none 




Score 


584 


Exons 


2. .454, 3. .458, 3. .455, 


4. .462, 582. .653, 590. .670, 591. .650, 




880. .927, 880. .927,- 891 


. .932 






Seq. No. 


31848 




Seq. ID 


OJ990409_03.9C10.C17 


Gene No. 


65908 




Strand 




Start 


1 




End 


3770 


Name 


OJ990409 03.9C10.C17.ol 


.gs 


Method 


GENSCAN 


Start 


22 




End 


3016 


GI 


none 




• Score 


.57 


Exons 


22. .451, 590. .649, 883. 


.947, 


2436.. 2540, 2728.. 3016 


Seq. No. 


31848 




Seq. ID 


OJ990409_03.9C10.C17 


Gene No. 


65908 




Strand 




Start 


1 




End 


3770 


Name 


OJ990409 03.9C10.C17.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


164 




End 


437 


GI 


none 




Score 


417 


Exons 


164. .427, 165. .437 








Seq. No. 


31848 




Seq. ID 


OJ990409_03.9C10.C17 


Gene No . 


65906 




Strand 




Start 


1 




End 


3770 


Name 


OJ9904 09_03.9C10.C17.ol 


gp 


Method 


AAT/GAP 



31849 




Start 419 End 3010 

GI 13029_1.R1084 Score 1184 

Exons 419. .451, 590. .649, 732. .773, 883. .947, 1979. .2055, 2436. .2540, 

2728. .3010 

GI Descrip. 1 3850823/emb | CAA77136 | 4.0e-19 (Y18351) U2 snRNP auxiliary 
factor, large subunit [Nicotiana plumbaginif olia] 1 



Seq . No . 


31.84 9 






Seq. ID 


OJ9904 09_03. 9C10.C19 


Gene No t 


65909 






Strand 


+ 


Start 


1 






End 


4503 


Name 


OJ990409 03 


.9C10'.C19.ol 


.np 


Method 


. AAT/NAP 


Start 


1 






End 


4503 


GI 


1628482 






Score 


575 


Exons 


1..57, 2989 


. .4503 








GI Descrip. 


(X9757 0) embryogenesis 


transmembrane protein [Zea mays] 


Seq. No. 


31849 






Seq. ID 


OJ990409_03. 9C10.C19 


Gene No. 


65909 






Strand 


+ 


Start 


1 






End 


4503 


Name 






. gs 


Method 


GENSCAN 


Start 


2095 






End 


4430 


GI 


none 






Score 


.83 


Rxon ^ 


2095. .2150, 


2966. .4430 








Seq. No. 


31849 






Seq. ID 


OJ990409_03.9C10.C19 


Gene No . 


65909 






Strand 


+ 


Start 


1 






End 


4503 


Name 


OJ990409 03 


.9C10.C19.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


3023 






End 


4205 


GI 


none 






Score 


49 


Exons 


3023. .3076, 


3048. .3077, 


3087. 


.3188, 3102. .3254, 3255. .3299, 




3293. .3385, 


3294. .3398, 


3430. 


.3534, 3476. .3544, 3483. .3545, 




3534. .3785, 


3561. .3794, 


4017. 


.4088, 4077. .4205, 4077. .4202 


Seq. No. 


31849 






Seq. ID 


OJ990409 03.9C10.C19 


Gene No. 


65909 






Strand 


+ 


Start 


1 






End 


4503 


Name 


OJ990409 03. 


9C10.C19.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


3171 






End 


3787 


GI 


none 






Score 


272 


Exons 


3171. .3392, 


3171. .3380, 


3185. 


.3385, 3690. .3785, 3704. .3787 


Sea No • 


31850 






Seq." ID 


OJ990409_03.9C10.C20 


Gene No . 


65910 






Strand 


+ 


Start 


217 






End 


7023 


Name 


OJ990409 03. 


9C10.C20.ol 


.gs 


Method 


GENSCAN 


Start 


217 




End 


7023 


GI 


none 






Score 


.47 


Exons 


217. .434, 2136. .2310, 3554. .4544, 642,7 


. .6542, 6655. .7023 


Seq. No. 


31850 






Seq. ID 


OJ990409_03.9C10.C20 


Gene No. 


65910 






Strand 


+ 


Start 


217 






End 


7023 


Name 


OJ990409 03. 


9C10.C20.ol 


np 


Method 


AAT/NAP 


Start 


2343 






End 


5747 


GI 


4680338 






Score 


472 


Exons 


2343. .2389, 


3554. .3841, 


3872. 


4318, 4349. .4623, 5710. .5747 



31850 




GI Descrip. 


(AF128457) 


hypothetical 


protein [Oryza 


sat iva qiih^n i nHi ra 1 


Seq. No. 


31850 








Seq. ID 


OJ990409 03. 9C10.C20 • 


Gene No. 


65910 








Strand 


+ 


Start 


217 








End 


7023 


Name 


OJ990409 03 


.9C10 


.C20.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


3685 ~~ 








End 


4516 


GI 


none 








Score 


126 


Exons 


•■■3685. .3777, 


3686 


. .3823, 


4139. 


.4324, 4364. .4447, 4454. .4516 


Seq. No. 


31850 








Seq. ID 


OJ990409 03.9C10.C20 


Gene No. 


65910 








Strand 


+ 


Start 


217 








End 


7023 


Name 


OJ990409 03 


.9C10 


.C20.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


4139 ~ 








End 


4516 


GI 


none 








Score 


156 


Exons 


4139 . . 4300, 


4364 


. .4447, 


4445. 


.4516 




Seq. No. 


31851 








Seq. ID 


OJ990409 03.9C10.C21 


Gene No . 


65911 








Strand 


+ 


Start 


1 








End 


8842 


Name 


OJ990409 03 


.9C10. 


.C21.ol 


.np 


Method 


AAT/NAP 


Start 


1 








End 


4475 


GI 


2735017 








Score 


855 


Exons 


1 . .41, 2098 


..2253, 2903 


. .3020 


, 3212.. 3422, 3527.. 3764, 




.3854 . . 4004 , 


4176, 


. .4475 








GI Descrip. 


(U82481) KI 


domain interacting kinase ; 


1 [Zea mays] 


Seq. No. 


31851 








Seq. ID 


OJ990409_03.9C10.C21 


Gene No . 


65911 








Strand 


+ 


Start 


1 








End 


8842 


Name 


OJ990409 03 


.9C10, 


,C21.ol. 


.gs 


Method 


GENSCAN 


Start 


1448 








End 


8842 


GI 


none 








Score 


.82 


Exons 


1448. .2264, 


2667. 


. .2765, 


2863. 


.3020, 3212. .3422, 3527. .3764, 




3854 . . 4004, 


4176. 


. . 4446, 


6978. 


.7076, 7839.. 7906, 8095.. 8236, 




8253 . .8842 












Seq. No. 


31851 








Seq. ID 


OJ990409_03.9C10.C21 


Gene No. 


65911 








Strand 


+ 


Start 


1 ' 








End 


8842 


Name 


OJ990409 03 


. 9C10. 


,C21.ol< 


.tc 


Method 


TBLASTX: Cress 


Start 


2099 








End 


4417 


GI _ - 


none 








Score 


60 


Exons 


2099. .2161, 


2198. 


, .2245, 


2916. 


.3020, 3211.. 3420, 3212.. 3421, 




3525 . . 3701, 


3526. 


.3762, 


3549. 


.3761, 3858. .3983, 3866. .3955, 




4176. . 4388, 


4211. 


.4417 








Seq. No. 


31851 








Seq. ID 


OJ990409_03.9C10.C21 


Gene No. 


65911 








Strand 


+ 


Start 


1 








End 


8842 


Name 


OJ990409 03, 


. 9C10. 


C21.ol. 


, tm 


Method 


TBLASTX: Maize 


Start 


2909 








End 


4400 


GI 


none 








Score 


111 


Exons 


2909. .3019, 


2910. 


.3020, 


3211. 


.3414, 3212.. 3421, 3511.. 3762, 




3525. .3764, 


3538. 


.3771, 


3827. 


.3949, 3828. .4004, 4176. .4346, 




4250. .4345, 


4326. 


.4400 









31851 



Seq. No. 31851 

Gene No. 65911 

Start 1 

Name OJ990409_03 . 9C10 . C21 . ol . ts 

Start 2934 

GI none 
Exons 



Seq. ID OJ990409_03.9C10.C21 

Strand + 

End 8842 

Method TBLASTX : Soybean 

End 4388 

Score 97 



2934. .3020, 3211. .3414, 3212. .3421, 3526. .3762, 3549. .3761, 
3622. .3783, 3854. .3955, 3855. .4004, 4173. .4223, 4176. .4388, 
4244. .4387 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31851 
65911 
1 

OJ990409_03.9C10.C21.ol.tw 

3336 
none 



Seq. ID OJ990409_03.9C10.C21 

Strand + 

End 8842 

Method TBLASTX: Wheat 

End 3875 

Score 78 



3336.-3425, 3337. .3417, 3343. .3465, 3344. .3421, 3525. .3767, 
3526. .3756, 3526. .3768, 3855. .3875 



31852 
65912 
1 

OJ990,409_03 . 9C10 . C22 . ol . np 
1 - 

4467124 
1. .676 

(AL035538) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990409_03.9C10.C22 

Strand + 

End 67 6 

Method AAT/NAP 

End 676 

'-Score 567 



31852 
65912 
1 

OJ9904 09_03. 9C10 . C22 . ol . ts 
1 

none 



Seq. ID OJ990409_03.9C10.C22 

Strand + 

End 67 6 

Method TBLASTX : Soybean 

End 633 

Score 318 



1..327, 1..117, 18. .299, 397. .543, 562. .633 



Seq. No. 31852 

Gene No. 65912 

Start 1 

Name OJ9904 09_03 . 9C10 . C22 . ol . tm 

Start . 30 . * • 

GI none - 

Exons 30. .227, 31 . ; 642, 39 . . 608 

Seq. No. 31852 

Gene No. 65912 

Start 1 

Name OJ9904 09_03 . 9C10 . C22 . ol . tw 

Start 153 

GI none 

Exons 153.. 329, 154.. 330 



Seq. ID OJ990409_03.9C10.C22 

Strand + 

End 67 6 

Method TBLASTX : Maize 

End ■ 642 

Score 66 



Seq. ID OJ990409_03.9C10.C22 

Strand + 

End 67 6 

Method TBLASTX : Wheat 

End 330 

Score 184 



Seq. No. 31852 

Gene No. 65912 

Start 1 

Name OJ9904 09_03 . 9C10 . C22 . ol . gs 



Seq. ID OJ990409_03.9C10.C22 

Strand + 

End 67 6 

Method GENSCAN 



31852 




Start 


241 


End 


642 






GI 


none 


Score 


. 58 






Exons 


241. .642 










Seq. No. 


31853 


Seq. ID 


OJ9904Q9_03 


.9C10 


.C23 


Gene No. 


65913 


Strand 


+ 






Start 


7 


End 


546 






Name 


OJ990409 03. 9C10 . C23 . ol . gs 


Met hod 


GENSCAN 






Start 


7 ~ 


End 


54 6 






GI 


none 


Score 


. 98 






Exons 


7 . . 546 










Seq. No. 


31853 


Seq. ID 


OJQ90409 03 


. Z7\~i J. \J 




Gene No. 


65914 


Strand 








Start 


1 


End 


646 






Name 


OJ990409 03. 9C10 . C23 . ol . np 


Method 


AAT/NAP 






Start 


1 


End 


646 






GI 


5091512 


Score 


678 






Exons 


1..360, 505. .646 










GI Descrip. 


(AB023482) Similar to Plasmodium vivax 


circumsporozoite 


nrnt - pin 




gene, complete cds. (M11926) 


[Oryza sativa] 






Seq. No. 


31854 


Seq. ID 


OJ990409_03 






Gene No. 


65915 


Strand 


+ 






Start 


705 


End 


927 






Name 


OJ990409 03. 9C10.C24 .ol.np 


Method 


AAT/NAP 






Start 


705 


End 


927 






GI 


3645899 


Score 


114 






Exons 


705. . 927 










GI Descrip . 


(U68408) 5 f end not determined experimentally [Zea 


mays 


1 
J 


Seq. No. 


31855 


Seq. ID 


OJ990409_03 


9C10 




Gene No. 


65916 


Strand 


+ 






Start 


1 


End 


573 






Name 


OJ990409 03. 9C10.C25. ol.np 


Method 


AAT/NAP 






Start 


1 


End 


573 






GI 


6907089 


Score 


683 






Exons 


1. .573 • 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


31855 


Seq. ID 


OJ990409_03. 


9C10 


C25 


Gene No. 


65916 


Strand 


+ 






Start 


1 


End 


573 






Name 


OJ990409. 03. 9C10.C25.ol.gs 


Method - 


GENSCAN . 






Start 


65 


End 


499 






GI 


none 


Score 


. 92 






Exons 


65. .499 










Seq. No. 


31856 


Seq. ID 


OJ990409_03. 


9C10. 


C27 


Gene No. 


65917 


Strand 


+ 






Start 


50 


End 


783 






Name 


OJ990409 03.9C10.C27.ol.gs 


Method 


GENSCAN 






Start 


50 


End 


783 






GI 


none 


Score 


.93 






Exons 


50 . . 118, 64y . . 783 










Seq. No. 


31857 


Seq. ID 


OJ990409_03. 


9C10. 


C29 



31853 




Gene No. 


65918 






Strand 




Start 


3845 






FnH 


4D94 

*i \J C. H 


Name 


OJ990409 03 




. yt> 




\J Ej ln o ^/-\in 


Start 


3845 ~~ 






til IKJ. 


*± U £ ft 


GI 


none 1 






O ^ -L " 




Exons 


3845 4024 










Seq. No. 


31858 






Seq. ID 


OJ990409_03.9C10.C30 


Gene No. 


65919 






Strand 


+ 


Start 


1706 






End 


4168 


Name 


OJ990409 03 


9C10 C30 o2 




Method 


GENSCAN 


Start 


1706 ~ 




End 


3372 


GI 


none 






Score 


.61 




1706 1848 


2386 2440 


£. *J O *J » 


.2816, 2917.. 3372 


Seq. No. 


31858 






Seq. ID 


OJ990409_03.9C10.C30 


Gene No. 


65919 






Strand 


+ 


Start 


1706 






End 


4168 


Name 


OJ990409 03. 


9C10.C30.ol 


.np 


Method 


AAT/NAP 


Start 


2674 






End 


4168 


GI 


2129618 






Score 


241 


Exons 


2674 . .3230, 


4096. .4168 








GI Descrip. 


hypothetical 


protein 1 ■ 


- Arabidopsis thaliana retrotransposon 



Athila gi| 806535 | emb | CAA57397 | (X81801) Athila ORF 1 
' [Arabidopsis thaliana] 



Seq. No. 31858 Seq. ID 

Gene No. 65919 Strand 

Start 1706 End 

Name OJ9904 09_03 . 9C10 . C30 . o3 . gs Method 

Start 3644 End 

GI none Score 

Exons 3644.. 3761, 3801.. 3964 



OJ990409_03.9C10.C30 
+ 

4168 
GENSCAN 
3964 
.57 



Seq. No. 31858 Seq. ID 

Gene No. 65920 Strand 

Start 271 End 

Name OJ9904 09_03 . 9C10 . C30 . ol . gs Method 

Start 271 End 

GI none Score 

Exons 271. .502 



OJ990409_03.9C10.C30 
502 

GENSCAN 

502 

.72 



Seq. No. 31858 

Gene No. . . 65921 - ....... 

Start 2754 

Name OJ990409J)3 . 9C10 . C30 . ol . tw 

Start 2754 

GI none 

Exons ' 2754.. 2870, 2889.. 2987, 2998. 

Seq. No. 31859 

Gene No. 65922 

Start 56 

Name OJ990409_03 . 9C10 . C31 . ol . gs 

Start 56 

GI none 

Exons 56.. 203, 712.. 836 



Seq. ID 

Strand 
End 

Method 
End 
Score 
3102, 3076.. 3150 



OJ990409_03 . 9C10 . C30. 
3150 

TBLASTX: Wheat 
3150 
96 



Seq. ID OJ990409_03.9C10.C31 

Strand + 

End 836 

Method GENSCAN 

End 836 

Score .86 



31854 



Seq. No. 


31860 








Seq. ID 


OJ990409_ 


_03. 


.9C10.C32 


Gene No . 


65923 








Strand 








Start 


2008 








End 


2158 






Name 


OJ990409 03 


. 9C10 


. C32.o2, 


. as 


Method 


GEN SCAN 






Start 


2008 - _ 








End 


2158 






GI 


none 








Score 


. 99 






Exons 


2008 . . 2062, 


2100 , 


. .2158 












Seq. No." 


31861 








Seq.. ID 


OJ990409_ 


_03. 


, 9C10.C33 


Gene No . 


65924 








Strand 


■f 






Start 


115 








End 


193 






Name 


OJ990409 03 


. 9C10 , 


. C33 . ol , 


. as 


Method 


GENSCAN 






Start 


115 ~~ 








End 


193 






GI 


none 








Score 


. 96 






Exons 


115 . . 193 
















Seq. No. 


31862 








Seq. ID 


OJ990409_ 


_03. 


9C10.C34 


Gene No . 


65925 








Strand 








Start 


357 








End 


597 






Name 


OJ990409 03 


. 9C10 . 


, C34 . ol . 




Mpf hod 


GENSCAN 

\_> JL_i Li O vrlLii 






Start 


357 ~~ 








End 


597 






GI 


none 








Score 


. 64 






Exons 


357 . . 597 
















Seq. No. 


31862 








Seq.' ID 


OJ990409_ 


_03. 


9C10.C34 


Gene No. 


65926 








Strand 








Start 


1206 








End 


2112 






Name 


OJ990409 03 


. 9C10 . 


. C34 . o2 . 


a 6 ? 


Mp1~ hod 








Start 


1206 ~~ 






End 


2036 






GI 


none 








Score 


. 9 






Exons 


1206. . 2036 
















Seq. No. 


31862 








Seq. ID 


OJ990409 


_03. 


9C10.C34 


Gene No. 


65926 








Strand 








Start 


1206 








End 


2112 






Name 


OJ990409 03. 


. 9C10. 


C34.ol. 


np 


Method 


AAT /NAP 






Start 


1428 








End 


2112 






GI 


2522230 








Score 


283 






Exons 


1428. .2112 
















GI Descrip. 


(AB0074 67) retrotransposon- 


like gene; 


the first 


amino acid v 




• determined to be 


leucine [Vicia faba] 








Seq. No. 


31862 








Seq. ID 


OJ990409_ 


_03. 


9C10.C34 


Gene No. 


65926 








Strand 








Start 


1206 








End 


2112 






Name 


OJ990409 03. 


, 9C10. 


C34.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1743 








End 


2105 






GI 


none 








Score 


73 






Exons 


1743. .1898, 


1744 . 


.1848, 


193 


8. .2105 








Seq. No. 


. 31863 








Seq. ID 


OJ990409_ 


_03. 


9C10.C35 


Gene No. 


65927 








Strand 








Start 


1 








End 


1276 






Name 


OJ9904U9 U3. 


9C10. 


C35.ol. 


np 


Method 


AAT /NAP 






Start 


1 








End 


580 






GI 


4417306 








Score 


257 







31855 



Exons 1..580 

GI Descrip. (AC006446) putative Athila retroelement ORF1 protein 
[Arabidopsis thaliana] 



Seq. No. 


31863 






Seq. ID 


OJ9904 09 

\ju y y \j \j y 


Gene No . 


65927 






St rand 

O J- Oil \Ji 




Start 


1 






End 


1276 


Name 


OJ990409 


03. 9C10.C35.ol 


. as 


Mcaf- hnd 




Start 


55 






End 


1276 


GI 


none 






Score 


.4 


Exons 


55 . . 216, 


255 . . 530, 1157 


. . 1276 






Seq. No. 


31864 






O C ^ • x LJ 


OJ9Q04 09 


Gene No . 


65928 






Si~ rand 


+ 


Start 


211 






End 


390 


Name 


OJ990409 


03 9C10.C36.ol 


. as 




GENSCAN 


Start 


211 






End 


390 


GI 


none 






Score 


.88 


Exons 


211 . . 390 










Seq. No. 


31865 






Seq. ID 


y y \j ^ \j y 




65929 






Qf rand 




Start 


624 






End 


753 


Name 


OJ990409 


03 9C10 C38 ol 


■ qs 


M*=> "h hnH 




Start 


' 624- 






End 


753 


GI 


none 






Score 


.47 


Exons 


624 . . 753 










Seq. No. 


31866 






Seq. ID 


0,19904 09 


Gene No . 


65930 






rand 




Start 


104 






End 


?9R 


Name 


OJ990409 


03 9C10 C39 ol 


. qs 


Mpk "t~ h r>H 


O L_il.NO 


Start 


104 






End 


298 


GI 


none 






Score 


.54 


Exons 


104. .298 










Seq. No. 


31866 






Seq. ID 


O.T9904 09 
\_/ o y y \j ^ \j y 


Gene No . 


65931 






Strand 




Start 


656 






End 


758 


Name 


OJ990409 


_03.9C10.C39.ol 


. np 


Method 


AAT /NAP 


Start 


656 






End 


758 


GI ' 


4680186 






Score 


12 9 ■ 


Exons 


656. .758' 










GI. Descrip. 


(AF111709). unknown [Qryza sativa subsp 


indira 1 

• -1-11 v> -1. Ci J 


Sea. No 


31867 






Seq. ID 


O.T99H4 0 9 


Gene No. 


65932 






Strand 




Start 


584 






End 


982 


Name 


OJ990409 


_03.9C10.C40.ol. 


gs 


Method 


GENSCAN 


Start 


584 




End 


982 


GI 


none 






Score 


.52 


Exons 


584. .711, 


. 861. .982 








Seq. No. 


31868 






Seq. ID 


OJ990409 


Gene No. 


65933 






Strand 


+ 


Start 


1 






End 


65 


Name 


OJ990409_ 


03.9C10.C41.ol. 


gp 


Method 


AAT /GAP 



31856 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



End 
Score 



65 
87 



4715947 
1. .65 

2252840 3.0e-09 (AF013293) contains regions of similarity to 
Haemophilus influenzae permease (SP:P38767) [Arabidopsis 
thaliana] >gi_604 9882_gb_AAF027 97 . 1_AF195115_17 (AF195115) 
contains regions of similarity . to Haemophilus influenzae 
permease (SP:P38767) [Arabidopsis thaliana] 



31868 
65934 
9550 

OJ990409_03.9C10.C41.ol.np 



Seq. ID 
Strand 
End 

_ Method 
9550 " End 

4558564 Score 
9550. .9622, 11852 .. 124 33, 13846. .14746 

(AC007138) predicted protein of unknown function [Arabidopsis 
thaliana] 



OJ990409_03.9C10.C41 
+ 

14788 
AAT/NAP 
14746 
1143 



31868 
65934 
9550 

OJ990409_03.9C10.C41.o2.gs 
11743 
none 

11743. .12447, 13863 .. 14054 , 14066. .14788 



Seq. ID OJ990409 03.9C10.C41 



Strand 
End 

Method 

End 

Score 



14788 
GEN SCAN 
14788 
.89 



Seq. No. 31868 Seq. ID OJ9904 09_03.9C10.C41 

Gene No. 65934 Strand + 

Start 9550 End 14788 

Name OJ990409_03 . 9C10 . C41 . o2 . gp Method AAT/GAP 

Start 12508 End 12602 

GI LIB3477-003-P1-K1-E9 Score 127 

Exons 12508. .12602 

GI Descrip. 1 24 98586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1- [Oryza 
sativa] 1 



Seq. No. 31868 
Gene No. 65935 
Start 17279 

Name OJ9904 09_03.9C10.C41.ol.ts- 

Start 11892- 

GI none ....... 

Exons 11892. .12044, 11911 .. 11994 , 

13890. .14015, 14164. .14289, 
14369. .14737, 14 37 1 14 52 9, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990409 03.9C10.C41 



17921 

TBLASTX: Soybean 
14737 
80 

11967. .12050, 12130. .12294, 
14165. . 14290, 142 94. .14 374, 
14623. .14736 



Seq. No. 31868 
Gene No. 65935 
Start 17279 

Name OJ9904 09__03 . 9C10 . C4 1 . o2 . tm 

Start 12102 
GI none 
Exons I2IU2. 

12195. 

14273. 



,12146, 12103. .12204, 
,12308, 12233. .12310, 
14356 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990409 03.9C10.C41 



17921 

TBLASTX: Maize 
14356 
121 

12112. .12180, 12181. .12324, 
12394. .124 47, 12410 1244 8, 



31857 




Seq. No. 


31868 




Seq. ID 


OJ990409_03. 9C10. 


C41 


Gene No . 


65935 




Strand 






Start 


17279 




End 


17921 




Name 


OJ990409 03 9C10 C41 


o 3 tm 


Method 


TBLASTX: Maize 




Start 


13886 ~~ 




End 


14203 




GI 


none 




Score 


180 . 




Exons 


13886 14110, 13887 


. 14132, 


14164. .14202, 14165. .14203 




Seq'. No. . 


31868 




Seq. ID 


OJ990409_03. 9C10. 


C41 


Gene No . 


65935 




Strand 






Start 


17279 




End 


17921 




Name 


OJ990409 03 9C10 C41 


ol . tc 


Method 


TBLASTX: Cress 




Start 


14321 ~~ 




End 


14755 




GI 


none 




Score 


48 




F.xon s 


14321 14374 14369 


14755, 


14371. . 14 529, 14 417. . 14 572 




Seq. No. 


31868 




Seq. ID 


OJ990409_03. 9C10. 


C41 


Gene No. 


65935 




Strand 






Start 


17279 




End 


17921 




Name 


OJ990409 03 9C1 0 C41 


o 1 tm 


Method 


TBLASTX: Maize 




Start 


14368 ~ 




End 


14750 




GI 


none 




Score 


354 




Exons ' 


14368 14529, 14369 


14740, 


14 378. .14 578, 14 62 6 .. 14 74 5, • 






14640 14 750 










v , 

Seq. No. 


31868 




Seq. ID 


OJ990409_03. 9C10. 


C41 


ripnp No 


65935 




Strand 






Start 


17279 




End 


17921 




Name 


OJ990409 03 9C1 0 P41 


o 3 . qs 


Method 


GENSCAN 




Start 


17279 ~~ 




End 


17921 




GI 


none 




Score 


.8 




Exon s 


17279 17371 17441 


17514 , 


17808. .17921 




Seq. No. 


31869 




Seq. ID 


OJ990409JD3. 9C10. 


C42 


Gene No . 


65936 




Strand 






Start 


447 




End 


4516 




Name 


OJ990409 03 9C10 C42 


ol rr 
wi • y j 


Method 


GENSCAN 




Start 


447 ~~ 




End 


4433 




GI 


none 




Score 


.46 




Exon ^ 


447 539 1102 1158 


1811 . . 


2123, 2475 


..3460, 3573. .4433 


Seq. No. 


31869 




Seq. ID 


OJ990409_03. 9C10. 


C42 


Gene No .. 


. 65 93-6 . 




'.. Strand 






Start 


447 




End 


4516 




Name 


OJ990409 03.9C10.C42. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


1602 




End 


2125 




GI 


none 




Score 


114 




Exon s 


1602.. 1949, 1658.. 1990, 1658 


. .2125 






Seq. No. 


31869 




Seq. ID 


OJ990409_03. 9C10. 


C42 


Gene No. 


65936 




Strand 






Start 


4 47 




End 


4516 




Name 


OJ990409_03.9C10.C42. 


o2 .tm 


Method 


TBLASTX: Maize 




Start 


1658 




End 


1924 




GI 


none 




Score 


97 




Exons 


1658. .1924, 1659. .1865 









31858 



# • 



Seq. No. 


31869 








Seq. ID 


OJ990409_03.9C10.C42 


Cpnp Mo 


U J J JU 








OCX dl 1U 




Start 


4 4 7 

4 4 f 








EjIIU. 


4 D x D 


Name 


O.TQQHdnQ n^ 


Qri n 


r4 9 o9 

• 4 Z, . vj^ 


• Lb 




i nij/\o i a . ooyoean 


Start 












1 ft 7 £ 
x o / O 


v7 X 


none 








Score 


ft £ 


F" von q 


1U JO • • X O / U , 


X DJ .7 i 


1 ft 








Seq. No'. 


31869 ■ 








Seq. ID 


OJ990409__03.9C10.C42 


Gene No. 


65936 








Strand 




Qf a rt 
u Lai L. 


447 








End 


4516 


M^JTTIO 
LNdlLlt: 


r> 1 TQQ040Q o? 


Qn o 


,C42.ol 


.np 


Method 


AAT/NAP 


OLai L 


1 fifil ~~ 








End 


4516 




4 Q66174 

4 .7 U V J / 4 








Score 


2242 




1 661 ^QSfi 

XUUX. . J .7 J U , 


4 032 , 


. .4516 








O X JJC O v_- X X £J • 






,28 [Arabidopsis thaliana] 


Seq. No. 


31869 








Seq. ID 


OJ9904 09_03. 9C10.C4 2 




65936 








Strand 




OLal L 


4 4 7 

4 4/ 








End 


4516 




o,7QQ040q o? 


Qri o 


■C42.ol 


. ts 


Method 


TBLASTX : Soybean 


c+-3 -rt- 

OLdl L, 


1 QQO ~~ 
lOOU 








End 


2425 




1 1<J1 1C 








Score 


117 


Exons 


xOOU. .ZljJf 


91 £9 


.2425, 


2184. 


.2369 




Qoo* Mo 


"31 ft fiQ 

J X O O .7 








Seq. ID 


OJ990409_03.9C10.C42 


Ccno Mo 










Strand 




O Lai L 


4 4 7 








End 


4516 


Name 


OJ990409 03 


. 9C10. 


C42.ol, 


.tm 


Method 


TBLASTX: Maize 


Start 


1925 








End 


4022 


GI 


none 








Score 


122 


HiAUl 1 o 


1 Q9R 91 99 


9 1 ft Q 


.2578, 


2283. 


.2567, 2423. .2578, 2471. .2728, 




9 4 9 ^7 ft 


961 9 


.2893, 


2630. 


.2728, 271 


30. .3034, 2780. .3031, 




97QS ^n^i 


^04 4 


.3400, 


3071. 


.3400, 3077. .3103, 3104. .3508, 




^04 ?704 

JJU4 * .J / VJ 4 , 


?S1 ? 

J J X o • 


.3710, 


3522. 


.3728, 3609.. 3986, 3658.. 3912, 




3690 4099 


^7 fift 


.3893 








Seq. No. . 


31869 








Seq. ID 


OJ990409_03.9C10.C42 


Gene No. 


65936 








Strand 




Start 


4 4 7 








End 


4516 


Name 




Qri n 


C42.o2. 


, tc 


Method 


TBLASTX: Cress 


J Lui L 


99 RR' _ 

Z. Z. J J 








End' 


4448 : 


o X 


none 








Score 


131 


Fynn q 


99SS ?S7ft 

Z. Z. J J . ' o / 


9 97 7 
z. z, / / . 


.2579, 


2780. 


.2926, 3071. .3232, 3314. .3502, 




J U U U . . J O J :7 , 


J .7 O _7 . 


.4142, 


3976. 


.4131, 4269.-4448 


Seq. No. 


31869 . 








Seq. ID 


OJ990409_03.9C10.C42 


Gene No. 


65936 








Strand 




Start 


447 








End 


4516 


Name 


OJ990409 03, 


. 9C10. 


C42.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


2366 








End 


4442 


GI 


none 








Score 


67 


Exons 


2366. .2728, 


2421. 


.2531, 


2424 . . 


.2567, 2801. .3031, 3071. .3442, 




3071 . . 3148, 


3504. 


.3749, 


3969. . 


.4247, 4045. .4203, 4281. .4442 


Seq. No. 


31869 








Seq. ID 


OJ9904 09_03. 9C10.C4 2 



31859 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



65936 Strand 

4 4 7 End 

OJ990409_03. 9C10 . C42 . o3 . ts Method 

2429 End 

none Score 



4516 

TBLASTX : Soybean 

4259 

71 



2429. .2569, 2624. .2728, 2798. .3031, 3071. .3400, 3504. .3713, 
3960. .4259, 4015. .4200 



Seq.. No. 31870 Seq. ID 

Gene No-. ■ 65937 Strand 

Start 269 End 

Name OJ990409_03 . 9C10 .C43 . ol . gs Method 

Start 269 End 

GI none Score 

Exons 269.. 715, 1374.. 2116 



OJ990409_03.9C10.C43 
+ 

2116 
GENSCAN 
2116 
.41 



Seq. No. 31870 Seq. ID 

Gene No. 65937 Strand 

Start 269 End 

Name OJ990409_03 . 9C10 . C4 3 . ol . np Method 

Start 1601 End 

GI 3047086 Score 

Exons 1601.. 1899 

GI Descrip. (AF058914) similar to reverse transcriptase (Pfam: 

transcript_f act . hmm, score: 72.31) [Arabidopsis thaliana] 



OJ990409__03.9C10.C43 
+ 

2116 
AAT/NAP 
1899 
98 



Seq. No. 31870 Seq. ID 

Gene No. 65937 Strand 

Start 269 End 

Name OJ9904 09_03. 9C10 . C43 . ol . tm Method 

Start 1649 End 

GI none Score 

Exons 1649.. 1810, 1814.. 1930 



OJ990409JD3. 9C10.C43 
+ 

2116 

TBLASTX: Maize 

1930 

167 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31871 



65938 Strand 
1 End 
6'J9904 09_03. 9C10 . C4 4 . ol . np Method 
1 End 
6069646 Score 
1. .758, 1040. .2024 

(AP000616) similar to putative reverse 
[Oryza sativa] gi | 6907 112 | dbj | BAA90639 
Arabidopsis thaliana chromosome II BAC 
putative non-LTR retroelement reverse 
[Oryza sativa] 



Seq. ID OJ990409 03.9C10.C44 



+ 

2024 

AAT/NAP . 

2024 

2585 

transcriptase 
1| (AP001129) 
F9013 genomic 
transcriptase . 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 31871 

Gene No. 65938 

Start 1 

Name OJ9904 09_03 . 9C10 . C4 4 . o3 . tm 

Start 4 

GI none 

Exons 4. .180, 5. .196, 191. .274, 208. .267 



Seq. ID OJ990409_03.9C10.C44 
Strand 
End 

Method 
End 
Score 



2024 

TBLASTX: Maize 

274 

192 



Seq. No. 
Gene No. 



31871 
65938 



Seq. ID OJ990409_03.9C10.C44 
Strand + 



31860 



Start 


1 


End 


2024 




Name 


OJ990409 03 qnf] P44 1-w 


Ma fhnH 


TRT aQTY 'Whpat 




Start 


212 _ 




A ft 1 
401 




GI 


none 




1 fift 
-LOO 




Exons 


212 481 385 480 








Seq. No. 


31871 


Seq. ID 


OJ990409_03. 9C10 


.C44 


Gene No. 


65938 


Strand 


+ 




Start 


1 


End 


2024 




Name 


OJ990409 03 9C1 0 C44 ol t*m --' ' 


Mo t - h /"\H 

L it: L.1 1UU 


TRT A^TY * Ma i 7A 




Start 


278 _ 


End 


9ft 9 

J o ^ 




GI 


none 


Score 


8 9 




Exons 


278 700. 282 446 287 673 


667 837 


891 982 R99 


QR 0 
z? 0 u 


Seq. No. 


31871 


Seq. ID 


OJ990409_03.9C10 


.C44 


Gene No. . 


65938 


Strand 


+ 




Start 


1 


End 


2094 
\j i 




Name 


OJ990409 03 9C10 C44 o2 tw 


Mot" h r^H 
Lie L11UU 






Start 


667 ~~ 


End 


1 061 




GI 


none 




1 Oft 




Ex on s 


667 828 825 923 933 1061 








Seq. No. 


31871 


Seq. ID 


OJ990409_03. 9C10 


.C44 


Gene No. 


65938 


Strand 


+ 




Start 


1 


End 


909 4 

Z. \J 4 




Name 


O.7990409 03 9P1 0 P44 o4 t-m 


Mo hhnH 


TRT nQTY • Ma -i 70 




Start 


1203 ~~ 


EnH 


1 4 A ft 

1440 




GI 


none 


Q /-< /^v y- ^ 


z, \j u 




Exon s 


1203 1448 1205 1447 








Seq. No. 


31871 


Seq. ID 


OJ990409_03. 9C10 


.C44 


Gene No. 


65938 


Strand 


+ 




Start 


1 


EnH 


9094 

\J c« *i 




Name 


OJ990409 03 9C1 0 P44 o2 tm 


Ma +* H r^H 


TRT 21 CITY • Ma n 70 
1 J3 ijriO 1 A . l v la lZc 




Start 


14 4 8 ~\ 


EnH 


9 00Q 
^ U U -7 




GI 


none 




9 QS 

Z. _7vJ 




Exons 


1448 1765 1449 1784 1785 


2009 






Seq. No. 


31871 


Seq. ID 


OJ990409_03. 9C10 


.C44 


Gene No. 


65938 ' 


Strand 


+ 




Start 


1 


End 


2024 




Name 


' OJ9904 0 9 03 QP1 0 P44 ol tw 


UC LUUU 


i DLiiO 1A . l/VflcaL 




Start 


1545 ~~ 


EnH 

£jl lUt 


1 ft QR 
-L O 0 




GI : 


none 


C /-i T* A 


914 




Exon s 


1 S 4 S 174? 1 S 7 4 1 7 3 ft 1 ft 6 ? 


1 ftQft 






Sea No 


31872 


Seq. ID 


OTQQOjIOQ 0^ QP1 0 


C A C, 


Gene No. 


65939 


Strand 






Start 


715 


End 


1748 




Name 


OJ990409 03.9C10.C45.ol.np 


Method 


Z\ Z\ T /MAP 




Start 


715 


End 


1 7 A ft 




GI 


5852180 


Score 


419 




Exons 


715. .832, 884. .1320, 1721. .1748 






GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza sativa] 






Seq. No. 


31872 


Seq. ID 


OJ990409_03. 9C10 


C45 


Gene No. 


65940 


Strand 







31861 



Start 809 End 

Name OJ9904 09_03 . 9C10 . C4 5 . ol . gs Method 

Start 809 End 

GI none " Score 

Exons 809.. 944, 1038.. 1411 

Seq. No. 31873 Seq. ID 

Gene No. 65941 Strand 

Start 227 End 

Name OJ990409_03 . 9C10 . C4 6 .ol . gs ' Method 

Start 227 End 

GI " none Score 

Exons 227.. 679, 738.. 1355 



1411 
GENSCAN 
1411 
.81 



OJ990409_03.9C10.C46 

1355 
GENSCAN 
1355 
.74 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31873 Seq. ID OJ990409_03 . 9C10 . C4 6 

65941 Strand 

227 End 1355 

OJ990409_03. 9C10 . C4 6 . ol . np Method AAT/NAP 

245 End 536 

6498441 Score 109 

245. .536 

(AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31873 Seq. ID 

65941 Strand 

227 End 
OJ9904 09_03. 9C10 . C4 6 . ol . ts Method 

87 6 End 

none Score 
876. .1214 



OJ990409_03.9C10.C46 
1355 

TBLASTX: Soybean 

1214 

199 



Seq. No. 31874 Seq. ID 

Gene No. 65942 Strand 

Start 80 End 

Name OJ990409_03 . 9C10 . C47 . ol . gs ' Method 

Start 80 End 

GI none Score 

Exons 80 . . 526 



OJ990409_03.9C10.C47 
526 

GENSCAN 
526 ' • 
.86 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



31875 Seq. ID OJ990409_03.9C10.C48 

65943 Strand + 

1 . _ _ End 2013 

OJ990409__03.9C10.C48.ol.np Method AAT/NAP 

1 End 2013 

6063554 Score 185 

1..403, 1841. .2013 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



31875 Seq. ID 

65943 Strand 

1 End 

OJ9904 09_03. 9C10 .C48 .ol . gp Method 

1398 End 



OJ990409_03.9C10.C48 
+ 

2013 

AAT/GAP 

1773 



31862 




GI 


2427387 


Score 


623 


Exons 


1398. .1773 






GI Descrip. 


5852170/emb|AL117265.1 IOST17804 3 . Oe- 


— ' " vl y CX. O G 1 L V Q 




indica (GLA4 ) genomic DNA, chromosome 


4. BAC clone -t 17 8 04 


Seq. No. 


31875 


Seq. ID 


OJ9904 09_03. 9C10.C4 8 


Gene No. 


65944 


Strand 




Start 


298 


End 


833 


Name 


OJ990409 03.9C10.C48.ol.gs 


Method 


GENSCAN 


Start 


298 


End 


833 


GI 


none 


Score 


. 94 


Exons 


298. .540, 750. .833 






Seq. No. 


31875 


Seq. ID 


OJ990409_03.9C10.C48 


Gene No. 


65945 


Strand 




Start 


1187 


End 


3608 


Name 


OJ990409 03.9C10.C48.o2.gs 


Method 


GENSCAN 


Start 


1187 


End 


3608 


GI 


none 


Score 


.62 


Exons 


1187. .1233, 1745. .1828, 2079 


..2195, 3170. .3436, 3506. .3608 


Seq. No. 


31876 


Seq. ID 


OJ990409_03.9C10.C49 


Gene No. 


65946 


Strand 


+ 


Start 


88 


End 


765 


Name 


OJ990409 03.9C10.C49.ol.gs 


Method 


GENSCAN 


Start 


88 


End 


765 


GI 


none 


Score 


.99 


Exons 


88. .201, 329. .765 






Seq. No. 


31876 


Seq. ID 


OJ990409_03.9C10.C49 


Gene No . 


65947 


Strand 




Start 


1 


End 


4960 


Name 


OJ990409 03. 9C10 . C4 9 . ol . np 


Method 


AAT/NAP 


Start 


1 


End 


4960 


GI 


5295955 


Score 


453 


Exons 


1..115, 155. .218, 298. .578, 


667. .781, 


1463. .1577, 2120. .2256, 




4937. .4960 






GI Descrip. 


(AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555 




[Oryza sativa] 






Seq. No. 


31876 


Seq. ID 


OJ990409_03.9C10.C49 


Gene No. 


65947 


Strand 




Start 


1 


End 


4960 


Name 


OJ990409 03. 9C10 . C4 9, o2 . gs 


. .Method. 


GENSCAN 


Start 


957 


End 


3894 


GI 


none 


Score 


.86 


Exons 


957. .1038, 1193. .1268, 1454. 


.1577, 2052. .2189, 3815. .3894 


Seq. No. 


31877 


Seq. ID 


OJ990409_03.9C10.C50 


Gene No. 


65948 


Strand 


+ 


Start 


590 


End 


3920 


Name 


OJ990409 03.9C10.C50.ol.gs 


Method 


GENSCAN 


Start 


590 


End 


3920 


GI 


none 


Score 


.67 


Exons 


530.. 1056, 1604.. 1852, 1907. 


.3920 




Seq. No. 


31877 


Seq. ID 


OJ990409_03.9C10.C50 



31863 



Gene No. 65948 

Start 590 

Name OJ990409_03. 9C10.C50.ol.np 

Start 596 

GI 4680203 

Exons 596.. 2261, 2415.. 2645, 2922.. 
GI Descrip. (AF114171) TNP2-like protein 

Seq. No. 31877 

Gene No. 65949 

Start 3539 

Name OJ9904 09_03. 9C10 . C50 . o4 . tw 

Start 947 

GI none 

Exons 947.. 1033, 1031.. 1282, 1039.. 
1050. .1292 



Strand + 

End 3920 

Method AAT/NAP 

End 3905 

Score 3192 
.3905 

[Sorghum bicolor] 

Seq. ID OJ990409__03.9C10.C50 
Strand 

End 3973 

Method TBLASTX : Wheat 

End 1297 

Score 76 
1281, 1040. .1297, 1042. .1284, 



Seq. No. 31877 

Gene No. 65949 

Start 3539 

Name OJ9904 09_03 . 9C10 . C50 . ol . ts 

Start 1213 

GI none 

Exons 1213.. 1296, 1214.. 1288, 1345. 
1572. .1640 



Seq. ID OJ990409_03.9C10.C50 
Strand 

End 3973 

Method TBLASTX : Soybean 

End 1640 

Score 103 

.1566, 1377. .1553, 1566. .1622, 



Seq. No. 31877 

Gene No. 65949 

Start 3539 

Name OJ990409_03 . 9C10 . C50 . o2 . tc 

Start 1374 

GI none 

Exons 1374.. 1526, 1381.. 1551, 1581, 



Seq. ID OJ990409__03.9C10.C50 
Strand 

End 3973 

■ Method TBLASTX : Cress 

End 1721 

Score 146 
.1721, 1583. .1702 



Seq. No. 31877 

Gene No. 6594 9 .„ 

Start 3539 

Name OJ990409_03 . 9C10 . C50 . o2 . tw 

Start 1510 

GI none 

Exons 1510.. 1566, 1518.. 1562, 1577. 

1674.. 17 69, 167 6.. 17 77, 167 9'. 



Seq. ID OJ990409_03.9C10.C50 
Strand 

End 397 3 

Method TBLASTX : Wheat 
End 1978 
Score 64 

.1663, 1578. .1667, 1671.. 1769, 
.1771,. 174 9.. 19.73, 1772. .1978' 



Seq. No. 


. . 31877 










Seq. ID 


OJ990409JD3.9C10 


Gene No. 


65949 










Strand 




Start 


3539 










End 


3973 


Name 


OJ990409 03 


9C10 


.C50 


.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


1554 










End. 


2012 


GI 


none 










Score 


211 


Exons 


1554 . .1808, 


1581 


. .18 


08, 


1818. 


.2012 




Seq. No. 


31877 










Seq. ID 


OJ990409JD3.9C10 


Gene No. 


65949 










Strand 




Start 


3539 










End 


3973 


Narutj 


OJ990409 03. 


9C1U 


.C50 


.o2 


. ts 


Method 


TBLASTX : Soybean 


Start 


1842 










End 


2084 


GI 


none 










Score 


202 



31864 




Exons 


1842. .2084 












Seq. No. 


31877 








Seq. ID 


OJ990409 03.9C10.C50 


Gene No. 


65949 








Strand 




Start 


3539 








End 


3973 


Name 


OJ990409 03. 


9C10 


.C50.o3 


. tw 


Method 


TBLASTX: Wheat 


Start 


2117 








End 


2522 


GI 


none 








Score 


87 


Exons 


2117. .2167, 


2118, 


. .2180, 


2186. 


.2368, 21 


90. .2408, 2190. .2408, 




2197. .2409, 


2435, 


. .2521, 


2441. 


.2521, 24 


42. .2522 


Seq. No. 


31877 








Seq. ID 


OJ990409_03.9C10.C50 


Gene No . 


65949 








Strand 




Start 


3539 








End 


3973 


Name 


OJ990409 03. 


9C10, 


.C50.ol, 


.tw 


Method 


TBLASTX: Wheat 


Start 


2523 








End 


3845 


GI 


none 








Score 


914 


Exons 


2523. .2708, 


2528. 


. . 3430, 


2529. 


.3446, 3421. .3486, 3441. .3485, 




3488. .3583, 


3492. 


. . 3551, 


3530. 


.3670, 3531.. 3659, 3561.. 3677, 




3599. .3679, 


3683. 


. . 3736, 


3684 . 


.3764, 3753.. 3845, 3757.. 3828, 




3779. .3844 












Seq. No. 


31877 








Seq. ID 


OJ990409_03.9C10.C50 


Gene No. 


65949 








Strand 




Start 


3539 








End 


3973 


Name 


OJ990409 03*. 


9C10, 


.C50 .ol , 


► tm 


Method 


TBLASTX: Maize 


Start 


2571 








End 


2885 


GI 


none 








Score 


306 


Exons 


2571. .2885, 


2582. 


, .2857 








Seq. No. 


31877 








Seq. ID 


OJ990409_03.9C10.C50 


Gene No . 


65949 








Strand 




Start 


3539 








End 


3973 


Name 


OJ990409 03. 


9C10. 


,C50.ol. 


,tc 


Method 


TBLASTX: Cress 


Start 


2812 








End 


3264 


GI 


none 








Score 


157 


Exons 


2812. .2994, 


2816. 


.3253, 


2816. . 


.3259, 2820.. 3263, 3013.. 3264, 




3114 . .3263 













Seq. No. 31877 
Gene No. 65949 

Start. , .3539 ■ * ":. 

Name OJ990409_03 . 9C10 . C50 . ol . gp 

Start . 3539 

GI LIB3431-028-P1-N1-A10 
Exons 3539.-3973 

GI Descrip. ' 4 680203/gb | AAD27566 . 1 | AF114 17 1_7 3.0e-33 (AF114171) TNP2-like 
protein ' [Sorghum bicolor] ' 



Seq. ID OJ990409_03.9C10.C50 
Strand 

End . 3973 - - ' 

Method AAT/GAP 

End .3973 

Score 669 



Seq. No. 31878 

Gene No. 65950 

Start 96 

Name OJ990409_03 . 9C10 . C51 . ol . gp 

Start 96 

GI 342_i.RlO«4 

Exons 96.. 119, 198.. 837 

GI Descrip. 1 4574406/gb | AAD24 042 . 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 



Seq. ID OJ990409_03.9C10.C51 

Strand + 

End 837 

Method AAT/GAP 

End 837 

Score 947 



31865 




- sativa] 1 



beq. No. 


"3 1 O T O 

318/8 








Seq. ID 


OJ990409_03.9C10 


. C51 


Gene No. 


65951 








Strand 






Start 


1152 








End 


1996 




Name 


OJ990409 03 


.9C10 


.CSl.ol 


.np 


Method 


AAT/NAP 




Start 


1149 








End 


1996 




GI 


4585884 








Score 


505 




Exons 


1149. .1996 














GI Descrip. 


(AC005850) 


Hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


31878 








Seq. ID 


OJ990409_03. 9C10 


.C51 


Gene No. 


65951 








Strand 






Start 


1152 








End 


1996 




Name 


OJ990409 03 


. 9C10 


.C51.ol 


.gs 


Method 


GENSCAN 




Start 


1152 








End 


1856 




GI 


none 








Score 


.79 




Exons 


1152. . 1856 














Seq. No. 


31878 








Seq. ID 


OJ990409_03. 9C10 


.C51 


Gene No. 


65951 








Strand 






Start 


1152 








End 


1996 




Name 


OJ990409 03 


.9C10 


.CSl.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1399 








End 


1851 




GI 


none 








. Score 


72 




Exons 


1399. .1596, 


1404 


. .1607, 


1638 


;.18S0, 1648. .1725, 1792. .1851 


Seq. No. 


31878 








Seq. ID 


OJ990409_03. 9C10 


.C51 


Gene No. 


65951 








Strand 






Start 


1152 








End 


1996 




Name 


OJ990409 03 


. 9C10 


.CSl.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


1467 








End 


1859 




GI 


none 








Score 


95 




Exons 


1467. .1532, 


1518 


.1859, 


1534 


. .1710, 1792. . 1851 




Seq. No. 


31878 








Seq. ID 


OJ990409_03. 9C10 


.C51 


Gene No. 


65951 








Strand 






Start 


1152 








End 


1996 




Name 


OJ990409 03 


. 9C10 


CSl.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


1605 








End 


1970 




GI 


none 








Score 


72 




Exons 


1605. .1970, 


1606, 


.1851 . 










Seq. No. 


31879 . . 








Seq. ID 


OJ990409 03.9C10 


.C53 


Gene No. 


65952 








Strand 


+ 




Start 


642 








End 


4357 




Name 


OJ990409 03 


. 9C10. 


C53.ol 


. np 


Method 


AAT/NAP 




Start 


642 








End 


4339 




GI 


4680204 








Score 


1015 




Exons 


642. .2079, 2154.. 


3252, 3362. 


.3535, 3632 


..3851, 4202. .4339 


GI Descrip. 


(AF114171) hypothetical 


protein [Sorghum bicolor] 




Seq. No. 


31879 








Seq. ID 


OJ990409JD3. 9C10 


. C53 


Gene No. 


65952 








Strand 


+ 




Start 


C A O 
\j -i 








End 


43b / 




Name 


OJ990409 03 


. 9C10. 


C53.ol 


gs 


Method 


GENSCAN 




Start 


657 








End 


4357 





31866 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start ... 
Name 
Start 
GI 

Exons 



none Score .71 

657. .921, 953. .1914, 1960. .2079, 2154. .2295, 2472. .3252, 

3362. .3535, 3632. .3742, 3827.;3899, 3994. .4119, 4172. .4357 



31879 Seq. ID 

65953 Strand 

7229 End 

OJ9904 0 9_03 . 9C10 . C53 . o2 . np Method 

7229 End 

5922623 Score 
7229. .7309, 7687. .7911 

(AP000492) hypothetical protein [Oryza sativa] 

gi I 6016856 | dbj | BAA85199 . 1 1 (AP000570) hypothetical protein 

[Oryza sativa] 



OJ990409_03.9C10.C53 
+ 

7911 
AAT/NAP 
7911 
284 



31879 
65954 
4744 

OJ990409_03. 9C10. 
4744 

21474_1.R1084 
4744. .4887 
'3894159 2.0e-10 
thaliana] ' 

3187^ 
65955 
6478 

OJ990409_03.9C10. 

1286 

none 

1286. .1402, 1288. 

31879 
65955 
6478 

OJ990409_03.9C10. 

3179 

none 

3179.. 3259, 3348. 

31879 
65955 
6478 

OJ990409_03. 9C10. 

6478 

none 

6478'; .7173 



C53.o2 .gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990409_03.9C10.C53 

4887 
AAT/GAP 
4887 
248 



(AC005312) hypothetical protein [Arabidopsis 



Seq. ID OJ990409_03.9C10.C53 
Strand 

End 7173 

C53.ol.tw Method TBLASTX: Wheat 

End 1689 

Score 215 
.1524, 1288. .1437, 1389. .1556, 1519. .1689 

Seq. ID OJ990409_03.9C10.C53 
Strand 

End 7173 

C53.o2.tw Method TBLASTX: Wheat 

End 3701 

Score 61 
.3530, 3398. .3523, 3630.. 3701 

Seq. ID OJ990409_03.9C10.C53 
Strand 

... *. ' . End 7173 . . 

C53.o2.gs Method GENSCAN 

End 7173 

Score .78 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31880 
65956 
64 

OJ9904 09_03. 9C10.C54 .ol.gs 
64 

none 
64. .141 



Seq. ID OJ990409_03.9C10.C54 

Strand + 

End 141 

Method GENSCAN 

End 141 

Score .44 



31867 




Seq. No. 


31880 


Seq. ID 


OJ990409 03.9C10 


. C54 


Gene No. 


65957 


Strand 


+ — 




Start 


743 


End 


2176 




Name 


OJ990409 03.9C10.C54.ol.np 


Method 


AAT/NAP 




Start 


743 


End 


2176 




GI 


6907089 


Score 


2042 




Exons 


743. .2005, 2101. .2176 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sat iva ] 




Seq. No. 


31880 


Seq. ID 


OJ990409_03.9C10 


.C54 


Gene No. 


65957 


Strand 


+ 




Start 


743 


End 


2176 




Name 


OJ990409 03. 9C10.C54 ,o2 . gs 


Method 


GENSCAN 




Start 


743 


End 


2005 




GI 


none 


Score 


. 52 




Exons 


743. .1051, 1089. .1809, 1837 


. .2005 






Seq. No. 


31881 


Seq. ID 


OJ990409 03.9C10 


.C55 


Gene No. 


65958 


Strand 


+ 




Start 


1 


End 


507 




Name 


OJ990409 03.9C10.C55.ol.np 


Method 


AAT/NAP 




Start 


1 * 


End 


504 




GI 


6907089 


Score 


625 




Exons 


1..504 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


31881 


Seq. ID 


OJ990409 03.9C10, 


.C55 


Gene No/ 


65958 


Strand 


+ 




Start 


1 


End 


507 




Name 


OJ990409 03.9C10.C55.ol.gs 


Method 


GENSCAN 




Start 


46 


End 


507 




GI 


none 


Score 


. 95 




Exons 


46. .507 








Seq. No. 


31881 


Seq. ID 


OJ990409_03. 9C10. 


.C55 


Gene No. 


• 65959 


Strand 






Start 


1293 


End 


2125 




Name 


OJ990409 03.9C10.C55.o2.tm 


Method 


TBLASTX': Maize 




Start 


1126 


End 


1296 




GI 


none 


Score 


101 




Exons 


1126.. 1296, 1127.. 1291 








Seq. No. 


31881 


Seq. ID 


OJ990409 03.9C10. 


,C55 


Gene No. 


65959 


Strand 






Start 


1293 


End 


2125 




Name 


OJ990409 03.9C10.C55.o2.np 


Method 


AAT/NAP 




Start 


1156 


End 


2125 




GI 


6498441 


Score 


1350 




Exons 


1156. .1442, 1536. .2125 








GI Descrip. 


(AP000815) EST C72786(E2258 


) corresponds to a region of 


the 




predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl. 


(AF098806) 


[Oryza sativa] 




Seq. No. 


31881 


Seq. ID 


OJ990409_ 03. 9C10. 


C55 


Gene No . 


65959 


Strand 






Start 


1293 


End 


2125 




Name 


OJ9904 09_03. 9C10 . C55 . o2 . gs 


Method 


GENSCAN 





31868 



Start 
GI 

Exons 



1293 
none 

1293. .2051 



End 
Score 



2051 
.42 



Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start : 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31881 
65959 
1293 

OJ990409_03. 9C10 . C55 . ol . tw 

1668 

none 



Seq. ID OJ990409_03.9C10.C55 
Strand 

End 2125 

Method TBLASTX : Wheat 

End 2066 

Score 124 



1668. .2066, 1671. .2027, 1975. .2049 



31881 
65959 
1293 

OJ9904 09_03. 9C10.C55.ol .tm 

1755 

none 



Seq. ID OJ990409_03.9C10.C55 
Strand 

End 2125 

Method TBLASTX: Maize 

End 2123 

Score 70 



1755. .1868, 1759. .1848, 1866. .2123, 1902. .2090 



31882 
65960 
1 

OJ990409_03. 9C10 . C56 . ol . np 
1 

6498441 



Seq. ID OJ990409_03.9C10.C56 
Strand 

End 1537 

Method AAT/NAP 

End 1537 

Score 1278 



1..236, 408. .879, 1072. .1323, 1420. .1537 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



31882 
65960 
1 

OJ9904 09_03. 9C10.C5 6.ol. tw 

102 

none 



Seq. ID OJ990409_03.9C10.C56 
Strand 

End 1537 

Method TBLASTX : Wheat 

End 536 

Score 87 



102. .251, 103. .240, 298. .471, 312. .536, 312. .536 



31882 
65960 

1 - ■ -■ . - 

OJ990409_03. 9C10 . C56 . Ol . tm 
1107 
none 



Seq. ID OJ990409_03.9C10.C56 
Strand 

End . . 1537 

Method TBLASTX: Maize 

End * 1464 

Score 51 



1107. .1190, 1108. .1188, 1209. .1463, 1210. .1464 



31882 
65960 
1 

OJ9904 09_03. 9C10.C56.ol. ts 

1161 

none 

1161. .1466 



Seq. ID OJ990409_03.9C10.C56 

Strand - .. 

End 1537 

Method TBLASTX : Soybean 

End 14 66 

Score 195 



Seq. No. 
Gene No. 



31882 
65960 



Seq. ID OJ990409_03.9C10.C56 
Strand 



31869 



Start 
Name 
Start 
GI 

Exons 



OJ9904 09_03 . 9C10 . C56 . o2 . tw 

1186 

none 

1186. .1464, 1191. . 1466 



End 

Method 

End 

Score 



1537 

TBLASTX: Wheat 

1466 

218 



Seq. No. 31883 Seq. ID 

Gene No. 65961 Strand 

Start . 524 End 

Name OJ990409_03 . 9C10 . C58 . ol . gs Method 

Start 524 End 

GI none Score 

Exons 524.. 665, 869.. 972 



OJ990409_03.9C10.C58 
+ 

972 

GENSCAN 

972 

.84 



Seq. No. 


31883 




Seq. ID 


OJ990409_ 


03. 


9C10 


.C58 


Gene No. 


65962 




Strand 










Start 


1234 




End 


1393 








Name 


OJ990409 03. 9C10.C58, 


. o2 . gs 


Method 


GENSCAN 








Start 


1234 




End 


1393 








GI 


none 




Score 


.69 








Exons 


1234. .1393 














Seq. No. 


31884 




Seq. ID 


OJ990409_ 


_03. 


9C10 


.C59 


Gene No. 


65963 




Strand 


+ 








Start" . 


281 




End 


1734 








Name 


OJ990409 03.9C10.C59. 


. ol . gs 


Method 


GENSCAN 








Start 


281 




End 


1734 








GI 


none 




Score 


.72 








Exons 


281. .444, 685. .1371, 


1453. . 


,1734 











Seq. No. 31885 Seq. ID OJ9904 09_03.9C10.C60 

Gene No. 65964 Strand + 

Start 747 End 1034 

Name OJ990409_03 . 9C10 . C60 . ol . gp Method AAT/GAP 

Start 747 End 1034 

GI uC-osflcyp033a04bl Score 502 

Exons 747. .1034 " 

GI Descrip. ' 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 V 



Seq. No. 

Gene No. * 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31885 
65965 
675 

OJ990409_03. 9C10 . C60 . ol . np 
675 

4680186 
675. .903 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ990409_03.9C10.C60 
Strand 

End 903 

Method AAT/NAP 

End 903 

Score 240 



31885 Seq. ID 

65965 Strand 

675 End 
OJ9904 09_03. 9C10 . C60 . ol . gs Method 

727 End 

none Score 
727. .880 



OJ990409_03.9C10.C60 
903 

GENSCAN " 

880 

.59 



31870 



• 



Seq. No. 31886 
Gene No. 65966 
Start 1 

Name OJ9904 09_03 . 9C10 . C61 . ol . np 

Start 1 
GI 6907087 
Exons 1..57, 103.. 798, 1339.. 1440 

GI Descrip. (AP001129) ESTs C72771 (E2215 ) , AU082313 (E2215 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. ID OJ990409_03.9C10.C61 

Strand + 

End 4471 

Method AAT/NAP 

End 1440 

Score 830 



Seq. No. 


31886 


Seq. ID 


OJ990409_03.9C10.C61 


Gene No. 


65966 


Strand 


+ 


Start 


1 


End 


4471 


Name 


OJ990409 03. 9C10.C61.ol 


. gs Method 


GENSCAN 


Start 


88 


End 


4471 


GI 


none 


Score 


.69 


Exons 


88. .798, 804. .876, 1339 


..1420, 3235. .3389, 3635. .3715, 




4052. .4471 






Seq. No. 


31886 


Seq. ID 


OJ990409 03 . 9C10 . C61 


Gene No. 


65966 


Strand 


+ ~~ 


Start 


1 


End 


4471 


Name 


OJ990409 03. 9C10.C61.ol 


gp- Method 


AAT/GAP 


Start 


1896 ' 


End 


2277 


GI 


uC-osf Icyp033a04bl 


Score 


671 


Exons 


1896. .2277 






GI Descrip. 


1 601684 5/dbj IAP000570.1 


AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P07 11E10 1 




Seq. No. 


31886 


Seq. ID 


OJ990409_03.9C10.C61 


Gene No. 


65967 


Strand 




Start 


1829 


End 


2029 


Name 


OJ990409 03.9C10.C61.o2. 


np Method 


AAT/NAP 


Start 


1829 


End 


202 9 


GI 


4680186 


Score 


331 


Exons 


1829. .2029 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 


Seq. No. 


31886 


Seq. ID 


OJ990409_03.9C10.C61 


Gene No. 


65968 


Strand 




Start 


4859 


End 


8192. 


Name 


OJ990409 03.9C10.C61.o3. 


np Method 


AAT/NAP 


Start 


4859 


End 


6967 


GI 


629693 


Score 


414 


Exons 


4859.. 6011, 6942.. 6967 






GI Descrip. 


probable integrase - common tobacco (fragment) 




gi I 530742 |emb|CAA567 91 1 


(X80830) integrase [Nicotiana tabacum 


Seq. No. 


31886 


Seq.' ID 


OJ990409_03.9C10.C61 


Gene No. 


65968 


Strand 




Start 


4859 


End 


8192 


Name 


OJ990409 03.9C10.C61.o5. 


ts Method 


TBLASTX: Soybean 


Start 


4905 


End 


5138 


GI 


none 


Score 


115 


Exons 


4905. .5138, 4909. .5100 







31871 




Seq. No. 


31886 








Seq. ID 


OJ990409 03.9C10 


. C61 


Gene No. 


65968 








Strand 






Start 


4 8 59 








End 


8192 




Name 


OJ990409 03 


. 9C10 


.C61.o4 


.np 


Method 


AAT/NAP 




Start 


4911 








End 


8192 




GI 


4206306 








Score 


1207 




Exons 


4911. .7990, 


8165 


. .8192 










GI Descrip 


(AF049110) 


prpol 


[Zea mays] 








Seq. No. 


31886 








Seq. ID 


OJ990409_03. 9C10 


.C61 


Gene No. 


65968 








Strand 






Start 


4859 








End 


8192 




Name 


OJ990409 03 


. 9C10 


-C61.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


4926 








End 


5333 




GI 


none 








Score 


57 




Exons 


4926. .5333, 


4927 


. .5115 










Seq. No. 


31886 








Seq. ID 


OJ990409_03. 9C10 


.C61 


Gene No. 


65968 








Strand 






Start 


4859 








End 


8192 




Name 


OJ990409 03 


. 9C10 


.C61.o2 


.gs 


Method 


GENSCAN 




Start 


5088 








End 


8104 




GI 


none 








Score 


. 68 




Exons 


5088 . .5309, 


5697 


. .5796, 


6166. 


.6534, 68 


35. .7015, 7379. .7488, 




* 7559. .7726, 


7-7 57 


. .7992, 


. 8016. 


.8104 






Seq. No. 


31886 








Seq. ID 


OJ990409_03.9C10 


C61 


Gene No. 


65968 








Strand 






Start 


4859 








End 


8192 




Name 


OJ990409 03 


. 9C10 


C61.o3 


.tm 


Method 


TBLASTX: Maize 




Start 


5538 








End 


5918 




GI 


none 








Score 


83 




Exons 


5538. .5762, 


5760 


.5918 










Seq. No. 


31886 








Seq. ID 


OJ990409_03.9C10 


C61 


Gene No. 


65968 








Strand 






Start 


4859 








End 


8192 




Name 


OJ990409 03 


. 9C10 


C61.04 


. ts 


Method 


TBLASTX: Soybean 




Start 


5607 








End 


5912 




GI 


none 








Score 


89 




Exons 


5607. .5912, 


5698. 


.5904 










Seq. No. 


' 31886 








Seq. ID- 


OJ990409_03..9C10. 


C61 


Gene No. 


65968 








Strand 






Start 


4859 








End 


8192 




Name 


OJ990409 03 


. 9C10. 


C61.ol 


ts 


Method 


TBLASTX: Soybean 




Start 


6369 








End 


6778 




GI 


none 








Score 


44 




Exons 


6369. . 6563, 


6581. 


. 6619., 


6582. 


.6620, 6641.. 6778, 6645. .6770 


Seq. No. 


31886 








Seq. ID 


OJ990409_03.9C10. 


C61 


Gene No. 


65968 








Strand 






Start 


4859 








End 


8192 




Name 


OJ990409JD3 


9C10. 


C61.o2. 


ts 


Method 


TBLASTX: Soybean 




Stax L 


6929 








End 


7399 




GI 


none 








Score 


100 




Exons 


6929. .7117, 


6960. 


.7127, 


7118. 


.7399, 7161.. 7361 





31872 




Seq. No. 


31886 








Seq. ID 


OJ990409_03. 9C10 


.C61 


Gene No. 


65968 








Strand 






Start 


4859 








End 


8192 




Name 


OJ990409 03 


. 9C10 


.C61.o3, 


, tw 


Method 


TBLASTX: Wheat 




Start 


7016 








End 


7414 




GI 


none 








Score 


78 




Exons 


7016. .7117, 


7083 


. .7340, 


7097. 


.7414 






Seq. No. 


31886 








Seq. ID 


OJ990409JD3 . 9C10 


.C61 


Gene No. 


65968 








Strand 






Start 


4859 








End 


8192 




Name 


OJ990409 03 


. 9C10 


.C61.ol, 


. tm 


Method 


TBLASTX: Maize 




Start 


7085 








End 


7538 




GI 


none 








Score 


190 




Exons 


7085. .7522, 


7086 


. .7394, 


7458. 


.7538 






Seq. No. 


31886 








Seq. ID 


OJ990409_03. 9C10 


.C61 


Gene No. 


65968 








Strand 






Start 


4859 








End 


8192 




Name 


OJ990409 03 


. 9C10 


.C6I.0I. 


tw 


Method 


TBLASTX: Wheat 




Start 


7415 








End 


7817 




GI 


none 








Score 


74 




Exons 


7415. .7519, 


7417, 


. .7521, 


7418. 


.7510, 7458. .7520, 7492. .7662, 




7516. .7758, 


7521, 


. .7766, 


7761. 


.7817 






Seq. No. 


31886 








Seq. ID 


OJ990409 03 9C10 


• U J. 


Gene No. 


65968 








Strand 






Start 


4859 








End 


8192 




Name 


OJ990409 03 


. 9C10, 


.C61.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


7539 








End 


7763 




GI 


none 








Score 


175 




Exons 


7539. .7763, 


7540. 


. .7758, 


7569. 


.7763 






Seq. No. 


31886 








Seq. ID 


OJ990409_03. 9C10 


.C61 


Gene No. 


65968 








Strand 






Start 


4859 








End 


8192 




Name 


OJ990409 03, 


. 9C10, 


,C61.o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


7614 








End 


7979 




GI 


none 








Score 


131 




Exons 


7614. .7748, 


7755. 


, .7979 










Seq. No. 


31887 








Seq. ID 


OJ9904*09_03.9C10 


.C62 


Gene No. 


. 65969 . 








Strand 


+ 




Start 


181 








End 


642 




Name 


OJ990409 03, 


. 9C10. 


,C62.ol. 


crs 


Method 


GENSCAN 




Start 


181 








End 


642 




GI 


none 








Score 






Exons 


181.. 642 














Seq. No. 


31888 








Seq. ID 


OJ990409_03. 9C10. 


.C64 


Gene No. 


65970 








Strand 


+ 




Start 


49 








End 


153 




Name 


OJ990409_03. 


, 9C10. 


C64.ol. 


gs 


Method 


GENSCAN 




3 1 a r L 


4 9 








End 


153 




GI 


none 








Score 


.8 




Exons 


49. .153 















31873 



Seq. No. 31889 

Gene No. 65971 

Start 1 

Name OJ990409_03 . 9C10 . C65 . ol . np 

Start 1 

GI 6466937 

Exons 1..34, 772. .2445, 2940. .2965 

GI Descrip. (AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ990409_03.9C10.C65 
Strand 

End 2965 

Method AAT/NAP 

End 2965 

Score 960 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31889 
65971 
1 

OJ990409J33. 9C10 . C65 . ol . gs 

417 

none 



Seq. ID OJ990409_03.9C10.C65 
Strand 

End 2965 

Method GENSCAN 

End 2896 

Score .44 



417. .645, 687. .1408, 1880. .2143, 2665. .2896 



31889 
65971 
1 

OJ9904 09_03. 9C10 . C65 . o2 . tm 

668 

none 



Seq. ID OJ990409_03.9C10.C65 
Strand 

End 2965 
Method TBLASTX : Maize 
End t 1279 

Score 1 81 

668. .733, 678. .767, 682. .774, 684. .773, 779. .919, 867. .1058, 
950. .1279, 1101. .1208 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31889 
65971 
1 

OJ9904 09_03. 9C10 . C65 . o2 . tw 

885 

none 



Seq. ID OJ990409_03.9C10.C65 
Strand 

End 2965 

Method TBLASTX : Wheat 

End 1252 

Score 148 



885. .1199, 911. .1252, 952. .1200, 959. .1219 



31889 
65971 
1 

OJ9904 09_03. 9C10 . C65 . ol . tm 

1319 

none 



Seq. ID OJ990409_03.9C10.C65 
Strand 

End 2965 

Method TBLASTX: Maize 

End 1954 

Score 310 



1319..1954, 1320. .1853, 1370. .1954 



Seq. No. 31889 

Gene No. 65971 

Start 1 

Name OJ990409_03 . 9C10 . C65 . o3 . tw 

Start - ; 1319 

GI none 

Exons 1319.. 1699, 1320.. 1604 

Seq. No. 31889 

Gene No. 65971 

Start 1 

Name OJ990409_03 . 9C10 . C65 . ol . ts 

Start 1550 



Seq. ID OJ990409_03.9C10.C65 
Strand 

End 2965 

Method TBLASTX : Wheat 

End 1699 

Score 69 



Seq. ID OJ990409_03.9C10.C65 
Strand 

End 2965 

Method TBLASTX : Soybean 

End 1934 



31874 



GI 


none 




Score 


75 




Exons 


1550. .1933, 1695. . 1934 










Seq. No. 


31889 




Seq. ID 


OJ990409_03.9C10 


.C65 


Gene No. 


65971 




Strand 






Start 


1 




End 


2965 




Name 


OJ990409 03.9C10.C65.ol 


. tw 


Method 


TBLASTX * Wheat 




Start 


1790 ~ 




End 


2221 




GI 


none 




Score 


131 




Exons 


17 90. .2221, 17 94. .204 8, 


1802 . 


.2176 






Seq. No. 


31889 




Seq. ID 


OJ990409_03. 9C10 


.C65 


Gene No. 


65971 




Strand 






Start 


1 




End 


2965 




Name 


OJ990409 03. 9C10.C65 .o3 


. tm 


Method 


TBLASTX: Maize 




Start 


1955 ~ 




End 


2363 




GI 


none 




Score 


88 




Exons 


1955. .2086, 1955. .2191, 


2198 . 


.2362, 2235. .2363 




Seq. No. 


31890 




Seq.' 'ID 


OJ990409_03.9C10 


.C67 


Gene No. 


65972 




Strand 






Start 


158 




End 


913 




Name 


OJ990409 03. 9C10.C67 .ol 


. gs 


Method 


GENSCAN 




Start 


158 '~ 




End 


833 




GI 


none 




Score 


.69 




Exons 


158. .319. 406 588, 711 


833 








Seq. No. 


31890 




Seq. ID 


OJ990409_03.9C10 


. C67 


Gene No. 


65972 




Strand 






Start 


158 




End 


913 




Name 


OJ990409 03.9C10.C67.ol 


.np 


Method 


AAT/NAP 




Start 


345 




End 


913 




GI 


3650031 




Score 


92 




Exons 


345. .816, 872. .913 










GI Descrip. 


(AC005396) putative proline-rich protein [Arabidopsis thaliana] 


Seq. No. 


31891 




Seq. ID 


OJ990409_03. 9C10 


C69 


Gene No. 


65973 




Strand 






Start 


1 




End 


692 




Name 


OJ990409 03. 9C10.C69.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


692 




GI 


4680179 




Score 


555 




Exons 


1..692 " 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


31891 




Seq. ID 


OJ990409_03. 9C10. 


C69 


Gene No. 


65973 




Strand 






Start 


1 




End 


692 




Name 


OJ990409 03.9C10.C69.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


109 




End 


465 




GI 


none 




Score 


100 




Exons 


109. .465, 175. .453 










Seq. No. 


31891 




Seq. ID 


OJ990409JD3. 9C10. 


C69 


Gene No. 


65973 




Strand 






Start 


1 




End 


692 




Name 


OJ990409 03.9C10.C69.ol 


.gs 


Method 


GENSCAN 





31875 



Start 


144 






DOJ 




GI 


none 






SR 

• _/ O 




Exons 


144 . . 663 










Seq. No. 


31891 




Seq. ID 


OJ990409_03. 9C10 


.C69 


Gene No. 


65973 




Strand 






Start 


1 




End 


692 




Name 


OJ990409 03 . 9C10 . C69 . ol 


. tm 








Start 


166 ~ 




End 


4 6^ 

1 U -J 




GI 


none 




OLUi c 






Exons 


166. .465, 362. .451 










Seq. No. 


31891 




Seq. ID 


OJ990409JD3. 9C10 


.C69 


Gene No. 


65973 




Strand 






Start 


1 




End 


692 




Name 


OJ990409 03.9C10 C69 o2 


. tw 




TRT.A^TX * Wh^^h 

1 DLnj 1 /\ • V V i 1 C ct u 




Start 


475 ~~ 




End 


6RR 




GI 


none 






Q7 




Exons 


475 . . 687, 476 . . 688 










Seq. No. 


31892 




Seq. ID 


OJ990409_03. 9C10 


C71 


Gene No. 


65974 




Strand 


+ 




Start 


402 




End 


4 4 9 




Name 


OJ990409 03 9C10 C71 ol 


pro 


11C L11UU, 


\J £j IN O OrtLN 




Start 


40'2 ■* ~ 


HiX IU 


M *i _? 




GI 


none 










Exons 


' 4 0 2 .. 4 4 9 










Seq. No. 


31893 




Seq. ID 


OJ990409_03. 9C10. 


C73 


Gene No. 


65975 




Strand 






Start 


46 




End 


17 4 

X / *i 




Name 


OJ990409 03 9P10 Cl^ ol 




l ic LilUU 


O £j IN O V^rllN 




Start 


4 6 _ 






17 4 

X / *± 




GI 


none 




Score 


7 ? 




Exons 


4 6. .174 










Seq. No. 


31894 




O C ^ * x u 


n,TQQn40Q qpi n 


P7 A 


Gene No. 


65976 




Strand 


+ ~~ 




Start 


1 




End 


842 




Name 


OJ990409 03.9C10.C74.ol 


np 


Method 


AAT /NAP 




Start 


1 




End 


7 ^R 




GI 


5042447 




Score 






Exons- 


1..309, 478. .738 










GI Descrip. 


(AC007789). putative polyprotein [Oryza 


O a t — L vaj 




Seq. No. 


31894 




Seq. ID 


OJ990409 03.9C10. 


CI 4 


Gene No. 


65976 




Strand 


+ 




Start 


1 




End 


842 




Name 


OJ990409 03.9C10.C74.ol. 


tw 


Method 


i DLrio i a . wnea t 




Start 


1 




End 


?0R 




GI 


none 




Score 


64 




Exons 


1..153, 3. .308, 3. .242 










Seq. No. 


31894 




Seq. ID 


OJ990409 03.9C10. 


C74 


Gene No. 


659 7b 




Strand 


+ 




Start 


1 




End 


842 




Name 


OJ990409 03. 9C10.C74.ol. 


gs 


Method 


GENSCAN 





31876 



Start 
GI 

Exons 



82 

none 
82. .842 



End 
Score 



842 
.97 



Seq. No. 31895 

Gene No. 65977 

Start 433 

Name OJ9904 09_03 . 9C10 . C7 6 . ol . 

Start 433 

GI none 

Exons 433.. 1323, 1519.. 1671 

Seq. No. 31895 

Gene No. 65977 

Start 433 

Name OJ990409_03 . 9C10 . C7 6 . ol . 

Start 469 

GI 5091513 

Exons 469.. 1121, 1670.. 1714 

GI Descrip. (AB023482) Hypothetical 

Seq. No. 31895 

Gene No. 65977 

Start 433 

Name >.. OJ9904 09_03 . 9C10 . C76 . ol . 

Start " ■ 1237 

GI uC-osflcyp053g09bl 

Exons 1237.. 1536 
GI Descrip. ' 4 521193/dbj | AB013450 . 1 | 
similar sequence to Pib 



gs 



np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990409_03.9C10.C76 

1714 
GENSCAN 
1671 
.85 



Seq. ID OJ990409_03.9C10.C76 
Strand 

End 1714 

Method AAT/NAP 

End 1714 

Score 843 



protein [Oryza sativa] 

Seq. ID OJ990409_03.9C10.C76 
Strand 

End 1714 

gp Method AAT/GAP 

End 1536 

Score 494 

AB013450 1.0e-99 Oryza sativa DNA, 
gene 1 



Seq. No. 


31896 






Seq. ID 


OJ990409_ 


_03 


.9C10 


.C77 


Gene No. 


65978 






Strand 


+ 








Start 


1 






End 


422 








Name 


OJ990409 03 


.9C10.C77.ol 


.np 


Method 


AAT/NAP 








Start 


1 






End 


422 








GI 


5091513 ■ 






Score 


634 








Exons 


1. .422 
















GI Descrip. 


(AB023482) 


Hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


31896 






Seq. ID 


OJ990409_ 


_03 


9C10 


.C77 


Gene No. 


65978 






Strand 


+ ' 








Start 


1 






End • 


422 








Name 


OJ990409 03 


.9C10.C77.ol 


gs 


Method 


GENSCAN 








Start 


33 






End 


361 








GI 


none 






Score 


.86 








Exons 


33. .90, 92. 


.361 














Seq. No. 


31897 






Seq. ID 


OJ990409_ 


03. 


9C10 


.C78 


Gene No. 


65979 






Strand 


+ 








Start 


94 






End 


381 








Name 


OJ990409 03 


.9C10.C78.ol. 


gs 


Method 


GENSCAN 








Start 


94 






End 


381 








GI 


rione 






Score 


.55 








Exoris 


94 . .361 
















Seq. No. 


31897 






Seq. ID 


OJ990409_ 


03. 


9C10 


.C78 



31877 



Gene No. 


65980 






Strand 








Start 


517 






End 


720 






Name 


OJ990409 03 9C10 C78 


. o2 




Method 








Start 


517 _ 






End 


720 






GI 


none 






Score 


. 59 






Exons 


517 . . 720 














Seq . No . 


31898 






Seq. ID 


OJ9904nQ 


03 . 




Gene No . 


65981 






Strand 








Start 


151 






End 


386 






Name 


.OJ990409 03.9C10.C79 


.ol. 


• gp 


Method 


AAT/GAP 






Start 


151 






End 


386 






GI 


3761181 






Score 


340 






Exons 


151 . . 386 














GI Descrip. 


4521193/dbi IAB013450 


.1IAB013450 l.Oe-! 


99 Oryza sativa DNA, 




similar sequence to 


Pi h 


y ci its 










Seq. No. 


31898 






Con T n 


UJ i/ U rt U J 


Pi 


QP1 f| /^-7 Q 


Gene No. 


65982 






Strand 








Start 


356 






End 


455 






Name 


OJ990409 03 9C10 C79 


f Ul ■ 




Mo i~ h nH 


\j Cj IN o ^rVrJ 






Start 


356 ~~ 






EjI im 


4 JJ 






GJ 


none 






Score 


Q c> 






Exons 


356 . . 455 














Seq. No. 


31899 






Oppr T P) 

Octj • ± u 




U J . 


U.LoU 


Gene No. 


65983 






OLIdUa 


_i_ 

T 






Start 


283 






End 


754 






Name 


OJ990409 03 9C10 C80 


.Ol. 


gs 


Method 


GENSCAN 






Start 


283 ~ 






End 


754 






GI 


none 






Score 


.56 






Exons 


283 . . 332, 682 . . 754 














Seq. No. 


31900 






Seq. ID 


OJ990409_ 


_03. 


9C10.C81 


Gene No. 


65984 






Strand 


+ 






Start 


382 






End 


1766 






Name 


OJ990409 03.9C10 C81 


.Ol. 


gs 


Method 


GENSCAN 






Start 


382 ~~ 






End 


1766 






GI 


none 






Score 


.55 






Exons 


382 573. 1623 1766 














Sea No 


'31901 " " 






"Seq. ID 


- OJ990409_ 


_03. 


9C10:C84 


Gene No . 


65985 






Strand 


+ 






Start 


501 






End 


751 






Name 


OJ990409 03.9C10.C84. 


.Ol. 


gp 


Method 


AAT/GAP 






Start 


501 






End 


751 






GI 


uC-osflcyp033a04bl 






Score 


437 






Exons 


501. .751 














GI Descrip. 


1 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


-59 Oryza sativa genomic 




DNA, 'chromosome 1, clone 


:P0711E10' 








Seq. No. 


31901 






Seq. ID 


OJ990409_ 


03. 


9C10.C84 


Gene No. 


65985 






Strand 


+ 






Start 


501 






End 


751 






a me 


OJ990409 03.9C10.C84. 


ol . 


gs 


Method 


GENSCAN 






Start 


606 






End 


671 






GI 


none 






Score 


.83 







31878 




Exons 


606 . . 671 






Sea No 


31901 


Spa TD 




Gene No. 


65986 


Strand 




Start 


429 


End 


751 


Naiue 


OJ990409 03.9C10.C84.ol.np 


Method 


AAT /NAP 


Start 


. 429 


End 


751 


GI 


4680186 


Score 


205 


Exons 


429. .634, 699. .751 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


indiral 


Seq. No. 


31902 


Seq. ID 


OJ990409_03.9C10.C86 


Gene No. 


65987 


Strand 




Start 


536 


End 


2283 


Name 


OJ990409 03. 9C10 . C8 6 . ol . gs 


Method 


GENSCAN 


Start 


536 


End 


2283 


GI 


none 


Score 


. 95 


Exons 


536. .628, 653. .819, 897. .1476 


, 2152. .2283 


Seq. No. 


31903 


Seq. ID 


OJ990409_03.9C10.C87 


Gene No. 


65988 


Strand 




Start 


789 


End 


1178 


Name 


OJ990409 03.9C10.C87.ol.gs 


Method 


GENSCAN 


Start 


789 


End 


1178 


GI 


none 


Score 


.44 


Exons 


789. .834, 901. .1178 






Sea No 


31904 


Seq. ID 


OJ990409_03.9C10.C88 


Gene No. 


65989 


Strand 


+ 


Start 


1 


End 


205 


Name 


OJ990409 03.9C10.C88.ol.np 


Method 


AAT /NAP 


Start 


1 


End 


205 


GI 


6907087 


Score 


103 


Exons 


1. .205 






GI Descrip. 


(AP001129) ESTs C72771 (E2215 ) , AU082313 CE22 15 ) correspond to 




region of the predicted gene. 


; hypothetical protein [Oryza 




sativa] 






Seq. No. 


31905 


Seq. ID 


OJ990409_03.9C10.C89 


Gene No . 


65990 


Strand 


+ 


Start 


1 


End 


2001 


Name . 


OJ990409 03.9C10.C89.ol.np . 


Method. 


AAT /NAP 


Start ■ * ' 


. 1 


End 


2001 


GI. 


6063554 


Score 


356 


Exons 


1..187, 292. .493, 1158. .1189, 


1828. .2001 


GI Descrip . 


(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 




correspond to a region of the 


predicted gene.; hypothetical 




protein [Oryza sativa] 






Seq. No. 


31905 


Seq. ID 


OJ990409_03.9C10.C89 


Gene No. 


65990 


Strand 


+ 


Start 


1 


End 


2001 


Name 


OJ990409 03.9C10.C89.ol.gp 


Method 


AAT /GAP 


Start 


1141 


End 


1391 


GI 


101153 I.Ki084 


Score 


393 


Exons 


1141. .1391 






GI Descrip. 


, 5852170/emb|AL117265.1|OST17804 1.0e-115 Oryza sativa 



31879 



# • 

indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : t!7804 1 



Seq. No. 


31905 


Seq. ID 


OJ990409 03.9C10.C89 


Gene No. 


65991 


Strand 




Start 


76 


End 


1813 


Name 


OJ990409 03. 9C10 . C8 9 . ol . gs 


Method 


GENS CAN 


Start 


76 


End 


1813 


GI 


none . 


Score 


. 68 


Exons 


76. .728, 1732. .1813 






Seq. No. 


31906 


Seq. ID 


OJ990409_03.9C10.C90 


Gene No. 


65992 


Strand 


+ 


Start 


1 


End 


242 


Name 


OJ990409 03. 9C10 . C90 . ol . gp 


Method 


AAT/GAP 


Start 


1 


End 


242 


GI 


uC-osflcyp033a04bl 


Score 


410 


Exons 


1. .242 






GI Descrip. 


? 6016845/dbj | AP000570 . 1-| AP000570 3.0e- 


59 Oryza sativa genomi 




DNA, chromosome 1, clone : P07 11E10 ' 




Seq. No. 


31906 


Seq. ID 


OJ990409_03. 9C10.C90 


Gene No. 


65993 


Strand 




Start 


1 


End 


1303 


Name 


OJ990409 03. 9C10 . C90 . ol . np 


Method 


AAT/NAP 


Start 


1 


End 


1303 


GI 


5852180 


Score 


61 


Exons 


1..144, 1273. .1303 






GI Descrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 




Seq. No. 


31907 


Seq. ID 


OJ990409 03.9C10.C91 


Gene No . 


65994 


Strand 


+ 


Start 


734 


End 


1411 


Name 


OJ990409 03. 9C10.C91.ol.gs 


Method 


GENSCAN 


Start 


734 


End 


1411 


GI 


none 


Score 


. 4 


Exons 


734. . 1411 






Seq. No. 


31908 


Seq. ID 


OJ990409_03.9C10.C92 


Gene No. 


65995 


Strand 


+ 


Start 


1 


End 


1735 


Name 


OJ990409 03. 9C10 . C92 . ol . np 


Method 


AAT/NAP 


Start 


1 .. 


End . 


1735 


GI 


6063554 


Score ' 


158 


Exons 


1..25, 909... 936, 1561. .1735 






GI Descrip. 


(AP000615) ESTs AU075609 (C6334 4) ,C71850 (E04 64) ,C98 611 (E04 64) 




correspond to a region of the 


predicted gene.; hypothetical 




protein [Oryza sativa] 






Seq. No. 


31908 


Seq. ID 


OJ990409_03.9C10..C92 


Gene No. 


65995 


Strand 


+ 


Start 


1 


End 


1735 


Name 


OJ990409 03.9C10.C92.ol.gs 


Method 


GENSCAN 


Start 


24 


End 


203 


GI 


none 


Score 


.76 


Exons 


24 . .203 






Seq. No. 


31908 


Seq. ID 


OJ990409_03.9C10.C92 



31880 




Gene No. 


65996 


Strand 






Start 


880 


End 


1548 




Name 


OJ990409 03.9C10.C92.o2.gs 


Method 


GENSCAN 




Start 


880 


End 


1548 




GI 


none 


Score 


. 91 




Exons 


880. .977, 1467. .1548 








Seq. No. 


31909 


Seq. ID 


OJ9904.09 .03 . 9C10 


.C93 


Gene No. 


65997 


Strand 






Start 


1 


End 


1692 




Name 


OJ990409 03.9C10.C93.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1692 




GI 


4680204 


Score 


627 




Exons 


1..58, 384. .869, 963. .1692 








GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 




Seq. No. 


31909 


Seq. ID 


OJ990409_03.9C10 


.C93 


Gene No. 


65997 


Strand 






Start 


1 


End 


1692 




Name 


OJ990409 03.9C10.C93.ol.gs 


Method 


GENSCAN 




Start 


42 


End 


1628 




GI 


none 


Score 


.54 




Exons 


42. .438, 676. .890, 963. .1148 


, 1236. .1628 




Seq. No. 


31909 ... 


Seq. ID 


OJ990409_03.9C10 


.C93 


Gene No. 


65997 " ■ 


Strand 






Start 


1 


End 


1692 




Name 


OJ990409 03. 9C10.C93.ol.tw' 


Method 


TBLASTX: Wheat 




Start 


1311 


End 


1650 




GI 


none 


Score 


85 




Exons 


1311. .1343, 1347. .1487, 1348 


..1428, 1482. .1649, 1501. .1650 


Seq. No. 


31910 


Seq. ID 


OJ990409_03.9C10 


.C95 


Gene No. 


65998 


Strand 






Start 


64 


End 


559 




Name 


OJ990409 03.9C10.C95.ol.np . 


Method 


AAT/NAP 




'Start 


64 


End 


559 




GI 


5295971 ■ 


Score 


446 




Exons 


64 5 5 9 








GI Descrip. 


(AB026295) EST D24315 (R1718 ) 


corresponds to a region of 


the 




predicted gene.; Similar to 


Tobacco DNA for retroviral-like 




•transposon Tnt 1-94. (X13777) 


[Oryza sativa] 




Seq. No. 


31910. 


Seq. ID 


OJ990409_03. 9C10 


C95. 


Gene No. 


65998 


Strand 






Start 


64 


End 


559 




Name 


OJ990409 03.9C10.C95.ol.ts 


Method 


TBLASTX: Soybean 




Start 


88 


End 


501 




GI 


none 


Score 


,110 




Exons 


88. .501, 143. .475 








Seq. No. 


31910 


Seq. ID 


OJ990409_03. 9C10. 


C95 


Gene No. 


65998 


Strand 






Start 


64 


End 


559 




XI 

tNCULLC 


OJ9904 09 03.9CiO.c9b.ol.tc 


Method 


TBLASTX: Cress 




Start 


91 


End 


522 




GI 


none 


Score 


93 





31881 



Exons 


91. .309, 95.. 301, 112 306, 


346. .459, 


457. .522 






Seq. No. 


31910 


Seq. ID 


OJ990409_03 


.9C10 


.C95 


Gene No. 


65998 


Strand 








Start 


64 


End 


559 






Name 


OJ9904 09 03. 9C10.C95.ol. tm 


Method 


TBLASTX: Maize 




Start 


92 ~ 


End 


480 






GI 


none 


Score 


249 






Exons - 


92. .478, 94. . 480 










Seq. No. 


31910 


Seq. ID 


OJ990409JD3 


.9C10 


.C95 


Gene No. 


65998 


Strand 








Start 


64 


End 


559 






Name 


OJ990409 03 . 9C10 . C95 . ol . gs 


Method 


GENSCAN 






Start 


96 ~ 


End 


522 






GI 


none 


Score 


.96 






Exons 


96. . 522 










Seq. No. 


31910 


Seq. ID 


OJ990409_03 


.9C10 


.C95 


Gene No. 


65998 


Strand 








Start 


64 


End 


559 






Name 


OJ9904 09 03 . 9C10 . C95 . ol . tw 


Method 


TBLASTX: Wheat 




Start 


121 ~~ 


End 


513. 






GI 


none 


Score 


51 






Exons 


121. .300, 128. .301, 337. .513 


, 338 . . 457 






- 


Seq. No. 


31911 


Seq. ID 


OJ990409 O^i 


9C10 


.C97 


Gene No. 


65999 


Strand 


+ 






Start 


626 


End 


97 9 






Name 


OJ990409 03 . 9C10 . C97 . ol . gs 


Mpf" hod 


GENSCAN 






Start 


626 ~~ 


End 


979 






GI 


none 


Score 


. 95 






Exons 


626. . 979 










Seq. No. 


31912 


Seq. ID 


OJ990409_03. 


9C10 


.C98 


Gene No. 


66000 


Strand 


+ 






Start 


492 


End 


878 






Name 


OJ990409 "03 . 9C10 ;C98 . ol . gs 


Met hod 


GENSCAN 






Start 


492 ~ 


End 


878 






GI 


none 


Score 


. 97 






Exons 


492 . .581, 834 . . 878 










Seq. No. 


31912 


Seq. ID 


OJ990409_03. 


9C10 




Gene No . 


.66001 


Strand 


+ 






Start 


1311 


End 


1570 






Name 


OJ990409 03. 9C10 . C98 . ol . gp 


Method 


AAT/GAP 






Start 


1311 


End 


1570 






GI 


61605 3.R1084 


Score 


370 






Exons 


1311 .71570 










GI Descrip. 


1 14 02 920/emb | CAA66965 | 2 . 0e- 


20 (X98321} 


peroxidase 


[Arabidopsis 




thaliana] 1 










Seq. No. 


31912 


Seq. ID 


OJ990409_03. 


9C10 


C98 ' 


Gene No. 


66002 


Strand 








Start 


1485 


End 


1801 






Name 


OJ990409 03. 9C10 . C98 . o2 . gs 


Method 


GENSCAN 






Start 


1485 


End 


1801 







31882 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

1485. .1649, 1766. .1801 



Score 



.71 



OJ990409_03.9C10.C98 



31912 Seq. ID 

66003 Strand 
1958 End 2502 

0 J990409_03 . 9C10 . C98 . ol . np Method AAT/NAP 
1958 End 2502 

6063554 Score ' 131 

1958. .2131, 2457. .2502 

(AP000615) ESTs AU075609 (C6334 4 ) , C7 1850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


31913 




Seq. ID 


OJ990409 


Gene No. 


66004 




Strand 


+ 


Start 


60 




End 


377 


Name 


OJ990409 03 


.9C10.C99.ol.gs 


Method 


GENSCAN 


Start 


60 




End 


377 


GI 


none 




Score 


.51 


Exons 


60. .377 








Seq. No. 


31913 




Seq. ID 


OJ990409 


Gene No. 


66005 




Strand 




Start 


1 




End 


1611 ' 


Name 


OJ990409 03 


.9C10.C99.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


1611 


GI 


6063554 




Score 


' 124 


Exons 


1..248, 531 


..639, 1589. .1611 






GI Descrip. 


(AP000615) 


ESTs AU075609 (C63344) ,C718 


50 (E0464) ,< 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



correspond to a region of the predicted gene, 
protein [Oryza sativa] 



hypothetical 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990409 03.9C10.C99 



1611 
AAT/GAP 
1400 
130 



31913 
66005 
1 

OJ9904.09_03. 9C10.C99.ol .gp 
1311 

5867_1.R1084 
1311.. 1400 

' 464986/sp| P35132 |UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD * 9 ( UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 
CARRIER PROTEIN 9) (UBCAT4B)- >gi_4 2 1 8 57_pir_S32 67 4 ; 
ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297 884_emb_CAA7 87 14_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 



31914 Seq. ID 

66006 ' Strand 

1 End 
OJ9904 09_03 . 9C10 . C100 . ol . np Method 

1 End 

2967837 Score 
1 . . 23 871 . .1207 

(AF052641) cyst nematode resistance gene candidate [Triticum 
aestivum] 



OJ990409_03.9C10.C100 
+ 

1207 
AAT/NAP 
1207 
185 



31883 



'Seq. No. '31914 Seq. ID 

Gene No. 66006 Strand 

Start 1 • End 

Name OJ990409_03 . 9C10 . C100 . ol . gp Method 

Start 334 End 

GI LIB3477-003-P1-K1-E9 Score 

Exons 334.. 483 

GI Descrip. 1 24 98586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



OJ9904 09_03.9C10.C100 
+ 

1207 
AAT/GAP 
483 
155 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31914 Seq. ID 

66007 Strand 
2373 End 
OJ990409_03. 9C10 . C100 . o2 . np Method 
2373 End 
1235664 Score 
2373. .2440, 3524. .3891 ' 

(U37936) novel calmodulin-like protein [Oryza sativa] gi 13171148 
(AF064456) calmodulin-like protein [Oryza sativa subsp. indica] 
gi I 6969639 | gb | AAF33852.il (AF231026) calmodulin-like protein 
[Oryza sativa] 



OJ9904 09_03.9C10.C100 

3891 
AAT/NAP 
3891 
104 



Seq. No. 31915 Seq.. ID 

Gene No. 66008 Strand 

Start 662 End 

Name OJ990409_03 . 9C10 . C101 . ol . gs Method 

Start 662 End 

GI none Score 

Exons 662.. 1183 



OJ99040 9_03.9C10.C101 

1183 
GENSCAN 
1183 
. 99 



Seq. No. 


31916 




Seq. ID 


OJ990409 


03 


9C10 


.C102 


Gene No. 


66009 




Strand 


+ 








Start 


3882 




End 


5013 








Name 


OJ990409 03. 9C10.C102.ol 


.np 


Method 


AAT/NAP 








Start 


3882 




End 


5013 








GI 


6907086 




Score 


981 








Exons 


3882. .4615, 4682. .4732, 


4795. 


.5013 










GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 








Seq. No.' 


. 31916 




Seq. ID' 


OJ990409_ 


03 


9C10 


C102 


Gene No. 


66010 




: Strand 










Start . 


4 4 .... 




End 


1092 








Name 


OJ990409 03.9C10.C102.ol 


.gs 


Method 


GENSCAN 








Start 


44 




End 


1092 








GI 


none 




Score 


.84 








Exons 


44. .197, 219. .492, 513.. 


1092 












Seq. No. 


31916 




Seq. ID 


OJ990409_ 


03. 


9C10. 


C102 


Gene No. 


66011 




Strand 










Start 


2317 




End 


2884 








Name 


OJ990409 03. 9C10.C102.o2 


.gs 


Method 


GENSCAN 








Start 


2317 




End 


2884 








t 


none 




Score 


.83 








Exons 


2317. .2363, 2830. .2884 















31884 



Seq. No. 


31916 






Seq. ID 


OJ990409_03.9C10.C102 


Gene No. 


66012 






Strand 




Start 


3483 






End 


4626 


Name 


OJ990409 03 


. 9C10 


C102 o3 . as 


Method 


GEN SCAN 


Start 


3483 ~~ 






End 


4626 


GI 


none 






Score 


.61 


Exons 


3483. . 3577, 


3707 


. . 3749, 4011. 


.4037, 4217. .4626 


Seq. No. «- ' 


31917 






Seq. ID 


OJ990409_03.9C10.C103 


Gene No. 


66013 






Strand 


+ 


Start 


1487 






End 


1673 


Name 


OJ990409 03 


. 9C10 


. C103 . ol . gs 


Method 


GENSCAN 


Start 


1487 ~~ 






End 


1673 


GI 


none 






Score 


.62 


Exons 


1487 . . 1553, 


1600 


. . 1673 






Seq. No. 


31917 






Seq. ID 


OJ9904 09_03.9C10.C103 


Gene No. 


66014 






Strand 




Start 


2512 






End - 


6154 


Name 


OJ990409 03 


. 9C10 


.C103.o2.gs . 


Method 


GENSCAN 


Start 


2512 






End 


6107 


GI 


none 






Score 


.75 


Exons 


2512. .2878, 


3414 


. . 3585, 3860 . 


.4189, 4609. .4615, 4838. .4909, 




5016. . 6107. 










Seq. No. 


31917 






Seq. . ID 


OJ990409_03.9C10.C103. 


Gene No. 


66014 






Strand 




Start 


2512 






End 


6154 


Name 


OJ990409 03 


. 9C10 


.C103.ol.np 


Method 


AAT/NAP 


Start 


3812 






End 


6154 


GI 


5764395 






Score 


409 


Exons 


3812. . 3841, 


5259 


. . 6154 






GI Descrip. 


(AF159587) 


far-red impaired response protein [Arabidopsis 




thaliana] 










Seq. No. 


31917 






Seq. ID 


OJ990409_03.9C10.C103 


Gene No. 


66014 






Strand 




Start 


2512 






End 


6154 


Name 


OJ990409 03 


.-9C10 


.C103-.o2.tm 


Method 


TBLASTX: Maize 


Start 


5475 ~ 






End 


5834 


GI 


none 






Score 


67 


Exons 


5475. . 5594, 


5476 


•\5595, 5685. 


. 5834 




Seq. No. 


31917 






Seq. ID 


OJ990409_03.9C10.C103; 


Gene No. 


66014 






Strand" 




Start 


2512 






End 


6154 


Name 


OJ990409 03 


9C10. 


C103.ol. ts 


Method 


TBLASTX: Soybean 


Start 


5488 ~~ 






End 


5777 


GI 


none 






Score 


39 


Exons 


5488 . . 5538, 


5490. 


.5534, 5541. 


.5777, 5551. .5736 


Seq. No. 


31917 






Seq. ID 


OJ990409_03.9C10.C103 


Gene No. 


66014 






Strand 




Start 


2512 






End 


6154 


Ndms 




9C10 . 


C103.oi.tw 


Method 


TBLASTX: Wheat 


Start 


5559 






End 


5966 


GI 


none 






Score 


164 



31885 



Exons 


5559.. 5642, 5691.. 5966 










Seq. No. 


31917 


Seq. ID 


OJ990409_03. 


9C10 


.C103 


Gene No. 


66014 


Strand 








Start 


2512 


End 


6154 






Name 


OJ990409 03.9C10.C103.ol.tm 


Method 


TBLASTX: Maize 




Start 


5838 


End 


6146 






GI 


none 


Score 


116 






Exons" 


5838... 6146, 5911. . 6081 










Seq. No. 


31918 


Seq. ID 


OJ990409 03. 


9C10 


C107 


Gene No. 


66015 


Strand 


+ 






Start 


285 


End 


489 






Name 


OJ990409 03.9C10.C107.ol.gs 


Method 


GENSCAN 






Start 


285 


End 


489 






GI 


none 


Score 


.4 






Exons 


285. .489 










Seq. No. 


31919 


Seq. ID 


OJ990409 03. 


9C10. 


C108 


Gene No. 


66016 


Strand 


+ 






Start 


1 


End 


256 






Name 


OJ990409 03.9C10.C108.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


256 






GI 


6721512 


Score 


46 






Exons 


1..256 










GI Descrip. 


(AP001072) hypothetical protein [Ory.za 


sat iva] 






Seq. No. 


31919 


Seq. ID 


OJ990409 03. 


9C10 . 


C108 


Gene No. 


66017 


Strand 


+ . — 






Start 


176 


End 


365 






Name 


OJ990409 03. 9C10 . C108 . ol . gs 


Method 


GENSCAN 






Start 


176 


End 


365 






GI 


none 


Score 


. 42 






Exons 


176. .365 










Seq. No. 


31920 


Seq. ID 


OJ990409 03. 


9C10 . 


C109 


Gene No. 


66018 


Strand 


+ 






Start 


1 


End 


749 






Name 


OJ990409 03.9C10.C109.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


749 






GI 


6721512 


Score 


39 






Exons ' ■"*■ 


1. .43, ;392,-.543, 657. .749'. 








- ■ . 


GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] . 






Seq. No. 


31921 " 


Seq. ID 


OJ990409_03. 


9C10. 


C110 


Gene No. 


66019 


Strand 


+ 






Start 


537 


End 


646 






Name 


OJ990409 03. 9C10.C110.ol.np 


Method 


AAT/NAP 






Start 


537 


End 


646 






GI 


4558564 


Score 


62 






Exons 


537. .646 











GI. Descrip. (AC007138) predicted protein of unknown function [Arabidopsis 
thaliana] 



JC4 . LSKJ . 

Gene No. 
Start 



66020 
230 



Seq. ID OJ990409_03.9C10.C111 
Strand + 
End 292 



31886 



Name OJ990409_03 . 9C10 . Clll . ol . gs Method GENSCAN 

Start 230 End 292 

GI none Score .49 

Exons 230.. 292 



Seq. No. 


31922 


Seq. ID 


OJ9904 09 03.9C10.C111 


Gene No. 


66021 . 


Strand 




Start 


1 


End 


557 


Name 


OJ990409 03. 9C10 . Clll . ol . np 


Method 


AAT/NAP 


Start 


1 


End 


557 


GI 


6907086 


Score 


341 


Exons 


1..174, 241. .557 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


31923 


Seq. ID 


OJ990909_04.9C10.C4 


Gene No. 


66022 


Strand 




Start 


2 


End 


522 


Name 


GJ990909 04.9C10.C4.ol.tc 


Method 


TBLASTX: Cress 


Start 


2 


End 


267 


GI 


none 


Score 


168 


Exons 


2. .115, 2. .118, 3. .116, 151. 


.201, 152.. 


202, 190. .264, 211. .267 



Seq. No. 31923 

Gene No. 66022 

Start 2 

Name OJ990909_04 . 9C10 . C4 . ol . tm 

Start 18 

GI none 
Exons 



Seq. ID OJ990909_04.9C10.C4 
Strand 
End 

Method 
End 
Score 



522 

TBLASTX: Maize 

508 

38 



18. .89, 228. .455, 228. .437, 230. .466, 230. .454, 411. .506, 
433. .507, 434. .508, 435. .506, 436. .507 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31923 
66022 
2 

OJ990909JD4 . 9C10 . C4 .ol . ts 

199 - 

none 



Seq. ID OJ990909_04 . 9C10.C4 
Strand 

End 522 

Method TBLASTX : Soybean 

End 522 

Score 82 



199. .249, 201. .251, 344. .433, 346. .435, 349. .435, 350. .436, 
439. .522, 440. .520 



Seq. No. 31924 
Gene No. " - 66023 ". 

Start 37 

Name OJ990909_04 . 9C10 . C8 . o2 . ts. 

Start 37 

GI none 

Exons 37.. 228, 39.. 230, 40.. 228 



Seq. ID OJ990909JD4 . 9C10.C8 

Strand ... * - - " 

End 230 

Method- TBLASTX: Soybean 

End 230 

Score 280 



Seq. No. 31924 

Gene No. 66024 

Start 231 

Name OJ990909_04 . 9C10 . C8 . ol . ts 

Start 231 

GI none 



Seq. ID OJ9909.09_04.9C10.C8 
Strand 

End 480 

Method TBLASTX: Soybean 

End 480 

Score 125 



231. .353, 231.. 35b, 23^. .354, 347. .469, 347. .478, 355. .480, 
355. .480 



31887 



Seq. No. 31925 

Gene No. 66025 

Start 1 

Name OJ990909_04 . 9C10 . C9 . ol . gp 

Start 1 

GI 688JL.R1084 

Exons 1 . . 110 

GI Descrip. ' 226661/prf | | 1603356CM 6.0e-54 trnA intron ORF 109 [Oryza 
sativa] 1 



Seq. ID OJ990909JD4 .-9C10.C9 

Strand + 

End 547 

Method AAT/GAP 

End 110 

Score 204 



Seq. No. 31925 

Gene No. 66025 

Start 1 

Name OJ990909_04 . 9C10 . C9 . ol . ts 

Start 1 

GI none 

Exons 1..225, 2.. 226, 3.. 227 



Seq. ID OJ990909_04.9C10.C9 

Strand + 

End 54 7 

Method TBLASTX : Soybean 

End 227 

Score 283 



Seq. No. 


31925 






Seq. ID 


OJ990909 04.9C10.C9 


Gene No. 


66025 






Strand 


+ 


Start 


1 






End 


547 


Name 


OJ990909 


04 . 9C10.C9.ol . 


tc 


Method 


TBLASTX: Cress 


Start 


1 






End 


547 


GI 


none 






Score 


212 


Exons 


1..135, 1 


..171, 3. .137, 


120. . 


452, 160.. 


426, 160. . 483, 162. . 431 




427. .516, 


428. .517, 430 


. .519, 


518. .547 




Seq. No. 


31926 






Seq. ID 


OJ990909 04.9C10*.C11 


Gene No. 


66026 






Strand 


+ 


Start 


501 






End 


606 


Name 


OJ990909 


04. 9C10.Cll.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


1 






End 


404 


GI 


none 






Score 


261 


Exons 


1..159, 2 


..160, 3. .155, 


145. . 


168, 145.. 


168, 299. .388, 300. .404 


Seq. No. 


31926 






Seq. ID 


OJ990909_04.9C10.C11 . 


Gene No. 


66026 






Strand 


+ 


Start 


501 






End * 


606' 


Name 


OJ990909 


04.9C10.Cll.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


1 






End 


576 


GI 


none 






Score 


171 


Exons 


1... 105, 1 


..96, 2. .112, 


2... 97, 


110. . 166, 


111. . 167,' 111. . 167, 




112. .168, 


30.0. .326, 301 


. .351, 


.351. .413, 


362.. 415, 363.. 413, 




364. ..414,. 


.416. .508, 422 


. ..517, 


426. .500, 


428. .505, 497. .550, ... 




498. .551, 


511. .564, 547 


. .576 






Seq. No. 


31926 






Seq. ID 


OJ990 909_04 . 9C10.C11 


Gene No. 


66026 






Strand 


+ 


Start 


501 






End 


606 


Name 


OJ990909 


04.9C10.Cll.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


6 






End 


423 


GI 


none 






Score 


169 


Exons 


6.. 104, 7 


..108, 7. .108, 


8. .145, 112. .168, 114. .167, 299. . 325, 




300. .338, 


300 *326, 324 


. .413, 


326. .415, 


327. .413, 328. .423, 




329 . .415, 


343 . . 423 








Seq. No. 


31926 






Seq. ID 


OJ990909_04.9C10.C11 



31888 




Gene No. 


66026 


Strand 


+ 




Start 


501 


End 


606 




Name 


OJ990909 04.9C10.Cll.o2.tm 


Method 


TBLASTX: Maize 




Start 


27 


End 


168 




GI 


none 


Score 


138 




Exons 


27. . 113, 27. .107, 29. .109, 94 


..159, 111. .158, 144. .167, 


145 .. 1 


Seq. No. 


31926 


Seq. ID 


OJ990909_04 . 9C10 


.Cll 


Gene No. 


66026 


Strand 


+ 




Start 


501 


End 


606 




Name 


OJ990909 04. 9C10 . Cll . ol . tm 


Method 


TBLASTX: Maize 




Start 


299 


End 


463 




GI 


none 


Score 


273 




Exons 


299. .463, 302. .451 








Seq. No. 


31926 


Seq. ID 


OJ990909_04.9C10 


.Cll 


Gene No. 


66026 


Strand 


+ 




Start 


501 


End 


606 




Name 


OJ990909 04. 9C10 . Cll . o2 . gp 


Method 


AAT/GAP 




Start 


501 


End 


606 




GI 


688 1.R1084 


Score 


186 




Exons 


501. .606 








GI Descrip. 


'226661/prf || 1603356CM 6.0e-54 trnA intron ORF 109 [Oryza 




sativa] ' 








Seq. No. 


' 31927 


Seq. ID 


OJ990909_04 . 9C10 


.C13 


Gene No. 


66027 


Strand 






Start 


651 


End 


865 




Name 


OJ990909 04.9C10.C13.ol.ts 


Method 


TBLASTX: Soybean 




Start 


651 ■ 


End 


828 




GI 


none 


Score 


79 




Exons 


651. .734, 653. .733, 737. .826, 


743. .823 


, 748. .828 




Seq. No. 


31927 


Seq. ID 


OJ990909_04 . 9C10 


C13 


Gene No. 


66027 


Strand 






Start 


651 


End 


865 




Name 


OJ990909 04. 9C10 . C13 . ol . tm 


Method 


TBLASTX: Maize 




Start 


665 . -\ 


End 


865 




GI 


none 


Score 


104 




Exons 


66S..739, 666. .737, 666. .740, 


667. .738 


, 734. .865, 742. .8 


i 64 


Seq. No. 


31928 ■ \ ' ■ 


Seq. ID 


OJ990909_04 . 9.C10. 


C14 


Gene No. 


66028 


Strand 






Start 


1 


End 


171 




Name 


OJ990909 04 . 9C10.C14 .ol.gp" * 


Method 


AAT/GAP 




Start 


1 


End 


171 




GI 


306 9.R1084 


Score 


333 




Exons 


1..171 








GI Descrip. 


'287391/dbj | D13111 I RICMT15 1.0e-178 Oryza sativa mitochondrial 




rpoB pseudogene' 








Seq. No. 


31928 


Seq. ID 


OJ990909_04.9C10. 


CI 4 


Gene No. 


66028 


Strand 






Start 


1 


End 


171 




Name 


OJ990909 04 . 9C10 . Ci4 .ol . tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


152 




GI 


none 


Score 


152 





31889 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..84, 1..60, 2. .151, 3. .152 

31928 
66028 
1 

OJ990909_04 . 9C10 .C14 . ol . tw 
1 

none 

1..81, 1..60, 2. .94, 3. .95 

31928 
66028 
1 

OJ990909_04 . 9C10 . C14 . ol . tc 
1 

none 



31929 
66031 
2420 

OJ990909_04. 9C10 . C16 . o5 . tc 
21 

none 



Seq. ID OJ990909_04.9C10.C14 

Strand 

End 171 

Method TBLASTX : Wheat 

End 95 

Score 146 



Seq. ID OJ990909_04.9C10.C14 
Strand 

End 171 

Method TBLASTX : Cress 

End 171 

Score 236 



1..60, 2. .169, 3. .170, 130. .171 



Seq. ID OJ990909_04.9C10.C16 
Strand 

End 3028 

Method TBLASTX: Cress 

End 369 ' : 

Score 129 



21. .116, .-23. .115, 104. .190, 120. .191, 220. .273, 222. .269, 
243. .284, 245. .289, 275. .304, 282. .368, 284. .367, 291. .368, 
292. .369 



Seq. No. 31929 

Gene No. 66031 

Start 2420 

Name OJ990909_04 . 9C10 . CI 6 . ol . tm 

Start 24 

GI none 
Exons 



Seq. ID OJ990909_04.9C10.C16 
Strand 

End 3028 

Method TBLASTX : Mai ze 

End 535 

Score 301 



24. .215, 24. .215, 26. .220, 208. .288, 222. .284, 225. .305, 
234.. 533, 263.. 535 



Seq. No. 31929 
Gene No. 66031 
Start 2420 

Name OJ990909_04 . 9C10 . CI 6 . o3 . ts 

Start 747 

GI " none 

Exons 747. .878/ 747. .884/ 7.48. .879, 868. .924 

931. . 990, 932. .991 



Seq. ID OJ990909_04.9C10.C16 
Strand 

3028 

TBLASTX: Soybean 
991 
199 

869. .922, 931. .990, 



End 

Method 
End 
Score - 



Seq. No.. 31929 

Gene Nd. 66031 

Start 2420 

Name OJ990909_04 . 9C10.C16.ol-.tc 

Start 1010 

GI none 

Exons 1010. .1039,' 1038. .1127, 1041, 



Seq. ID OJ990909_04.9C10.C16 
Strand 

End 3028 .. 

Method TBLASTX : Cress 

End 1567 

Score 80 

1130, 1074. .1397, 1105. .1398, 



1126. .1395, 1131. .1397, 1386. .1565, 1393. .1566, 1394. .1567 



Seq. No. 
Gene No. 



31929 
66031 



Seq. ID OJ990909_04.9C10.C16 
Strand 



31890 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2420 

OJ990909JD4 . 9C10 . C16 . ol . tw 

1140 

none 

1140. .1220, 2501. .2599, 2501. 
2661. .2708, 2669. .2701, 2686. 
2691. .2861, 2940. .2963, 2940. 

31929 
66031 
2420 

OJ990909_04 . 9C10 . C16 . ol . ts 
1330 
none 
1330, 
1576. 



End 

Method 

End 

Score 



3028 

TBLASTX: Wheat 

3028 

161 



1590, 1332. .1574, 1566. 
1698, 1688. .1894, 1689. 



1879. .1965, 1880. .1966 



.2596, 2600.. 2638, 2602.. 2637, 
.2862, 2686.. 2859, 2687.. 2860, 
.2963, 2948.. 3028, 2953.. 3027 

Seq. ID OJ990909_04.9C10.C16 
Strand 

End 3028 

Method TBLASTX : Soybean 

End 1966 

Score 367 

.1694, 1569. .1703, 1573. .1719, 
.1880, 1696. .1884, 1836. .1964, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31929 
66031 
2420 

OJ990909_04. 9C10.C16.o4 .tc 
2065 

none ^ 

2065. .2100,.. 2071. .2100, 2072, 
2101. .2199, 2101. .2214, 2114^ 
2250. .2306, 2258. .2299, 2301. 



31929 
66031 
2420 

OJ990909_04. 

2218 

none 

2218. .2334, 
2338. .2391, 
2389. .2463, 
2476. .2526, 
2661. .2735, 
2749. .2859, 



9C10.C16.o2. ts 



2219. .2299, 2250. 

2339. .2392, 2381. 

2527, 2474. 

2^579, 2543. 

2734, 2734. 

2996, 2940. 



2474 
2538 
2669 
2940 



.31929 
66031 
2420 

OJ990909_04. 9C10.C16.o3. tc 

2417 

none 

2417. .2560, 2420. .2563, 2493. 
2564. .2599, 2600. .2638, 2602. 
2677.. 2715, 2687.-. 2839, 2687. 
2839. .2859, 2941. .2973, 2942. 
2949.. 3026, 2962.. 3027 



Seq. ID OJ990909_04.9C10.C16 
Strand 

End 3028 

Method TBLASTX : Cress 

End 2415 

Score 40 
.2104, 2076. .2189, 2088. .2198, 
.2215, 2162. .2299, 2218. .2298, 
.2414, 2301. .2408, 2302. .2415 

Seq. ID OJ990909_04.9C10.C16 
Strand 

End 3028 

Method TBLASTX : Soybean 

End 2998 

Score 133 
.2306, 2313. .2342, 2325.-2378, 
.2473, 2384.. 2461, 2388.-2462, 
.2524, 2475.. 2525, 2476.. 2538, 
.2593, 2563.. 2589, 2658.. 2702, 
.2859, 2741. .2860, 2745.-2858, 
.2996, 2941. .2997, 2942.-2998 

Seq. ID OJ990909_04.9C10.C16 
Strand 

End 3028 

Method TBLASTX : Cress 

End 3027 

Score 199 

.2579, 2552. .2596, 2563.-2595, 
.2637, 2661. .2708, 2664. .2711, 
.2839, 2691. .2846, 2700. .2846, 
.2977, 2948.. 3022, 2949.. 3023, 



Seq. No. 31929 * . 

Gene No. 66031 

Start 2420 

Name OJ990909_04 . 9C10 . C16 . o3 . gp 



Seq. ID OJ990909 04.9C10.C16 
Strand 

End 3028 

Method AAT/GAP 



31891 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2420 End 2859 

2669_1.R1084 Score 670 

2420. .2859 

, 3914470/sp|Q40070|PSBR_HORVU 8.0e-26 PHOTOSYSTEM II 10 KD 
POLYPEPTIDE PRECURSOR >gi_13218 68_emb_CAA66373_ (X97771) lOkD 
PSII protein [Hordeum vulgare] 1 



31929 
6603T 
2420 

OJ990909_04 . 9C10.C16.o2, 

2426 

none 

2426. .2599, 2438. .2596 



tm 



Seq. ID 

Strand 

End- 

Method 

End 

Score 



OJ990909_04.9C10.C16 
3028 - 

TBLASTX: Maize 

2599 

285 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31929 Seq. ID OJ990909_04 . 9C10 . CI 6 

66031 Strand 

2420 End 3028 

OJ990909_04 . 9C10.C16.o4 .gp Method AAT/GAP 

2631 End 2859 

2669_1.R1084 Score 355 

2631. .2859 

'3914470/ sp | Q4 00701 PSBR_HORVU 8.0e-26 PHOTOSYSTEM II 10 KD 
POLYPEPTIDE PRECURSOR >gi_13218 68_emb_CAA66373_ (X97771) lOkD 
PSII protein [Hordeum vulgare] ' * 



31929 
66031 
2420 

OJ990909_04.9C10.C16.o3.tm 

2662 

none 

2662. .2730, 2663. .2740, 2664. 
2940. .2963, 2949. .3014, 2950. 
2999. .3028 



Seq. ID OJ990909_04.9C10.C16 
Strand 

End 3028 

Method TBLASTX : Mai ze 

End 3028 

Score 83 

.2735, 2733.. 2819, 2737.. 2817, 
.2997, 2995. .3024, 2999. .3028, 



Seq. No. 31930 ■ Seq. ID OJ99090 9_04.9C10.C17 

Gene No. 66032 Strand + 

Start 2439 End 2873 

Name OJ990909_04 . 9C10 . C17 . ol . gp Method AAT/GAP 

Start 2439 End 2873 

GI 5886_1.R1084 Score 840 

Exons 2439. .2873' 

GI Descrip. 1 11957 /emb | X15901 | CHOSXX 0.0.e+00 Rice complete chloroplast 
genome 1 



Seq. No. 31930 

Gene No. 66033 

Start 3020 

Name OJ990909_04 . 9C10 . C17 . o3 . tw 

Start 1 

GI none 
Exons 



Seq. ID OJ990909_04.9C10.C17 
Strand 

End 34 61 

Method TBLASTX : Wheat 

End 122 

Score 205 



1..120, 1..120, 2. .121, 3. .122, 3. .122 



Seq. No. 
Gene No. 
Start 



31930 
66033 
3020 



Seq. ID OJ990909_04.9C10.C17 
Strand 

End 34 61 



31892 



Name 

Start 

GI 

Exons 



OJ990909_04 . 9C10 . C17 . o3 . tm 

3 * 
none 

3. .140, 13. .141, 13. .147, 15. 
139. .348 



Method TBLASTX : Mai ze 
End 353 
Score 206 

.149, 56. .337, 138. .344, 138. .353, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start" 

Name 

Start 

GI 

Exons 



31930 
66033 
3020 

OJ990 909_04. 9C10 . C17 . ol . tw 

123 

none 

123. .341, 123. .341, 124. .342 

31930 
66033 
3020 

OJ990909_04 . 9C10 . C17 . 06 . tc 

290 

none 

290. .337, 290. .328, 385. .492, 
467. .646, 468. .644, 679.-729, 

31930 
66033 
3020 

OJ990909_04 . 9C10 . C17 . olO . ts 

727 

none 

727. .777, 729. .779, 874. .963, 
968. .1048 



Seq. ID OJ990909_04.9C10.C17 
Strand 

End 3461 

Method TBLASTX : Wheat 

End 34 2 

Score 353 



Seq. ID OJ990909_04.9C10.C17 
Strand 

End 3461 

Method TBLASTX : Cress 

End 7 95 

Score 55 

389. .466, 400. .492, 449. .643, 
680. .730, 718. .792, 739. .795 

Seq.. ID OJ990909_04.9C10.C17 
Strand 

End 3461 

Method TBLASTX : Soybean 

End 1050 

Score 82 

877. .963, 878. .964, 967. .1050, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
3 1 a r L 
GI 

Exons 



31930 
66033 
3020 

OJ990909_04. 9C10 . C17 . o4 . tm 

756 

none 

756. .983, 756. .965, 758. .994, 
962. .1036, 964. .1035 

31930 
66033 
3020 

OJ990909_04 . 9C10 . C17 . o5 . tm 

2489 

none 

2489.. 2710, 2489. .2602, 2490. 
2700.. 2759, 2700.'. 2759 

31930 
66033 
3020 

OJ99090 9_04 . 9C10 . C17 . o9 . ts 

28 30 

none 

2830. .3066, 2842. .3072, 2849., 



Seq. ID OJ990909_04.9C10.C17 
Strand 

End 3461 

Method TBLASTX: Maize 

End 1036 

Score 367 

758. .982, 939. .1034, 961. .1035, 



Seq. * ID OJ990909_04.9C10.C17 
Strand 

End 34 61 

Method TBLASTX: Maize 

End 2759 

Score 256 

.2711, 2608.. 2658, 2611.. 2658, 



Seq. ID OJ990909_04.9C10.C17 
Strand 

End 34 61 

Method TBLASTX : Soybean 

End 3388 

Score 168 

.3073, 2888.. 3073, 3205.. 3378, 



31893 



3211. .3378, 3212. .3385, 3233. .3388 



Seq. No. 31930 

Gene No. 66033 

Start 3020 

Name OJ990909_04 . 9C10 . C17 . o7 . tm 

Start 2970 

GI none 
Exons 



Seq. ID OJ990909_04.9C10.C17 
Strand 

End . 34 61 

Method TBLASTX: Maize 

End 3253 

Score 175 



2970. .3080, 2970. .3086, 297,1. .3081, 3008. .3100, 3092. .3157, 
3097. .3162, 3114. .3179, 3133. .3171, 3174. .3200, 3175. .3201, 
3197.. 3253, 3208.. 3252, 3212.. 3253 



Seq. Nov 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31930 Seq. ID OJ990909_04.9C10.C17 

66033 Strand 
3020 End 3461 

OJ990909_04 . 9C10 . C17 . o2 . gp Method AAT/GAP 
.3020 End 3461 

LIB3431-005-P1-N1-A5 . Score 869 

3020. .3461 

1 131251/sp I P12094 | PSBA_ORYSA 8.0e-56 PHOTOSYSTEM Q(B) PROTEIN 
(32 KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34 007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 

sati-va] >gi_22624 9__prf 1503143A psbA gene [Oryza sativa] 

>gi_226406_prf 15 • 



Seq. No. 31930 Seq. ID 

Gene No. 66034 Strand 

Start 4187 End 

Name OJ990909_04 . 9C10 . C17 . ol . tc Method 

Start 4187 End 

GI none Score 

Exons 4187. .4678, 4188. .4604, 4348. .4674 



OJ990909_04 . 9C10.C17 
4678 

TBLASTX: Cress 

4678 

455 



Seq. No. 


31930 








Seq. ID 


OJ990909_04.9C10 


Gene No. 


66034 








Strand 




Start 


4187 








End 


4678 


Name 


OJ990909 04. 


9C10. 


C17.o6 


. ts 


Method 


TBLASTX: Soybean 


Start 


4274 








End 


4516 


GI 


none 








Score 


315 


Exons" 


4274. .4516, 


4275. 


.4514, 


4340. 


.4516 




Seq. No. 


.31930 








Seq. ID 


OJ990909_04.9C10 


Gene No. 


66035 








Strand 




Start 


4698 








End 


9524 


Name 


OJ990909 04. 


9C10. 


C17.o5 


.tc 


Method 


TBLASTX: Cress 


Start 


4698 








End 


5150 


GI 


none 








Score 


465 


Exons 


4698. .5150, 


4757. 


.5035, 


5075. 


.5149 




Seq. No. 


31930 








Seq. ID 


OJ990909_04.9C10 


Gene No. 


66035 








Strand 




Start 


4698 








End 


9524 


Name 


OJ990909 04. 


9CIU. 


C17.o2 


.ts 


Method 


TBLASTX: Soybean 


Start 


4769 








End 


9477 


GI 


none 








Score 


425 



31894 




Exons 


4769. .4909, 


8976 


. . 9476, 


8976. 


.9476, 9052. .9477 


Seq. ' No. 


31930 








Seq. ID 


OJ990909_04 . 9C10.C17 


Gene No. 


66035 








Strand 




Start 


4698 








End 


9524 


Name 


OJ990909 04 


. 9C10 


.C17 .06 


. tm 


Method 


TBLASTX: Maize 


Start 


4784 








End 


9524 


GI 


none 








Score 


65 


Exons 


4784 . .4894, 


9081 


. . 9236, 


9082. 


.9222, .9330.. 9524, 9331.. 9468 


Seq. No. 


31930 








Seq. ID 


OJ990909_04.9C10.C17 


Gene No. 


66035 








Strand 




Start 


4698 








End 


9524 


Name 


OJ990909 04 


. 9C10 


.C17 .o4 


. ts 


Method 


TBLASTX: Soybean 


Start 


4911 








End 


5268 


GI 


none 








Score 


426 


Exons 


4911. .5267, 


4927, 


. .5268, 


4961. 


.5266 




Seq. No. 


31930 








Seq. ID 


OJ990909_04 . 9C10 .C17 


Gene No. 


66035 








Strand 




Start 


4698 








End 


9524 


Name 


OJ990909 04 


. 9C10. 


,C17.o8, 


. tc 


Method 


TBLASTX: Cress 


Start 


5325 








End 


5653 


GI 


none 








Score 


,. 278 


Exons 


5325. . 5639, 


5339, 


. .5638, 


5588. 


.5653 




Seq. No. 


31930 








Seq. ID 


OJ990909_04.9C10.C17 


Gene No. 


66035 








Strand 




Start 


4698 








End 


9524 


Name 


OJ990909 04, 


. 9C10. 


.C17.o5. 


. ts 


Method 


TBLASTX: Soybean 


Start 


5346 








End 


5632 


GI 


none 








Score 


269 


Exons 


5346. .5630, 


5346. 


, . 5627, 


5348. 


.5632 




Seq. No. 


31930 








Seq. ID 


OJ990909_04.9C10.C17 


Gene No. 


66035 








Strand 




Start 


4698 








End 


9524 


Name 


OJ990909 04. 


. 9C10. 


,C17.ol. 


, ts 


Method 


TBLASTX : Soybean 


Start 


7225 








End 


8179 


GI 


none 








Score 


72 


Exons 


7225. .7314, 


7226. 


. 7261, 


7312. 


.7512, 7319. .7513, 7322. .7516, 




■ 7511. .7675/ 


7516. 


.7 6.95, 


"7 55 5 .. 


.7701, -77'96. ".8062, 7808. .8179, 




7882.:8178, 


8096. 


.8179 








Seq. No. 


31930 








Seq. ID 


OJ990909_04.9C10.C17 


Gene No. 


66035 








Strand 




Start 


4698 








End 


9524 


Name 


OJ990909 04. 


, 9C10. 


C17 .o7 . 


tc 


Method 


TBLASTX: Cress 


Start 


7544 








End 


8181 


GI 


none 








Score 


153 


Exons 


7544 . .7675, 


7553. 


.7666, 


7555. 


.7713, 78 


135. .7912, 7848. .7910, 




7951. .8181, 


7 952. 


.8179, 


7999. 


.8181 




Seq. No. 


31930 








Seq. ID 


OJ990909_04 . 9C10 . C17 


Gene No . 


66035 








Strand 




Start 


4698 








End 


9524 


Name 


OJ990909 04. 


9C10. 


C17.o2. 


tm 


Method 


TBLASTX: Maize 



31895 




Start 


8325 








End 


8776 


GI 


none 








Score 


585 


Exons 


8325. .8774, 


8352, 


. 8774, 


8354 


..8776, 8 


621 . . 8776 ' 


Seq. No. 


31930 








Seq. ID 


OJ990909_04 . 9C10.C17 


Gene No. 


66035 








Strand 




Start 


4698 








End 


9524 


Name 


OJ990909 04 


9C10. 


C17 .o3 . 


tc 


Method 


TBLASTX: Cress 


Start 


8397 ~ 








End 


8855 


GI 


none 








Score 


349 


Exons 


8397 . . 8855, 


8500. 


. 8853 








Seq. No. 


31930 








Seq. ID 


OJ990909_04.9C10.C17 


Gene No. 


66035 








Strand 




Start 


4698 








End 


9524 


Name 


OJ990909 04. 


9C10. 


C17 ,o7 . 


ts 


Method 


TBLASTX : Soybean 


Start 


8442 








End 


8696 


GI 


none 








Score 


219 


Exons 


8442. .8678, 


8445. 


.8696, 


8450 


.8680, 8506. .8694 


Seq. No. 


31930 








Seq. ID 


OJ990909_04.9C10.C17 


Gene No. 


66035 








Strand 




Start 


4698 








End 


9524 


Name 


OJ990909 04. 


9C10. 


C17 .o2 . 


tc 


Method 


TBLASTX: Cress 


Start 


8907 








End 


9446 ■ 


GI 


none 








Score 


345 


Exons 


8907 . . 9350, 


8908 . 


. 9357, 


8952 . 


.9365, 8974. .9354, 9071. .9361, 




9336. . 9446 












Seq. No. 


31930 








Seq. ID 


OJ990909_04 . 9C10.C17 


Gene No. 


' 66036 








Strand 




Start 


9447 








End 


9753 


Name 


OJ990909 04. 


9C10. 


C17 .ol0 


. tc 


Method 


TBLASTX: Cress 


Start 


9447 








End 


9728 


GI 


none 








Score 


206 


Exons 


9447. .9608, 


9448 . 


. 9606, 


9607 . 


.9720, 9608. .9721, 9608. .9721, 




9615. . 9728, 


9654 . 


. 9728 








Seq. No. 


31930 








Seq. ID 


OJ990909_04.9C10.C17 


Gene No. 


66036 








Strand 




Start 


9447 








End 


9753 


Name 


OJ990909 04 . 


9C10 . 


C17 .08'. 


ts " 


"Method • 


TBLASTX : Soybean 


Start 


9478 ~\ 








End 


9753 •' 


GI 


none 








Score 


291 


Exons 


9478 . . 9753, 


9479. 


. 9574, 


9510 . 


. 9746 




Seq. No. 


31930 








Seq. ID 


OJ990909_04.9C10.C17 


Gene No. 


66037 








Strand 




Start 


9754 








End 


11054 


Name 


OJ990909 04. 


9C10. 


C17.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


9754 








End 


11054 


GI 


none 








Score 


106 


Exons 


9754.. 9897, 


9760. 


.9894, 


9771. 


.9896, 9896. .9937, 9897. .9941, 




9979. .10257, 


9989 


. .10270, 9990. .10292, 


10330. . 10383, 




10333 . . 10377 


, 10410. . i044i>, 10702. . 11043, 10703 .. 1104 4 , 



10821. .11054 



31896 



Seq. No. 


31930 




Seq. ID 


OJ990909_04.9C10 


.C17 


Gene No. 


66037 




Strand 






Start 


9754 




End 


11054 




Name 


OJ990909 04.9C10.C17 


. o4 . tc 


Method 


TBLASTX: Cress 




Start 


9754 




End 


10271 




GI 


none 




Score 


158 




Exons 


9754. .9897, 9756. .9896, 9891 


..9914, 9984.. 10073, 9995.. 


10072, 




10067. .10270, 10068. 


. 10271, 


10068. .10271 




Seq. No. 


31930 




Seq. ID 


OJ990909_04 . 9C10 


.C17 


Gene No. 


66037 




Strand 






Start 


9754 




End 


11054 




Name 


OJ990909_04 . 9C10.C17 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


10061 




End 


10508 




GI 


none 




Score 


615 




Exons 


10061. . 10120, 10090. 


. 10506, 


10091. .10507, 10092. .10508 




Seq. No. 


31930 




Seq. ID 


OJ990909JD4 . 9C10 


.C17 


Gene No. 


66037 




Strand 






Start 


9754 




End 


11054 




Name 


OJ990909 04.9C10.C17 


o2 . tw 


Method 


TBLASTX: Wheat 




Start 


10278 




End 


10514 




GI 


none 




Score 


65 




Exons 


10278. .10322, 10278. 


10322, 


10321. .10374, 10322. . 10375, 






10326. .10376, 10332. 


10379,- 


10378. .10467, 103S8 10459, 






10459. .10512, 10463. 


10513, 


10463. .10513, 10467. .10514 




Seq. No. 


31930 




Seq. ID 


OJ990909_04.9C10 


.C17 


Gene No. 


66037 




Strand 






Start 


9754 




End 


11054 




Name 


OJ990909 04.9C10.C17. 


o9. tc 


Method 


TBLASTX: Cress 




Start 


10720 




End 


11045 




GI 


none 




Score 


309 




Exons 


10720. .11043, 10720.. 


10755, 


10721. .1104 4, 10815. .1104 5, 






10821. .11045 











Seq. No. 31931. ' Seq. ID OJ990909_04.9C10.C18 

Gene No: 66038 Strand + 

Start 2696 End 3068 

Name OJ990909_04 . 9C10 . C18 . o2 . gp Method AAT/GAP 

Start 2696 End 3068 

GI . LIB3431-005-P1-N1-A5* ... . " Score: 695." ;.- 

Exons 2696. . 3068 ' ' 

GI Descrip. ' 131251/sp | P12094 | PSBAJDRYSA 8 \ Oe-56 PHOTOSYSTEM :Q (B) PROTEIN 
(32 KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl ) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34 007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 

sativa] >gi_22624 9_prf 1503143A psbA gene [Oryza sativa] 

>gi 226406 prf 15' 



Seq. No. 31931 Seq. ID 

Gene No. 66039 Strand 

Start 543 End 

Name OJ 990 909_04 . 9CI0 . CIS . ol . tc Method 

Start 1 End 

GI none Score 



OJ9909.09_04.9C10.C18 
3110 

TBLASTX: Cress 

1824 

169 



31897 




Exons 


1..144, 1.. 


150, 


2. .151, 


1120. 


.1344, 1139. .1546, 1140. .1598, 




1600. .1701, 


1602 


. .1823, 


1602. 


.1823, 1681. .1824, 1750. .1824 


Seq. No. 


31931 








Seq. ID 


OJ990909_04 . 9C10.C18 


Gene No. 


66039 








Strand 




Start 


543 








End 


3110 


Name 


OJ990909 04 


. 9C10 


.C18.o2 


. ts 


Method 


TBLASTX: Soybean 


Start 


1 








End 


1137 


GI 


none 








Score 


222 


Exons 


1..249, 2.. 


I5l, 


4. .243, 


185. . 


244, 324. 


.359, 360. .395, 411. .449, 




607. .690, 613. .687, 782 


. .850, 


784. .816, 882. .914, 884. .919, 




967. .1029, 


968. . 


1006, 1014.. 1064, 1015 


. .1137 


Seq. No. 


31931 








Seq. ID 


OJ990909_04.9C10.C18 


Gene No. 


66039 








Strand 




btart 


543 








End 


3110 


Name 


OJ990909 04 


.9C10 


.C18.ol 


.gp 


Method 


AAT/GAP 


Start 


543 








End 


745 


GI 


6012822 








Score 


337 


Exons 


543. .745 












GI Descrip. 


11957/emb|X15901 ICHOSXX 


l.Oe- 


52 Rice complete chloroplast genome 


Seq. No. 


31931 








Seq. ID 


OJ990909_04 . 9C10.C18 


Gene No. 


66039 








Strand 




Start 


543 








End 


3110 


Name 


OJ990909_04 


. 9C10 


.C18.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


1215 








End 


3110 


GI 


none 








Score 


405 


Exons 


1215. .1598, 


1217 


. .1546, 


1288 . 


.1593, 1594. .1701, 1604. .1699, 




1605. .2876, 


1633 


. .2877, 


2144. 


.2878, 2359. .2883, 3015. .3110 


Seq. No. 


31931 








Seq. ID 


OJ990909_04.9C10.C18 


Gene No. 


66039 








Strand 




Start 


543 








End 


3110 


Name 


OJ990909 04 


. 9C10 


.C18.o2 


tc 


Method 


TBLASTX: Cress 


Start 


1935 








End 


2390 


GI 


none 








Score 


138 


Exons 


1935. .2090, 


1938 


. .2315, 


1942 . 


.2316, 2326..2388, 2328. .2390 


Seq. No. 


31931 








Seq. ID 


OJ990909_04.9C10.C18 


Gene No. 


66039 








Strand 




Start 


543 








End 


3110 .... " 


Name 


OJ990909 04 


. 9C10 


.CI8.0I. 


tm 


Method 


TBLASTX: Maize 


Start 


2835 . 








End 


3110 


GI 


none 








Score 


58 


Exons 


2835. .2891, 


2835 


. .2876, 


2836. 


.2880, 2887. .2913, 2888. .2914, 




2909. .2974, 


2917 


. .2955, 


2926. 


.2991, 2931. .2996, 2980. .3060, 




2988. .3110, 


3002 


. .3109 








Seq. No. 


31932 








Seq. ID 


OJ990909_04 . 9C10.C19 


Gene No. 


66040 








Strand 


+ 


Start 


4722 . 








End 


4783 


Name 


OJ990909 04 


. 9C10 


C19.o2. 


gp 


Method 


AAT/GAP 


Start 


4722 








End 


4783 


n t 


JU*i^U ± . IMU04 






Score 


88 


Exons 


4722. .4783 













GI Descrip. '2979562 2.0e-16 (AC003680) unknown protein [Arabidopsis 



31898 



thaliana] >gi_3386623 (AC004665) unknown protein [Arabidopsis 
thaliana] f 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI.; 

Exons 

GI . Descrip . 



Seq. No. 

Gene No. 

Start 

Name 

Start 
n T 

Exons 

GI Descrip. 



31932 Seq. ID 

66041 Strand 
11612 End 
OJ990909_04. 9C10 . C19 . o5 . gp Method 
11612 End 
24824_1.R1084 Score 
11612. .12341 

•476752 5.0e-87 (L24073) rubisco large subunit [Oryza sativa] 
>gi_1583954_prf 21214 89A 

RuBisCO:SUBUNIT=large:ISOTYPE=truncated [Oryza sativa] 1 



OJ990909_04 . 9C10.C19 
+ 

12341 
AAT/GAP 
12341 
1379 



31932 Seq. ID 

66042 Strand 
12438 End 
OJ990909_04 . 9C10 . CI 9 . 06 . gp Method 
12438 End 
14384_1.R1084 Score 
12438. . 1314 9, 13235. .13263 

' 588172 6/dbj | BAA84 417 . 1 | 3.0e-24 (AP000423) RNA polymerase alpha 
subunit [Arabidopsis thaliana] ' 



OJ990909_04 . 9C10.C19 
+ 

13263 
AAT/GAP 
13263 
1358 



31932 - Seq. ID 

66043 Strand 
15079 End 
OJ990909_04 . 9C10 . C19 . o7 . gp Method 
15079 End 
7528_2.R1084 Score 
15079. .15702 

1 140291/sp|P12206|YCF4_ORYSA 7.0e-68 HYPOTHETICAL 21.5 KD 

PROTEIN (ORF 185) >gi_8254 l_pir S05116 hypothetical protein 185 

- rice chloroplast >gi_11997_emb_CAA33958_ (X15901) ORF185 
[Oryza sativa] >gi_226618_prf 1603356AQ ORF 185 [Oryza sativa] ■ 



OJ9§0909_04 . 9C10.C19 
+ 

15702 
AAT/GAP 
15702 
1143 



OJ990909_04.9C10.C19 
+ 

17554 

AAT/GAP 

17554 

831 . ■ . . . • ■ * * 



31932 Seq. ID 

66044 Strand 
17113 End 
OJ990909_04 . 9C10 . C19 . o9 . gp Method 
17113 End 
uC-os'flM202092b08bl. . Score ... 

1711.3. .17554 

' 118048/sp| P07888 |CYF_ORYSA 5'.0e-65 APOCYTOCHROME F PRECURSOR 

>gi_65615_pir CFRZ plastoquinol — plastocyanin reductase (EC 

1.10.99.1) cytochrome f precursor - rice chloroplast 
>gi_12000_emb_CAA33961_ (X15901) cytochrome f [Oryza sativa] 
>gi_226621_prf 1603356AU cytochrome f [Oryza sativa] 1 



31932 
66045 
22119 

OJ990909_04 ..9C10 . CI 9 . olO . gp 
22119 



Seq. ID OJ990909_04.9C10.C19 

Strand + 

End 22641 

Method AAT/GAP 

End 22641 

Score 1026 



22119. .22641 

, 131211/sp|P19443|PSAJ MAIZE 6.0e-10 PHOTOSYSTEM I REACTION 



31899 



CENTRE SUBUNIT IX (PSI-J) >gi_1363533_pir S58571 photosystem I 

protein psaJ - maize chloroplast >gi_552734 (J04502) ORF42 [Zea 
mays] >gi_90224 l_emb_CAA60305_ (X86563) psaJ [Zea mays] 1 



Seq. No. 31932 Seq. ID 

Gene No. 66046 Strand 

Start 26186 End 

Name OJ990909_04 . 9C10 . C19 . ol2 . gp Method 

Start 26186 End 

GI LIB3432-057-P1-K1-A8 Score 

Exons 26186. .26314 

GI Descrip. * 11957/emb | X15901 | CHOSXX 7.0e-52 Rice complete chloroplast 
genome ' 



OJ990909_04.9C10.C19 
+ 

26314 
AAT/GAP 
26314 
169 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No . 
Start 

H.T 

name 

Start 
GI 



OJ990909JD4 . 9C10.C19 
+ 

27416 
AAT/GAP 
27416 
1023 



31932 Seq. ID 

66047 Strand 
26864 . End 

OJ990909_04 . 9C10 . CI 9 . o!3 . gp Method 
26864 End 
2896_1 .R1084 Score 
26864. .27416 

' 131271/sp| P12157 | PSBBjDRYSA 2.0e-88 PHOTOSYSTEM II P680 

CHLOROPHYLL A APOPROTEIN (CP-47 PROTEIN) >gi_72705_pir QJRZ6A 

photosystem. II chlorophyll a-binding protein psbB - rice 
chloroplast >gi_12013_emb_CAA3397 3_ (X15901) PSII 47kDa protein 

[Oryza sativa] >gi_226634_prf 1603356BH photosystem II 47kD 

protein [Or.yza sativa] 1 



31932 Seq. ID 

66048 Strand 
29473 End 
OJ990909_04 . 9C10 . C19 . ol6 . gp Method 
29473 End 
uC-osflcypOllbOlbl Score 
29473. .29979 

f 343210 5.0e-78 (M35995) apocytochrome b6 (alt.) [Oryza sativa] 
>gi_22 67 62_prf 1604469A cytochrome b6 [Oryza sativa] 1 



OJ990909_04.9C10.C19 
+ 

29979 
AAT/GAP 
29979 
987 



OJ990909_04.9C10.C19 
+ 

37103 
AAT/GAP 
37103 
2153 



31932 Seq. ID 

66049 Strand 
35999 End 
,OJ990909_Q4.9C10.C19.o21.gp Method 
35999 End 
2291_1.R1084 Score . 

35999. .37103 

, 133936/sp|P1214 6|RR3_ORYSA 3.0e-27 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S3 >gi_70867_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 

S3 [Oryza sativa] >gi_22 664 6_pr f 1603356BW ribosomal prote,in S3 

[Oryza sativa] ' 



31932 Seq. ID 

66050 Strand 

37118 ■ End 

OJ39G 90 9_04 . 9CI0 . CI 9 . o22 . gp Method 

37118 End 

3073 1.R1084 Score 



OJ990909_04. 9C10.C19 
+ 

38590 
AAT/GAP 
38590 
2931 



31900 



Exons 

GI Descrip. 



37118. .38590 

, 133936/sp|P1214 6|RR3_ORYSA 5.0e-95 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S3 >gi_7 08 67_j>ir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_l-2025_emb_CAA33934_ (X15901) ribosomal protein 

S3 [Oryza sativa] >gi_22664 6_prf 1603356BW ribosomal protein S3 

[Oryza sativa] f 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990909 04.9C10.C19 



2989 
AAT/GAP 
2989 
181 



31932 
66051 
2874 

OJ990909JD4 . 9C10 . C19 . ol . gp 
2874 

LIB3431-013-P1-K1-B3 
2874. .2989 

1 6002093/emb | X84 14 9 . 1 1 CHZLRPS4G 9.0e-21 Zizania latifolia 
cloroplast rps4 gene for ribosomal protein S4 1 

31932 Seq. ID OJ990909_04.9C10.C19 

66052 Strand 

6825 End 7794 

OJ990909_04 . 9C10 . C19 . o3 . gp Method AAT/GAP 

6825 End 7794 

2409_1.R1084 Score 1911 

6825. .7794 

1 128690/sp| P12126|NU3C_ORYSA 2.0e-56 NADH- PLASTOQUINONE 

OXIDOREDUCTASE CHAIN 3, CHLOROPLAST >gi_6 61 61_pir DERZN3 NADH 

dehydrogenase (ubiquinone) (EC 1.6.5.3) chain 3 - rice 
chloroplast >gi_1198 9_emb_CAA34001_ (X15901) ndhC; NADH 

dehydrogenase ND3 [Oryza sativa] >gi_226610_prf 1603356AG NADH 

dehydrogenase ND3 [Oryza sativa] 1 



Seq. No. 


31932 


Seq. ID 


OJ990909_04 


. 9C10.C19 


Gene No. 


66053 


Strand 






Start 


10632 


End 


11148 




Name 


OJ990909 04.9C10.C19.o4.gp 


Method 


AAT/GAP 




Start 


10632 


End 


11148 




GI 


uC-osflM202083hl2bl 


Score 


968 




Exons 


10632. .11148 








GI Descrip. 


f 552857 3.0e-25 (M31464) atpB 


gene product [Oryza 


sativa] ' 


Seq. No. 


31932 


Seq. ID 


OJ990909_04 


.9C10.C19 


Gene No. 


.66.054 


Strand . 






Start 


15706. 


End 


16243 




Name 


.OJ990909 04 . 9C10 . C19 . 08 . gp 


Method 


AAT/GAP 




Start 


15706 


End 


16243 




GI 


2653 1.R1084 


Score 


1052 




Exons 


15706. .16243 








GI Descrip. 


1 11998/emb|CAA33959| 5.0e-35 


(X15901) 


ORF85 [Oryza 


sativa] 




>gi_22 6619_prf 1603356AR ORF 


85A [Oryza sativa-1 1 




Seq. No. 


31932 


Seq. ID 


OJ990909_04 


.9C10.C19 


Gene No. 


66055 


Strand 






Start 


24957 


End 


25124 




Name 


' OJ990909_04.9C10.C19. oil. gp 


Method 


AAT/GAP 




OJ -L_ 

j Lai L 


24 957 


End 


25124 




GI 


LIB3431-017-P1-K1-H4 


Score 


283 




Exons 


24957. .25124 









31901 



GI Descrip; 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1 1173189/sp|P12340|RR12_MAIZE 8.0e-18 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S12 >gi_2119091_pir S58629 ribosomal protein S12 - 

maize chloroplast >gi_342619 (M17841) ribosomal protein S12 [Zea 
mays] >gi_121 614 l_emb_CAA60309_ (X86563) ribosomal protein S12 
[Zea mays] 1 



31932 Seq. ID 

66056 Strand 
28572 End 
OJ990909_04 . 9C10 . C19 . ol4 . gp Method 
28572 End 
uC-osf lcyp003hllbl Score 
28572. .29023 

, 131332/sp|P09449|PSBH_ORYSA 1 

PHOSPHOPROTEIN >gi_727 1 6_pir : 

phosphoprotein psbH - rice chl 
(X12695) 10 kD phosphoprotein 
>gi_12016_emb_CAA33976_ (X1590 
[Oryza sativa] >gi_22 6635_pr f_ 
phosphoprotein [Oryza sativa] 1 

31932 Seq. ID OJ99090 9__04 . 9C10 . CI 9 

66057 Strand 

29153 * End 29316 

•OJ990909JD4 . 9C10 . C19 . ol5 . gp Method AAT/GAP 
29153 End 29316 

uC-osflcyp084g07al Score 201 

29153. .29316 

• 11957/emb 1X15901 | CHOSXX 7.0e-38 Rice complete chloroplast 
genome 1 



OJ990909_04 . 9C10.C19 

29023 
AAT/GAP 
29023 
872 



.Oe-09 PHOTOSYSTEM II 10 KD 
F2RZ0P photosystem II 
oroplast >gi_11953_emb_CAA31204 
(AA 1 - 73) [Oryza sativa] 
1) PSII lOkDa phosphoprotein 
_1603356BJ photosystem II lOkD 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. , 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31932 Seq. ID OJ990909_04.9C10.C19 

66058 Strand 

32454 End 33019 

OJ990909_04 . 9C10 . C19 . ol7 . gp Method AAT/GAP 

32454 End 33019 

2798177 Score 1010 

32454.. 33019 

5881726/dbj IBAA84417.il 3.0e-24 (AP000423) RNA polymerase alpha 
subunit [Arabidopsis thaliana] 



31932 



Seq. ID OJ990909 04.9C10.C1.9 



66059 Strand 

33802 End 34192 

OJ990909_04 . 9C10 . C19 . ol8 . gp Method AAT/GAP 

33802 End 34192 

5003883 Score 782 
33802. .34192 

11957/emb 1X15901 | CHOSXX 1.0e-166 Rice complete chloroplast 
genome 



Seq. No. 31932 Seq. ID 

Gene No. 66060 Strand 

Start 34763 End 

Name OJ990909_04 .9C10.C19.oI9.gp Method 

Start 34763 End 

GI 481 1.R1084 Score 



OJ990909_04 . 9C10.C19 

35348 
AAT/GAP 
35348 
1023 



31902 



Exons 34763. .35348 

GI Descrip. 1 132672/sp | P12137 | RK14_0RYSA 6.0e-57 CHLOROPLAST SOS RIBOSOMAL 

PROTEIN L14 >gi_71224_pir R5RZ14 ribosomal protein L14 - rice 

chloroplast >gi_12023_emb_CAA33932_ (X15901) ribosomal protein 

L14 [Oryza sativa] >gi_22664 4_prf 1603356BU ribosomal protein 

L14 [Oryza sativa] 1 

Seq. No. 31932 Seq. ID OJ990909_04 . 9C10 . CI 9 

Gene No. 66061 Strand 

Start 35653 End 35916 

Name OJ990909_04 . 9C10 . C19 . o20 . gp Method AAT/GAP 

Start 35653 End 35916 

GI LIB3432-015-P1-K1-H8 Score 450 

Exons 35653.. 35916 

GI Descrip. * 11957/emb | X15901 | CHOSXX 1.0e-129 Rice complete chloroplast 
genome ' 



Seq. No. 31932 

Gene No. 66062 

Start 45684 

Name OJ990909_04 . 9C10 . CI 9 . o29 . tc 

Start 334 

GI none 

Exons 334. .564, 334. .534, 336. .563 



Seq. ID OJ990909_04.9C10.C19 
Strand 

End 48873 

Method TBLASTX : Cress 

End 564 

Score 251 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31932 
66062 
45684 

OJ990909_04. 9C10 . C19 . 06 . tm 

334 

none 



Seq. ID OJ990909_04.9C10.C19 
Strand 
End 

Method 
End 
Score 



48873 

TBLASTX: Maize 

1433 

469 



334. .525, 336. .629, 336. .614, 337. .630, 565. .630, 624. .1253, 
628. .1284, 629. .1237, 660. .1250, 1207. .1410, 1232. .1411, 
1248. .1412, 1248. .1412, 1249. .1413, 1413. . 1433, 1415. .1432 



Seq. No. 31932 

Gene No. 66062 

Start 45684 

Name OJ99090 9JD4 . 9C10 . CI 9 . o4 . tw 

Start 382 

GI none 
Exons . 



Seq. ID OJ990909_04.9C10.C19 
Strand 

End '48873 

Method TBLASTX : Wheat 

End. 12024 

Score 58 



382.. 453, 11339. .11467, 11339 .. 11500 , 1134 1 . . 114 84 , 
11458. .11556, 11487. .11549, 11512 .. 1158 6, 11550 .. 11978, 
11570. .12022, 11570. .12022, 11599 . .12024 , 11841 ... 12023 



Seq. No. 31932 

Gene No. 66062 

Start 45684 

Name OJ990909_04 . 9C10 . CI 9 . o7 . t,c 

Start 567 

GI none 
Exons 



Seq. ID OJ990909_04.9C10.C19 
Strand 

End 48873 

Method TBLASTX : Cress 

End 47211 

Score 66 



567. .602, 4 64 63. .4 6984, 4 64 64. .46940, 46464. .46985, 
4 6935. .47051, 4 6939. .47052, 4 6940 .. 4 6966, 4 6943 4 7059, 
4 694 4. .4 7060, 4 6996. .4 7064, 4 7 028. .4 7102, 4 7 033. .4 7134, 
47066. .47113, 4 7103. .4717 7, 47119.. 4718 7, 47129. .47173, 
47163. .47204, 471 69 .. 47210 , 47191. .47211 



31903 



Seq. No. 31932 

Gene No. 66062 

Start 45684 

Name OJ990909_04 . 9C10 . C19 . o25 . tc 

Start 684 

GI none 

Exons 684. .740, 696. .716, 751. .804 



OJ990909 04.9C10.C19 



Seq. ID 
Strand 
End 

Method 
End 
Score 

768. .803, 768. .899, 809. .925, 
810. .926, 814. .933, 921. .1037, 933. .1037, 934. .1047, 1046. .1138, 
1058. .1138, 1060. .1143, 1229. .1408, 1236. .1418, 1236. .1418, 
1237. .1422 



48873 

TBLASTX: Cress 

1422 

56 



Seq. No. 31932 Seq. ID 

Gene No. 66062 Strand 

Start 45684 End 

Name OJ990909__04 . 9C10 . C19 . o24 . ts Method 

Start 747 End 

GI none Score 
Exons 



OJ990909_04.9C10.C19 
48873 

TBLASTX: Soybean 

1423 

54 



747. .803, 748. .807, 767. .808, 780. .902, 809. .928, 810. .938, 
981. .1016, 991. .1014, 1050. .1076, 1057. .1131, 1077. .1148, 
1091. .1135, 1143. .1169, 1147. .1170, 1248. .1415, 1249. .1416, 
1249. .1416, 1262. .1423 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start- • 
Name 
Start 
GI 

Exons 



31932 
66062 
45684 

OJ990909_O4 . 9C10 . C19 . o29 . tm 

1600 

none 

1600. .1620, 1604. .1888, 1624. 
1886. .1975, 1887. .1976, 1890. 

31932 
66062 
45684 

OJ990909_04 . 9C10 . C19 . ol8 . tm 

2067 

none 

2067. .2150, 2068. .2148, 2069. 
2151. .2576, 2152. .2592, 2152. 

31932 
66062 
45684* 

OJ990909_04. 9C10.C19.ol7. tw 

2237 
none 

2237. .2275, 2274.. 2354, 2286. 
2314.. 2637, 2343.. 2636 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990909 04.9C10.C19 



48873 

TBLASTX: Maize 
1986 
291 

.1755, 1643. .1891, 1801. 
,1976, 1891. .1986, 1891. 



1896, 
1977 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990909 04.9C10.C19 



48873 

TBLASTX: Maize 
2609 
97 

2149, 20'95.. 2151, 2150. .2302, 
2577, 2154.. 2582, 2574.. 2609 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990909_04.9C10.C19 
48873 

TBLASTX: Wheat 

2637 

101 



,2354, 2293. .2355, 2299.. 2355, 



Seq. No. 31932 

Gene No. 66062 

Start 45684 

Name OJ990909_04 . 9C10 . C19 . 08 . tc 

Start 2364 

GI none 
Exons 



Seq. ID OJ990909_04.9C10.C19 
Strand 
End 

Method 
End 
Score 



48873 

TBLASTX: Cress 

3361 

585 



2364. .2993, 2365. .2994, 2367. .2993, 2374. .2994, 2864. .2998, 
3012. .3083, 3013. .3060, 3226. .3345, 3258. .3347, 3265. .3342, 



31904 



3266.. 3361, 3266.. 3352 



Seq. No. 


31932 








Seq. ID 


OJ990909 


_04 . 9C10 .C19 


Gene No. 


66062 








Strand 






Start 


45684 








End 


48873 




Name 


OJ990 


909_04 


. 9C10 


C19.ol5. ts 


Method 


TBLASTX : 


Soybean 


Start 


2588 








End 


3092 


GI 


none 








Score 


369 




Exons 


2588. 


.2809// 


2589 


.2984, 2589. 


.2990, 2590. .2991, 


2897. .2992, 




3036. 


.3092 












Seq. No. 


31932 








Seq. ID 


OJ990909 


_04.9C10.C19 


Gene No. 


66062 








Strand 






Start 


45684 








End 


48873 




Name 


OJ990 


909_04 


9C10 


C19.o36. tm 


Method 


TBLASTX : 


Maize 


Start 


2870 








End 


3127 




GI 


none 








Score 


163 




Exons 


2870. 


.2983, 


2870. 


.2983, 2871. 


.2984, 2872.. 3012, 


2978. .3070, 




2980. 


.3093, 


2982. 


.3092, 2984. 


.3103, 3101.. 3127, 


3102. .3125 



Seq. No. 31932 
Gene No. 660.62 
Start 45684 

Name OJ990909J34 . 9C10 . CI 9 . o!4 . tm 

Start 3721 
GI none 

Exons 3721.. 3834, 3753.. 3836, 3829. 

3982. .4212, 3983. .4213, 3986. 
4219. .4254, 4222. .4341, 4223. 
4257. .4349, 4421. .4468, 4428. 
4522. .4599, 4522. .4599, 4523. 
4598. .4708, 4598. .4711, 4611. 



Seq. ID OJ990909_04.9C10.C19 
Strand 

End 48873 
Method TBLASTX: Maize 
End.. 4712 
Score 78 

.3990, 3831.. 3989, 3832.. 4002, 
.4222, 3987.. 4223, 3987.. 4223, 
.4252, 4246. .4338, 4247. .4345, 
.4526, 4429. .4527, 4521. .4568, 
.4600, 4536. .4604, 4597. .4671, 
.4712 



Seq. No. 31932 

Gene No. 66062 

Start 45684 

Name OJ990909_04 . 9C10.C19.o3 

Start 4074 

GI none 

Exons 4074.. 4223, 4096.. 4257, 
4220. .4336, 4245. .4337, 

Seq., No. 31932 • • 

Gene No. . 66062 . 

Start 45684 

Name OJ990909_04 . 9C10.C19.o3 

Start 4098 

GI none 

Exons 4098.. 4286, 4105.. 4215, 
4221. .4262, 4274 . .4360, 



Seq. ID OJ990909_04.9C10.C19 
Strand 

End 48873 

O.ts Method TBLASTX : Soybean 

End 4341 

Score 165 
4113. .4223, 4213. .4263, 4219. .4341, 
4285. .4338 

Seq. ID OJ990909_04..9C10..C19 
Strand 

End 48873 

O.tw Method TBLASTX : Wheat 

End 4360 

Score 176 
4106. .4222, 4107. .4223, 4202. .4255, 
4286. .4360 



Seq. No. 31932 Seq. ID OJ990909_04.9C10.C19 

Gene No. 66062 Strand 

Start 45684 End 48873 

Name OJ990909_04 . 9CI0 . Ci9 . o43 . tc Method TBLASTX : Cress 

Start 4601 End 4737 

GI none Score 133 



31905 




Exons 


4601. .4717, 


4604 


. .4735, 


4611. 


.4724, 4611. .4736, 


4714. .4737 


Seq. No. 


31932 








Seq. ID 


OJ990909 


_04 . 9C10.C19 


Gene No. 


66062 








Strand 






Start 


45684 








End 


48873 




Name 


OJ990909 04, 


. 9C10 


.C19.o2. 


. tm 


Method 


TBLASTX : 


Maize 


Start 


5327 








End 


8028 




GI 


none 








Score 


68 




Exons 


5327. .5377, ' 


5327 


. .5377, 


5328. 


.5387, 5376. .5447, 


5380. . 5448, 




■. 5390. .5419, 


5445 


. .6104, 


5447. 


.6106, 5451. .6104, 


6090. . 6299, 




6091. .6309, 


6095 


. .6316, 


6102. 


.6296, 6112. .6297, 


6282. . 6806, 




6285. .6668, 


6286 


. .6837, 


6286. 


.6816, 6820. .7131, 


6842. .7342, 




6858 . .7343, 


7137 


. . 7343, 


7192 . 


.7344, 7340. .7501, 


7344 . . 7502, 




7345. .7527, 


7346 


. .7528, 


7537. 


.7581, 7558. .7611, 


7558. .7587, 




7563. .7610, 


7604 


. .7630, 


7608. 


.7631, 7661. .7723, 


7663. .7725, 




7678. .7725, 


7692 


. .7736, 


7697. 


.7819, 7730. .7774, 


7731. .7778, 




7746. .7868, 


7753 


. .7854, 


7853. 


.7915, 7853... 7912, 


7854 . .7913, 




7910. .7936, 


7915 


. .8028, 


7917. 


.8027 






Seq. No. 


31932 








Seq. ID 


OJ990909 


_04.9C10.C19 


Gene No. 


66062 








Strand 






Start 


45684 








End 


48873 




Name 


OJ990909 04. 


.9C10. 


.C19.oll.tc 


Method 


TBLASTX: 


Cress 


Start 


5.534 








End 


6011 




GI 


none 








Score 


463 




Exons 


5534. .6001, 


5535, 


. .6002, 


5535. 


.6011, 5665. .6009 




Seq. No. 


31932 








Seq. ID 


OJ990909 


_04.9C10.C19 


Gene No. 


66062 








Strand 






Start 


45684 








End 


48873 




Name 


OJ990909 04. 


9C10. 


.C19-ol3.ts 


Method 


TBLASTX: 


Soybean 


Start 


5586 








End 


6036 


GI 


none 








Score 


383 




Exons 


5586. . 6020, 


5586, 


. .6020, 


5662. 


.6036 






Seq. No. 


31932 








Seq. ID 


OJ990909 


_04.9C10.C19 


Gene No. 


66062 








Strand 






Start 


45684 








End 


48873 




Name 


OJ990909 04. 


9C10. 


.C19.o6. 


tc 


Method 


TBLASTX: 


Cress 


Start 


6097 








End 


6814 




GI 


none 








Score 


152 




Exons ■ 


6097. .6285, 


6098. 


, .6286, 


6123. 


.6389, 6276. .6347, 


6334. .6390, 




6383. . 6460, 


6384. 


-.6806,. 


6385. 


.'6813', 6500:., 6814 




Seq. No. 


31932 








Seq. ID 


OJ990909 


_04.9C10.C19 


Gene No. 


66062 








Strand 






Start 


45684 








End 


48873 




Name 


OJ990909 04. 


9C10. 


C19.o6. 


ts 


Method 


TBLASTX:: 


Soybean 


Start 


6165 








End 


6849 


GI 


none 








Score 


441 




Exons 


6165. . 6668, 


6165. 


.6806, 


6166. 


.6849, 6166. .6813 




Seq. ' No. 


31932 








Seq. ID 


OJ990909_ 


_04.9C10.C19 


Gene No. 


66062 








Strand 






O-J- -w~4- 
V- X. u 


a r r r\ a 








End 


48873 




Name 


OJ990909 04. 


9C10. 


C19.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


6252 








End 


6783 





31906 




GI 


none 








Score 


697 


Exons 


6252. .6782, 


6253 


. .6783 








Seq. No. 


31932 








Seq. ID 


OJ990909_04.9C10.C19 


Gene No . 










Strand 




Start 


45684 








End 


48873 


Name 


OJ990909 04 


. 9C10 


.C19.021 


. tc 


Method 


TBLASTX: Cress 


Start 


6845 








End 


7244' " 


GI 


none 








Score 


342 


Exons 


6845. .6877, 


6894 


. .7244, 


6894. 


.7238, 6926.. 7240, 7177.. 7242 


Seq. No. 


31932 








Seq. ID 


OJ990909_04.9C10.C19 


Gene No. 










Strand 




Start 


45684 








End 


48873 


Name 


OJ990909 04 


9C10 


C19.O20 


. ts 


Method 


TBLASTX : Soybean 


Start 


6851 








End 


7184 


GI 


none 








Score 


306 


Exons 


6851. .7126, 


6852 


.7184, 


6854. 


.7183 




Seq. No. 


31932 








Seq. ID 


OJ990909__04 . 9C10 .CI 9 


Gene No. 


66062 








Strand 




Start 


45684 








End 


48873 


Name 


OJ990909 04. 


9C10 


C19.o26 


.ts 


Method 


TBLASTX: Soybean 


Start 


7 936 








End 


8605 


GI 


none 








Score 


137 


Exons 


7936. .8040, 


7937. 


.8056, 


7938. 


.8024, 7939. .8025, 7976. .8041, 




8000. .8086, 


8008. 


. 8082, 


8020. 


.8094, 8022. .8102, 8075. .8209, 




8093. .8122, 


8128. 


.8226, 


8144. 


.8218, 8145. .8258, 8236. .8304, 




8264. .8296, 


8306. 


.8341, 


8306. 


.8341, 8435. .8467, 8436. .8465, 




8523. .8594, 


8538. 


.8597, 


8540. 


.8605 




Seq. No. 


31932 








Seq. ID 


OJ99090 9_04 . 9C10.C19 


Gene No. 


66062 








Strand 




Start 


45684 








End 


48873 


Name 


OJ990909_04 . 


9C10. 


C19.o34 


. tc" 


Method 


TBLASTX: Cress 


O +- -i 4- 

btart 


*7 CJ a "7 








End 


8513 


GI 


none 








Score 


88 


Exons 


7957. .8025, 


7959. 


. 8024, 


7976. 


.8026, 8020. .8082, 8020. .8097, 




8021. .8092, 


8078. 


. 8128, 


8156. 


.8218, 8157. .8228, 8159. .8197, 




8205. .8429, 


8210. 


.8311, 


8211. 


.8318, 8303. .8368, 8436. .8465, 




8475. .8513 












Seq. No.' 


■ 31932 ' 








' Seq. ID ■' 


OJ990909_04.9C10.C19 


Gene No. 


66062 


- 






Strand 




b tart 


A C C O A 








End 


48873 


Name 


OJ990909 04. 


9C10. 


C19.ol6 


. tm 


Method 


TBLASTX : Maize 


Start 


8114 








End 


8745 


GI 


none 








Score 


470 


Exons 


8114. .8446, 


8115. 


.8444, 


8394. 


.8447, 8441. .8695, 8442. .8648, 




8680. .8745 












Seq. No. 


31932 








Seq. ID 


OJ990909_04 . 9C10 .C19 


Gene No. 


66062 








Strand 




Start 


45684 








End 


48873 


N ame 






CI 9 . ul . 


tc 


Method 


TBLASTX: Cress 


Start 


8880 








End 


10869 


GI 


none 








Score 


75 



31907 



Exons 



8880. .9050, 8975. .9214, 9040. .9204, 9047. .9208, 9135. .9218, 
9185. .9790, 9206. .9790, 9406. .9801, 9786. .10868, 9787. .10206, 
9791. .10543, 9831. .10622, 10291. .10869 



Seq. No. 31932 Seq. ID OJ990909_04.9C10.C19 

Gene No. 66062 Strand 

Start 45684 End 48873 

Name OJ990909_04 . 9C10 . C19 . o28 . tm Method TBLASTX: Maize 

Start 8913 End 9297 

GI none Score 131 

Exons 8913.. 9050, 8914.. 9243, 8953.. 9243, 9135.. 9260, 9228.. 9296, 
9250.. 9297, 9250.. 9297 

Seq. No. 31932 Seq. ID OJ990909_04.9C10.C19 

Gene No. 66062 Strand 

Start 45684 End 48873 

Name OJ990909_04 . 9C10 . C19 . ol . ts Method TBLASTX: Soybean 

Start 8975 End 10268 

GI none Score 69 

Exons 8975.. 9790, 8976.. 9050, 9058.. 9525, 9065.. 9790, 9406.. 9801, 
9786. .10268, 9787. .10206, 9831. .10268 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31932 
66062 
45684 

OJ990909_04.9C10.C19.o7.tm 

9401 

none 



Seq. ID OJ990909_04.9C10.C19 
, Strand 

End 48873 

Method TBLASTX : Mai ze 

End 10710 

Score 173 



9401. .9790, 9406. .9528, 9527. .9565, 9562. .9807, 9786. .10181, 
9808. .10170, 9825. .10181, 10182 .. 10424 , 10200 .. 10691, 
10291. .10710 



Seq. No. 31932 

Gene No. 66062 

Start , 45684 

Name OJ990909_04 . 9C10 . CI 9 . o23 . tw 

Start 9433 

GI . none 

Exons 9433.. 9528, 
9587. .9790 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990909_04 . 9C10.C19 
48873 

TBLASTX: Wheat 

9807 

44 



9434. .9529, 9527. .9565, 9528.. 9566, 9562.. 9807, 



Seq.. No. 

Gene No. 

Start 

Name" 

Start 

GI 

Exons 



31932 
66062 
45684 

OJ990909_04 . 9C10 . C19 . o5 tw 
9900 
none 



48873 " .. 
TBLASTX: Wheat 
10595 
237 

9900. .10181, 9901. .10170, 9906. .10175, 10200 .. 10262, 
10269. . 10307, 10318. .10587, 10332. .10595 



..Seq.' ID OJ990.909_04.9C1Q.C19 
Strand" - " 
End . 
Method 
End 

Score - 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31932 
66062 
45684 

OJ990909_04. 9C10 . C19 . o9 . ts 

T r\ o /" r\ 

none 



48873 

TBLASTX: Soybean 
11356 
294 

10269. . 10622, 10269 .. 108 65, 10270 .. 108 66, 11300. .11356 



Seq. ID OJ990909_04.9C10.C19 
Strand 
End 

Method 
End 
Score 



31908 



Seq. No. 


31932 




Seq. ID 


*OJ990909_04 . 9C10 


.C19 


Gene No. 


66062 




Strand 






Start 


45684 




End 


48873 




Name 


OJ990909 04.9C10.C19 


. o35 . tm 


Method 


TBLASTX : Maize 




Start 


10710 




End 


10963 




GI 


none 




Score 


261 




Exons 


10710. .10889, 10712. 


. 10921, 


10912. .10941, 10912. . 10941, 






10946. . 10963 










Seq. No. 


31932 




Seq. ID 


OJ990909_04 . 9C10 


. C19 


Gene No. 


66062 




Strand 






Start 


45684 




End 


48873 




Name 


OJ990909 04.9C10.C19 


.ol3. tw 


Method 


TBLASTX: Wheat 




Start 


10739 




End 


11171 




GI 


none 




Score- 


215 




Exons 


10739. .10888, 10739. 


. 10834, 


10741. . 10917, 10741. . 10878, 






10840. .10950, 10885. 


. 10971, 


10886. . 10960, 10949. . 11170, 






10958.. .11137, 10962. 


. 11171 ' 








Seq. No. 


31932 




Seq. ID 


OJ990909_04 . 9C10 


.C19 


Gene No. 


66062 




Strand 






Start 


45684 




End 


48873 




Name 


OJ990909 04.9C10.C19 


. o4 1 . tm 


Method 


TBLASTX: Maize 




Start 


10964 




End 


11154 




GI 


none 




Score 


199 




Exons 


10964. .11101, 10964 . 


. 11101, 


10965. .11126, 10966. .11103, 






11094.'. 11150, 11098. 


. 11154, 


11100. . 11153 




Seq. No. 


31932 




Seq. ID 


OJ990909_04.9C10 


. C19 


Gene No. 


66062 




Strand 






Start 


45684 




End 


48873 




Name 


OJ990909 04.9C10.C19 


. o30 . tm 


Method 


TBLASTX: Maize 




Start 


11296 




End 


11605 




GI 


none 




Score 


186 




Exons 


11296. .11418, 11300. 


.11419, 


11395. .11505, 11404. .11460, 






11406. .11483, 11408. 


.11503, 


11409. .11513, 11478. . 11603, 






11480. .11605, 11522. 


. 11605 








Seq. No. 


31932 




Seq. ID 


OJ990909_04 . 9C10 


.C19 


Gene No. 


66062 




Strand 






Start 


■ 45684* . ' 




* End', 


48873; 


.- 


Name 


OJ990909 04.9C10.C19 


. o5 . ts 


Method . 


• TBLASTX: Soybean 




Start . 


11579 




End 


.12282 




GI 


none 




Score 


1013 




Exons 


11579. . 12265, 11579. 


. 12280, 


11602. . 122 


82, 11767. .12282 




Seq. No. 


31932 




Seq. ID 


OJ990909JD4 . 9C10 


.C19 


Gene No. 


66062 




Strand 






Start 


45684 




End 


48873 




Name 


OJ990909 04.9C10.C19 


.ol4 . tc 


Method 


TBLASTX: Cress 




Start 


11588 




End 


12064 - 




GI 


none 




Score 


41 




Exons 


11588. .11620, 11622. 


.11972, 


11623. . 12045, 11624 . . 12064, 






1 T /*~ ^ — 1 i t-\ r\ s- » 










Seq. No. 


31932 




Seq. ID 


OJ990909_04 . 9C10 


C19 



31909 



Gene No. 66062 Strand 

Start 45684 End 

Name OJ990909_04 . 9C10 . C19 . olO . tm Method 

Start 11606 End 

GI none Score 

Exons 11606. .12304, 11616. . 11978, 11618 .. 1234 6, 12302.. 12352 



48873 

TBLASTX: Maize 

12352 

436 



Seq. No. 31932 

Gene No. 66062 

Start 45684 

Name OJ990909_04 . 9C10 . C19 . o24 . tw 

Start 12025 

GI none 

Exons 12025. .12207, 12026.. 12205 



Seq. ID OJ990909_04.9C10.C19 

Strand ■ - 

End 48873 

Method TBLASTX : Wheat 

End 12207 : " 

Score 319 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31932 
66062 
45684 

OJ990909_04 . 9C10 . CI 9 . ol . tw 
12350 
none 

12350. .13096, 12351 .. 13052 , 12351 13097 , 12356. .13102 



Seq. ID OJ990909_04.9C10.C19 
Strand 

48873 

TBLASTX: Wheat 
13102 
926 



End 

Method 

End 

Score 



31932 
66062 
45684 

OJ990909_04. 9C10 . C19 . o38 . tm 
12355 
none 

12355. .12639, 12356 .. 12643, 12360.. 12638 



Seq. ID OJ990909_04.9C10.C19 
Strand 

48873 

TBLASTX: Maize 
12643 
205 



End 

Method 

End 

Score 



31932 
66062 
45684 

OJ990909_04.9C10.C19.o41.tc 
12587 
none 

12587. .12-709, 12588 .. 12734 , 12589.. 12723 



Seq. ID OJ990909_04.9C10.C19 
Strand 

End 48873 

Method TBLASTX : Cress 

End 12734 

Score 156 



Seq. No. 31932 

Gene No. 66062 

Start 45684 

Name OJ990909_04 . 9C10". C19 . o21 . tm 

Start . . . 12697 

GI none 

Exons 12697. . 13056, 12706 .. 12912 , 
13174. .13233, 13178. .13231 



Seq. ID OJ990909_04.9C10.C19 
Strand 

... End 48873 . - ;' . 

Method. TBLASTX: Maize 

End _ ' . 13233 . 

Score 310 
12719. .13066, 12722. .13066, 



Seq. No. 31932 

Gene No. 66062 

Start 45684 

Name OJ990909_04 . 9C10 . C19 . o27 . tc 

Start 12817 

GI none 

F.xnns 12817 .. 12948, 12S1G..130S 



Seq. ID OJ990909_04.9C10.C19 
Strand 

End 48873 

Method TBLASTX: Cress ' 

End 1308 6 

Score 353 



12816 . . 13084, 12819. .13085, 



12985. .13086 



31910 



Seq. No. 31932 
Gene No. 66062 
Start 45684 

Name OJ990909JD4 . 9C10 . CI 9 . o2 . tc 

Start 13373 
GI none 
Exons 13373. 

39522. 

39717. 

39844. 

40558. 

40655. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990909JD4 . 9C10 .C19 
48873 

TBLASTX: Cress 

40741 

49 



.13405, 13403. 

.39563, 39524. 

,39830, 39718. 

,40557, 39847. 

,40650, 40562. 

,40741, 40656. 



13432, 
39697, 
39834, 
40557, 
40648, 
40739 



13419. .13496, 134 32 .. 134 94 , 

39524. .39718, 39600 39731 , 

39719. .39838, 39842 40051, 

4 054 4. .40642, 4 0554 4064 9, 

40576. .40650, 40651 40731, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31932 
66062 
45684 

OJ990909_04.9C10.C19.o8.tw 

13374 

none 



Seq. ID OJ990909_04.9C10.C19 

Strand ■ - 

End 48873 

Method TBLASTX: Wheat 

End 40589 

Score 56 



13374. .13406, 13375 .. 13425 , 1337 9 . . 134 1 1 , 134 00 .. 134 32 , 
13401. .13433, 13432. .13524, 134 36 13522 , 40212 .. 40238 , 
40213. .40587, 40213 .. 40587 , 4 0214 4 0588 , 40287. .40589 



Seq. No. 31932 
Gene No. 66062 
Start 45684 

Name OJ990909_04 . 9C10 . CI 9 . o9 . tm 

Start 13374 
GI none 

Exons 13374. .13406, 13375 .. 13425, 

13401. .13433, 13418. .13522, 
14056. . 14118, 39842. .40051, 
39921. .40094, 4 0028. .4 0093, 
40096. .40617 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990909_04.9C10.C19 
48873 

TBLASTX: Maize 

40619 

53 



1337 9. .13411, 13400. .134 32, 

13418. .13504, 134 32. .13524, 

3984 4. .40092, 39847. .40092, 

40087. .40617, 40095 .. 40619, 



Seq. No. 31932 

Gene No. 66062 

Start 45684 

Name OJ990909_04 . 9C10 . CI 9 , oil . ts 

Start 13432 

GI none 
Exons . 



Seq. ID OJ990909_04.9C10.C19 
Strand 

End „ 48873 

Method TBLASTX: Soybean ' 

End 40551 

Score 96 



.13432. ..13515, 13434.. .13496,_ 13435. .13497,. 39974. .40.051; 
39976. .40551, 39978 .. 40235, 3997 9 .. 4 0545 



Seq. No. 31932 
Gene No. 66062 
Start 45684 

Name OJ990909_04 . 9C10 . C19 . o22 . ts 

Start 14122 
GI none 
Exons 14122. 

14815. 

15411. 

15680. 



16235, 
16428, 



,14343, 14181. 

,14901, .14816. 

,15614, 15419. 

,15742, 15683. 

,15646, 16142. 

,16609, 16239. 
16613 



14300, 
14902, 
15460, 
15742, 
16210, 
16613, 



Seq. ID OJ990909_04.9C10.C19 
Strand 

End 48873 

Method TBLASTX : Soybean 

End 16613 

Score 140 
14803. .14940, 14805 .. 14894 , 
15262. .15423, 15267 .. 15407 , 
15445. .15660, 154 45 .. 15657 
15691. .15747, 157 69 .. 15828 , 
lbl54 . . 16213, 16156. .16218, 
1624 5. .1634 9, 16265 .. 1 6612 , 



31911 



Seq. No. 


31932 






Seq. ID 


OJ990909 


04 . 9C10, 


.C19 


Gene No. 


66062 






Strand 








Start 


45684 






End 


48873 






Name 


OJ990909 04.9C10.C19 


.o23. tm 


Method 


TBLASTX: 


Maize 




Start 


14757 






End 


15187 






GI 


none 






Score 


273 






Exons 


14757, 


..14936, 14763. 


.14936, 


14939. .15037, 14939 


. . 15019, 






14940, 


..15053, 15026. 


.15103, 


15034. .15105, 15037 


. . 15105, 






15039, 


..15125, 15073. 


.15171, 


15095. .15172, 15098 


. . 15187, 






15102. 


. .15173 












Seq. No. 


31932 






Seq. ID 


OJ990909 


04 . 9C10 . 


,C19 


Gene No. 


66062 






Strand 








Start 


45684 






End 


48873 






Name 


OJ990909 04.9C10.C19, 


,o9. tc 


Method 


TBLASTX: 


Cress 




Start 


15268 






End 


16609 






GI 


none 






Score 


341 






Exons 


15268. 


,.15753, 15270., 


.15650, 


15270. .15758, 15271 


. . 15759, 






15693. 


,.15761, 15740.. 


.15829, 


15745. .15828, 16157 


. . 16231, 






16231. 


,.16590, 16232., 


. 16609, 


16236. .16607 






Seq. No. 


31932 






Seq. ID 


OJ990909 


04 . 9C10 . 


C19 


Gene No. 


66062 






Strand 








Start 


45684 






End 


48873 






Name 


OJ990909 04.9C10.C19. 


,ol9. tm 


Method 


TBLASTX : 1 


Maize 




Start 


15426 






End 


16023 






GI 


none 






Score 


46 






Exons 


15426. 


.15458, 15427., 


. 15459, 


15437. .15844, 15442 


. .15846, 






15445. 


.15846, 15932.. 


.15955, 


15933. .15956, 15951 


. . 15998, 






15952. 


.15999, 15954.. 


,15998, 


15991. .16023, 15995 


. . 16015 




Seq. No. 


31932 






Seq. ID 


OJ990909_ 


_04.9C10. 


C19 


Gene No. 


66062 






Strand 








Start 


45684 






End 


48873 






Name 


OJ990909 04.9C10.C19. 


o2.ts 


Method 


TBLASTX:: 


Soybean 




Start 


16617 






End 


18153 




GI ■ 


none 






Score 


332 






Exons 


16617 . 


.16934, 16637.. 


16942, 


17163. .17372, 17169 


. . 18152, 






17170. 


.18153 












Seq: No. . 


31932 






Seq. ID 


OJ.990909 


_04.9C10. 


C19 


Gene No. 


66062 






Strand 






Start 


45684 






End 


48873 






Name 


OJ990909" 04 . 9C10.C19. 


o37 . tc 


Method 


TBLASTX: Cress 




Start 


16629 






End 


16846 






GI 


none 






Score 


228 






Exons 


16629. 


.16844, 16631.. 


16846 










Seq. No. 


31932 






Seq. ID 


OJ990909_ 


_04.9C10. 


C19 


Gene No. 


66062 






Strand 








Start 


45684 






End 


48873 






Name 


OJ990909 04.9C10.C19. 


o3 . tc 


Method 


TBLASTX: Cress 




Start 


16847 






End 


18113 






GI 


none 






Score 


91 






Exons 


16847. 


.16927, 16848.. 


16919, 


17149. .17949, 17163. 


. .17372, 






17170. 


.17958, 18055.. 


18111, 


18055. .18111, 18063. 


. .18113 





31912 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31932 
66062 
45684 
OJ990909 
16938 
none 
16938 
16969 
17044 
17244 



04.9C10.C19.ol5.tw 



16964, 
17088, 
17235, 
17363 



16939. . 16974, 
16984. .17109, 
17136. .17237, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
16940. .16978, 
17024. .17236, 
17239. .17364, 



OJ990909 04.9C10.C19 



48873 

TBLASTX: Wheat 
17364 
39 

16968. .17039, 
17042. .17206, 
17242. .17361, 



Seq. No. 31932 

Gene No. 66062 

Start 45684 

Name OJ990 909_04 . 9C10 . C19 . o20 . tm 

Start 16990 

GI none 

Exons 16990. .17028, 1 6992 .. 17036, 17025 .. 17372 , 17026 174 69, 
17030. .17470 



Seq. ID OJ990909_04.9C10.C19 
Strand 

End 48873 

Method TBLASTX : Mai ze 

End 17470 

Score 58 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI' 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene Mo . 
Start 
Name 



31932 
66062 
45684 

OJ990909_04.9C10.C19. 

17471 

none 

17471. .17638, 17472. . 



Seq. ID OJ990909_04.9C10.C19 
Strand 

End 48873 

o37.tm' Method TBLASTX : Maize 

End 17639 

Score 273 
17639, 17473.. 17637 



31932 
66062 
45684 

OJ990909_04. 9C10.C19.o31. tw 

17696 

none 

17696. .17812, 17698.. 17811 



Seq. ID OJ990909_04.9C10.C19 
Strand 

End 48873 

Method TBLASTX : Wheat 

End 17812 

Score 205 



31932 
66062 
45684 

OJ990909_04 . 9C10 . CI 9 . ol8 . tw 
17931 
none 

17931. .18194, 17.938. .18258, 17.938. .18258 



Seq. ID OJ990909_04.9C10.C19 
Strand 

48873 

TBLASTX: Wheat 
18258 

377 - . " • . - 



End 

Method 

End 

Score 



31932 
66062 
45684 

OJ990909_04 . 9C10.C19. 

19077 

none 

19077. .19322, 19080. . 

31932 

45684 

OJ990909 04.9C10.C19. 



Seq. ID OJ990909_04.9C10.C19 
Strand 

End 48873 

o31.tc Method TBLASTX : Cress 

End 19414 

Score 273 
19322, 19361. .19414, 19362. .19412 

Seq. ID OJ990909_04.9C10.C19 
Strand 

End 48873 

o27.tm Method TBLASTX: Maize 



31913 



Start 


19131 








End 


19414 




GI 


none 








Score 


364 




Exons 


19131, 


. .19346, 


19131. 


.19385, 


19132. .19374, 19346 


. . 19414 , 




19347, 


. .19412, 


19348. 


.19413 








Seq. No. 


31932 








Seq. ID 


OJ990909 


__04.9C10 


Gene No. 


66062 








Strand 






Start 


456.84 








End 


48873 




Name. 


OJ990909 04.9C10.C19 


. o7 . tw 


Method 


TBLASTX : 


Wheat 


Start 


19367 








End 


19808 




GI 


none 








Score 


669 




Exons 


19367, 


. .19792, 


19368. 


.19808 








Seq. No. 


31932 








Seq. ID 


OJ990909 


04 . 9C10 


Gene No . 


66062 








Strand 






Start 


45684 








End 


48873 




Name 


OJ990909 04.9C10.C19 


. ol3 . tc 


Method 


TBLASTX: 


Cress 


Start 


19453 








End 


20031 




GI 


none 








Score 


89 




Exons 


19453. 


. .19506, 


19454. 


. 19510, 


19455. . 19511, 19455 


.. 19511, 




19509. 


.19640, 


19512. 


. 19640, 


19513. .19641, 19514 


. . 19642, 




19643. 


.19924, 


19646. 


. 19912, 


19647. .19925, 19648 


19920, 




19648. 


.19929, 


19924. 


. 19956, 


19928. .19957, 19960 


20031 , 




19964 . 


.20026 












Seq. No. 


31932 








Seq. ID 


OJ990909 


04 . 9C10 


Gene No. 


66062 








Strand 






Start 


45684 








End 


48873 




Name 


OJ990909 04.9C10.C19 


. o4 4 . tm 


Method 


TBLASTX : 1 


Ma i ze 


Start 


19873 








End 


20025 




GI 


none 








Score 


89 




Exons 


19873. 


.19926, 


19873. , 


. 19920, 


19874. .19942, 19921 


. . 19980, 




19928. 


.19981, 


19928. , 


.19981, 


19981. .20025, 19984 


. .20025 


Seq. No. 


31932 








Seq. ID 


OJ990909 


JD4.9C10 


Gene No. 


66062 








Strand 






Start 


45684 








End 


48873 




Name 


OJ990909 04.9C10.C19, 


. o20 . tw 


Method 


TBLASTX: Wheat 


Start 


19886 








End 


20287 




GI 


none 








Score 


86 




Exons 


19886. 


.19960, 


19887. . 


. 19937, 


19888. .19938, 19907 


. .20122, 




19919. 


.20122, 


20116. . 


.20262, 


20141. .2.0284, 20162 


. .20287 


Seq. No.. 


31932 








Seq. ID 


OJ990909_ 


_04 . 9C10. 


Gene No. 


66062 








Strand 






Start 


45684 








End 


48873 




Name 


OJ990909 04.9C10.C19. 


, o43 . tm 


Method 


TBLASTX: Maize 


Start 


20079 








End 


20469 




GI 


none 








Score 


64 




Exons 


20079. 


.20132, 


20083. . 


, 20139, 


20084. .201 


37, 20112 


. .20204, 




20144 . 


.20200, 


20198. . 


20239 


20216. .202 


78, 20219 


. .20281, 




20285. 


.20362, 


20286. . 


,20357, 


20286. .203 


66, 20287 


. .20358, 




20369. 


.20461, 


20392. . 


,20469, 


20394 . .204 


56 




r> * -t - 

JC4 . LMU . 


31932 








Seq. ID 


OJ990909_ 


_04 . 9C10. 


Gene No. 


66062 








Strand 






Start 


45684 








End 


48873 





31914 



Name 
Start 



OJ990909_04 . 9C10 . C19 . ol . tm Method 
20546 End 



TBLASTX: Maize 
47651 



GI 


none 








Score 81 




Exons 


20546 


. .20593, 


20547. 


.20594, 


20547. .20606, 45773 


. .46243, 




45773 


. .47182, 


45774. 


.47210, 


45792. .47204, 46738 


. .47211, 




47119 


. .47220, 


47266. 


.47349, 


47267. .47350, 47292 


. .47351, 




47344 


. .47643, 


47346. 


.47651, 


47349. .47651 




Seq. No. 


• 31932 








Seq. ID OJ990909 


_04 .9C10 


Gene No. 


66062 








Strand 




Start 


45684 








End 48873 




Name 


OJ990! 


909 04.9C10.C19 


.oil . tw 


Method TBLASTX : Wheat 


Start 


20649 








End 21245 




GI 


none 








Score 136 




Exons 


20649 


. .20777, 


20653. 


.20778, 


20654. .20749, 20656 


. .20778, 




20802 


. .20843, 


20817. 


.20882, 


20836. .20919, 20841 


. .20918, 




20893 


. .20970, 


20922. 


.20969, 


20922. .20972, 20923 


. .20970, 




20955 


. .21080, 


20956. 


.21081, 


20960. .21079, 20968 


. .21081, 




21069 


. .21245, 


21074. 


.21244 






Seq. No. 


31932 








Seq. ID OJ990909 


_04.9C10 


Gene No. 


66062 








Strand 




Start 


45684 








End 48873 




Name 


OJ990909 04.9C10.C19 


. ol5 . tm 


Method TBLASTX : Mai ze 


Start 


20811 








End 21554 




GI 


none 








Score 139 




Exons 


20811, 


. .20969, 


20836. 


.20961, 


20838. .20987, 20843 


. .20983, 




20956, 


. .21042, 


20957. 


.21040, 


21036. .21206, 21036 


. .21206, 




21038, 


. .21208, 


21223. 


.21255, 


21224 . .21277, 21250 


. .21276, 




21258. 


. .21287, 


21273. 


.21344, 


21274 . .21381, 21275 


. .21343, 




21276. 


. .21350, 


21338. 


.21520, 


21339. .21554, 21341 


. .21547, 




21342. 


. .21548 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31932 
66062 
45684 

OJ990909_04 . 9C10 . C19 . o35 . tc 

21138 

none 

21138. .21224, 21140 .. 21205, 
21345. .21479, 21355 .. 21480, 

31932 
66062 
45684 

OJ990909_04 . 9C10 . C19 . o29 . ts 

21280 

none 

21280. .21345, 21339 .. 214 88 , 

31932 
66062 
45684 

OJ990909_04 . 9C10 . C19 . o22 . tw 

o n r\ i /t 

<L \J -L \j 

none 

22016. .22075, 22016 .. 22075, 



Seq. ID OJ990909_04.9C10.C19 
Strand 

End 48873 

Method TBLASTX: Cress 

End 21480 

Score 74 
21280. .21345, 21283 .. 21345, 
21366. .21476 

Seq. ID OJ990909_04.9C10.C19. 

Strand - 

End 48873 

Method TBLASTX : Soybean 

End 21495 

Score 146 
21339. .21494, 21340. .21495 

Seq. ID OJ990909_04.9C10.C19 
Strand 

End 48873 

Method TBLASTX : Wheat 

End 22404 

Score 83 
22017. .22094, 22058 .. 22096, 



31915 





22072. .22095, 22119. 


.22367, 


22123. .22389, 22129.. 22404 




Seq. No. 


31932 




Seq. ID 


OJ990909J34 . 9C10 


.C19 


Gene No. 


66062 




Strand ' 






Start 


45684 




End 


48873 




Name 


OJ990909 04.9C10.C19 


.o24 . tm 


Method 


TBLASTX: Maize 




Start 


22100 




End 


22416 




GI 


none 




Score 


380 




Exons 


22100. .22396, 22101. 


.22409, 


22102. .22416, 22102.. 22416 




Seq. No. 


31932 




Seq. ID 


OJ990909_04 . 9C10 


.C19 


Gene No. 


66062 




Strand 






Start 


45684 




End 


48873 




Name 


OJ990909_04.9C10.C19 


.o27. ts 


Method 


TBLASTX: Soybean 




Start 


22175 




End 


23538 




GI 


none 




Score 


168 




Exons 


22175. .22282, 22177. 


.22329, 


22177. .22329, 22725 .. 2288 9, 






22735. .22965, 22748. 


.22978, 


22762. .22965, 23228 .. 23299, 






23230. .23292, 23236. 


.23280, 


23287. .23349, 23359 .. 2352 9, 






23361. .23525, 23361. 


.23534, 


23377. .23538 




Seq. No. 


31932 




Seq. ID 


OJ990909_04 . 9C10 


.C19 


Gene No. 


66062 




Strand 






Start 


45684 




End 


48873 




Name 


OJ990909 04.9C10.C19 


.o38. tc 


Method 


TBLASTX: Cress 




Start 


22178 . 




End 


22338 




GI 


none 




Score 


165 




Exons 


22178. .22282, 22178. 


.22324, 


22180. .22329, 22180.. 22338 




Seq. No. 


31932 




Seq. ID 


OJ990909_04 . 9C10 


.C19 


Gene No. 


66062 




Strand 






Start 


45684 




End 


48873 




Name 


OJ990909 04.9C10.C19 


. o33 . tm 


Method 


TBLASTX: Maize 




Start 


22599 




End 


22936 




GI 


none 




Score 


94 




Exons 


22599. .22682, 22689. 


.22898, 


22700. .22936, 22732. .22932, 






22742. .22936 










Seq. No. 


31932 




Seq. ID. 


OJ990909_04 . 9C10 


C19 


Gene No. 


66062 




Strand 






Start 


45684 




End 


48873 




Name 


OJ990909 04.9C10.C19 


o32. tc 


Method 


TBLASTX: Cress 




Start 


22748 




: End 


23681 ' 




GI 


none 




Score 


280 




Exons 


22748. .22966," 22765. . 


22965, 


23233. .23280, 23257. .23349, 






23361. .23525, 23361.. 


23525, 


23377. .23538, 23583. .23681 




Seq. No. 


31932 




Seq. ID 


OJ990909_04 . 9C10. 


C19 


Gene No. 


66062 




Strand 






Start 


45684 




End 


48873 




Name 


OJ990909 04.9C10.C19. 


ol9. ts 


Method 


TBLASTX: Soybean 




Start 


23574 




End 


46575 




GI 


none 




Score 


178 




Exons 


23574 . .23660, 46173.. 


46295, 


4 617 4. .46296, 46308. .46421, 






4 6306 .. 4 6421, 46391.. 


46573, 


46394. .46573, 46420. .46575, 






46422. .46574 











31916 



Seq. No. 31932 
Gene No. 66062 
Start 45684 
Name OJ990909_04 . 9C10.C19, 

Start 24280 
GI none 
Exons 24280. 

24384 . 

24558. 

24740. 



Seq. ID OJ990909_04.9C10.C19 
Strand 

48873 

TBLASTX: Cress 
24857 
37 



.24309, 24346. 

.24431, 244.67. 

.24596, 24559. 

.24784, 24743. 



End 

o36.tc Method 
End 
Score 

24381, 24349. .24378, 24371 
24553, 24468..24542, 24469 
24657, 24560. .24703, 24642 
24784, 24813. .24857 



.24430, 
.24543, 
,24704, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31932 
66062 
45684 

OJ990909_04 . 9C10.C19, 

24376 

none 

24376. .24426, 24384., 
24465. .24491, 24503. . 
24559. .24612, 24602. . 
24642. .24713, 24796.. 
24912. .25088, 24937.. 
25268. .25423, 25268.. 



Seq. ID OJ990909_04.9C10.C19 
Strand 

End 48873 
o23.ts Method TBLASTX : Soybean 

End 25425 

Score 73 
24434, 24460. .24501, 244 64 . . 24 54 1 , 
24547, 24537. .24605, 24558 24 602 , 
24667, 24608. .24700, 24 609 .. 24701 , 
24861, 24803. .24856, 24 909 .. 25070 , 
25071, 25073. .25117, 25091 .. 25117 , 
25423, 25276; .25425, 25278.. 25424 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31932 
66062 
45684 

OJ990909_04.9C10.C19.o39.tm 
24767 
none 

24767. .24793, 24769 .. 24795, 24769. .24795, 247 95 .. 24 953, 
24797. .24955, 24799.. 24954 



Seq. ID OJ990909_04.9C10.C19 
Strand 

End 48873 

Method TBLASTX :Maize 

End 24955 

Score 62 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31932 
66062 
45684 

OJ990909_04 . 9C10 . C19 . o5 . tm 

24956 

none 

24956. .25084, 24 957 .. 25088 , 
24958. .25089, 25076 .. 25120, 
25122. .25148, 25122 .. 25148, ' 
'25157. .25939, 454 17 .. 45734 , 

31932 
66062 
45684 

OJ990909_04 . 9C10 . C19 . ol7 . ts 

25427 

none 



Seq. ID OJ990909_04.9C10.C19 
Strand 

End 48873 

Method TBLASTX :Maize 

End 45771 

Score 230 
24957. .25088, 24958 .. 25089, 
25082. .25120, 25121 .. 2514 4 , 
25151. .25960, 25X56 .. 25962 , 
45418.. .45771, ,45420 .. 45770 

Seq. ID OJ990909_04.9C10.C19 
Strand 

End 48873 

Method TBLASTX : Soybean 

End 25917 

Score 374 



25427. .25855, 254 37 .. 25856, 254 38 25875, 25684 .. 25875, 
25894. .25917 



Seq. No. 31932 

Gene No. 66062 

Start 45684 

Name OJ990909 04 . 9C10 . C19 . ol8 . tc 



Seq. ID OJ990909_04.9C10.C19 
Strand 

End 48873 

Method TBLASTX: Cress 



31917 




Start 


25445 






End 


25875 




GI 


none 






Score 


351 




Exons 


25445. 


.25855, 25-446. 


.25856, 


25489. .25875 




Seq. No. 


31932 






Seq. ID 


OJ990909_04 . 9C10 


.C19 


Gene No. 


66062 






Strand 






Start 


45684 






End 


48873 




Name 


OJ990909 04.9C10.C19 


.o25. tm 


Method 


TBLASTX: Maize 




Start 


26173 






End 


26463 




GI 


none 






Score 


167 




Exons 


26173. 


.26289, 26173. 


.26289, 


26280. .264 


62, 26292 .. 26459, 






26293. 


.26463 










Seq. No. 


31932 






Seq. ID 


OJ990909_04 . 9C10 


.C19 


Gene No. 


66062 






Strand 


- 




Start 


45684 






End 


48873 




Name 


OJ990909 04.9C10.C19 


. o40. tc 


Method 


TBLASTX : Cress 




Start 


26342 






End 


26621 




GI 


none 






Score 


166 




Exons 


26342. 


.26614, 26355., 


.26621 








Seq. No. 


31932 






Seq. ID 


OJ990909_04.9C10, 


.C19 


Gene No. 


66062 






Strand 






Start 


45684 






End 


48873 




Name 


OJ990909 04.9C10.C19, 


.olO.tc 


Method 


TBLASTX: Cress 




Start 


26798 






End 


27348 




GI 


none 






Score 


206 




Exons 


26798. . 


.26944, 26799.. 


.26966, 


26804. .26923, 26805. .2694 5, 






26940. , 


,27344, 26943.. 


.27344, 


26984. .27340, 27133. .27348 




Seq. No. 


31932 






Seq. ID 


OJ990909J34 . 9C10. 


.C19 


Gene No. 


66062 






Strand 






Start 


45684 






End 


48873 




Name 


OJ990909 04.9C10.C19. 


, 06 . tw 


Method 


TBLASTX: Wheat 




Start 


26906 






End 


27336 




GI 


none 






Score 


691 




Exons 


26906. . 


,26950, 26907.. 


,27335, 


26907. .273 


35, 27133.. 27336 




Seq. No. 


31932 






Seq. ID 


OJ990909_04 . 9C10. 


,C19 


Gene No. 


66062 






Strand 






Start 


45684 






End 


48873 




Name 


OJ990909 0.4 . 9C10.C19. 


o40 . tm 


Method 


TBLASTX: Maize 




Start . 


26943 






End ' 


27152 ,. 




GI 


none 






. Score 


221 . . . 




Exons 


26943. . 


27083, 26944.. 


27081, 


27087. .27152 




Seq. No. 


31932 






Seq. ID 


OJ990909_04. 9C10. 


C19 


Gene No. 


66062 






Strand 






Start 


45684 






End 


48873 




Name 


OJ990909 04.9C10.C19. 


ol2.ts 


Method 


TBLASTX: Soybean 




Start 


27015 






End 


27459 




GI 


none 






Score 


694 




Exons 


27015. . 


27455, 27016.. 


27459, 


27016. .27321, 27017 .. 27454 , 






27358. . 


27459 










Seq. No. 


31932 






Seq. ID 


OJ990909_04.9C10. 


CI 9 


Gene No. 


66062 






Strand 







31918 



o 
h'.i 

W 
w 

o 
w 

\\\ 
m 

o 

k 
O 

o 



Start 


45684 






End 


48873 






Name 


OJ990909 04.9C10.C19 


. o22 . tm 


Method 


TBLASTX : 


Maize 




Start 


27155 






End 


27469 






GI 


none 






Score 


567 






Exons 


27155. 


.27469, 27156. 


.27467 










Seq. No. 


31932 






Seq. ID 


OJ990909 


_04.9C10 


-C19 


Gene No. 


66062 






Strand 








Start 


45684 






End 


48873 






Name 


OJ990909 04.9C10.C19 


,ol2. tc 


Method 


TBLASTX: 


Cress 




Start 


27350 






End 


27758 






GI 


none 






Score 


686 






Exons 


27350. 


.27538, 27351. 


27758, 


27351. .27758 






Seq. No. 


31932 






Seq. ID 


OJ990909 


_04.9C10 


.C19 


Gene No. 


66062 






Strand 








Start 


45684 






End 


48873 






Name 


OJ990909 04.9C10.C19 


o4 . tc 


Method 


TBLASTX: 


Cress 




Start 


27843 






End 


30489 






GI 


none 






Score 


75 






Exons 


27843. 


.27926, 27846.. 


27923, 


27847. .27927, 27848 


. .27928, 






27960. 


.28040, 27960.. 


28040, 


28039. .28161, 28040 


. .28132, 






28196. 


.28390, 28197. , 


28400, 


28200. .28394, 28401 


. .28427, 






28402. 


.28440, 28434., 


28607, 


28439.-28669, 28440 


. .28682, 






28647. 


.28673, 28753.. 


28779, 


29610. .30104, 29613 


. .30260, 






29615. 


.30277, 29621.. 


30259, 


30144. .30260, 30313 


. .30384, 






30315. 


.30383, 30318.. 


30392, 


30436. .3048.9, 30436 


. .30489 




Seq. No. 


31932 






Seq. ID 


OJ990909 


04 . 9C10 


C19 


Gene No. 


66062 






Strand 








Start 


45684 






End 


48873 






Name 


OJ990909 04.9C10.C19. 


ol8. ts 


Method 


TBLASTX: 


Soybean 




Start 


28129 






End 


28805 




GI 


none 






Score 


209 






Exons 


28129. 


.28155, 28166.. 


28345, 


28188. .28346, 28194 


. .28346, 






28382. 


.28441, 28393.. 


28431, 


28434 . .28607, 28439 


. .28669, 






28439. 


.28669, 28446. . 


28682, 


28647. .28673, 28754 


. .28804, 






28755. 


.28805 












Seq. No. 


31932 






Seq. ID 


OJ990909_ 


_04 .9C10. 


C19 


Gene No. 


66062 






Strand 








Start 


45684 






End 


48873 






Name 


OJ990909 .04 .9C10.C19-. 


oil., tm". 


Method . 


TBLASTX: Maize 




Start 


28212. 






End. 


28976 „ 






GI 


none 






Score 


785 






Exons 


28212. 


.28718, 28212.. 


28607, 


28363..28725, 28436 


. .28723, 






28624. 


.28734, 28703.. 


28780, 


28714. .28779, 28714 


. .28785, 






28755. 


.28784, 28772.. 


28822, 


28772. .28822, 28773 


. .28823, 






28813. 


.28944, 28824. . 


28856, 


28828. .28908, 28902 


. .28943, 






28950. 


.28976 












Seq. No. 


31932 






Seq. ID 


OJ990909_ 


_04 . 9C10. 


C19 


Gene No. 


66062 






Strand 








Start 


45684 






End 


48873 






lm aiuc 


OJ990909 04.9C10.C19. 


o28 . tw 


' Method 


TBLASTX: Wheat 




Start 


28294 






End 


28543 






GI 


none 






Score 


254 







31919 



Exons 


28294. 


.28461, 28296. 


.28463, 


28462. .28530, 28 4 63 .. 28531 , 






28463. 


.28543, 28464. 


.28532, 


28465. .28533 




Seq. No. 


31932 






Seq. ID 


OJ990909_04 . 9C10 


. C19 


Gene No. 


66062 






Strand 






Start 


45684 






End 


48873 




Name . 


OJ990909 "04.9C10.C19 


. o4 . ts 


Method 


. TBLASTX : Soybean 




Start 


29152 






End 


30352 




GI 


none 






Score 


57 




Exons 


29152. 


.29205, 29212. 


.29250, 


29531. .29575, 29532 .. 29594 , 






29532. 


.29591, 29571. 


.30287, 


29583. .30104, 29621 .. 3028 6, 






30153. 


.30287, 30316. 


.30345, 


30317. .30352 




Seq. No. 


31932 






Seq. ID 


OJ990909_04.9C10 


.C19 


Gene No. 


66062 






Strand 






Start 


45684 






End 


48873 




Name 


OJ990909 04.9C10.C19 


. ol 3 . tm 


Method 


TBLASTX: Maize 




Start 


29616' 






End 


30260 




GI 


none 






Score 


967 




Exons 


29616. 


.30260, 29619. 


. 30086, 


29678. .30259 




Seq. No. 


31932 






Seq. ID 


OJ990909_04 . 9C10 


. C19 


Gene No. 


66062 






Strand 






Start 


45684 






End 


48873 




Name 


OJ990909 04.9C10.C19 


. o34 . tm 


Method 


TBLASTX: Maize 




Start 


30426 






End 


30666 




GI 


none 






Score 


290 




Exons 


30426. 


.30620, 30427. 


.30621, 


30427. .30618, 30622 .. 30666, 






30623. 


.30664 










Seq. No. 


31932 






Seq. ID 


OJ990909_04.9C10 


. C19 


Gene No. 


66062 






Strand 






Start 


45684 






End 


48873 




Name 


OJ990909 04.9C10.C19 


. 08 . ts 


Method 


TBLASTX : Soybean 




Start 


30575 






End 


32137 




GI 


none 






Score 


75 




Exons 


30575. 


.30667, 30575. 


.30694, 


30670. .308 


!16, 30726. .30.815, 






30832. 


.30858, 30935. 


. 30982, 


30941. .30982, .31094 .. 3154 9, 






31112. 


.31681, 31119. 


. 31658, 


31119. .31685, 31129. .31683, 






31589. 


.31687, 31706. 


. 31786, 


31729. .31785, 31940. .32113, 






31941. 


.32117, 31943. 


. 32137 








Seq.. No. '. 


31932 






Seq. ID 


.OJ990909JD4 . 9C10 


.C19 


Gene No.. 


66062 






Strand 






Start 


45684 






End 


48873 




Name 


OJ990909 04.9C10.C19 


.o26. tc 


Method 


TBLASTX: Cress 




Start 


31112 






End 


31358 




GI 


none' 






Score 


367 




Exons 


31112. 


.31357, 31125. 


. 31358 








Seq. No. 


31932 






Seq. ID 


OJ990909_04.9C10, 


.C19 


Gene No. 


66062 






Strand 






Start 


45684 






End 


48873 




Name 


OJ990909 04.9C10.C19 


.o30.tc 


Method 


TBLASTX: Cress 




O ■) > — -u 

<u u a J- 


31359 






End 


31564 




GI 


none 






Score 


316 




Exons 


31359. , 


.31562, 31361., 


.31564 









31920 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31932 
66062 
45684 

OJ990909J34 . 9C10 . C19 . o33 . tc 
31964 



OJ990909 04.9C10.C19 



none 
31964 , 
32157, 
32264 . 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

32029, 32015. .32053, 32020 32058, 32070 .. 32114 , 
32393, 32166. .32393, 32212 .. 324 06, 32228 .. 3238 6, 
32395, 32275.. 32406 



48873 

TBLASTX: Cress 

32406 

36 



Seq. No. 31932 

Gene No. 66062 

Start 45684 

Name OJ990909_04 . 9C10 . CI 9 . o7 . ts 

Start 32157 

GI none 
Exons 



Seq. ID OJ990909_04.9C10.C19 
Strand 

End 48873 

Method TBLASTX : Soybean 

End 32921 

Score 523 

32157. .32867, 32157 .. 32 921 , 32164 .. 328 92 , 32228. .32914 - 



Seq. No. 31932 

Gene No. 66062 

Start 45684 

Name OJ990909_04 . 9C10 . C19 . ol7 . tm 

Start 32355 

GI none 

Exons 32355. .32828, 32355 .. 32828 , 32356.. 32829 



Seq. ID OJ990909_04.9C10.C19 
Strand 

End 48873 

Method TBLASTX : Mai ze 

End 32829 

Score 587 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31932 
66062 
45684 

OJ990 909^04 . 9C10 . C19 . oil . tc 
32649 



none 

32649, 

32936. 

32969. 

33006. 



,32921, 32652. 

.32980, 32936. 

,33103, 32973. 

,33161, 33138. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

32867, 32653. .32892, 32904 
32980, 32941. .32982, 32963 
33137, 32977. .33138, 32977 
33236, 33140.. 33235 



OJ990909 04.9C10.C19 



48873 

TBLASTX: Cress 
33236 
139 



,32963, 
,33136, 
,33147, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31932 
66062 
45684 
OJ990909 
32837 . 
none 
32837 
32965 
33006 



04 . 9C10.C19.o42. tm 



32911, 32856. .32915, 
33093, 32978. .33094, 
33098 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990909 04.9C10.C19 



48873 

TBLASTX: Maize 
33099 
51 ■_ _ 
32857. .32895, 32858 32 911 , 
32978. .33094, 32 980 .. 33099, 



Seq. No. 31932 * 

Gene No. 66062 

Start 45684 

Name OJ990909_04 . 9C10 . C19 . o2 6 . tm 

Start 33116 

GI none 



Seq. ID OJ990909_04.9C10 ( .C19 
Strand 
End 

Method 
End 
Score 



48873 

TBLASTX: Maize 

33404 

188 



,33233, 331I/..332J3, 332 32 . . 3 34 02, 



33233. .33403, 33234. .33404 



31921 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31932 Seq. ID 

66062 Strand 

45684 End 

OJ990909_04 . 9C10 . C19 . o31 . ts Method 

33191 End 

none Score 



OJ990909_04 . 9C10.C19 
48873 

TBLASTX: Soybean 

33443 

91 



33191. .33283, 33191 .. 33361, 33192 .. 33362 , 33201 .. 33362, 
33202. .33363, 33342 .. 33443, 33343 .. 33435, 33347.. 33436 



31932 
66062 
45684 

OJ990909_04 . 9C10 . C19 . o3 . tm 
33405 
none 
33405. 
33448. 
33556. 
33823. 
34088. 
34184. 
34256. 



.33458, 33405. 

.33510, 33460. 

.33795, 33559. 

,34083, 33831. 

,34129, 34089. 

,34237, 34186. 

,34786, 34275. 



33455, 
33537, 
33780, 
33881, 
34127, 
34236, 
34919, 



31932 
66062 
45684 

OJ990909_04 . 9C10 . C19 . o32 . ts 

33888 

none 

33888. .34073, 33889. .34077 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990909 04.9C10.C19 



48873 

TBLASTX: Maize 
34921 
83 

33428. .33511, 33429 .. 33509, 
33467. .33538, 33522 .. 33539, 
33803. .34081, 33819 .. 34082, 
33855. .34133, 338 66 34 14 4 , 
34091. .34171, 34179. .34223, 
34255. .34338, 34256 .. 34 903, 
34 4 8 6. .34920, 34859. .34921 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990909_04 . 9C10.C19 
48873 

TBLASTX: Soybean 

34077 

174 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 



Seq. No. 
Gene No. 
Start- 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31932 Seq. ID 

66062 Strand 

45684 End 

OJ990909_04 . 9C10 . C19 . o9 . tw Method 

34179 End 

none Score 



OJ990909_04. 9C10.C19 
48873 

TBLASTX: Wheat 

34637 

45 



34179. .34223, 34 185 .. 34223, 34 18 6 34236, 34 234 .. 34254 , 
34256. .34630, 34 275 .. 34 628 , 34275 .. 34 637 , 34360.. 34629 



31932 
66062 

45684 . . 

OJ990909_04 . 9C10 . CI 9 . ol 9 . tc 

34268 

none 



Seq. ID OJ990909_04.9C10.C19 

Strand - 

End 48873 

Method TBLASTX: Cress 

End 34788 

Score 156 



34268. .34480, 34271 3444 1, 34275 .. 34472, 34 4 75 .. 34 684 , 
34488. .34682, 34 4 97 .. 34 691 , 34502 34 690, ■ 34706 .. 34747 , 
34707. .34739, 34750. .34788 



31932 
66062 
45684 

OJ990909_04 . 9C10 . CI 9 . o3 . ts 

O A n /TO 

none 



Seq. ID OJ990909__04.9C10.C19 



Strand 
End 

Method 

End 

Score 



48873 

TBLASTX: Soybean 

39973 

158 



34268. .34432, 34268 .. 34480, 34275 .. 34 4 84 , 34275 .. 34 502 , 



31922 



34475. .34681, 
34716. .34742, 
34930. .35124, 
35303. .35665, 
35569. .35703, 
37487. .37636, 
37631. .37660, 
38483. .38509, 
38758. .39087, 
39120. .39218, 
39296. .39337, 
39341. .39568, 
39592. .39885 



34491. .34682, 
34759. .34824, 
35100. .35201, 
35303. .35698, 
36932. .37312, 
37487. .37636, 
38241. .38393, 
38484. .38507, 
38813. .39052, 
39189. .39335, 
39297. .39338, 
39522. .39599, 



34495. .34803, 
34810. .35112, 
35107. .35226, 
35317. .35706, 
36933. .37301, 
37488. .37646, 
38245. .38478, 
38704. .39048, 
38993. .39202, 
39204. .39302, 
39338. .39517, 
39523. .39600, 



34497. .34718, 
34821. .35111, 
35287. .35520, 
35322. .35708, 
37316. .37423, 
37546. .37641, 
38255. .38479, 
38757. .39047, 
39020. .39217, 
39294. .39338, 
39340. .39516," 
39578. .39973, 



Seq. No. 


31932 






Seq. ID 


OJ990909_04.9C10. 


C19 


Gene No. 


66062 






Strand 






Start 


45684 






End 


48873 




Name 


OJ990909 04.9C10.C19. 


o21. tw 


Method 


TBLASTX: Wheat 




Start 


34709 






End 


35073 




GI 


none 






Score 


60 




Exons 


34709. 


.34744, 34709.. 


34744, 


34718. .347 


86, 34728. .34784, 






34730. 


.34786, 34795. . 


35073, 


34795. .35070, 34812.. 35072 




Seq. No. 


31932 






Seq. ID. 


OJ990909__04 . 9C10. 


C19 


Gene No. 


66062 






Strand 






Start 


45684 






■ End 


48873 




Name 


OJ990909 04.9C10.C19. 


o24 . tc 


Method 


TBLASTX: Cress 




Start 


34814 






End 


35201 




GI 


none 






Score 


114 




Exons 


34814 . 


.35014, 34815.. 


35018, 


34822. .350 


19, 35019. .35066, 






35019. 


.35111, 35020.. 


35112, 


35087. .351 


19, 35100. .35201, 






35107. 


.35199 











Seq. No. 


31932 






Seq. ID 


OJ990909_04 . 9C10 


.C19 


Gene No. 


66062 






Strand 






Start 


45684 






End 


48873 




Name 


OJ990909 04.9C10.C19 


.ol2 . tm 


Method 


TBLASTX: Maize 




Start 


' 34962 






End 


36801 




GI 


none 






Score 


75 




Exons 


34962. 


.35006, 34963. 


.35007, 


34963. .35007, 35007. .35342, 






35007. 


.35708, 35008. 


.35703, 


36745. .36801 




Seq. No. ' 


31932 






Seq. ID 


Oj990909_04 .9C10. 


.C19 


G£'he No. 


.. 66062 • 






Strand ' 






Start 


45684 






End 


48873 




Name 


OJ990909 04.9C10.C19 


. ol4 . tw 


Method 


TBLASTX: Wheat 




Start 


35226 






End 


35617 




GI 


none 






Score 


80 




Exons 


35226. 


.35279, 35227. 


.35280, 


35228. .352 


78, 35230. .35283, 






35233. 


.35616, 35234. 


.35617 







Seq. No. 
Gene No. 
Start 

ln aiuc 

Start 
GI 



31932 
66062 
45684 

/-\ -r r\ r\ r\ i 

35235 
none 



y^±v .tiy. ozu. tc 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990909_04.9C10.C19 
48873 

TBLASTX: Cress 

35708 

48 



31923 



Exons 



35235.-35267, 3534 1 354 06, 3538 6 35706, 35387 . . 35662, 
35397. .35708, .354 01. .35700 



Seq. No. 31932 
Gene No. 66062 
Start 45684 

Name OJ990909_04 . 9C10 .CI 9 . o25 . tw 

Start 35649 

GI none 

Exons 35649. .35723, 35650 

35720. .35824, 35724 
35839. .35904, 35840 
35905. .35967, 36021 



Seq. ID 
Strand 
End 

Method 
End 
Score 

35724, 35650. .35724, 35694 
35819, 35729. .35854, 35838 
35863, 35862. .35909, 35894 
36053, 36022. .36054, 43714 



OJ990909 04.9C10.C19 



48873 

TBLASTX: Wheat 
43800 
131 



,35819, 
,35861, 
,35974, 
,43800 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31932 
66062 
45684 

OJ990909_04.9C10.C19.o31.tm 

36018 

none 



Seq. ID OJ990909_04.9C10.C19 
Strand 

End 48873 

Method TBLASTX : Maize 

End 36341 

Score 352 



36018. .36266, 36019 .. 36267 , 36026 .. 36337 , 36029 36322 , 
36273. .36341 



Seq. No. ' 31932 Seq. ID 

Gene No. 66062 Strand 

Start 45684 End 
Name OJ990909_04 . 9C10 . CI 9 . o22 . tc Method 

Start 36057 End 

GI none Score 
Exons 36057. 

36172, 
36564 . 



OJ990909_04.9C10.C19 
48873 

TBLASTX: Cress 

37291 

49 



,36098, 36065. 

,36261, 36176. 

,36626, 36737. 

36875. .37246, 36917. 



.36085, 36117. .36179, 36135 .. 3617 9, 

,36268, 36389. .36415, 364 11 .. 364 55 , 

,36778, 36748. .36795, 368 68 .. 37 110 , 

.37291, 36918. .37274 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31932 
66062 
45684 

OJ990909_04 . 9C10 .C19 . ol2 . tw 

36141 

none 

36141. .36203, 3614 1 .. 36299, 
36266. .36352, 36267. .36353, 
36538. .36451,. 36347 36454 , 
36467. .36580, 364 69.-3664 8, 
36552. .36698, 36728 .. 36775 , 



Seq. ID 
Strand 
"End 
Method 
End 
Score 



OJ990909_04 . 9C10.C19 
48873 

TBLASTX: Wheat 

36775 

71 



36142. .36291, 36143 .. 36319, 

36276. .36350, 36289 .. 36351", 

36354 . .3.6455, 364 61 .. 3667 0,. 

36528. .'36698, 36538 .. 36708 , 
36742. .36774 



Seq. No. 31932 
Gene No. 66062 
Start 45684 

Name OJ990909_04 . 9C10 . CI 9 . o32 . tm 

Start 36382 

GI none 

Exons 36382. .36411, 36383 364 15 , 364 08 .. 364 4 9, 36408, 

36412. .36450, 364 13 .. 36670 , 364 13 .. 36583, 36540, 
36541 .. 36648 , 36544 .. 36705, 36552 .. 3668 6, 36b3b, 



Seq. ID OJ990909_04.9C10.C19 
Strand 

48873 

TBLASTX: Maize 
36705 
59 



End 

Method 

End 

Score 



.36455, 
,36698, 
. 36697 



Seq. No. 



31932 



Seq. ID OJ990909 04.9C10.C19 



31924 



Gene No. 


66062 






Strand 






Start 


45684 






End 


48873 




Name 


OJ990909 04.9C10.C19 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


36845 






End 


38607 




GI 


none 






Score 


37 




Exons 


36845. 


. 36877, 36854 . 


.37426, 


36856. .37074, 368 69 .. 37267 , 






36876. 


.37424, 37319.-, 


. 37426, 


37379. .37657, 37421. .37660, 






37428. 


.37658, 37640., 


. 38098, 


37652. .38098, 37671. .38099, 






■ 38046. 


.38159, 38090., 


. 38164, 


38107. .38163, 38109 38213 , 






38178. 


.38396, 38197., 


. 38511, 


38206. .38475, 38213 .. 38512 , 






38442. 


.38516, 38448., 


. 38516, 


38477. .38566, 38503 38562 , 






38505. 


.38606, 38505., 


. 38606, 


38518.. 38607 




Seq. No. 


31932 






Seq. ID 


OJ990909_04.9C10 


.C19 


Gene No. 


66062 






Strand 






Start 


45684 






End 


48873 




Name 


OJ990909 04.9C10.C19, 


,o2 . tw 


Method 


TBLASTX: Wheat 




Start 


37326 






End 


38096 




GI 


none 






Score 


134 




Exons 


37326. 


.37460, 37328., 


, 37660, 


37328. .37657, 37 691 3808 9, 






37697. 


.38092, 37698., 


,38096 








Seq. No. 


31932 






Seq. ID 


OJ990909_04.9C10 


. C19 


Gene No. 


66062 






Strand 






Start 


45684 






End 


48873 




Name 


OJ990909 04.9C10.C19. 


,o23. tc 


Method 


TBLASTX: Cress 




Start 


37522 






End 


38038 




GI 


none 






Score 


129 




Exons 


37522. 


.37620, 37523.. 


37633, 


37524 . .37634, 37530 .. 37634 , 






37537. 


-.37635, 37684.. 


37791, 


37706. .38002, 37715.. 38038 




Seq. No. 


31932 






Seq. ID 


OJ990909_04.9C10, 


.C19 


Gene No. 


66062 






Strand 






Start 


45684 






End 


48873 




Name 


OJ990909 04.9C10.C19. 


o28 . ts 


Method 


TBLASTX: Soybean 




Start 


37713 






End 


38041 




GI 


none 






Score 


137 




Exons 


37713. 


.38003, 37715.. 


38041, 


37727.. 38008 




Seq. No. 


31932 






Seq. ID 


OJ990909JD4 . 9C10. 


, C19 


Gene No. 


66062 






Strand 






Start. 


45684 






End 


48873 




Name 


OJ990909 04.9C10.C19. 


ol5 ..tc 


, Method 


TBLASTX: Cress 




Start 


38380 






End 


39268 ' . 




GI 


none 






Score 


92 




Exons 


38380. 


.38478, 38383.. 


38472, 


38618. .38668, 38 619 .. 38669, 






38619. 


.38696, 38620.. 


38676, 


38670. .38699, 38670 .. 38699, 






38671. 


.38700, 38756.. 


38923, 


38757. .386 


!76, 38757. .38924, 






38758. 


.38925, 38758.. 


38928, 


38813. .38929, 38939 .. 39187, 






38943. 


.39182, 38951.. 


39268, 


39120. .39188 




Seq. No. 


31932 






Seq. ID 


OJ990909_04..9C10. 


C19 


Gene No. 


66062 






Strand 






Start 


45684 






End 


48873 




i.i unit;: 


OJ990909 04 . 9C10.C19. 


06 . tm 


Method 


TBLASTX: Maize 




Start 


38789 






End 


39618 




GI 


none 






Score 


1254 





31925 




Exons 


.38789. 


.39610, 38790. 


.39611, 


38813. .39613, 39247. .39618 




Seq. No. 


31932 






Seq. ID 


OJ990909_04.9C10 


.C19 


Gene No . 


66062. 






Strand 






Start 


45684 






End 


48873 




Name 


OJ990909 04.9C10.C19 


. ol6 . tw 


Method 


TBLASTX: Wheat 




Start 


38930 






End 


39236 




GI 


none 






Score 


448 




Exons 


-38930. 


.39235, 38930. 


.39235, 


39120.. 39236 




Seq. No. 


31932 






Seq. ID 


OJ990909_04.9C10 


.C19 


Gene No . 


66062 






Strand 






Start 


45684 






End 


48873 




Name 


OJ990909 04.9C10.C19 


. o2 9. tw 


.Method 


TBLASTX: Wheat 




Start 


40590 






End 


40817 




GI 


none 






Score 


104 




Exons 


40590. 


.40649, 40592. 


.40648, 


40656. .40817, 4 0671. .4 0817 




Seq. No. 


31932 






Seq. ID 


OJ990909_04. 9C10 


.€19 


Gene No. 


66062 






Strand 






Start 


45684 






End 


48873 




Name 


OJ990909. 04.9C10.C19, 


.o28.tc 


Method 


TBLASTX: Cress 




Start 


40971 






End 


41379 




GI 


none 






Score ■ 


61 




Exons ' 


, 40971. 


.41015, 40975., 


.41010, 


41002. .41163, 41016. . 41165, 






41017. 


.41163, 41127., 


.41165, 


41150. .41245, 41160. .41246, 






41160. 


.41273, 41161., 


.41247, 


4124 8. .41379, 41250. .41330, 






41257. 


.41337 










Seq. No. 


31932 






Seq. ID 


OJ990909_04. 9C10, 


.C19 


Gene No. 


66062 






Strand 






Start 


45684 






End 


48873 




Name 


OJ990909 04.9C10.C19, 


, o33 . ts 


Method 


TBLASTX : Soybean 




Start 


41327 






End 


41506 




GI ■' 


none 






Score 


52 




Exons 


41327. 


.41356, 41329. , 


.41352, 


■41362. . 41502, 41366. .41506 




Seq. No. 


31932 






Seq. ID 


OJ990909_04. 9C10. 


,C19 


Gene No. • 


66062 






Strand 






Start 


45684 






End 


48873 




Name 


OJ990909 04.9C10.C19. 


,ol9. tw 


Method 


TBLASTX: Wheat 




Start 


42675 






End 


43161 




GI \ . 


none 






Score 


92 




Exons 


42675. 


.42752, 42.675. . 


42752, 


42676. .42753, 42754 42810, 






42754 . 


.42810, 42785.. 


42865, 


427 90. .428 67, 427 92 .. 428 69, 






42801. 


.42863, 42817.. 


42882, 


42827. .428 95, 4 2828. .42869, 






42855. 


.42875, 42880.. 


42930, 


42880. .42921, 42881 .. 42973 , 






42881. 


.42931,. 42920. . 


43159, 


42927. .43160, 42927. .43160, 






... 43114. 


.43161 










Seq. No. 


31932 






Seq. ID 


OJ990909_04 . 9C10. 


C19 


Gene No. 


66062 






Strand 






Start 


45684 






End 


48873 




Name 


OJ990909 04.9C10.C19. 


ol4 . ts 


Method 


TBLASTX: Soybean 




Start 


A o n tr /? 

1 ZJ *J VJ 






End 


4 




GI 


none 






Score 


684 




Exons 


42956. 


.43447, 42966.. 


43364, 


42968. .434 47, 4 3114 .. 4 34 4 9, 





31926 



43327. .43449 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31932 Seq. ID 

66062 Strand 

45684 End 

OJ990909JD4 . 9C10 . CI 9 . o25 . ts Method 

4 4 655 End 

none Score 



OJ990909_04 . 9C10.C19 
48873 

TBLASTX: Soybean 

44881 

347 



44 6S5..44879, 44 657. .44881, 4 4 657. .4 4881 



31932 
66062 
45684 

OJ990909_04 . 9C10 . C19 . ol6 . ts 
44882 
none 
44882, 
45187, 
45248, 



.45199, 44882. .45199, 
.45261, 45204 . .45263, 
.45334 



Seq. ID 

Strand 

End 

Method 

End 

Score 



44886. .45200, 45187 
45217. .45333, 45219 



OJ990909_04 . 9C10 .CI 9 
48873 

TBLASTX: Soybean 

45334 

448 

45264, 
45332, 



Seq. No. 
.Gene No. 
Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31932 
66062 
45684 
OJ990909 
45447 
none 
45447 . 
45495. 
46008. 



04 .9C10.C19.ol0.ts 



45494, 
45734, 
46052, 



45450. 
45745. 
46044. 



.45491, 
.46053, 
.46166, 



Seq. ID OJ990909_04.9C10.C19 
Strand 

End 48873 

Method TBLASTX : Soybean 

End 46171 

Score 59 
45490. .45720, 454 94 .. 45739, 
45746. .45991, 45792 .. 45992, 
46046. .46171, 46046. .46171 • 



31932 
66062 
45684 

OJ990909_04 . 9C10 . C19 . ol6 . tc 

45459 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990909JD4 . 9C10.C19 
48873 

TBLASTX: Cress 

45981 

47 



45459. .45494, 45462 .. 45491, 45494 .. 45739, 454 95 .. 45722, 
45496. .45747, 45744 .. 45866, 45745 .. 45858 , 45746 .. 45880, 
45858. .45884, 45874 .. 45981, 45876.. 45968 



Seq. ID 

Strand 

End- 

Method 

End 

Score 



OJ990909 04.9C10.C19 



48873 
AAT/GAP 
47653 
2766 



31932 
66062 
45684 

OJ990909_04 . 9C10 . CI 9 . o23 . gp 
45684 

183_5.R1084 
45684. .46068, 46609. .47653 

, 133999/sp|'P05424 |RR7_ORYSA 1.0e-48 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S7 >gi_70904_pir R3RZ7 ribosomal protein S7 - rice 

chloroplast >gi_12037_emb_CAA33942_ (X15901) ribosomal protein 
S7 [Oryza sativa] >gi_12065_emb_CAA33919_ (X15901) ribosomal 

protein S7 [Oryza sativa] >gi_226657_prf 1603356CH ribosomal 

protein S7 [Oryza sativa] ' 



Gene No. 
Start 



66062 
45684 



Seq. ID 

Strand 

End 



OJ990909 04.9C10.C19 



48873 



31927 



Name 

Start 

GI 

Exons 



OJ990909_04 . 9C10 . C19 . o27 . tw Method TBLASTX : Wheat 

45848 End 46067 

none Score 99 

45848. .45958, 4 5851 .. 45931 , 4 5852 .. 4 5935 , 45915 4 604 6, 

45917. .46030, 4 6034 .. 4 6066, 46035.. 46067 



Seq. No. 31932 

Gene No. 66062 

Start 45684 

Name OJ990909_04 . 9C10 . C19 . o39 . tc 

Start 46028 

GI none 

Exons 46028. .46183, 46039. . 46149, 
46048. .46188 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990909__04.9C10.C19 
48873 

TBLASTX: Cress 

46188 

194 



46046. .46183, 46047. .46187, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31932 Seq. ID 

66062 Strand 

45684 End 

OJ990909__04 . 9C10 . CI 9 . olO . tw Method 

46443 End 

none Score 



OJ990909_04 . 9C10.C19 
48873 

TBLASTX: Wheat 

46853 

42 



4 64 43. .4.650.2, 4 64 94 .. 4 6853 , 46509.. 46850 



31932 
66062 
45684 

OJ990909_04. 9C10.C19.o21.ts 

46733 

none 

46733. .46933, 4 6734 .. 4 694 0, 

46949. .47044, 4 6950 .. 4 7039, 

47066. .47101, 47070 .. 4 7102 , 

47132. .47194, 472 67 .. 47332 , 

47327. .47353, 4 7328 . .47354 , 

47473. .47565, 474 92 .. 4 7548 , 

47680. .47835, 47681 .. 47845, 



Seq. ID OJ990909_04.9C10.C19 

Strand - - 

End 48873 

Method TBLASTX : Soybean 

End 47846 

Score 308 
46734. .46934, 4 6917 4 7039, 
46996. .47046, 4 7003 4 7050 , 
47102. .47143, 4 7 109 .. 4 7 14 4 , 
47268.-47333, 4 72 69 .. 4 7334 , 
4 7361. .474 65, 4 7388. .47465, 
47580. .47618, 47679.-47837, 
47706. .47846 



Seq. . No. 

Gene No. 

Start 

Name 

Start 

GI v 

Exons 



31932 
66062 
45684 

OJ990909_04. 9C10.C19.o42. tc 

47271 

none 



Seq. ID OJ990909_04.9C10.C19 
Strand 

End 48873 

Method TBLASTX : Cress 

End - 47492 

..Score 4 0 



.47271. .47306, 47296. .47337, ,47308. .47340, 47330. ..47467, 
47331. .47474, 47332 .. 47475, 4 7332 .. 4 74 63 , 47333 .. 474 64 , 
47469..47492 



.Seq. No. 31932 Seq. ID 

Gene No. 66062 Strand 

Start 45684 End 

Name OJ990909_04 . 9C10 . C19 . o5 . tc Method 

Start 47493 End 

GI none Score 
Exons 



OJ990909_04 . 9C10.C19 
48873 

TBLASTX: Cress 

48873 

110 



47493.-47588, 4 7493.-47579, 4 758 6 .. 4 7 612 , 47586 .. 47612, 

4 7588. .47617, 47 67 9.. 47 82 5, 47 66 6.. 47817, 4 7 7 2u. . 4 7 818, 

4 7872. .47 94 9, 4 787 3. .4 7953, 47874.-47 954, 4 794 6 .. 48017, 

4 7 949. .48017, 47950. .48018, 47973. .48080, 48019. .48081, 



31928 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48077. 
48153. 
48281. 
48492. 
48644. 
48682. 
48772. 



.48208, 
.48260, 
.48463, 
.48551, 
.48769, 
.48774, 
.48807, 



48097. 
48202. 
48364. 
48503. 
48653. 
48768. 
48796. 



.48213, 
.48261, 
.48465, 
.48556, 
.48760, 
.48794, 
.48873,- 



48099. 
48279. 
48366. 
48558. 
48672. 
48768. 
48798. 



.48206, 48103. 

.48326, 48280. 

,48464, 48490. 

,48674, 48560.' 

.48767, 48676. 

,48794, 48769. 
,48872 



.48261, 
.48456, 
.48549, 
.48676, 
.48768, 
.48795, 



31932 
66062 
45684 

OJ990909_04 . 9C10 . C19 . o26 . tw 
48578 



none 

48578. 

48672. 

48762. 

48840. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

48673, 48578. .48655, 48644 .. 48715, 48653 
48716, 48685. .48726, 48689.-48775, 48711 
48839, 48779. .48835, 4 8780 .. 48836, 48838 
48872 



OJ990909 04.9C10.C19 



48873 

TBLASTX: Wheat 
48873 
76 



.48715, 
,48776, 
,48873, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start- 

GI ; 

Exons 

GI Descrip. 



31933 
66063 
124 

OJ990909_04 . 9C10 . C20 . o2 . tc 
1 

none 



Seq. ID OJ990909__04.9C10.C20 
Strand 

End 771 

Method TBLASTX : Cress 

End 24 4 

Score 114 



1..114, 1..72, 2. .73, 63. .242, 71. .244, 97. .243 

31933 Seq. ID OJ990909__04.9C10.C20 

66063 Strand 

124 End 771 

OJ990909_04 . 9C10 . C20 . ol . ts Method TBLASTX : Soybean 

7 End 64 3 

none Score 324 

7. .267, 9. .251, 243. .371, 246. .380, 250. .396, 253. .375, 

296. .376, 365. .571, 366. .557, 373. .561, 513. .641, 556.-642, 

557. .643, 557. .643 

31933 Seq. ID OJ990909_04.9C10.C20 

66063 Strand 

124 End 771 

OJ990909_04 . 9C10 . C20 . ol . gp Method AAT/GAP 

124 • End 771 

688_1..R1084 . . . Score 1280 

124 . .771 . 

'226661/prf | | 1603356CM 6.0e-54 trnA intron ORF 109 [Oryza ' 
sativa] 1 



Seq. No. 31933 

Gene No. 66063 

Start 124 

Name OJ990909_04 . 9C10 . C20 . ol . tc 

Start 257 

GI none 
Exons 



Seq. ID OJ990909_04.9C10.C20 
Strand 

End 771 

Method TBLASTX : Cress 

End 631 

Score 155 



257. .370, 259. .369, 296. .370, 366. .560, 367. .561, 368. .571, 
556. .630, 557. .631 



Seq. No. 



31934 



Seq. ID OJ990909 04.9C10.C21 



31929 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



66064 " 7 Strand 

2 End 

OJ990909_04 . 9C10 . C21 . ol . tc Method 

2 End 

none Score 



174 

TBLASTX: Cress 

174 

38 



2. .22, 3. .26, 23. .91, 33. .98, 35. .97, 99. .173, 100. .174, 
100. .174 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31935 
66065 
1 

OJ990909_04.9C10.C22.ol.ts 
1 

none 



Seq.- ID OJ990909__04.9C10.C22 

Strand 

End 321 

Method TBLASTX : Soybean 

End 321 

Score 75 



1..48, 3. .50, 143. .232, 145. .234, 148. .234, 149. .235, 238. .321, 
239. .319 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start. 
Name . 
Start " 
GI 

Exons 



31935 
66065 
1 

OJ990909_04 . 9C10 . C22 . ol . tm 
27 

none 



Seq. ID OJ990909_04.9C10.C22 

Strand 

End 321 

Method TBLASTX : Mai ze 

End 307 

Score 364 



27. .254, 27. .236, 29. .265, 29.-253, 210. .305, 232. .306, 
233. .307, 235. .306 



Seq. ID OJ990909_04.9C10.C23 

Strand + 

End 842 

Method AAT/GAP 

End 842 

Score 1158 



31936 
66066 
249 

OJ990909_04 . 9C10 . C23 . ol . gp 
249 

2409_1.R1084 
249. .842 

*128690/sp|P12126|NU3C_ORYSA 2.0e-56 NADH-PLASTOQUINONE 

OXIDOREDUCTASE CHAIN 3, CHLOROPLAST >gi_6616l_pir DERZN3 NADH 

dehydrogenase (ubiquinone) (EC 1.6.5.3) chain 3 - rice 
chloroplast >gi_11989_emb_CAA34001_ (X15901) ndhC; NADH 

dehydrogenase- ND3 [Oryza sativa] >gi_226610_prf 1603356AG NADH 

dehydrogenase ND3 [Oryza sativa] 1 



31936 
66066 

.249 . / ' . . - 
OJ990909JD4 \ 9C10 . C23 . ol . tm 
249 
none 



Seq. ID OJ990909_04.9C10.C23 

Strand + 

End ■ 842 r: -• 

Method . TBLASTX : Mai ze 

End 840 

Score 338 



249. .431, 250. .444, 250. .660, 251. .661, 455. .661, 663. .839, 
664. .840 



Seq. No. 31936 

Gene No. 66066 

Start '249 . 

Name OJ990909_04 . 9C10 . C23 . ol . tc 

Start 250 

w JL nunc 

Exons 250. .558, 251. .562, 495. .560 



Seq. ID OJ990909_04.9C10.C23 

Strand + 

End 842 

Method TBLASTX: Cress 

End 562 

Score 291 



31930 



Seq. No. 


31936 




Seq. ID 


OJ990909_04 . 9C10 . C23 


Gene No . 


a a c\ c a 




Strand 


+ 


Start 


249 




End 


842 


Name 


OJ990909 04 .9C10.C23.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


250 




End 


502 


GI 


none 




Score 


262 


Exons 


250.. 501, 251.. 502 








Seq. No. 


31937 




Seq. ID 


OJ990909_04.9C10.C24 


Gene No . 


CLCLC\CLn 

ooUo / 




Strand 




Start 


447 




End 


724 


Name 


OJ990909 04.9C10.C24.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


447 




End 


625 


GI 


none 




Score 


79 


Exons 


447. .530, 449. .529, 533. 


.619, 


534. . 620 


, 534. .623, 536. .625 


Seq. No. 


31937 




Seq. ID 


OJ990909_04.9C10.C24 


Gene No. 


66067 




Strand 




start 


A A 1 

4 4/ 




End 


724 


Name 


OJ990909 04.9C10.C24.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


4 61 




End 


724 


GI 


none 




Score 


104 


Exons 


461. .535, 462. .533, 462. 


.536, 


463. .534 


, 503. .724, 504. .722, 




515. .724 








Seq. No. 


31938 




Seq. ID 


OJ990909 04.9C10.C25 


Gene No. 


66068 




Strand 




Start 


1 




End 


295 


Name 


OJ990909 04.9C10.C25.ol. 


gp 


Method 


AAT/GAP 


Start 


1 




End 


295 


GI 


688 1.R1084 




Score 


495 


Exons 


1. .295 









GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. NO: 
Gene No. 
Start 



'226661/prf | | 1603356CM 6.0e-54 trnA intron ORF 109 [Oryza 
sativa] ' 



'31938 
66069 
327 

OJ990909_04 . 9C10 . C25 . ol . tc ' 
21 

none 

21. .95, 34. .96, 50. .121, 51 
165.. 206, 207.. 332, 208.. 333, 208.. 333 



Seq. ID OJ990909_04.9C10.C25 
Strand 

End 4 95 

Method TBLASTX : Cress 

End 333 

Score 60 
122, 69.. 206, 125.. 205, 157.. 213, 



31938 
66069 
327 

OJ990909_04. 9C10 . C25 . ol . ts 

125 

none 



Seq. ID OJ990909_04.9C10.C25 
Strand 

End 4 95 

Method TBLASTX : Soybean 

End 4 95 

Score 133 



125. .241, 126. .206, 157. .213, 220. .249, 232. .285, 245. .298, 
246. .299, 279. .374, . 288. .380, 291. .368, 296. .370, 381. .434, 
382. .432, 383. .445, 383. .433, 450. .494, 451. .495 

OJ990909 04.9ciO.C25 



31938 
66069 
327 



oeq. ±u 
Strand 

End 4 95 



31931 



Name 


,OJ990909 04.9C10.C25.o2.gp 


Method 


AAT/GAP 




Start 


327 


End 


495 




GI 


2669 1.R1084 


Score 


274 




Exons 


327. .495 








GI Descrip. 


'3914470/sp|Q40070 | PSBR HORVU 


8.0e-26 


PHOTOSYSTEM II 10 


KD 




POLYPEPTIDE PRECURSOR >gi 1321868 emb 


CAA66373 (X97771) lOkD 




PSII protein [Hordeum vulgare 


] ' 






Seq. No. 


31938 


Seq. ID 


OJ990909_04.9C10 


.C25 


Gene No. 


66069 


Strand 






Start 


327 


End 


495 




Name 


OJ990909 04 . 9C10.C25.ol. tm 


Method 


TBLASTX: Maize 




Start 


333 


End 


495 




GI 


none 


Score 


218 




Exons 


333. .467, 334. .468, 345. .470, 


399. .494, 468. .494, 469. . 


4 95 


Seq. No. 


31938 


Seq. ID 


OJ990909_04.9C10 


. C25 


Gene No. 


66069 


Strand 






Start 


327 


End 


495 




Name 


OJ990909 04.9C10.C25.o2.tc 


Method 


TBLASTX: Cress 




Start 


342 


End . 


495 




GI 


none 


Score 


228 




Exons 


342. .494, 343. .495, 351. .494 








Seq. No. 


31939 


Seq. ID 


OJ990909_04 . 9C10 


.C26 


Gene No. 


66070 


Strand 






Start 


1 


End 


401 




Name 


OJ990909 04.9C10.C26.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


328 




GI 


1629 2.R1084 


Score 


617 




Exons 


1. .328 








GI Descrip. 


1 1245217/gb| U49840 IOSU49840 1. 


.Oe-170 Oryza sativa subsp 


. indica 




large ribosomal RNA gene, chloroplast 


gene encoding chloroplast 




rRNA, partial sequence 1 








Seq. No. 


31939 


Seq. ID 


OJ990909_04.9C10 


.C26 


Gene No. 


66070 


Strand 






Start 


1 


End 


401 




Name 


OJ990909 04.9C10.C26.ol.ts 


Method 


* TBLASTX: Soybean 




Start 


1 


End 


379 




GI 


none 


Score 


200 




Exons 


1..147, 1..78, 2.. 109, 83. .202, 90. .206, 100. .216, 148. 


.222, 




.197... 379, 212.. 379 








Seq. No. 


31939 


Seq. ID 


OJ990909_04. 9C10, 


.C26 


Gene No. 


66070 


Strand 






Start 


1 


End 


401 




Name 


OJ990909 04.9C10.C26.ol.tm 


Method 


TBLASTX :Maize 




Start 


2 


End 


249 .. 




GI 


none 


Score 


152 




Exons 


2. .88, 2. .112, 3. .248, 4. .249, 


148. .249 




Seq. No. 


31939 


Seq. ID 


OJ990909_04. 9C10. 


.C26 


Gene No. 


66070 


Strand 






Start 


i 


End 


401 




Name 


OJ990909 04.9C10.C26.ol.tc 


Method 


TBLASTX: Cress 




Start 


27 


End 


401 





31932 



GI 

Exons 



none Score 4 2 

27. .47, 50. .88, 52. .216, 54. .206, 148. .222, 197. .400, 205. .399, 
207. .401 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No._ 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31939 
66070 
1 

OJ990909_04 . 9C10 . C26 . o2 . tm 

250 

none 

250. .360, 251. .361 



Seq. ID OJ990909_04.9C10.C26 
Strand 

End 401 

Method TBLASTX : Mai ze 

End ■ 361 

Score 166 



31940 
66071 
1 

OJ990909_04 . 9C10 . C28 . ol . gp 
1 

306_9.R1084 
1. .588 

1 287391 /dbj | D131 11 | RICMT15 1.0e-178 Oryza sativa mitochondrial 
rpoB pseudogene' 



Seq. ID OJ990909_04.9C10.C28 

Strand + 

End 588 

Method AAT/GAP 

End 588 

Score 1060 



31940 
66071 
1 

OJ990909_04 . 9C10 . C28 . ol . tc 
1 

none 



Seq. ID OJ990909_04.9C10.C28 
Strand + 
End 588 
Method TBLASTX: Cress 
End 408 
Score 288 

1..222, 1..198, 3. .227, 3. .230, 249. .272, 267. .314, 267. .329, 
309. .356, 310. .372, 322. .387, 323. .394, 379. .408 



31940 
66071 
1 

OJ990909_04 . 9C10 . C28 . o2 . tm 
72 

none 

72. .227, 72. .230, 73. .231 

31940 
66071 
1 

OJ990909_04.9C10.C28.ol.tw 

129 
none 



Seq. ID OJ990909_04.9C10.C28 

Strand + 

End 588 

Method TBLASTX : Mai ze 

End . 231 

Score 151- - 



Seq. ID OJ990909_04.9C10.C28 

Strand + 

End 588 

Method . TBLASTX: Wheat . . 

End 588 

Score 149' 



129. .230, 130. .231, 247. .582, 249. .581, 463. .507, 464. .508, 
556. .588, 557. .586 



31940 
66071 
1 

OJ990909_04 . 9C10 . C28 . ol . tm 
254 
none 

254 . .58 6, 253 
464. .508' 



Seq. ID OJ990909_04.9C10.C28 

Strand' + 

End 588 

Method TBLASTX: Maize 

End 588 

Score 520 
587, 259..5S8, 259. .088, 463. .507, 



31933 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31941 
66072 
1 

OJ990909_04 . 9C10 . C29 . ol . gp 
1 

5607605 
1. .58 

11957/emb 1X15901 | CHOSXX 1.0e-158 Rice complete chloroplast 
genome 



Seq. ID OJ990909_04.9C10.C29 

Strand + 

End 58 

Method AAT/GAP 

End 58 

Score 116 



31942 
66073 
1 

OJ990909_04 . 9C10 . C31 . ol . gp 
1 

688_1.R1084 
1. .521 

'226661/prf | | 1603356CM 6.0e-54 trnA intron ORF 109 [Oryza 
sativa] 1 



Seq. ID OJ990909_04.9C10.C31 

Strand + 

End 54 8 

Method AAT/GAP 

End 521 

Score 1018 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31942 
66073 
1 

OJ990909_04 . 9C10 . C31 . ol . ts 
2 

none 



Seq. ID OJ990909_04.9C10.C31 

Strand + 

End 54 8 

Method TBLASTX : Soybean 

End 548 

Score 136 



2. .88, 3. .89, 4. .132, 84. .272, 85. .273, 88. .279, 89. .280, 
249. .395, 265. .399, 270. .392, 274. .402, 378. .548, 394. .546 



31942 
66073 
1 

OJ990909_04 . 9C10 . C31 . ol . tc 

14 ' 

none 



Seq. ID OJ990909_04.9C10.C31 

Strand + 

End 548 

Method TBLASTX: Cress 

End 388 

Score 122 

14. .88, 15..89, 84. .278, 89. .277, 275 . . 34 9, . 275 . . 388, 276. .386, 
277. .387 



Seq. No. 

Gene No. 

Start 

Name 

.Start., 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31942 
66073 
1 

OJ990909JD4 . 9C10 . C31 ..o2 . tc 

4*0.2 * ; 
none 

402. .548, 403. .546 



Seq. ID OJ990909_04.9C10.C31 

Strand + 

End 548 

Method TBLASTX: Cress 

End 548 ... ' 

Score 248 



31943 
66074 
1 

OJ99092 9_01 . 9C17 . C3 . ol . gp 
1 

53984_1.R1084 
1..446 

'6006895/gb|AAF00670.1|AC008153_22 8.0e-56 (AC008153) 
hypothetical protein [Arabidopsis thaliana] 1 



Seq. ID OJ990929_01.9C17.C3 
Strand 

End 446 

Method AAT/GAP 

End 446 

Score 730 



Seq. No. 



31943 



Seq. ID OJ990929 01.9C17.C3 



31934 



Gene No. 


66074 








Strand 




OLal L, 


1 








End 


446 


Name- 


OJ990929 


_01.9C17.C3 


.ol. 


,np ■ 


Method 


AAT/NAP 


Start 


10 








End 


446 


GI 


6862912 








Score 


309 


Exons 


10. .446 












GI Descrip. 


(AC018907) unknown 


protein [Arabidopsis thaliana] 


Seq. No. 


O 1 Q A O 

ox. y 4 j 








beq. ID 


/"\Tnnnnon at n/**«*io o 

OJy9EJ929 01.9C17.C3 


Gene No . 


66074- 








Strand 




Start 


1 








End 


446 


Name 


uj y y u yz y 


_01.9C17.C3 


.ol. 


ts 


Method 


I BLASTX : Soybean 


Start 


O H 

1 1 








End 


o o o 

382 


GI 


none 








Score 


110 


Exons 


O O 1 n O 


84. .158, 191.. 


o c o 
-DO , 


O A A O O O 

34 4. . 3oZ 




Seq. No. 


O 1 O A O 

31943 








Seq. ID 


/o~rnonnon ni n i o /*>« o 

OJ990929 01.9C17.C3 


bene no . 


66074 








Strand 




Start 


1 








End 


446 


Name 


r\ to fin do n 


u l . yci / . 


~ -i 

. 0 1 . 


tc 


Method 


TBLASTX : Cress 


Start 


n o 

98 








End 


439 


GI 


none 








Score 


54 


Exons 


no one 


1 1 Q 1 T C 


ion 


. 1 / D, 


i n i o o n 

191 . .280, 


O/i/i /ion otrT >ini 

344 .. 439, 351 .. 401 


Seq. No. 


31943 








Seq. ID 


OJ990929 01.9C17.C3 


Gene No. 


66074 








Strand 




Start 


1 








End 


446 


Name 


uj y yuyzy 


01. 9C17.C3 


.Ol. 


tm 


Method 


TBLASTX : Maize 


Start 


ICO 

lo2 








End 


439 




none 








Score 


211 


Exons 


i c o /on 

lDZ . . 4jy , 


i c o >i n 1 
lOo . . 4 U 1 










Seq. No. 


o i n A A 

ji y 4 4 








Seq. ID 


OJ990929 01.9C17.C7 


Gene No . 


DuU / J 








Strand 


+ 


Start 


639 








End 


869 


Name 


OJ990929_ 


01.9C17.C7 


.Ol. 


gs 


Method 


GENSCAN 


Start 










Lna 


o r n 

o by 


GI 


none 








Score 


. 65 


Exons 


£T o n o <c n 

b^y . . o by 












Seq. No. 


Jiy4 4 








Seq. ID 


OJ99092 9__01 . 9C17 . C7 


Gene No. 


ddU / o 








Strand 


+ 


Ola! t, t 


844 








End 


1141 


Name 


OJ990929 


01.9C17.C7 


.Ol. 


tm 


Method 


TBLASTX: Maize 


Start 


216 ' 








End 


937 


GI 


none 








Score 


82 


Exons 


216. .401, 


217. .402, 


233 


. .409 


, 235. .474 


, 603. .791, 629. .700, 




636. .782, 


637. .855, 


788 


. .910 


, 789. .911 


, 794. .937 


Seq. No. 


31944 








Seq. ID 


OJ990929_01.9C17.C7 


Gene No. 


66076 








Strand 


+ 


Start 


844 








End 


1141 


Name 


OJ990929 


01.9C17 ,C7. 


.ol. 


gp 


Method 


AAT/GAP 


Start 


844 








End 


1141 


GI 


none 








Score 


489 


Exons 


844 . . 1141 













31935 



Seq. No. 31945 

Gene No. 66077 

Start 472 

Name OJ990929_01 . 9C17 . C8 . ol . gs 

Start 472 

GI none 

Exons 472.. 591 



Seq. ID OJ990929_01.9C17.C8 

Strand + 

End ' 591 

Method GENSCAN 

End 591 

Score .43 



Seq. No. 31946 

Gene No. 66078 

Start 1 

Name OJ990929_01 . 9C17 . Cll . ol . np 

Start 1 

GI 4581156- 

Exons 1..70, 193. .343, 476.. 528 
GI Descrip. (AC006919) putative pyruvate 

Seq. No. 31946 

Gene No. 66078 

Start 1 

Name OJ990929_01 . 9C17 . Cll . ol . tm 

Start 207 

GI none 

Exons 207. .344, 209. .379, 214. .345, 

Seq. No. 31946 

Gene No. 66078 

Start 1 

Name OJ990929_01 . 9C17 . Cll . ol . ts 

Start 207 

GI none 

Exons 207.. 344, 209.. 379, 211.. 345, 
463. .513 



Seq. ID OJ990929_01.9C17.C11 
Strand 

End 528 

Method AAT/NAP 

End 528 

Score 185 

kinase [Arabidopsis thaliana] 

Seq. ID OJ990929_01.9C17.C11 
Strand 

End 528 

Method TBLASTX : Maize 

End 527 

Score 157 

461. .523, 462..S27 

Seq. ID OJ990929_01.9C17.C11 
Strand 

End 528 

Method TBLASTX : Soybean 

End 517 

Score 136 

212. .346, 452. .517, 461. .505, 



Seq. No. 31946 

Gene No. 66078 

Start 1' 

Name OJ990929_01 . 9C17 . Cll . ol . gs 

Start 212 

GI' none 

Exons 212 . . 343 



Seq. ID OJ990929_01.9C17.C11 
Strand 

End 528 

Method GENSCAN 

End 34 3 

Score .96 



Seq. No, 31947 

Gene No. 6607 9 ' ' 

Start 132 

Name OJ990929_01 . 9C17 . C13 . ol . gs 

Start 132 

GI none 

Exons 132.. 219 



Seq. ID OJ990929_01.9C17-.CI3. 
Strand 

End 219 

Method GENSCAN 

End 219 

Score .84 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31948 
66080 
1 

OJ990929_01. 9C17.C14.ol.gp 
i 

101153JL.R1084 
1. .166 



Seq. ID OJ990929_01.9C17.C14 
Strand 

End 166 

Method AAT/GAP 

End 166 

Score 246 



31936 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



'5852170/emb|AL117265.1|OST17804 1.0e-115 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone: t 17804 



31949 
66081 
1 

OJ990929JD1. 9C17 . C15 . ol . np 
1 

4586602 
1..63, 139. .283, 462. .503 

(AB025005) pyruvate kinase [Cicer arietinum] 



Seq. ID OJ990929_01.9C17.C15 
Strand 

End 503 

Method AAT/NAP 

End 503 

Score 332 



Seq. No. 


31949 






Seq. ID 


OJ990929_01 . 9C17 . C15 


Gene No. 


66081 






Strand 




Start 


1 






End 


503 


Name 


OJ990929 


_01.9C17.C15.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


2 






End 


503 


GI 


none 






Score 


94 


Exons 


2. .64, 3. 


.71, 137. .271, 


150. 


.284, 152. 


.286, 177. .290, 450. .503, 




460. .495 










Seq. No. 


31949 






Seq. ID 


OJ990929 01.9C17.C15 


Gene No. 


66081 






Strand 




Start 


1 






End 


503 


Name 


OJ990929 


_01.9C17.C15.ol 


. tm 


Method 


TBLASTX: Maize " 


Start 


2 






End 


503 


GI 


none 






Score 


106 


Exons 


2. .64, 3. 


.71, 137. .271, 


140. 


.286, 141. 


.284, 177. .290, 429. .503, 




460. .501, 


461. .502 








Seq. No. 


31949 






Seq. ID 


OJ990929 01.9C17.C15 


Gene No. 


66081 






Strand 




Start 


1 






End 


503 


Name 


OJ990929 


01. 9C17.C15.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


2 






End 


503 


GI 


none 






Score 


92 


Exons 


2 . . 64, 3. 


7.1, 137 .. 271, 


150. 


.284, 177. 


.290, 193. .291, 450. .503, 




460. .495 










Seq. No. 


31949 






Seq. ID 


OJ990929_01.9C17.C15 


Gene No. 


66081 






Strand 




Start 


1 






End ' 


503 


Name 


OJ990929 


01. 9C17.CL5.o3-, 


■ gs 


Method 


GENSCAN 


Start 


139 ' 






End 


244 . " 


GI 


none 






Score 


■ .98 


Exons 


139. .244 










Seq. No. 


31950 






Seq. ID 


OJ990929_01.9C17.C18 


Gene No. 


66082 






Strand 




Start 


462 






End 


722 


Name 


OJ990929 


01. 9C17.C18.ol. 


,gs 


Method 


GENSCAN 


Start 


4 62 






End 


722 


GI 


none 






Score 


.84 


Exons 


462. .722 










Seq. No. 


31951 






Seq. ID 


OJ990929_01.9C17.C20 


Gene No. 


66083 






Strand 





31937 




Start 1 End 90 

Name OJ990929_01 . 9C17 . C20 . ol . gp Method AAT/GAP 

Start 1 End 90 

GI LIB3432-059-P1-K1-D8 Score 154 

Exons 1 . . 90 

GI Descrip. 1 5734 616/dbj | AP000391 . 1 | AP000391 O.Oe+OO Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 ' 



Seq. No. 


31952 








Seq. ID 


OJ990929_01.9C17.C22 


Gene No. 


66084 








Strand 




Start 


53 








End' 


224 


Name 


OJ990929 01 


.9C17 


C22.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


53 








End 


224 


GI 


none 








Score 


132 


Exons 


53. .223, 53 


. .223, 


54. .224 






Seq. No. 


31953 








Seq. ID 


OJ990929_01.9C17.C23 


Gene No-. 


66085 








Strand 


+ 


Start 


1095 








End 


1994 


Name 


OJ990929 01 


. 9C17. 


C23.ol 


.gs 


Method 


GENSCAN 


Start 


1095 








End 


1994 ' 


GI 


none 








Score 


.86 


Exons 


1095. . 1308, 


1405. 


. 1994 








Seq. No. 


31953 








Seq. ID 


OJ99092 9_01 . 9C17.C23 


Gene No. 


66086 








Strand - 


+ 


Start 


3726 








End 


8242 


Name 


OJ990929 01 


. 9C17. 


C23 . ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


1080 








End 


1697 


GI 


none 








Score 


277 


Exons 


1080. . 1307, 


1094. 


. 1306, 


1397 


.1567, 1404. .1568, 1662. .1697 


Seq. No. 


31953 








Seq. ID 


OJ990929_01 . 9C17 . C23 


Gene No. 


66086 








Strand 


+ 


Start 


3726 








End 


8242 


Name 


OJ990929 01 


. 9C17. 


C23.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


1082 








End 


1547 


GI 


none 1 








Score 


250 


Exons 


1082.'. 1318, 


1086. 


. 1307, 


1407. 


.1547, 1433. .1546 


Seq. No. 


31953 








Seq. ID 


OJ990929_01.9C17.C23 


Gene No . 


. 66086 








• Strand 


+ . " " 


Start 


3726 . 








. End • 


8242 . ; 


Name 


OJ990929 01 


. 9C17'. 


C23.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


1149 








End 


1543 


GI 


none 








Score 


241 


Exons 


1149. .1304, 


1152. 


. 1307, 


1169. 


.1309, 1397. .1543, 1404. .1535 


Seq. No. 


31953 








Seq. ID 


OJ990929_01.9C17.C23 


Gene No. 


66086 








Strand 


+ 


Start 


3726 








End 


8242 


Name 


OJ990929 01 


9C17. 


C23.o2 


.gs 


Method 


GENSCAN 


Start 


3726 






End 


7272 


GI 


none 








Score 


.85 


T7> . . -* 

IjAUiiO 


3726 . . 3842 , 


3931 . 


. 4015, 


4728 . 


.4885, 5417. .5500, 5630. .5733, 




6525. . 6786, 


7138. 


.7272 









31938 




Seq. No. 


31953 




Seq. ID 


OJ990929_01 . 9C17 .C23<* 


Gene No. 


66086 




Strand 


+ 


Start 


3726 




End 


8242 


Name 


O.TQQ0Q9Q HI 




. np Method 


AAT/NAP 


Start 


3726 




End 


8242 


GI 


6553921 




Score 


440 


Exons 


3726. .3842, 


3931. .4015, 


4536. .4677, 4801. .4885, 5417. .5486, 




5637. .5733, 


7184. .7417, 


7640. .7697, 8173. .8242 


GI Descrip. 


(AC012329) 


hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


31953 




Seq. ID 


OJ990929_01.9C17.C23 


Gene No. 


66086 




Strand 


+ 


Start 


3726 




End 


8242 


Name 


OJ990929 01 


. 9C17.C23.ol 


. tm Method 


TBLASTX: Maize 


Start 


6523 




End 


7724 


GI 


none 




Score 


89 


Exons 


6523. .6633, 


6977. .7417, 


7014. .7415, 7036. .7416, 7638. .7724, 



7644. .7721 



Seq. No. 31954 Seq. ID 

Gene No. 66087 Strand 

Start 271 End 

Name OJ990929_01 . 9C17 . C24 . ol . gs Method 

Start 271 End 

GI * none Score 

Exons 271.. 326 



OJ990929_01.9C17.C24 
326 

GENSCAN 

326 

.97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31955 Seq. ID 

66088 Strand 

1 End 

OJ990929_01. 9C17.C25.ol.np Method 

1 End 

6553921 Score 



OJ990929_01.9C17.C25 
+ 

7203 
AAT/NAP 
1710 
550 



1..69, 149. .214, 329. .375, 502. .1185, 1329. .1710 
(AC012329) hypothetical protein [Arabidopsis thaliana] 



31955 
66088 
1 

OJ990929_01. 9C17.C25.ol.gs 

329 
none . 



-Seq. ID OJ990929_01.9C17.C25 

Strand + 

End 7203 

Method GENSCAN 

End 6991 

Score .69 



329. .375, 458. .539/ .780.. .1182, 1329. .1603, 2303.'. 2362, 
3406. .3523, .3731. .3893, .4032. .4161, 4353. .4511, 4632. .4801, 
4927. .5007, 5829. .5873, 5934. .6683, 6761. .6991 



31955 Seq. ID 

66088 Strand 
1 End 
OJ990929_01. 9C17.C25.ol.gp Method 
137 7 End 
LIB34 34-056-P1-K1-H9 Score 
1377.. 1728 

'5042437/gb|AC007789.1|AC007789 1.0e-34 Oryza sativa BAC T49B20 
genomic sequenut!, complete sequence' 



OJ99092 9_01 . 9C17 . C25 
+ 

7203 
AAT/GAP 
1728 
681 



Seq. No. 



31955 



Seq. ID OJ990929_01.9C17.C25 



31939 



Gene NO. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



66088 
1 

OJ990929_01.9C17.C25.o2.np 

2368 

4680190 

2368. .2456, 2587. .2646, 3441. 
4353.-4424, 4632. .4801, 4927. 



Strand + 

End 7203 

Method AAT/NAP 

End 5007 

Score 846 

.3523, 3695. .3893, 4032. .4161, 
.5007 



(AF111710) putative dnaJ-like protein [Oryza sativa subsp. 
indica] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



31955 
66088 
1 

OJ990929_01. 9C17.C25.o2.gp 



Seq. ID 
Strand 
End 

_ _ Method 

6143 " End 

304_1.R1084 Score 
6143. .6683, 6761. .7203 

f 231984/sp| P30287 | DH25_ORYSA 1.0e-64 DEHYDRIN RAB25 
>gi_100709_pir S19132 rab25 protein - rice 

>gi_20320_emb_CAA4 0604__ (X57327) rab25 product [Oryza sativa] 1 



OJ990929_01.9C17.C25 
+ 

7203 
AAT/GAP 
7203 
1884 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31955 Seq. ID 

66088 Strand 
1 End 
OJ990929_01. 9C17.C25.o3.np Method 
6228 End 
231984 Score 
6228.-6683, 6761. .6988 

DEHYDRIN RAB25 gi I 100709 | pir | | SI 9132 rab25 protein - rice 
gi I 20320 | emb | CAA4 0604 | (X57327) rab25 product [Oryza sativa 



OJ990929_01.9C17.C25 
+ 

7203 
AAT/NAP 
6988 
1152 



31955 
66089 
7372 

OJ990929_01. 9C17.C25.o4 . tm 
7 

none 



Seq. ID OJ990929_01.9C17.C25 
Strand + 



End 

Method 

End 

Score 



10362 

TBLASTX: Maize 

535 

64 



7.. 75, 130.. 216, 137.. 217, 328-. .375, 329.. 376, 500.. 535, 
502.. 534 



Seq. No. 31955 

Gene. No. .66089 " . .. 

Start 73'72 . 

Name OJ990929_01 . 9C17 . C25 . o3 . tm 

Start 712 

GI none 

Exons 712.. 822, 716.. 832, 830.. 925, 838.. 924 



Seq. ID OJ990929 01.9C17.C25 



Strand 
End . . 
Method 
End 
Score 



. 10362 

TBLASTX: Maize 

'925 

146 



Seq. No. 31955 
Gene No. 66089 
Start 7372 

Name OJ990929JD1 . 9C17 . C25 . o2 . tm 

Start 989 
GI none 

Exons 969.. 1163, 992.. 1183, 1035.. 

1348. .1419, 1450. .1584, 1450 
1600. .1695, 1611. .1691 



Seq. ID OJ990929_01.9C17.C25 

Strand + 

End 10362 

Method' TBLASTX: Maize 

End 1695 

Score 197 
1184, 1071. .1184, 1347. .1415, 
..1575, 1457. .1576, 1470. .1646, 



31940 



Seq. No. 31955 
Gene No. 66089 
Start 7372 

Name OJ990929_01 . 9C17 . C25 . ol . ts 

Start 2366 
GI none 

Exons 2366.-2479, 2370.. 2477, 2578. 

3738. .3815, 4026. .4178, 4349. 
4631. .4672, 4676. .4804, 4917. 



Seq. ID OJ990929_01.9C17.C25 

Strand + 

End 10362 

Method TBLASTX : Soybean 

End 5007 

Score 112 

.2649, 2595. .2633, 3444. .3518, 
.4513, 4357. .4512, ..4367. .4516, 
.5006, 4927. .5007 



Seq. No. 31955 Seq. ID 

Gene No. 66089 Strand 

Start 7372 End 

Name OJ990929_01 . 9C17 . C25 . ol . tm Method 

Start 2571 End 

GI none Score 

Exons 2571.. 2651, 2575.. 2646, 3430.. 3519, 3438. 

3708. .3893, 3729. .3893, 4026. .4160, 4030. 

4068. .4154, 4349. .4513, 4351. .4512, 4620. 

4682. .4804, 4682. .4801, 4729. .4812, 4926. 

4927.. 5007, 5569.. 5.616 



OJ990929_01.9C17.C25 
+ 

10362 

TBLASTX: Maize 
5616 
97 

3524, 3439.. 3507, 
4167, 4031. .4105, 
4679, 4631. .4726, 
5006, 4927. .5007, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31955 
66089 
7372 

OJ990929_01.9C17.C25.oi.tc 

3729 
none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3729.-3863, 3738.-3827, 4026. .4160, 4349. .4513, 4351. .4512, 
4670. .4804 



OJ990929_01.9C17.C25 
+ 

10362 

TBLASTX: Cress 
4804 
111 



Seq. No. 31955 
Gene No. 66089 
Start 7372 

Name OJ990929_01 . 9C17 . C25 . ol . tw 

Start 4350 
GI none 

Exons 4350... 4475, 4351.. 4503, 4351. 

4631. .4678, 4657. .4803, 4676. 
4926. .4988, 4927. .4989 



Seq. ID OJ990929_01.9C17.C25 

Strand + 

End 10362 

Method TBLASTX : Wheat 

End 4 98 9 

Score 146 

.4512, 4352. .4513, .4626. .4679, 
.4804, 4676. .4801, 4729. .4812, 



Seq. No. ' .'31955 

Gene No. 66089 * ' 

Start ' 7372 

Name OJ990929_01 . 9C17 . C25 . o2 . gs 

Start 7372 

GI none 
Exons 



Seq. . ID OJ990929' 01. 9C17 .C25 



Strand 
End 

Method 

End 

Score 



+ 

10362 
GENSCAN 
10362 
.58 



7372. .7504, 7660. .7755, 7803. .7930, 8782. .9198, 9747. .9881, 
10099. .10202, 10230. . 10362 



Seq. No. 31956 Seq. ID 

Gene No. 66090 Strand 

Start 1649 End 

Name OJ990929_01 . 9C17 . c2b. ol . gs Method 

Start 1649 . End 

GI none Score 



OJ990929_01.9C17.C26 
+ 

2808 
GENSCAN 
2808 
.59 



31941 




Exons 


1649. . 1802, 


2663 


. .2808 








Seq. No. 


31956 








Seq. ID 


OJ99092 9JD1. 9C17 .C26 


Gene No. 


66091 








Strand 




Start 


3260 








End 


4463 


Name 


OJ990929 01 


. 9C17 


.C26.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


1476 








End 


1958 


GI 


none 








Score 


168 


Exons 


1476. . 1652; 


14 90 


. .1642, 


1746. 


.1958 




Seq. No. 


31956 








Seq. ID 


OJ990929_01.9C17.C26 


Gene No. 


66091 








Strand 




Start 


3260 








End 


4463 


Name 


OJ990929 01 


. 9C17, 


.C26.o2 


. qs 


Method 


GENSCAN 


Start 


3260 






End 


4386 


GI 


none 








Score 


. 92 


Exons 


3260. .3860, 


4012, 


. .4141, 


4242. 


.4386 




Seq. No. 


31956 








Seq. ID 


OJ990929 01.9C17.C26 


Gene No. 


66091 








Strand 




Start 


3260 








End 


4463 


Name 


OJ990929 01 


. 9C17. 


.C26.ol 


.np 


Method 


AAT/NAP 


Start 


3296 








End 


4386 


GI 


421980 








Score 


705 


Exons 


- 3296. .3885, 


4004 . 


, .4141, 


4245. 


.4386 




GI Descrip. 


transforming protein (myb3) - 


barley gi 1 19059 | emb | CAA50223 | 




(X70878) MybHv33 


[Hordeum vulgare] 




Seq. No. 


31956 








Seq. ID 


OJ990929_01.9C17.C26 


Gene No. 


66091 








Strand 




Start 


3260 








End 


4463 


Name 


OJ990929 01. 


.9C17. 


.C26.01. 


. tc 


Method 


TBLASTX: Cress 


Start 


3734 








End 


4386 


GI 


none 








Score 


115 


Exons 


3734. .3883, 


3774 . 


.3884, 


3954. 


.4142, 3997. .4149, 4241. .4351, 




. 4243. .4353, 


4369. 


.4386 








Seq. No. . 


31956 ■ 








Seq. ID 


OJ990929_01. 9C17 .C26 


Gene No.. 


66091 








Strand 




Start 


3260 








End 


4463 


Name 


OJ990929 01. 


.9C17. 


C26.ol, 


, ts 


Method 


TBLASTX : Soybean 


Start 


3767 








End 


4314 -•- 


GI . . . . 


. jione 








. Score . •. 


135 


Exons 


3767. .3883, 


3768 . 


.3884, 


3975. 


. 414 2, "'3994 . .4149,. 4241. .4 282, 




4243. .4314 












Seq. No. 


31956 








Seq. ID 


OJ990929_01 . 9C17 . C2 6 


Gene No. 


66091 








Strand 




Start 


3260 








End 


4463 


Name 


OJ990929 01. 


9C17. 


C26.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3779 








End 


4439 


GI 


none 








Score 


104 


Exons 


3779. .3820, 


3785. 


.3883, 


3815. 


.3883, 3816. .3884, 3846. .3884, 




3954. .4142, 


3997. 


.4149, 


4009. 


.4143, 4237. .4392, 4243. .4395, 




A o A A a *> n r- 


H Z H J . 


.4439, 


4314 . , 


.4409 




Seq. No. 


31956 








Seq. ID 


OJ990929_01.9C17.C26 



31942 




Gene No. 


66091 




Strand 




Start 


3260 




End 


4463 


Name 


OJ990929 01 . 9C17 ,C26.ol . 


. tw 


Method 


TBLASTX: Wheat 


Start 


3818 




End 


4344 


GI 


none 




Score 


80 


Exons 


3818. .3883, 3818. .3883, 


3993 


..4142, 3994. .4143, 4243. .4344 


Seq. No. 


31956 




Seq. ID 


OJ990929__01.9C17.C26 


Gene No. 


66091 




Strand 




Start 


3260 




End 


4463 


Name 


OJ990929 01.9C17.C26.ol. 


gp 


Method 


AAT/GAP 


Start 


3835 




End 


4463 


GI 


65698 1.R1084 




Score 


711 


Exons 


fc 3835. .3890, 4010. .4141, 


4245 


. . 4463 




GI Descrip. 


•421980/pirl IS35419 4.0e-43 


transforming protein (myb3) - barley 




>g i_l 905 9_emb_CAA5 0 2 2 3_ 


(X70878) MybHv33 [Hordeum vulgare] 1 


Seq. No. 


31957 




Seq. ID 


OJ990929_01.9C17.C27 


Gene No. 


66092 




Strand 


+ 


Start 


328 




End 


2231 


Name 


OJ990929 01.9C17.C27.ol. 


gs 


Method 


GEN SCAN 


Start 


328 




End 


2231 


GI 


none 




Score 


.76 


Exons 


328. .394, 472. .560, 1148 


J..1243, 2169.. 


2231 


Seq. No. 


31957 




Seq. ID 


OJ990929_01.9C17.C27 


Gene No. 


66093 




Strand 




Start 


2789 




End 


3509 


Name 


OJ990929 01. 9C17.C27.o2. 


gs 


Method 


GENSCAN 


Start 


2789 




. End 


3509 


GI 


none 




Score 


.52 


Exons 


2789. .2887, 3127. .3153, 


3504 


. .3509 





Seq. No. 31958 Seq. ID 

Gene No. 66094 Strand 

Start 1 End 

Name . OJ990929_01 . 9C17 . C28 . ol . np Method 

Start 1 End 

GI 5852093 Score 

Exons 1.-.76, 551.. 659 

GI Descrip. (AL117264) zwhl6.1 [Oryza sativa] 



OJ990929_01.9C17.C28 
+ 

659 

AAT/NAP 
659 * 
'58 



Sejg. No. .' . 31958 : . ■ " . J • Seqll ID 

Gene No. . . 66095 - " * • ■ '■ ' ■ strand 

Start 6991 End 

Name OJ990929_01 . 9C17 . C28 . o2 . gs Method 

Start 6991 End 

GI none Score 

Exons 6991.. 7386 



OJ9909.29_01. 9CI7.C28 

+ ' ' 

7386 

GENSCAN 

7386 

.94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31958 
66096 
8798 

OJ990929_01. 9C17.C28.o4 . gs 



none 



Seq. ID OJ990929_01.9C17.C28 

Strand + 

End 11941 

Method GENSCAN 

End 11941 

Score .53 



8798. .8861, 9053. .9287, 9289. .9580, 10124 .. 10200, 10383 .. 10548 , 



31943 





10730. .10828, 11007. 


. 11204, 


11288. .11340, 11854. 


. 11941 




Seq. No. 


31958 




Seq. ID 


OJ990929 


01. 9C17 


.C28 


Gene No. 


66097 




Strand 


+ 






Start 


12768 




End 


17393 






Name 


OJ990929 01.9C17.C28 


. o5 . gs 


Method 


GENSCAN 






Start 


12768 




End 


17393 






GI 


none 




Score 


; 65 






Exons 


12768. .13180, 13256. 


.13613, 


14677 . . 147 


50, 14865. 


. 15009, 






15243. . 15431, 17229. 


. 17393 










Seq. No. 


31958 




Seq. ID 


OJ990929_ 


01.9C17 


.C28 


Gene No. 


66098 




Strand 


+ 






Start 


18399 




End 


22402 






Name 


OJ990929 01.9C17.C28 


. o3 . gp 


Method 


AAT/GAP 






Start 


18293 




End 


22402 






GI 


185 1.R1084 




Score 


2196 






Exons 


18293. . 18542, 20150. 


.20290, 


20390. .204 


76, 20720. 


.20836, 






20929. .21017, 21262. 


.21313, 


21419. .21514, 21587. 


.21631, 






21754 . .21843, 21916. 


.21987, 


22242. .22402 






GI Descrip. 


■2073375/dbj |BAA19856| 0.0e+00 (D85317 


) farnesyl 


pyrophosphu 




synthase [Oryza sativa] >gi 


4063829 dbj BAA36276 


(AB021747 




farnesyl diphosphate 


synthase [Oryza sativa] ' 






Seq. No. 


31958 




Seq. ID 


OJ990929 


01. 9C17 


C28 


Gene No. 


66098 




Strand 


+ 






Start 


18399 




End 


22402 






Name 


OJ990929 01.9C17.C28 


. o3 . np 


Method 


AAT/NAP 






Start 


18399 




End 


22367 






GI 


2073375 




Score 


1564 






Exons 


18399. . 18542, 20150. 


.20290, 


20390. .20476, 20720. 


.20836, 






20929. .21017, 21262. 


.21313, 


21419. .21514, 21587. 


.21631, 






21754 . .21843, 21916. 


.21987, 


22242. .22367 






GI Descrip. 


(D85317) farnesyl pyrophosphate synthase [Oryza 


sativa] 






gil 4063829 |dbj |BAA36276| (AB021747) farnesyl diphosphate 




synthase [Oryza sativa] 










Seq. No. 


31958 




Seq. ID 


OJ990929_ 


01.9C17. 


C28 


Gene No. 


66098 




Strand 


+ 






Start 


18399 




End 


22402 ' 






Name 


OJ990929 01.9C17.C28 


06 . gs 


Method 


GENSCAN 






Start 


18399. 




End" 


22370 






GI 


none 




Score 


.88 






Exons 


18399. . 18542, 20150*. 


20290, 


20390. .204 


76, 20720. 


.'20836, 






20929. .21017, 21262. 


21313, 


21419. .215 


14, 21754. 


.21843, 






21916. .21987, 22242.. 


22370 










Seq. No. 


31958 




Seq. ID 


OJ990929_ 


01.9C17. 


C28 


Gene No. 


66099 




Strand 








Start 


6950 




End 


7407 






Name 


OJ990929 01.9C17.C28. 


o2 . gp 


Method 


AAT/GAP 






Start 


6950. 




End 


7407 






GI 


none 




Score 


848 






Exons 


6950. .7407 












Seq. No. 


31958 




Seq. ID 


OJ990929_ 


01.9C17. 


C28 


Gene No. 


66100 




Strand 









31944 



Start 
Name 
Start 
GI 

Exons 



7585 End 9616 

OJ990929_01. 9C17.C28.o3.gs Method GENSCAN 

7585 End 8115 

none Score .63 
7585. .7708, 7730. .8115 



Seq. No. 31958 

Gene No. 66100 

Start 7585 

Name OJ990929_01 . 9C17 . C28 . o2 . tc 

Start 7621 

GI none 
Exons 



Seq. ID OJ990929 01.9C17.C2? 



Strand 
End 

Method 

End 

Score 



9616 

TBLASTX: Cress 

7923 

68 



7621. .7674, 7700. .7801, 7716. .7802, 7787. .7921, 7795. .7923 



Seq. No. 


31958 








Seq. ID 


OJ990929_01.9C17.C28 


Gene No . 


66100 








Strand 




Start 


7585 








End 


9616 


Name 


OJ990929 01. 


. 9C17. 


C28.o2 


.tm- 


Method 


TBLASTX: Maize 


Start 


7621 








End 


8005 


GI 


none 








Score 


70 


Exons 


7621. .7674, 


7700. 


.7801, 


7713. .7802, 7787. .8005, 77 95. .8001 


Seq. No. 


31958 








Seq. ID 


OJ990929_01.9C17.C28 


Gene No. 


66100 








Strand 




Start 


7585 








End 


9616 


Name 


OJ990929 01, 


.9C17. 


C28.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


7627 








End 


7864 


GI 


none 








Score 


73 


Exons 


7627. .7674, 


7700. 


.7801, 


77S 


!7..7864, 7795. .7863 


Seq. No. 


31958 








Seq. ID 


OJ990929_01.9C17.C28 


Gene No. 


66100 








Strand 




Start 


7585 








End 


9616 


Name 


OJ990929 01. 


, 9C17. 


C28.o2, 


.np 


Method 


AAT/NAP 


Start 


7691 








End 


9616 


GI 


3643598 








Score 


358 . 


Exons 


7691. .8149, 


9595. 


.9616 








GI Descrip. 


(AC005395) putative' poly (A) 


polymerase 


[Arabidopsis thaliana] 


Seq. No. 


31958 








Seq. ID 


OJ990929_01.9C17.C28 


Gene No. 


66100 








Strand 




Start 


7585 








End 


■9616 


Name 


0J99O92 9 01*. 


9C17. 


C28.ol. 


,ts. 


Method 


' TBLASTX'r.S'oybean 


Start 


7700 








End' " ' 


8121 


GI 


none 








Score 


60 


Exons 


7700. .7801, 


7724. 


.7801, 


778 


7. .8005, 7795. .8001, 8065. .8121 



Seq. No. 


31958 








Seq. ID 


OJ990929_01.9C17.C28 


Gene No. 


66101 








Strand 




Start 


9634 






End 


10000 


Name 


OJ990929 01. 


.9C17 


.C28.o3. 


. tm 


Method 


TBLASTX : Maize 


Start 


9634 








End 


10000 


GI 


none 








Score 


165 


Exons 


9634 . . 9864, 


9657 


. .9869, 


9658. 


.9858, 9861.. 9917, 9952.. 9999, 




rrnr i 1 riA^^ 













Seq. No. 



31958 



Seq. ID OJ990929 01.9C17.C2f 



31945 




Gene No . 


66102 




Strand 






Start 


12797 




End 


14343 




Name 


OJ990929 01.9C17.C28 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


12797 




End 


13172 




GI 


none 




Score 


4 98 




Exons 


12797. .13129, 12798. 


.13130, 


13142. .13171, 13143. .13172 




Seq. No. 


31958 




Seq. ID 


OJ990929_01. 9C17 


.C28 


Gene No.. 


66102 




Strand. 






Start 


12797 




End 


14343 




Name 


OJ990929 01.9C17.C28, 


.o3. ts 


Method 


TBLASTX: Soybean 




Start 


12816 




End 


13091 




GI 


none 




Score 


270 




Exons 


12816. . 13091, 12842.. 


.13081 








Seq. No. 


31958 




Seq. ID 


OJ990929_01. 9C17 


.C28 


Gene No. 


66102 




Strand 






Start 


12797 




End 


14343 




Name 


' OJ990929 01.9C17.C28, 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


13032 




End 


14343 




GI 


none 




Score 


85 




Exons 


13032. . 13109, 13221. . 


, 13352, 


14205. .14339, 14209. .14 34 3 




Seq. No. 


31958 




Seq. ID 


OJ990929_01. 9C17. 


.C28 


Gene No. 


66102 




Strand 






Start 


12797 




End 


14343 




Name 


OJ990929 01.9C17.C28. 


, 06 . ts 


Method 


TBLASTX: Soybean 




Start 


13259 




End 


13501 




GI 


none 




Score 


209 




Exons 


13259. .13501, 13263.. 


13430 








Seq. No. 


31958 




Seq. ID 


OJ990929_01. 9C17. 


.C28 


Gene No. 


66102 




Strand 






Start 


12797 




End 


14343 




Name 


OJ990929 01.9C17.C28. 


o3 . tc 


Method 


TBLASTX: Cress 




Start 


14202 




End 


14343 




GI 


none 




Score 


70 




Exons 


14202. . 14342, 14205.. 


14339, 


14206. .14343 




Seq. No. 


31958 




Seq. ID 


OJ990929_01.9C17. 


,C28 


Gene No . 


66102 




Strand 






Start 


. 127 97 /'• ■ 




r End 


. 14343 . ■ .: 




Name 


. : OJ990929 01.9C17.C28*. 


o5 . ts 


Method . 


TBLASTX: Soybean 




Start 


14205 




End 


14343 




GI 


none 




Score 


234 




Exons 


14205. .14336, 14206. . 


14343 








Seq. No. 


31958 




Seq. ID 


OJ990929_01.9C17. 


C28 


Gene No. 


66103. 




Strand 






Start 


18444 




End 


22380 




Name 


OJ990929 01.9C17.C28. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


18444 




End 


22370 




GI 


none 




Score 


109 




Exons 


18444. .18548, 20143.. 


20292, 


20144. .20293, 2014 6 .. 20310, 





20374. .2044 6, 20390. .204/y, 20390. .204 94, 20394. .204 83, 
20718. .20837, 20720 20839, 20913 .. 21005, 20917 .. 21018 , 
21253. .21315, 21254 .. 21334 , 214 18 .. 21510, 21419 21514 , 



31946 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21584. .21631, 21585 21629, 21738 .. 21821, 21739 .. 2184 3, 
21915. .21998, 21916 21987 , 22197 .. 22370, 22283.-22369 



31958 
66103 
18444 

OJ990929_01.9C17.C28 .o2.ts 

18444 

none 



Seq. ID OJ990929_01.9C17.C28 
Strand 

End 22380 

Method TBLASTX : Soybean 

End 21024 

Score 114 



18444 18548, 184 53. .18545, 2014 3. .202 92, 2014 4 . .20293, 

20374 . .20451, 20390 .. 2047 9, 20390 .. 204 91, 20706 .. 20837 , 

20719. .20838, 20720 .. 20839, 20913 .. 21023, 20916 .. 20954 , 
20917.. 21024 



Seq. No. 31958 
Gene No. 66103 
Start 18444 

Name .OJ990929_01 . 9C17 . C28 . ol . tm 

Start 20261 
GI none 

Exons 20261. .20293, 20261 .. 20290, 

20390. .20479, 20390 .. 20479, 

20719. .20838, 20720 .. 20839, 

21248/. 21331, 21263 .. 21334 , 

21584 . .21631, 21585 .. 21629, 

21753. .21854/ 21753 .. 21845 , 

21916. .21999, 21918 .. 21 98 9, 

22240. .22368, 22241.. 22369 



Seq. ID OJ990929_01.9C17.C28 
Strand 

End 22380 

Method TBLASTX : Maize 

End 22380 

Score 52 
20374. .20451, 20388 .. 20477 , 
20712. .20837, 207 12 .. 20837 , 
20913. .21017, 20917. .21018, 
21418. .21510, 21419. .21514, 
21739. .21843, 21752 .. 21844 , 
21911. .21976, 21916. .21987, 
22200. .22370, 2224 0 .. 22380, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No." 

Gene No. 

Start 

Name' 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



31958 Seq. ID 

66103 Strand 
18444 End 
OJ990929_01 . 9C17 . C28 . o4 . ts Method 
21235 End 
none Score 

21235. .21315, 21254. .21334, 

21582. .21617, 21584. .21631 



OJ990929_01.9C17.C28 
22380 

TBLASTX : Soybean 
21631 
105 

21418. .21510, 21419. .21514, 



31959 * Seq. ID 

66104 Strand 
2 92 6 End 
OJ990929^01 . 9C17 . C29.: ol .gp ' Method 
2926 r End 

427610 " . Score 
2926. .3186 

5852172/emb|CAB55410.1| . 4.0e-ll (AL117265) zhb0002.1 [Oryza 
sativa] 



OJ990929JD1. 9C17.C29 
+ 

3186 
AAT/GAP 
3186 
401 



31959 Seq. ID 

66105 Strand 

3805 End 

OJ990929_01. 9C17 .C2 9.o2.gp Method 

3805 End 

16878 1.R1084 Score 



OJ990929_01.9C17.C29 
+ 

7798 
AAT/GAP 
4955 
1431 



3805. .4158, 4260. .4409, 4497. .4559, 4652. .4628, 4908.-4955 
'2462748 4.0e-91 (AC002292) putative Clathrin Coat Assembly 
protein [Arabidopsis thaliana] ' 



31947 



Seq. No. 


31959 




Seq. ID 


OJ990929 


_01.9C17.C29 


Gene No. 


66105 




Strand 


+ 




otarc 


joUj 




End 


7798 




Name 


OJ990929 01 


.9C17.C29.o2.gs 


Method 


GENSCAN 




Start 


4030 


End 


7371 




GI 


none 




Score 


.89 




Exons 


4030. .4158, 


4260. .4409, 4497. 


.4559, 4652. .4828, 


4908. .5011, 




6254. .6361, 


6448. . 6544, 6652. 


.6749, 6830.. 6971, 


7053. .7175, 




7273. .7371 








Seq. No. 


31959 




Seq. ID 


OJ990929_ 


_01.9C17.C29 


Gene No. 


66105 




Strand 


+ 




Start 


3805 




End 


7798 




Name 


OJ990929JD1 


.9C17.C29.o3.np 


Method 


AAT/NAP 




otart: 


A C\ *3 n 




End 


7368 




GI 


2462748 




Score 


1712 




Exons 


4030. .4158, 


4260. .4409, 4497. 


.4559, 4652. .4828, 


4908. .5011, 




6254. .6361, 


6448. .6544, 6652. 


.6749, 6830. .6971, 


7053. .7175, 




7273. .7368 








GI Descrip. 


(AC002292) 


putative Clathrin 


Coat Assembly protein [Arabidops 




thaliana] 










Seq. No. 


31959 




Seq. ID 


OJ990929_ 


_01.9C17.C29 


Gene No. 


66105 




Strand 


+ 




o tail 


3805 




End 


7798 




Name 


OJ990929 01 


.9C17.C29.o3.gp 


Method 


AAT/GAP 




Start 


6489 




End 


7798 




GI 


17471 1.R10 


84 


Score 


1679 




Exons 


6489. .6544, 


6652.. 6749, 6830. 


.6971, 7053. .7175, 


7273. .7798 


GI Descrip. 


'2462748 5. 


0e-77 (AC002292) putative Clathrin Coat Assembly 




protein [Arabidopsis thaliana 


] f 






oeq. jno . 


31959 




Seq. ID 


OJ990929_ 


_01.9C17.C29 


Gene No. 


66106 




Strand 






Start 


3005 




End 


6227 




Name 


OJ990929 01 


.9C17.C29.ol.gs 


Method 


GENSCAN 




Start 


3005- 




End 


3939 




GI 


none 




Score 


.82 




Exons 


3005. .3163, 


3790. .3939 








Seq. No. * 


31959 




Seq.' ID 


OJ990929_ 


_01.9C17.C29 


Gene ' No . 


66106 




Strand 






.Start. 


3005 




End 


6227 




Name 


OJ990929 01 


.9C17.C29.ol.np 


Method 


AAT/NAP 




Start 


3035 




End 


6227 




GI 


5852172 




Score 


131 




Exons 


3035. .3112, 


3240.. 3305, 6033. 


.6227 






GI- Descrip. 


(AL117265) 


zhbO'002.1 [Oryza sativa] 






Seq. No. 


31959 




Seq. ID 


OJ990929_ 


01.9C17.C29 


Gene No. 


66106 




Strand 






Start 


3005 




End 


6227 




Name 


OJ990929 01 


.9C17.C29.o2.np 


Method 


AAT/NAP 




Start 


3035 


End 


3305 




GI 


5852172 




Score 


130 




Exons 


3035. .3112, 


3240. .3305 









31948 



GI Descrip. (AL117265) zhfc>0002.1 [Oryza sativa] 



Seq. No. 
Gene No. 
Start 
Name 
Start 
.GI 

Exons 



31959 
66107 
8298 

OJ990929_ 

4002 

none 



01. 9C17.C29.o2.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990929_01.9C17.C29 
8888 

TBLASTX: Maize 

4322 

219. 



4002.. -4157, 4015.. 4158, 4248. .4322, 4259.. 4321 



Seq. No. 31959 

Gene No. 66107 

Start 8298 

Name OJ990929_01 . 9C17 . C29 . o2 

Start 4015 

GI none 

Exons 4015.. 4158, 4026.. 4070, 
4296. .4412 

Seq. No. 31959 

Gene No.' 66107 

Start 8298 

Name OJ990929_01 . 9C17 . C29 . o2 

Start 4029 

GI none 

Exons 4029.. 4157, 4030.. 4158, 
4491. .4550, 4652. .4678 



Seq. ID OJ990929__01.9C17.C29 
Strand 

End 8888 

.ts Method TBLASTX : Soybean 

End 4 412 

Score 202 
4122. .4157, 4248. .4298, 4295. .4411, 



Seq. ID OJ990929_01.9C17.C29 
Strand 

End 8888 

.tc Method TBLASTX : Cress 

End 4678 

Score 199 
-4248. .4298, 4295. .4417, 4296. .4412, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31959 
66107 
8298 

OJ990929_01, 

4323 

none 

4323. .4412, 
4651. .4830, 
6249. . 6383, 
6448. .6546, 
6825. . 6863, 
6900. .7001, 
7267. .7398, 
7516. .7593, 



9C17.C29.ol.tm 



4325. .4417, 4476. 

4652.. 4831, 4905. 

6251.. 6367, 6252. 

6474.. 6557, 6_641. 

6827.. 6973, 6828. 

7041. .7175, 7052. 

7271. .7405, 7272. 

7523 .. 7.594, 7579. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4559, 4491 
,5009, 4910 
,6368, 6446 
,6745, 6649 
,6971, 6829 
,7177, 7053 
,7406, 7515 
,.7659, 7595 



OJ990929 01.9C17.C29 



8888 

TBLASTX: Maize 
7665 
145 

4550, 4639.. 4830, 

5011, 4912.. 5010,. 

6547, 6447.. 6545, 

6747, 6649.. 6762, 

6972, 6829.. 6975, 

7178, 7058. .7177, 

7592, 7516.. 7593, 

7651, 7600. .7665 



Seq. No. 31959 

Gene No. 66107 

Start 8298 

Name OJ990929_01 . 9C17 . C29 . ol . ts 

Start 4509 

GI none 

Exons 4509.. 4550, 4509.. 4559, 4639. 

4905. .5009, 4907. .5011, 6236. 



Seq. 'ID 
Strand 
End 

Method 
End 
Score 



OJ990929 01.9C17.C29 



8888 

TBLASTX: Soybean 
7090 
73 

4830, 4652. .4831, 4905. -.5009, 
6367, 6249.. 6383, 6252.. 6368, 



6446. .6547, 6448.-6579, 6649. .6747, 6651. .6722, 6664. .6753, 
6824. .6973, 6828. .6971, 7053. .7088, 7058. .7090 



Gene No. 
Start 



11 ATA 

o x zt j y 

66107 
8298 



Seq. Iu 

Strand 

End 



<jj990y^y ui.9Ci7.c29 



8888 



31949 



Name 

Start 

GI 

Exons 



OJ990929 01.9C17.C29.ol.tc 



Method TBLASTX : Cress 



6651 End 7338 

none Score 14 0 

6651. .6722, 6652. .6747, 6658. .6762, 6824. .6973, 6828. .6971, 

7041. .7175, 7053. .7178, 7058. .7177, 7267. .7338, 7271. .7333, 
7272. .7337 



Seq. No. 31959 

Gene No. 66107 -. 

Start 8298 

Name OJ990929_01 . 9C17 . C29 . ol . tw 

Start 6830 

GI none 
Exons 



Seq. ID OJ990929_01.9C17.C29 
Strand 

End 8888 

Method TBLASTX : Wheat 

End 7359 

Score 234 



6830. .6973, 6831. .6971, 6836. .6973, 6838. .6975, 6900. .7001, 
7041. .7175, 7053. .7178, 7058. .7177, 7267. .7359, 7271. .7351, 
7272. .7358 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



31959 Seq. ID 

66107 Strand 
8298 End 
OJ990929_01. 9C17.C29.o3.gs Method 
8298 End 
none Score 
8298. .8401, 8660. .8888 

31960 

66108 ' Strand 
50 End 
OJ990929_01. 9C17.C30.ol.gs Method 
50 End 
none Score 



OJ990929_01.9C17.C29 

8888 
GENSCAN 
8888 
.54 



Seq. ID OJ990929_01.9C17.C30 
+ 

4236 
GENSCAN 
1742 
.5 



50. .104, 569. .681, 1243. .1354, 1373. .1448, 1610. .1742 



31960 
66108 
50 

OJ990929_01. 9C17.C30.ol.np 
580 

5922623 



Seq. ID OJ990929_01.9C17.C30 
Strand + 
End 4236 
Method AAT/NAP 
End 2840 -■ 

Score 301 
580. .660, 1047. .1205, 1373. .1448, 2732.. 2840 
(AP000492) hypothetical protein [Oryza sativa] 
git 601685.6 | dbj |BAA85199.1| (AP000570) hypothetical protein " 
[Oryza sativa], 



31960 Seq. ID 

66108 Strand 
50 End 
OJ990929_01 . 9C17 . C30 . o2 . np Method 
580 End 
5922623 - Score 
580. .660, 1047. .1205, 1373. .1448 
(AP000492) hypothetical protein [Oryza sativa] 
gil 6016856 | dbj IBAA85199.il (AP000570) hypothetical protein 
[Oryza sativa] 



OJ990929_01.9C17.C30 
+ 

4236 
AAT/NAP 
1448 
297 



31960 
66108 



Seq. ID OJ990929_01.9C17.C30 
Strand + 



31950 



Start 


50 




End 


Name 


OJ990929 01.9C17.C30.o2 


. gs 


Method 


Start 


2287 


End 


GI 


none 




Score 


Exons 


2287. .3548, 3681. .3888 






Seq. No. 


31960 




Seq. ID 


Gene No. 


66108 




Strand 




jU 




End 


Name 


OJ990929 01.9C17.C30.o3 


.np 


Method 


Start 


2287 




End 


GI 


5803259 




Score 


Exons 


2287. .3548, 3647. .4028, 


4188. 


.4236 


GI Descrip. 


(AP000399) hypothetical 


protein [Oryza 


Seq. No. 


31961 




Seq. ID 


Gene No. 


66109 




Strand 


Start 


528 




End 


Name 


OJ990929 01.9C17.C31.ol ( 


.gs 


Method 


Start 


528 


End 


GI 


none 




Score 


Exons 


528.. 742, 861.. 1050, 1185.. 1235 


Seq. No. 






Seq. ID 


Gene No. 


66110 




Strand 


Start 


366 




End 


Name 


OJ990929_01 . 9C17 . C32 . ol . 


.gs 


Method 


Start 


O £L (2 

JDD 




End 


GI 


none 




Score 


Exons 


366. .468, 492. .590 






Seq. No. 


31962 




Seq. ID 


Gene No . 


66111 




Strand 


Start 


75 




End 


Name 


OJ990929 01.9C17.C32.ol. 


,gp 


Method 


Start 


75 


End 


GI 


none 




Score 


Exons 


75. .607 






Seq. No. 


31963 




Seq. ID 


Gene No . 


66112 




Strand 


Start •; 


806 - - - 




End 


Name ■ 


' OJ990929 01'. r 9C17.C34.ol. 


gp . 


Method . 


Start 


806 


End 




none 




Score 


Exons 


806. .952, 1115. .1589 






Seq. No. 


31963 




Seq. ID 


Gene No . 


66113 




Strand 


Start 


4334 




End 


Name 


OJ990929 01.9C17.C34.o2. 


gs 


Method 


Start 


4334 




End 


GI 


none 




Score 


Exons 


4334. .5614 






Seq. No. 


31963 




Seq. ID 


Gene No. 


66113 




Strand 



4236 
GEN SCAN 
3888 
.86 



OJ990929_01 . 9C17 . C30 
+ 

4236 
AAT/NAP 
4236 
2476 



OJ990929_01.9C17.C31 
+ 

1235 
GENSCAN 
1235 
.9 



OJ990929_01.9C17.C32 
+ 

590 

GENSCAN 

590 

.65 



OJ990929_01.9C17.C32 
607 

AAT/GAP 

607 

912 



OJ990929_01.9C17.C34 
+ 

1589 • 
AAT/GAP 
1589 
1149 



OJ990929_01.9C17.C34 
+ 

6078 
GENSCAN 
5614 
.82 



OJ990929_01.9C17.C34 
+ 



31951 




btart 


A "2 "3 A 
4 j J4 








End 


6078 




Name 


OJ990929 01 


. 9C17 


.C34 .o2 


.np 


Method 


AAT/NAP 




Start 


4406 








End 


6078 




GI 


6730669 








Score 


227 




Exons 


4406. .5125, 


6029 


. . 6078 










GI Descrip. 


(AC007945) 


F28C11.2 [Arabidopsis thaliana] 




Seq. No. 


31963 








Seq. ID 


OJ990929 01.9C17 


.C34 


Gene No. 


66114 








Strand 






Start 


2649 








End 


3856 




Name 


OJ990929 01 


. 9C17 


.C34 .ol 


. gs 


Method 


GENSCAN 




Start 


2649 








End 


3856 




GI 


none 








Score 


.78 




Exons 


2649. .2852, 


2912 


. . 2973, 


3745 . 


.3856 






Seq. No. 


31963 








Seq. ID 


OJ990929_01.9C17 


.C34 


Gene No. 


66115 








Strand 






Start 


5298 








End 


5787 




Name 


OJ990929 01 


. 9C17 


.C34.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


4442 








End 


4780 




GI 


none 








Score 


132 




Exons 


4442. .4543, 


4442 


. .4615, 


4615 . 


.4779, 4616. .4780 




Seq. No. 


31963 








Seq. ID 


CKJ990929_01. 9C17 


.C34 


Gene No. 


66115 








Strand' 






Start 


5298 








End 


5787 




Name 


OJ990929 01- 


. 9C17 


.C34 .o2 


. tm 


Method 


TBLASTX: Maize 




Start 


5041 








End 


5359 




GI 


none 








Score 


193 




Exons 


5041. .5136, 


5042 


. . 5179, 


5156. 


.5203, 5207.. 5329, 5207.. 5359 


Seq. No. 


31963 








Seq. ID 


OJ990929_01. 9C17 


.C34 


Gene No. 


66115 








Strand 






Start 


5298 








End 


5787 




Name 


OJ990929 01 


. 9C17 


C34 .o2 


.gp 


Method 


AAT/GAP 




Start 


■ 5298 








End 


5787 




GI 


none 








Score 


925 




Exons . 


5298. .5787 














Seq. No. 


31963 








Seq. ID 


OJ990929_01.9C17 


C34 


Gene No. 


66115 








Strand 






Start 


5298 








End 


5787 ... 




Name - 


OJ990929 01 


. 9C17. 


C34 ,o3 


. tm 


Method 


TBLASTX: Maize 




Start 


5390 








.End 


5578 




GI 


none 








Score 


78 




Exons 


5390. .5452, 


5391. 


.5453, 


5459. 


.5578, 5459. .5578 




Seq. No. 


31964 








Seq. ID 


OJ990929_01.9C17. 


C35 


Gene No. 


66116 








Strand 






Start 


2311 








End 


8837 




Name 


OJ990929 01 


9C17. 


C35.ol 


gs 


Method 


GENSCAN 




Start 


2311 








End 


8837 




GI 


none 








Score 


.67 




Exons 


2311. .2419, 


3425. 


.3603, 


3959. 


.4139, 7205. .7236, 7283. .7435, 




7 98 5. .8172, 


6684 . 


.6637 










Seq. No. 


31964 








Seq. ID 


OJ990929_01.9C17. 


C35 



31952 




Gene No . 


oollo 








Strand 




Start 


2311 








End 


8837 


Name 


OJ990929 01 


. 9C17 


.C35.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


7985 








End 


8186 


GI 


none 








Score 


275 


Exons 


7985. .8176, 


7985 


. .8185, 


7986. 


.8186 




Seq. No. 


31965 








Seq. ID 


OJ990929_01.9C17.C36 


Gene No . 


boll / 








Strand 




Start 


697 








End 


808 


Name 


OJ990929 01, 


. 9C17 


.C36.ol 


.gs 


Method 


GENSCAN 


Start 


697 








End 


808 


GI 


none 








Score 


.98 


Exons 


697. .808 












Seq. No. 


31965 








Seq. ID 


OJ99092 9_01.9C17.C36 


Gene No . 


bbllo 








Strand 




Start 


2193 








End 


4016 


Name 


OJ990929 01, 


. 9C17, 


.C36.o2, 


.gs 


Method 


GENSCAN 


Start 


2193 








End 


3812 


GI 


none 








Score 


.86 . 


Exons 


2193. .3812 












Seq. No. 


31965 








Seq. ID 


OJ990929_01.9C17.C36 


Gene No. 


66118 








Strand 




Start 


2193 








End 


4016 


Name 


OJ990929 01. 


9C17, 


,C36.ol. 


.tm 


Method 


TBLASTX: Maize 


Start 


2229 








End 


2855 


GI 


none 








Score 


50 


Exons 


2229. .2297, 


2261. 


, .2296, 


2316. 


.2684, 2333..2386, 2376. .2855, 




2638. .2853 












Seq. No. 


31965 








Seq. ID 


OJ990929_01.9C17.C36 


Gene No. 


66118 








Strand 




oLqiI 


2193 








End 


4016 


Name 


OJ990929 01. 


9C17. 


,C36.ol. 


np 


Method 


AAT/NAP 


Start 


2267 








End 


3868 


GI 


3641661 








Score 


1524 


Exons 


2267. .3868 












GI Descrip. 


(AB008519) high affinity nitrate transporter [Oryza sativa] 


Seq. No. 


.31965 








' Seq. ID 


OJ990929_01 . 9C17 . C36 


Gene No*. ■ 


" 66118 ' 








Strand 




Start 


2193 








End 


4016 


Name 


OJ990929 01. 


9C17. 


C36.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


2334 








End 


3822 


GI 


none 








Score 


86 


Exons 


2334 . .2429, 


2442. 


.2741, 


2443. 


.2550, 264 


1..2742, 2707. .3255, 




2784. .3257/ 


2985. 


.3257, 


3307. 


.3822, 332 


1. .37^2 



Seq. ID OJ990929_01.9C17.C36 
Strand 

End 4016 

Method TBLASTX: Cress 

End 3795 

Score 66 

2741, 2755. .3255, 2784. .3257, 



Seq. No. 31965 

Gene No. 66118 

Start 2193 

Name OJ990929_01 . 9C17 . C36 . ol . tc 

Start 2376 

GI none 

Exons 2376.. 2429, 2448.. 2528, 244? 



31953 



Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name" 

Start 

GI 

Exons 



3321. .3794, 3328. .3795 



31965 Seq. ID 

66118 Strand 
2193 End 
OJ990929_01. 9C17.C36.ol.gp Method 
2819 End 
uC-osroM202031e01bl Score 
2819. .3287 

'3005576 1.0e-54 (AF047718) putative 
transporter; GmNRT2 [Glycine max] 1 



OJ990929_01.9C17.C36 

4016 
AAT/GAP 
3287 
926 

.high affinity nitrate 



31965 Seq. ID 

66118 Strand 

2193 End 

OJ990929JD1 . 9C17 .C36 . o2 . tm Method 

3321 End 

none Score 
3321. .3794, 3328.-3795 

31965 Seq. ID 

66118 Strand 

2193 End 

OJ990929_01 . 9C17 . C36 . o2 . gp Method 

3493 End 

52955JL.R1084 Score 
3493. .4016 

'3608364 7.0e-26 (AF019749) 
ACH2 [Arabidopsis thaliana] 

31965 Seq. ID 

66118 Strand 
2193 End 
OJ990929_01. 9C17 .C36.ol.tw Method 
3586 End 
none Score 
3586. .3750, 3591. .3752 

31966 Seq. ID 

66119 Strand 
4 90 End 
OJ99092 9_01 . 9C1-7 . C37 . ol . gs Method 
490 End 
none Score 
490. .600, 701. .802 



OJ990929_01.9C17.C36 
4016 

TBLASTX: Maize 

3795 

308 



OJ990929_01.9C17.C36 

4016 
AAT/GAP 
4016 
1033 



high-affinity nitrate transporter 



OJ990929_01.9C17.C36 
4016 

TBLASTX: Wheat 

3752 

165 



OJ990929_01.9C17.C37 
802 

GENSCAN 
802 • 
.7 



Seq. No. 31967 Seq. ID 

Gene No. 66120 Strand 

Start 64 End 

Name OJ990929_01 . 9C17 . C38 . ol . gs Method 

Start 64 End 

GI none Score 

Exons 64.. 311, 352.. 358 



OJ990929_01.9C17.C38 
+ 

358 

GENSCAN 

358 

.65 



Seq. No. 
Gene No. 
Start 



31968 
66121 
1 



oeq. ID uJyyuy^y_ui . yCl / . (J4U 
Strand + 
End 711 



31954 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No.. 
Gene No.- 
Start ■ 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 



OJ990929_01 . 9C17 .C4 0.ol.np Method AAT/NAP 
1 End 711 

3941448 Score 275 

1. .217 269. .399, 508. .711 

(AF062878) putative transcription factor [Arabidopsis thaliana] 



31968 
66121 
1 

OJ990929_01. 9C17 .C40.ol.gs 

162 

none 

162. .185, 270. .399, 508. .588 

31968 
66121 
1 

OJ99092 9_01 . 9C17 . C40 . ol . tm 

263 

none 



Seq. ID OJ990929_01.9C17.C40 

Strand + 

End 711 

Method GENSCAN 

End 588 

Score .95 



Seq. ID OJ990929_01.9C17.C40 

Strand + 

End 711 

Method ' TBLASTX: Maize 

End 595 

Score 150 



263. .403, 322. .402, 505. .588, 505. .585, 506. .595 



31968 
66121 
1 

OJ99092 9_01. 9C17 .C40.ol.ts 

266 

none 



Seq. ID OJ990929_01.9C17.C40 

Strand + 

End 711 . 

Method TBLASTX : Soybean 

End 595 

Score 193 



266. .403, 322. .402, 505. .582, 506. .595 



31968 
66121 
1 

OJ99092 9_01. 9C17 .C4 0.ol.tc 

269 

none 



Seq. ID OJ990929__01.9C17.C40 

Strand + 

End 711 

Method TBLASTX: Cress 

End 595 

Score 196 



269. .403, 322. .396, 506. .595, 508. .585 



31968 
66121 
1 

OJ99092 9_01 . 9C17 . C4 0 . ol . tw 

269 

none 



Seq. ID OJ990929_01.9C17.C40 

Strand + 

End 711 

Method TBLASTX: Wheat 

End 580/ . *. 

Score 191 



269. .403, 322. .402, 505. .579, 505. .579, 506. .580 



31969 
66122 
1 

OJ99092 9JD1. 9C17 . C4 1 . ol . gp 
1 

none 
1. .303 



Seq. ID OJ990929_01.9C17.C41 

Strand + 

End 303 

Method AAT/GAP 

End 303 

Score 598 



Gene No. 
Start 



66123 
173 



Seq. ID OJ990929_01.9cl7.C41 
Strand 

End 633 



31955 



Name 


OJ990929 01.9C17.C41 


.ol 


.gs 


Method 


GENSCAN 




Start 


173 






End 


610 




GI 


none 






Score 


.79 




Exons 


173. .610 












Seq. No. 


31969 






Seq. ID 


OJ990929_01.9C17 


.C41 


bene No. 


66123 






Strand 






Start 


173 






End 


633 




Name 


OJ990929 01.9C17.C41 


-ol 


,tm 


Method ' 


TBLASTX: Maize 




Start 


179 






End 


608 




GI 


none 






Score 


270 




Exons 


179. .451, 180. .446, 


464 


... 607, 


465. . 608 






Seq. No. 


31969 






Seq. ID 


OJ990929_01.9C17 


.C41 


Gene No. 


66123 






Strand 






Start 


173 






End 


633 




Name 


OJ990929 01.9C17.C41 


.o2 


. gp 


Method 


AAT/GAP r 




Start 


354 






End 


633 




GI 


none 






Score 


478 




Exons 


354. .633 












Seq. No. 


31970 






Seq. ID 


OJ990929_01.9C17 


..C42 


Gene No. 


66124 






Strand 






Start 


8 






End 


277 




Name 


OJ.990929 01.9C17.C42 


.ol 


.gs 


Method 


GENSCAN 




Start 


8 - 






End 


277 




GI 


none 






Score 


.96 




Exons 


8. .277 












Seq. No. 


31971 






Seq. ID 


OJ990929_01.9C17 


.C43 


Gene No. 


66125 






Strand 






Start 


607 






End 


1043 




Name 


OJ990929 01.9C17.C43 


.ol 


• gp 


Method 


AAT/GAP 




Start 


395 






End 


1043 




GI 


304 1.R1084 






Score 


1071 




Exons 


395. .837, 915. .1043 













GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



? 231984/sp| P30287 | DH25_ORYSA 1.0e-64 DEHYDRIN RAB25 
>gi_100709_pir S19132 rab25 protein - rice 

>gi_20320_emb_CAA4 0604_ (X57327) rab25 product [Oryza sativa] 1 



31971 Seq. ID 

66125 ' . Strand 

607 * End 
OJ990929_01 . 9C17 . C4 3 . ol . gs ' Method 

607 End 

none Score 
607. .837 



OJ990929_01.9C17.C43 

1043 
GENSCAN 
837 
. 97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

GI Descrip. 



31971 . s Seq. ID 

66125 Strand 

607 End 

OJ990929_01. 9C17 .C4 3.ol.np Method 

610 End 

231*984 ' - Score 



OJ990929_01.9C17.C43 

1043 
AAT/NAP 
1043 
568 



DEHYDRIN RAB25 gi | 100709 | pir | | SI 91 32 rab25 protein - rice 
gi I 20320 | emb | CAA40604 | (X57327) rab25 product [Oryza sativa] 



31956 




Seq . No . 


Ji y 1 2. 


Seq. ID 


OJ990929_01 . 9C17 .C44 


Gene No. 


66126 


Strand 




Start 


46 


End 


225 


Name 


OJ990929 01.9C17.C44.ol.gs 


Method 


GENSCAN 


Start 


46 


End 


225 


GI 


none . 


Score 


.63 


Exons 


46. .225 






Seq. No. 


31973 


Seq. ID 


OJ990929_01.9C17.C45 


Gene No. 


66127 


Strand 


+ 


Start 


1 


End 


753 


Name 


OJ990929 01.9C17.C45.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


753 


GI 


6815062 


Score 


263 


Exons 


1..280, 339. .648, 725. .753 






GI Descrip. 


(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 




F16P2 genomic sequence ;mudrA 


like protein (AC004561) [Oryza 



sativa] 



Seq. No. 


31973 


Seq. ID 


OJ990929JU. 9C17 


.C45 


Gene No. 


66127 


Strand 


+ ■ 




Start 


1 


End 


753 




Name 


OJ990929 01.9C17.C45.ol.tm- 


Method 


TBLASTX: Maize 




Start 


127 


End 


648 




GI 


none 


Score 


162 




Exons 


127. .249, 138. .248, 346. .423, 


463. . 648 






Seq. No. 


31973 


Seq. ID 


OJ990929_01. 9C17, 


.C45 


Gene No. 


66127 


Strand 


+ 




Start 


1 


End 


753 




Name 


OJ990929 01.9C17.C45.ol.gs 


Method 


GENSCAN 




Start 


155 


End 


648 




GI 


none 


Score 


.55 




Exons 


155. .248, 354. .446, 507. .648 








Seq. No. 


31974 


Seq. ID 


OJ990929_01.9C17, 


■ C47 


Gene No. 


66128 


Strand 


+- 




Start '■ 


1 


End 


700 




Name 


OJ990929 01.9C17.C47.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


700 




GI 


6498441 


Score 


809 . 




Exons 


1. .535, .599. .700 








GI Descrip. 


(AP000815) EST C72786 (E2258 ) 


corresponds to a region of 


the 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 31974 

Gene No. 66128 
Start ' 1 

Name OJ990 929^01 . 9C17 . C4 7 . ol . tw 

Start 7 

GI none 
Exons 



Seq. ID OJ990929 01.9C17.C4'7 



Strand 
End 

Method 

End 

Score 



+ 

700 

TBLASTX: Wheat 

700 

383 



7. .129, 14. .451, 151. .411, 530. .700, 583. .699 



Seq. No. 31974 Seq. ID OJ990929_01 . 9C17 . C4 7 

Gene No. 66128 Strand + 

31957 



Start 


1 


End 


700 




Name 


OJ990929 01.9C17.C47.ol.gs 


Method 


GENSCAN 




Start 


96 


End 


598 




GI 


none 


Score 


.64 




Exons 


96. .598 








Seq. No. 


31975 


Seq. ID 


OJ990929 01.9C17 


.C48 


Gene No. 


66129 


Strand 






Start 


1 ■ 


End 


683 




Name 


OJ990929 01.9C17.C48.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


683 




GI 


2832698 


Score 


109 




Exons 


1..22, 427. .495, 581. .683 








GI Descrip. 


(AL021713) starch synthase-like protein [Arabidopsis thaliana 


Seq. No. 


31975 


Seq. ID 


OJ990929JH. 9C17 


.C48 


Gene No. 


66129 


Strand 






Start 


1 


End 


683 




Name 


OJ990929 01.9C17.C48.ol.gs 


Method 


GENSCAN 




Start 


427 


End 


619 




GI 


none 


Score 


.76 




Exons 


427. .495, 581. .619 








Seq. No. 


31976 


Seq. ID 


OJ991008_18.0106 


.CI 


Gene No. 


66130 


Strand 


+ 




Start 


1 


End 


895 




Name 


OJ991008 18 . 0106.Cl.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


895 




GI 


5902445 


Score 


770 




Exons 


1. .895 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


31976 


Seq. ID 


OJ991008_18.0106 


.CI 


Gene No. 


66130 


Strand 


+ 




Start 


1 


End 


895 




Name 


OJ991008_18.0106.Cl.ol.gs 


Method 


GENSCAN 




Start 


4 6 


End 


864 




GI 


none 


Sc6re 


.49 




Exons 


46. .864 








Seq. No. 


31976 


Seq. ID 


OJ991008_18.0106 


.CI 


Gene No . 


66130 


Strand 


+ 




Start , 


1 ' . . ■ 


. End 


'895 . , 




Name 


OJ991008 18.0106.Cl.ol.tw 


Method 


TBLASTX: Wheat 




Start 


270 


End 


678 




GI 


none 


Score 


201 




Exons 


270. .497, 271. .495, 505. .678, 


613. .678 






; Seq. No. 


31977 


Seq. ID 


OJ991008_18.0106, 


.C2 


Gene No. 


66131 


Strand 


+ 




Start 


2 


End 


66 




Name 


OJ991008 18.0106.C2.ol.gs 


Method 


GENSCAN 




Start 


2 


End 


66 




GI 


none 


Score 


.82 




Exons 


<_ . . \j \j 








Seq. No. 


31977 


Seq. ID 


OJ991008_18.0106. 


.C2 



31958 




Gene No. 


66132 


Strand 


- 








Start 


1 


End 


605 








Name 


OJ991008 18-0106. C2.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


605 








GI 


5803259 


Score 


365 








Exons 


1..29, 123. .605 












GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 








Seq. No. 


31978 


Seq. ID 


OJ991008_ 


18. 


,0106 


,C3 


Gene No. 


66133 


Strand 


+ 








Start 


135 


End 


2 62 








Name 


OJ991008 18.0106.C3.ol.gs 


Method 


GENSCAN 








Start 


135 


End 


262 








GI 


none 


Score 


.5 








Exons 


135. .262 












Seq. No. 


31979 


Seq. ID 


OJ991008_ 


18. 


0106 


.C5 


Gene No. 


66134 


Strand 










Start 


1 


End 


263 








Name 


OJ991008 18.0106.C5.ol.gp 


Method 


AAT/GAP 








Start 


1 


End 


263 








GI 


2428323 . 


Score 


514 








Exons 


1. .263 












GI Descrip. 


5803242Vdbj IAP000399.il AP000399 0.0e+00 Oryza sativa genomic 




DNA, chromosome 6, clone : P0535G04 










Seq. No. 


31980 


Seq. ID 


OJ991008_ 


18. 


0106 


.C6 


Gene No. 


66135 ' 


Strand 










Start 


9 


End 


65 








Name 


OJ991008 18.0106.C6.ol.gs 


Method 


GENSCAN 








Start 


9 


End 


65 








GI 


none 


Score 


.68 








Exons 


9. .65 












Seq. No. 


31981 


Seq. ID 


OJ991008_ 


18. 


0106 


.C8 


Gene No. 


66136 


Strand 










'Start 


no 


End 


2 98 








Name 


OJ991008 18.0106.C8.ol.gs 


Method 


GENSCAN 








Start 


110 . 


End 


298 








GI 


none 


Score 


.79 








Exons 


110. .298 












.Seq. ..No. 


31982 


Seq. ID 


OJ.991008_ 


18. 


0106. 


.C9 


Gene No. 


66137 


Strand 


+' 








Start 


879 


End 


3398 








Name 


OJ991008 18.0106.C9.ol.gs 


Method 


GENSCAN 








Start 


879 


End 


3398 








GI 


none 


Score 


.54 








Exons 


879. .965, 2979. .3060, 3139. 


.3398 










Seq. No. 


31982 


Seq. ID 


OJ991008_ 


18. 


0106. 


.C9 


Gene No. 


66138 


Strand 


+ 








Start 


13265 


End 


16842 








Name 


OJ991008 18.0106.C9.o3.gp 


Method 


AAT/GAP 








Start 


13265 


End 


13776 








GI 


uC-osflM202052c07bl 


Score 


995 









Exons 13265. .13776 



31959 




GI Descrip. 


'4234848 1.0e-12 (AF082131) 


gag-pol polyprotein [Zea mays] 1 


Seq. No. 


31982 


Seq. ID 


OJ991008 18. 0106. C9 


Gene No. 


66138 


Strand 


+ 


Start 


13265 


End 


16842 


Name 


OJ991008 18.0106.C9.ol.np 


Method 


AAT/NAP 


Start 


13375 


End 


16842 


GI 


4234852 


Score 


2110 


Exons 


13375. .13551, 13585. .16842 






GI Descrip. 


(AF082133) gag-pol polyprotein [Zea mays] 


Seq. No. 


31982 


Seq. ID 


OJ991008_18.0106.C9 


Gene No. 


66138 


Strand 


+ 


Start 


13265 


End 


16842 


Name 


OJ991008 18.0106.C9.o4.gp 


Method 


AAT/GAP 


Start 


14008 


End 


14568 


GI 


uC-osflcyp006al0bl 


Score 


769 


Exons 


14008. .14222, 14330 .. 14568 






GI Descrip. 


•4234846 7.0e-13 (AF082130) 


gag-pol polyprotein [Zea mays] 1 


Seq. No. 


31982 


Seq. ID 


OJ991008_18.0106.C9 


Gene No. 


66139 


- Strand 


+ 


Start 


19060 


End 


19920 


Name 


OJ991008 18.0106.C9.o3.np 


Method 


AAT/NAP 


Start 


19060 


End 


19920 


GI 


5922623 


Score 


212 


Exons 


19060. . 19144, 19521. .19674, 


19842. .19920 


GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 




gi | 6016856 |dbj IBAA85199. 1 | 


(AP000570) 


hypothetical protein 




[Oryza sativa] 






Seq. No. 


31982 


Seq. ID 


OJ991008_18.0106.C9 


Gene No. 


66140 


Strand 




Start 


5845 


End 


6308 


Name 


OJ991008 18.0106.C9.o2.gp . 


Method 


AAT/GAP 


Start 


5845 


End 


6308 


GI 


uC-osflM202048gllbl 


Score 


900 . 


Exons 


5845. . 6308 






GI Descrip. 


, 3023947/sp|P56521|HDAC MAIZE 9.0e-20 


PROBABLE HISTONE 




DEACETYLASE { RPD3 HOMOLOG) 


>gi 2665840 


(AF035815) putative 




histone deacetylase RPD3 [Zea mays] 1 




Seq. . No. 


31982 . <r 


-..'Seq. ID 


OJ99L008_18.0106.C9 


Gene No. 


66141 


Strand 




Start 


15788 


End 


19586 


Name 


OJ991008 18.0106.C9.ol.tc 


Method 


TBLASTX: Cress 


Start 


5154 


End 


6208 


GI 


none 


Score 


113 


Exons 


5154. . 5294, 5162. .5524, 5349. .5519, 5531. .5857, 5556. .5852, 




5918. .6154, 5919. .5996, 616 


7. .6208 




Seq. No. 


31982 


Seq. ID 


OJ991008_18.0106.C9 


Gene No. 


66141 


Strand 




Start 


15788 


End 


19586 


Name 


OJ991C03 18.0106.C3.o2.Ls 


Method 


TBLASTx: soybean 


Start 


5162 


End 


5372 


GI 


none 


Score 


121 



31960 




Exons 


5162. .5371, 


5163 


. .5372 








Seq. No. 


31982 






Seq. ID 


OJ991008_18.0106 


.C9 


Gene No. 


66141. 






Strand 






Start 


15788 






End 


19586 




Name 


OJ991008 18. 


0106 


. C9 . o2 . tw 


Method 


TBLASTX: Wheat 




Start 


5165 






End 


5473 




GI 


none 






Score 


101 




Exons 


5165. .5473, 


5169 


.5294, 5349. 


. 5471 






Seq. No. 


31982 






Seq. ID 


OJ991008_18.0106 


.C9 


Gene No. 


66141 






Strand 






Start 


15788 






End 


1958 6 




Name 


OJ991008 18. 


0106 


C9.ol. tm 


Method 


TBLASTX: Maize 




Start 


5222 






End 


6148 




GI 


none 






Score 


133 




Exons 


5222. .5521, 


5226 


.5519, 5537. 


.5857, 5544. .5642, 5697. .5852 




5918. .6148 












Seq. No. 


31982 






Seq. ID 


OJ991008_18.0106 


.C9 


Gene No. 


66141 






Strand 






Start 


157 88 






End 


19586 




Name 


OJ991008 18. 


0106, 


C9.ol.ts 


Method 


TBLASTX : Soybean 




Start 


5372 






End 


6196 




GI 


none 






Score 


94 




Exons 


5372. ,5524, 


5382 . 


.5519, 5531.- 


-.5857, 5556. .5852, 5918. .6166 




6161. . 6196 












Seq. No. 


31982 






Seq. ID 


OJ991008_18.0106 


.C9 


Gene No. 


66141 






Strand 






Start 


15788 






End 


19586 




Name 


OJ991008 18. 


0106. 


C9.o3. tm 


Method 


TBLASTX: Maize 




Start 


9322 ~ 






End 


9757 




GI 


none 






Score 


167 




Exons 


9322. .9507, 


9323. 


.9508, 9383. 


.9508, 9572.. 9757 




Seq. No. 


31982 






Seq. ID 


OJ991008_18.0106' 


.C9 


Gene No. 


66141 






Strand 






Start 


15788 






End 


19586 




Name 


OJ991008 18. 


0106. 


C9.o2.tm 


Method 


TBLASTX: Maize 




Start 


13468 






End 


14388 




GI 


none 






Score 


479 




Exons , . 


. 13468. .1404.6, 13590 .-.14036, 13792. .14070,- 14.129.-. 14221, 






14326. . 14388 












Seq. No. 


31982 






Seq. ID 


OJ991008_18.0106 


C9 


Gene No . 


66141 






Strand 






Start 


15788 






End 


19586 




Name 


OJ991008 18. 


0106. 


C9.o3. ts 


Method 


TBLASTX: Soybean 




Start 


15342 






End 


15756 




GI 


5509260 






Score 


167 




Exons 


15342. .15539 


, 15343. . 15543, 15540 .. 15662 , 15600 15 68 9, 






15655. . 15756 












GI Descrip. 














Seq. No. 


31982 






Seq. ID 


OJ991008_18.0106. 


C9 


Gene No. 


66141 






Strand 







31961 




Start 


15788 






End 


19586 . 






Name 


OJ991008 18. 0106. C9. 


o5 . tm 


Method 


TBLASTX: 


Mai ze 




Start 


15342 






End 


15641 






GI 


none 






Score 


176 






Exons 


15342. 


.15536, 15343. 


.15543, 


15540. .15641 






Seq. No. 


31982 






. . Seq. ID 


OJ991008 


_18.0106 


,C9 


Gene No. 


66141 






Strand 








Start. 


15788 






End ;■ 


19586 






Name 


OJ991008 18. 0106. C9. 


ol . tw 


Method 


TBLASTX: 


Wheat 




Start 


15462 






End 


16245 






GI 


none 






Score 


86 






Exons 


15462. 


.15542, 15463. 


.15543, 


15539. .15652, 15540 


. .15662, 






15658. 


.15756, 15658. 


.15741, 


15752. .15835, 15842 


. .16060, 






15870. 


.16106, 15878. 


.16060, 


16039. .16245, 16047 


. .16241 




Seq. . No. 


31982 






Seq. ID 


OJ991008 


_18.0106 


.C9 


Gene No. 


66141 






Strand 








Start 


15788 






End 


19586 






Name 


OJ991008 18. 0106. C9. 


o2 . np 


Method 


AAT/NAP 






Start 


15788 






End 


18179 






GI- 


6730732 




Score 


89 






Exons 


15788. 


.15829, 17995. 


.18179 










GI Descrip. 


(AC018 


849) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


31982 






Seq. ID 


OJ991008 


_18.0106 


.C9 


Gene No. 


66141 






Strand 








Start 


15788 






End 


19586 






Name 


OJ991008 18. 0106. C9. 


o4 . tm 


Method 


TBLASTX: 


Maize 




Start 


16051 






End 


16305 






GI 


none 






Score 


214 






Exons 


16051. 


.16305, 16185. 


.16304 










Seq. No. 


31982 






Seq. ID 


OJ991008 


__18.0106 


.C9 


Gene No.- 


66141 






Strand 








Start 


15788 






End 


19586 






Name 


OJ991008 18. 0106. C9. 


o3 . tw 


Method 


TBLASTX: 


Wheat 




Start 


16428 






■ .End 


16791 






GI 


none 






Score 


123 






Exons 


16428. 


.16568, 16436. 


.16567, 


16576. .16791 






Seq. No. 


31982 






Seq. ID 


OJ991008 


_18.0106 


C9 


Gene Nq.' 


66141 






Strand 








Start 


157 88". 






End 


19586 






Name 


OJ991008 18. 0106. C9. 


o4 . gs 


Method 


GENSCAN 






Start 


16660 






End . 


19586 






GI 


none 






Score 


.44 






Exons 


16660. 


.16694, 16790. 


.16963, 


17067. .17393, 17579 


. .18231, 






18316. 


.18431, 19093. 


.19263, 


19500. .19586 






Seq. No. 


31983 






Seq. ID 


OJ991008_ 


_18.0106. 


C1C 


Gene No. 


66142 






Strand 


+ 






Start 


820 






End 


4078 






Name 


OJ991008 18. 0106. C10 


. ol . gs 


Method 


GENSCAN 






Start 


820 






End 


4076 






GI 


none 






Score 


.78 






Exons 


820. . U 


307, 1912. .2080, 2176. 


.4078 









31962 




Seq. No. 


31983 


Seq. ID 


OJ991008_18.0106. 


C10 


Gene No . 


a c i a o 


Strand 


+ 




Start 


820 


" End ' 


4078 




Name 


OJ991008 18. 0106. CIO. ol. 


np Method 


AAT/NAP 




Start 


820 


End 


4075 




GI 


5803259 


Score 


5206 




Exons 


820. .2080, 2176. .4075 " 








GI Descrip. 


(AP000399) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


31983 


Seq. ID 


OJ991008_18.0106. 


CIO 


Gene No. 


66143 


Strand 


+ 




Start 


5332 


End 


14188 




Name 


OJ991008 18. 0106. C10. o4. 


np Method 


AAT/NAP 




Start 


5332 


End 


14188 




GI 


4505323 


Score 


68 




Exons 


5332. .5403, 8101. .8381, 


9315. .9370, 12248. .12302, 14139. 


.14188 


GI Descrip. 


Wiskott-Aldrich syndrome 


-like gi | 2116984 |dbj IBAA20128 | ( 


D88460) 



N-WASP [Homo sapiens] 



Seq. No. 31983 Seq. ID OJ991008_18 . 0106 . C10 

Gene- No. 66143 Strand + 

Start 5332 End 14188 

Name OJ991008_18 . 0106 . C10 . o3 . np Method AAT/NAP 

Start 10942 End 13424 

GI 5922623 Score 177 

Exons 10942. .11027, 114 07 11559, 11727 .. 11802, 13373. .13424 

GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

gil 6016856 Idbj IBAA85199.il ■ (AP000570) hypothetical protein 

[Oryza sativa] 



Seq. No. 31983 Seq. ID OJ991008_18 . 0106 . C10 

Gene No. 66144 Strand 

Start 4086 End 4547 

Name OJ991008_18 . 0106 . C10 . ol . gp Method AAT/GAP 

Start 4086 End 4547 

GI 2428323 ' Score 858 

Exons 4086.. 4547 

GI Descrip. 5803242/dbj | AP000399 . 1 | AP000399 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 



Seq. No. 31983 

Gene No.,.. 66145 :, . . 

Start 4713 

Name OJ991008_18 . 0106 . C10 . o2 . 

Start 3324 

GI none 

Exons 3324.. 3422, 7439.. 7645, 
7637. .7858 



tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991008JL8. 0106. C10 
10359 ' 

TBLASTX: Wheat 

7858 

57 



7446. .7619, 7627. .7857, 7636. .7755, 



Seq. No. 31983 

Gene No. 66145 

Start 4713 

Name OJ991008_18 . 0106 . C10 . o2 . np 

Start 4713 

GI 6498441 
Exons 



Seq. ID OJ991008_18. 0106. C10 
Strand 
End 

Method 



EjIIU. 

Score 



10359 
AAT/NAP 
10359 
6804 



4713. .4994, 5088. .6485, 6657. .7037, 7229. .7571, 7745. .7879, 



31963 




8063. .8436, 8500. .8963, 9294. .10359 
GI Descrip. (AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 31983 

Gene No. 66145 

Start 4713 

Name OJ991008_18 . 0106 . CIO . o4 

Start 4713 

GI none 

Exons 4713. .4853, 4714. .4848 

Seq. No. 31983 

Gene No. 66145 

Start 4713 

Name . OJ991008_18 . 0106 . C10 . 06 

Start 4722 

GI none 

Exons 4722. .4847, 4726. .4848, 
5221. .5319, 5249. .5320 



Seq. ID OJ991008_18. 0106. C10 
Strand 

End 10359 

.tm Method TBLASTX : Maize 

End 4853 

Score 117 



Seq. ID OJ991008_18 .0106. C10 
Strand 

End 10359 

.tw Method TBLASTX: Wheat 

End 5324 

Score 81 
' 5028. .5324, 5041. .518 4, 5082. .518 6, 



Seq. No. 31983 

Gene No. 66145 

Start 4713 

Name OJ991008_18 . 0106 . C10 . o4 . tw 

Start 5325 

GI none 
Exons 



Seq. ID OJ991008_18. 0106. C10 
Strand 
End 

Method 
End 
Score 



10359 

TBLASTX: Wheat 

5706 

169 



5325. .5705, 5356. .5604, 5364. .5609, 5650. .5706 



Seq. No. 31983 

Gene No. 66145 

Start 4713 

Name OJ991008JL8 . 0106 . C10 . o2 . tm 

Start 5520 

GI none 

Exons 5520.. 5843, 5533.. 5814 



Seq. ID OJ991008_18. 0106. C10 
Strand 

End 10359 

Method TBLASTX : Maize 

End 5843 

Score 201 



Seq. No. 31983 Seq. ID 

Gene No. 66145 Strand 

Start 4713 End 
Name . OJ991008_18 . 0106 . C10 . 08 . tw Method 

Start . 6036 .; • End 

GI none , Score 

Exons 6036.. 6296, 6172.. 6348 



OJ991008_18. 0106. C10 
10359 

TBLASTX: Wheat 

6348 

65 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



31983 Seq. ID 

66145 Strand 

4713 End 

OJ991008JL8. 010 6. C10. o2. ts Method 

6096 End 

5666795 Score 



OJ991008_18. 0106. C10 
10359 

TBLASTX: Soybean 

6662 

68 



6096. .6296, 6351. .6488, 6564. .6662 

4206306 2.0e-10 (AF049110) prpol [Zea mays] 



31983 
66145 



Seq. ID 
Strand 



OJ991008 18. 0106. C10 



31964 




Start 


4713 








End 


10359 




Name 


OJ991008 18 


.0106 


.C10.o5 


. tw 


Method 


TBLASTX: Wheat 




Start 


6351 








End 


6785 




GI 


none 








Score 


88 




Exons 


6351. . 6500, 


6352 


. . 6489, 


6354 . 


.6491, 6534. .6785, 6544. .6720, 




6588. . 6785 














Seq. No. 


31983 








Seq. ID 


OJ991008 18.0106 


. C10 


Gene No. 


66145 


- 






Strand 






Start 


4713 








End 


10359 




Name 


OJ991008 18 


. 0106 


.ClO.ol 


ts 


Method 


TBLASTX: Soybean 




Start 


7409 








End 


7779 




GI 


none 








Score 


83 




Exons 


7409. .7639, 


7636 


. .7779, 


7637 . 


. 7762 






Seq. No. 


31983 








Seq. ID 


OJ991008 18.0106 


. C10 


Gene No. 


66145 








Strand 






Start 


4713 








End 


10359 




Name 


OJ991008 18 


.0106 


.C10.o3. 


tm 


Method 


TBLASTX : Maize 




Start ' 


7532 








End 


7915 




GI 


none 








Score 


194 




Exons 


7532. .7642, 


7636 


. .7914., 


7637 . 


.7915 






Seq.. No. 


31983 








Seq. ID 


OJ991008 18.0106 


. C10 


Gene No. 


66145 








Strand 






Start 


4713 








End 


10359 




Name 


OJ991008 18 


0106 


.ClO.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


7942 








End 


8298 




GI 


none 








Score 


113 




Exons 


7942. .8247, 


7942 


. . 8298, 


7952 . 


.8263 






Seq. No. 


31983 








Seq. ID 


OJ991008_18.0106 


.C10 


Gene No . 


66145 








Strand 






Start 


4713 








End 


10359 




Name 


OJ991008 18 


0106 


.ClO.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


7966 








End 


8429 




GI 


none 








Score 


226 




Exons 


7966. . 8427, 


7972 


. 8427, 


7973. 


.8428, 7986. .8429 




Seq. No. 


31983 








Seq. ID 


OJ991008__18.0106 


. C10 


Gene No. 


66145 








Strand 






Start 


4713 ^ 








End 


10359 • ■ " 




Name 


OJa.91008 18. 


0106. 


C10.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


8593' ~ 








End 


9079 




GI 


none 








Score 


74 




Exons 


8593. . 9078, 


8620. 


. 8814, 


8624 . 


.8884, 8906. .9079 




Seq. No. 


31983 








Seq. ID 


OJ991008_18.0106 


C10 


Gene No. 


66145 








Strand 






Start 


4713 








End 


10359 




Name 


OJ991008 18. 


0106. 


C10.O7. 


tw 


Method 


TBLASTX: Wheat 




Start 


9817 








End 


10210 




GI 


none 








Score 


69 




Exons 


9817. . 9936, 

1 nnr a i/^ii — i 


9935. 


.10063, 


9936 


. .10091, 


10058. .10156, 





1005 9.. 10151, 10163. .10210 



Seq. No. 31984 Seq. ID OJ991008_18 . 0106 . Cll 



31965 



Gene No. 


66146 




Strand 


+ 






Start 


9 




End 


2019 






Name 


OJ991008 18.0106.Cll.ol.gs 


Method 


GENSCAN 






Start 


9 




End 


2019 






GI 


none 




Score 


.5 






Exons 


9. .65, 303 


..473, 746. .883, 


1516. .1616, 


1910. .2019 






Seq. No. 


31984 




Seq. ID 


OJ991008 18. 


0106, 


.Cll 


Gene No. 


66147 




Strand 








Start 


1 




End 


506 






Name 


OJ991008 It 


3.0106.Cll.ol.np 


Method 


AAT/NAP 






Start 


1 




End 


506 






GI 


5922623 




Score 


86 






Exons 


1. .43, 421, 


. .506 










GI Descrip. 


(AP000492) 


hypothetical protein [Oryza 


sativa] 








gi| 6016856 I dbj | BAA85199.il 


(AP000570) 


hypothetical 


protein 




[Oryza sativa] 










Seq. No. 


31985 




Seq. ID 


OJ991008_18. 


0106. 


,C12 


Gene No. 


66148 




Strand 


+ 






Start 


13382 




End 


17654 






Name 


OJ991008 U 


3.0106.C12.o2.np 


Method 


AAT/NAP 






Start 


13203 




End 


14933 






GI 


6721512 




Score 


71 






Exons 


13203. .13307, 13336 .. 13485, 


. 14814. .14933 






GI Descrip. 


(AP001072) 


hypothetical protein [Oryza 


sativa] 






Seq. No. 


31985 




Seq. ID 


OJ991008_18 . 


0106. 


C12 


Gene No. 


66148 




Strand 


+ 






Start 


13382 




End 


17654 






Name 


OJ991008 IE 


i .0106.C12.o3.gs 


Method 


GENSCAN 






Start 


13382 




End 


17654 






GI 


none 




Score 


.71 






Exons 


13382. .13420, 13542. .13720, 


14113. . 14240, 14610. . 14 


861, 





14941. .15065, 15133. . 15324, 15509 16155, 
16695. .16759, 16826 17 14 6, 17577. .17654 



16425. .16570, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31985 
66148 
13382 

OJ991008_18.0106.C12.o3.np 
14189 ..... 

6721561 

14189. . 14257, 15133 ... 15324 , 



OJ991008_18.0106.C12 
+ 

17654 
AAT/NAP 

16288 . • - • 
1147 * - • 



Seq. ID 
Strand 
End 

Method 
. End ; 
Score . 

15395. . 15453, 15520. .16288 
(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi | 68 15086 | dbj | BAA90372 . 1 | (AP001081) EST AU082058 (C12 976 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza ^sativa] 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



31985 
66149 
752 

OJ991008_18.0106.C12.ol.gs 
752 
none 

752. .1498, 2555. .2803, 2821. .3168 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991008_18.0106.C12 

3168 
GENSCAN 
3166 
. 69 



31966 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 
Gene No. 
Start . 
Name " 
Start 
GI 

Exons 



Seq. No. 
Gene No. 

Name 
Start 



31985 
66150 
4422 

OJ991008_18 . 0106 . C12 . o2 . gs 

4422 

none 

4422. .4444, 6078. .6224, 6549. 
9196. .9308, 9499. .9616, 9727. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991008 18.0106.C12 



12221 
GENSCAN 
12181 
.63 

7235, 8675. .8710, 8930. .9083, 
9846, 9929.. 10066, 10357 .. 10482 , 



10624. .10812, 10916. .11203, 11309 .. 11339, 11979. .12181 



31985 
66150 
4422 

OJ991008_18.0106.C12.ol.gp 
8440 

1913_1.R1084 
8440 
9929 



OJ991008 18.0106.C12 



Seq. ID 
Strand 

End 12221 
Method AAT/GAP 
End 12221 
Score 3532 

8786, 8866. .9083, 9196. .9308, 9499. .9616, 9727. .9846, 
10066, 10357. . 10482, 10624 .. 108 12, 10916 .. 11203, 



11309. .11339, 11979.. 12221 

, 1709619/sp|P52588|PDI_MAIZE 1.0e-174 PROTEIN DISULFIDE 

ISOMERASE PRECURSOR (PDI) >gi_2146814_pir S69181 protein 

disulfide isomerase (EC 5.3.4.1) precursor - maize >gi_625148 
(L39014) protein disulfide isomerase [Zea mays] ' 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991008 18.0106.C12 



31985 
66150 
4422 

OJ991008_18.0106.C12.ol.np 
8874 
1709619 

8874. .9083, 9196. .9308, 9499. 
10357. .10482, 10624 .. 10812 , 10916. 
11979. .12184 • 
PROTEIN DISULFIDE ISOMERASE PRECURSOR (PDI) 

gi I 2146814 |pir | | S69181 protein disulfide isomerase (EC 5.3.4.1) 
precursor - maize gi 1625148 (L39014) protein disulfide isomerase 
[Zea mays] 



12221 
AAT/NAP 
12184 
1948 

9616, 9727. .9846, 9929. .10066, 
11203, 11309. .11339, 



31985 
66151 

19318 . . • \ . " 

OJ991008_18..0106\C12.ol. ts 
8851 



none 
8851. . 
9196. . 
9500. . 
102,97. 
10913. 



Seq. ID OJ991008_18.0106.C12 
Strand 

End 19842 
Me'thod . TBLASTX : Soyjpean 
End 12058 
Score 70 

.9051, 9054. .9083, 9058. .9084, 
.9309, 9206. .9334, 9257. .9304, 
,9849, 9731. .9883, 9929. .10069, 
10494, 10352. .10483, 10615 .. 10812, 10624 .. 108 12 , 
11206, 10914. .11204, 1097 9 .. 11206, 11309 .. 11338 , 



9048, 8925.. 9053, 8953 
9312, 9203.. 9310, 9205 
9619, 9500.. 9616, 9730 



11310. .11339, 11976. .12017, 11978. .12058 



31985 
66151 

1 mi n 

X ^ *J -L U 

OJ-991008_18 .0106.C12.ol.tc 
8864 



Seq. ID 

Strand 

End 

Method 
End 



OJ991008_18.0106.C12 
19842 

TBLASTX: Cress 
12058 



31967 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 37 

8864. .8899, 8908. .9048, 8925. .9053, 8943. .9053, 8982. .9083, 
9054. .9083, 9055.. 9090, 9205. .9309, 9257. .9304, 9265. .9312, 
9500. .9622, 9501. .9623, 9730.. 9876, 9734. .9847, 9736. .9849, 
9929. .10069, 9931. .10032, 1014 1 .. 10200, 10297 .. 104 94 , 
10310. . 10483, 10600. .10812, 10622 .. 10813, 10624 .. 10830, 
10913. .11206, 10926. .11204, 11068 .. 11214 , 1 1074 .. 11235 , 
11309. . 11338, 11310. .11339, 1197 6 .. 12017 , 11978.. 12058 



31985 
66151 
19318 

OJ991008_18.0106.C12.ol.tm 
8928 



none 
8928. , 
9195. . 
9500. , 
9906. . 
10300. 
10615. 
-10914 . 
11311. 
12137. 



9083, 
9308, 
9616, 
10067, 
. 10494 
. 10812 
.11204 
.11340 
. 12169 



Seq. ID OJ991008_18.0106.C12 
Strand 

End 19842 
Method TBLASTX : Maize 
End 12169 
Score 104 

9077, 8950. .9090, 9193.. 9309, 
9312, 9257. .9304, 9500.. 9616, 
9847, 9726. .9848, 9727. .9849, 
9918. .10067, 9919. .10068, 9929. .10069, 
10310. .10483, 10356. .10484, 10357 .. 104 85, 
10623. .10811, 10682. .10813, 10913 .. 11206, 
10916. .11206, 11309. .11338, - 11310. .11339, 
11967. . 12017, 11975. . 12061, 1 1 978 .. 12058 , 



8932.. 9084, 8946 
9196.. 9309, 9196 
9715. .9849, 9719 



Seq. Nov 


31985 




Seq. ID 


OJ991008_r8.0106 


.C12 


Gene No. 


66151 




Strand 






Start 


19318 




End 


19842 




Name 


OJ991008 18.0106.C12 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


10706 




End 


11206 




GI 


none 




Score 


151 




Exons 


10706. . 10813, 10706. 


.10810, 


10708. .10830, 10708. .10812, 






10928. . 11206, 10929. 


.11204 








Seq. No. 


31985 




Seq. ID 


OJ991008JL8.0106 


.C12 


Gene No. 


66151 




Strand 






Start 


19318 




End 


19842 




Name 


OJ991008 18.0106.C12 


. o4 . gs 


Method 


GEN SCAN • 




Start 


19318 




End 


19812 




GI 


none 




Score 


.5 




Exons 


19318. .19596, 19660. 


.19812 








Seq.. No.. 


31985 - 




Seq'.. ID 


: .OJ99100-8_18.010e, 


.C12 


Gene No. 


66151 




Strand 






Start 


19318 




End 


19842 




Name 


OJ991008 18.0106.C12 


. o4 .np 


Method 


AAT/NAP 




Start 


19321 


End 


19842 




GI 


5902445 




Score 


467 




Exons 


19321.. 19842 











GI Descrip. (AB030283) GAG-POL precursor [Oryza sativa] 



Seq. No. 31985 

Gene No. 66151 

Start 19318 

Name OJ991008_18. 0106.C12.o£ 

Start 19330 

GI none 



. tw 



Seq. ID 

Strand 

End 

Me Lhod 

End 

Score 



OJ991008_18.0106.C12 
19842 

TBLASTX : Whear 

19842 

67 



31968 




Exons 


19330. .19461, 19331. .19456, 


19486. .19842, 19682. .19789 




Seq. No. 


31986 


Seq. ID 


OJ991008_18.0106 


.C13 


Gene No. 


66152 


Strand 


+ 




Cf -,y.f 


3629 


End 


5392 




Name 


OJ991008 18.0106.C13.o2.np 


Method 


AAT/NAP 




Start 


3629 


End 


5392 




GI 


6721512 


Score 


96 




Exons 


3629. .3776/ 3805. .3915, 454S 


1. .4678, 5350. .5392 




GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


31986 


Seq. ID 


OJ991008_18.0106 


.C13 


Gene No. 


66153 


Strand 


+ 




Start 


6244 


End 


6713 




Name 


OJ991008_18 .0106.C13.ol.gp 


Method 


AAT/GAP 




Start 


6244 


End 


6713 




GI 


none 


Score 


884 




Exons 


6244 . . 6713 








Seq. No. 


31986 


Seq. ID 


OJ991008_18.0106, 


.C13 


Gene No. 


66154 


Strand 






n4.-y.4- 
otart 


1 


End 


4853 




Name 


OJ991008_18 .0106.C13.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


4853 




GI 


4 680183 


Score 


1182 




Exons 


1..360, 448. .488, 954. .2168, 


2355. .2691, 4825. .4853 




GI Descrip. 


(AF111709) gag-pol protein [ 


Oryza sativa subsp. indica] 




Seq. No. 


31986 


Seq. ID 


OJ991008_18.0106. 


.C13 


Gene No. 


66155 


Strand 






Start 


6513 


End 


7435 




Name 


OJ991008_18 .0106.C13.ol.tm 


Method 


TBLASTX: Maize 




Start 


22 


End 


378 




GI 


none 


Score 


211 




Exons 


22. .378, 23. .316, 76. .324 








Seq. No. 


31986 


Seq. ID 


OJ991008JL8.0106. 


,C13 


Gene No. 


66155 


Strand 






Start 


6513 - 


End 


7435 




Name 


OJ991008_18 . 0106.C13.ol. tw 


Method 


TBLASTX: Wheat 




Start 


52 


End 


508 




GI 


none '/ ' 


Score 


344 ' 




Exons ' * 


52. .507, 53. .50-8 ' 








Seq. No. 


31986 


Seq. ID 


OJ991008_18.0106. 


C13 


Gene No . 


66155 


Strand 






Start 


6513 


End 


7435 




Name 


OJ991008 18-0106. C13.o2.ts 


Method 


TBLASTX: Soybean 




Start 


103 


End 


468 




GI 


none 


Score 


97 




Exons 


103. .237, 253. .468 








Seq. No. 


31986 


Seq. ID 


OJ991008_18.0106. 


C13 


Gene No. 


66155 


Strand 






Start 


6513 


T7> 1 


7435 




Name 


OJ991008 18.0106.C13.o2.tw 


Method 


TBLASTX: Wheat 




Start 


700 


End 


1155 





31969 




GI 


none 




Score 


14 9 * 


Exons 


700. .936, 710. .934, 973. 


.1155, 


1046. . 


1147 


Seq. No. 


31986 




Seq. ID 


OJ991008_18.0106.C13 








Strand 




Start 


6513 




End 


7435 


Name 


OJ991008 18.0106.C13.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


1784 




End 


2182 


GI 


none 




Score 


100 


Exons 


1784. ,2059, 1785.. 2018, 


2018. . 


2131, 2070.. 2120, 2132.. 2182 


Seq. No. 


31986 




Seq. ID 


OJ991008_18.0106.C13 


(?ono NT /-\ 


DDI JJ 




Strand 




Start 


6513 




End 


7435 


Name 


OJ991008 18.0106.C13.o2. 


gs 


Method 


GENSCAN 


Start 


6513 




End 


7382 


GI 


none 




Score 


.98 


Exons 


6513.. 7382 








Seq. No. 


31986 




Seq. ID 


OJ991008_18.0106.C13 


Gene No. 


66155 




Strand 






DJl J 




End 


7435 


Name 


OJ991008 18.0106.C13.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


6913 




End 


7386 


GI 


none 




Score 


208 


Exons 


6913.. 6972, 6951.. 6989, 


6984. . 


7142, 6985. .7122, 7113. .7382, 




7114. .7383, 7114. .7386 








Seq. No. 


31986 




Seq. ID 


OJ991008_18.0106.C13 


Gene No. 


66155 




Strand 




Start 


6513 




End 


7435 


Name 


OJ991008 18.0106.C13.o2. 


gp 


Method 


AAT/GAP 


Start 


7033 




End 


7435 


GI 


11912 1.R1084 




Score 


779 


Exons 


7033. .7435 









GI Descrip. ' 5803242/dbj | AP000399.. 1 1 AP000399 0.0e+00 Oryza sativa genomic 



DNA, chromosome 6, clone : P0535G04 1 



Seq. No. 


31986 








Seq. ID 


OJ991008 


_18.0106.C13 


Gene No. 


66155 








Strand 






Start 


6513 








End 


7435 




Name 


OJ991008 18 


0106. 


C13.ol 


. ts 


Method 


TBLASTX: 


Soybean 


Start - 


7173 ' ' ' 








End' 


■7379 


GI 


none 








Score 


155 




Exons 


7173. .7379, 


7174. 


.7374 










Seq. No. 


31987 








Seq. ID 


OJ991008 


_18.0106.C14 


Gene No. 


66156 








Strand 


+ 




Start 


5882 








End 


10679 




Name 


OJ991008 18 


0106. 


C14 .o2 


gs 


Method 


GENSCAN 




Start 


5882 






End 


10679 




GI 


none 








Score 


.58 




Exons 


5882. .8641, 


8779. 


.8945, 


8959. 


. 9128, 9150. .9546, 


9594 . . 9750, 




9831. . 10679 












Seq. No. 


31987 








Seq. ID 


OJ991008 


__18.0106.C14 


Gene No. 


66156 








Strand 


+ 





31970 



Start 5882 End 10679 

Name OJ991008_18 . 0106 . C14 . o2 . np Method AAT/NAP 

Start 5882 End 10676 

GI 5295971 Score 7830 

Exons 5882.. 10676 

GI Descrip. (AB026295) EST D24 315 (R1718 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 

transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



Seq. No. ■ 31987 

Gene No. 66157 

Start 1425 

Name OJ991008_18 . 0106 . C14 . ol . gp 

Start 172 

GI 11912_1.R1084 

Exons 172.. 315 

GI Descrip. ' 5803242/dbj | AP000399 . 1 | AP000399 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 1 



Seq. ID OJ991008_18.0106.C14 
Strand 

End 15069 

Method AAT/GAP 

End 315 

Score 243 



Seq. No. 31987 

Gene No. 66157 

Start 1425 

Name OJ991008_18 . 0106 . C14 . o2 . gp 

Start 1073 

GI 4971_1.R1084 

Exons '1073.. 1528 

GI Descrip. ' 1904 6/emb | X64254 | HVMRNA 3.0e-21 H.vulgare mRNA for seed protein 
B32E 1 



Seq. ID OJ991008_18.0106.C14 
Strand 

End 15069 .. 

Method AAT/GAP 

End 1528 

■Score 877 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31987 
66157 
1425 

OJ991008_18.0106.C14 .ol.gs 

1425 

none 



Seq. ID OJ991008_18.0106.C14- 
Strand 

End 15069 

Method GENSCAN 

End 4933 

Score .56 



1425. .2111, 2531. .2654, 2740. .2825, 3494. .3575, 4227. .4378, 
4910.. 4933 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31987 
66157 
1425 

OJ991008_18.0106.C14 .oil .tm 
1425 ' _ . : 

none . * 



Seq. ID OJ991008_18.0106.C14 
Strand 

End 15069 
Method " TBLASTX: Maize 
.End 1631 . k # 

Score ' 95 



1425. .1631, 1428. .1523, 1429. .1617, 1557. .1619 



Seq. No. 31987 

Gene No. 66157 

Start 1425 

Name OJ991008_18 . 0106 . C14 . ol . np 

Start 1428 

GI 282995 

Exons 1428.. 2213 

GI Descrip. seed protein B32E - barley (fragment) gi I 1345530 | emb | CAA4 5538 | 
(X64254) B32E [Hordeum vulgare] 



Seq. ID OJ991008_18.0106.C14 
Strand 

End 15069 

Method AAT/NAP 

End 2213 

Score 1038 



Seq. No. 



31987 



Seq. ID OJ991008 18.0106.C14 



31971 



Gene No. 66157 

Start 1425 

Name OJ991008_18 . 0106 . C14 . o5 . tm 

Start 1658 

GI none 

Exons 1658.. 1711, 1659.. 1718, 1660. 

1699. .1872, 1758. .2114, 1870. 



Strand 
End 

Method 

End 

Score 



15069 

TBLASTX: Maize 

2230 

47 



1728, 1662. .1781, 1693. .1761, 
1908, 1887. .1931, 1887. .1964, 



1906. .2214, 1907. .2215, 2Q03..2230, 2004. .2222 



Seq: No. 31987 
Gene No. 66157 
Start 1425 

Name OJ991008_18 . 010 6 . C14 . o4 . ts 

Start 1710 
GI none 

Exons 1710.. 1757, 2045. .2146, 2049. 

2742. .2825, 2743. .2826, 3494. 
4863. .4937, 5150. .5266, 5166. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991008_18.0106.C14 
15069 

TBLASTX: Soybean 

13218 

72 



,2114, 2411. .2506, 2570. .2656, 
,3577, 4783. .4821, 4860. .4940, 
,5264, 11101. . 11205, 11102 .. 11 191 , 



11122. . 11199, 11135. .11212, 1311 6 .. 132 14 , 13117. .13218 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31987 Seq. ID 

66157 Strand 
1425 End 
OJ991008_18. 0106.C14 .o3.gp Method 
1927 End 
5796JL.R1084 Score 
1927. .2214, 2418. .2654, 2740. .2830 

' 282995/pir | | S22534 1.0e-20 seed protein B32E - barley 
(fragment) >gi_134 5530_emb_CAA4 5538_ (X64254) B32E [Hordeum 
vulgare] 1 



OJ991008_18.0106.C14 

15069 
AAT/GAP 
2830 
1152 



31987 
66157 
1425 

OJ991008_18, 

2411 

none 

2411. .2464, 
2567. .2653, 
2739. .2825, 
4779. .4931, 
5150. .5266," 



0106.C14 .08 .tm 



Seq. ID OJ991008_18.0106.C14 
Strand 

End 15069 
Method TBLASTX: Maize 
End 11185 
Score 67 

2417. .2464, . 2441. .2533, 2466. .2531, 2558. .2659, 
2571. .2705, 2572. .2682, 2725. .2826, 2736. .2831, 
3494. .3577, 3494. .3577, 3495. .3578, 4749. .4784, 
4815. .4931, 5131. .5265, 5145. .5264, 5150. .5266, 
11101. .11184, 11122.. 11184,. 11132.. 11185 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991008 18 . 01.06. C14. 



Seq. No. 31987 , 

Gene No. 66157 
Start 1425 

Name OJ991008_18 . 0106 . C14 . o4 . gp 

Start 3451 
GI 48709_1.R1084 

Exons 3451.. 3575, 4762.. 4934, 5150. 

13117. .13255, 13391. .13667 
GI Descrip. 1 3395431 1.0e-43 (AC004 683) unknown protein [Arabidopsis 

thaliana] 1 



15069 
AAT/GAP 
13667 
1787 



,5263, 11101. . 11199, 11482. .11560, 



Seq= No. 
Gene No. 
Start 



31987 
66157 
1425 



OC4 . ±u 

Strand 
End 



15069 



31972 




Name 


OJ991008 18 


1.0106 


.C14 ,o7 


. tm 


Method 


TBLASTX: Maize 


Start 


6269 








End 


6565 


GI 


none 








Score 


45 


Exons 


6269. .6304, 


6274 


. .6489, 


6339. 


.6458, 6350.. 6565, 6350.. 6565 


Seq. No. 


31987 








Seq. ID 


OJ991008_18.0106.C14 


Gene No. 


66157 








Strand 




Start 


1425 








End 


15069 


Name 




nine 
. U lUb 


. . Ol 


. tm 


Method 


TBLASTX: Maize 


Start 


6800 








End 


7516 


GI 


none 








Score 


384 


Exons 


6800. .7075, 


6815 


. .7030, 


6817. 


.7074, 6992.. 7087, 7056.. 7085, 




7057. .7089, 


7095 


. .7274, 


7095. 


.7229, 7096. .7332, 7154. .7339, 




7258. .7512, 


7265 


. .7516 








Seq. No. 


31987 








Seq. ID 


OJ991008_18.0106.C14 




O O 1 0 / 








Strand 


- 


Start 


1425 








End 


15069 


Name 


OJ991008 18 


.0106 


.C14.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


7441 








End 


78 94 


GI 


none 








Score 


338 


Exons 


7441. .7809, 


7442. 


. .7807, 


7574 . 


.7834, 7S 


114. .7894, 7819. .7893 


Seq. No. 


31987 








Seq. ID 


OJ991008_18.0106.C14 


Gene No . 


bblo / . 








Strand 


- 


Start 


1425 








End 


15069 


Name 


OJ991008 18 


.0106. 


.C14.o9, 


. tm 


Method 


TBLASTX: Maize 


Start 


7531 








End 


7771 


GI 


none 








Score 


315 


Exons 


7531. .7770, 


7532, 


. .7771 








Seq. No. 


31987 








Seq. ID 


OJ991008_18.0106.C14 


Gene No . 


DDlO / 








Strand 




Start 


1425 








End 


15069 


Name 


OJ991008 18 


.0106. 


,C14.o5. 


. ts 


Method 


TBLASTX: Soybean 


Start 


7832 








End 


8107 


GI 


none 








Score 


195 


Exons 


7832. .8107, 


7928. 


.8008 - 








Seq. No. 


31987 








Seq. ID 


OJ991008_18.0106.C14 


UCilC 1NO . 


DDI J / 








Strand 




Start ; 


1425 . 








End 


15069 • •• ■ 


Name 


'OJ991008 18 


.0106. 


C14.o3. 


tw 


Method' 


TBLASTX: Wheat 


Start 


7967 








End 


8527 . . 


GI 


none 








Score 


110 


Exons 


7967. .8107, 


8168. 


.8431, 


8182. 


.8331, 8434. .8511, 8438. .8527 


Seq. No. 


31987 








Seq. ID 


OJ991008_18.0106.C14 


taene no . 


ODlO / 








Strand 




Start 


1425 








End 


15069 


Name 


OJ991008 18 


.0106. 


C14 .o2. 


tm 


Method 


TBLASTX: Maize 


Start 


8170 








End 


8596 


GI 


none 








Score 


684 " ' 


Exons 


8170. .8595, 


8174. 


.8596, 


8201. , 


.8596 




Seq. No. 


31987 








Seq. ID 


OJ991008_18.0106.C14 


Gene No. 


66157 








Strand 





31973 




Start 


- 1425 








End 


15069 


Name 


OJ991008 18 


.0106 


.C14 .ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


8201 








End 


8680 


GI 


none 








Score 


354 


Exons 


8201. .8512, 


8206 


. .8496, 


8297 


..8497, 8534. .8680 


Seq. No. 


31987 








Seq. ID 


OJ991008_18.0106.C14 


bene ino . 


OOlD / 








Strand 




Start 


1425 








End 


15069 


Name 


OJ991008 18 


.0106 


.C14 .o2 


.tc 


Method 


TBLASTX: Cress 


Start 


8216 








End 


8650 


GI 


none 








Score 


207 


Exons 


8216. .8509, 


8266 


. .8298, 


8356. 


..8502, 8534. .8650 


Seq. No. 


31987 








Seq. ID 


OJ991008_18.0106.C14 


Gene No. 


66157, 








Strand 




Start 


1425 








End 


15069 


Name 


r\ tq Qi nno 1 o 


nine 


. Li 4 . Oo 


. t s 


Method 


TBLASTX: Soybean 


Start 


9131 








End 


9624 


GI 


5509260 








Score 


223 


Exons 


9131. .9415, 


9211, 


. .9387, 


9410. 


,.9553, 9448. .9537, 9517. .9624, 




9558. .9605 












GI Descrip. 


- 












Seq. No. 


31987 








Seq. ID 


OJ991008 18.0106.C14 


bene ino . 


(TCI CT 

DDI J / 








Strand 




Start 


1425 








End 


15069 


Name 


OJ991008 18, 


.0106. 


X14.o6, 


. tm 


Method 


TBLASTX: Maize 


Start 


9182 








End 


9475 


GI 


none 








Score 


285 


Exons 


9182. .9433, 


9208. 


. .9387, 


9410. 


.9475, 94 


10. .9475 


Seq. No. 


31987 








Seq. ID 


OJ991008_18.0106.C14 


CI. a t~i NT r~\ 

bene ino . 


DDIj / 








Strand 




Start 


1425 








End 


15069 


Name 


OJ991008 18. 


,0106. 


.€14 .o3, 


. tc- 


Method 


TBLASTX: Cress 


Start 


9253 








End 


' 9514 


GI 


none 








Score 


152 


Exons 


9253. .9384, 


9254. 


. 9427, 


9410. 


.9514 




Seq. No. 


31987 








Seq. ID 


OJ991008_18.0106.C14 


Gene No. 


66157 








Strand 






*l A O't; 








-End ' 


15069 


Name 


OJ991008 18. 


0106. 


C14.o2. 


, tw 


Method 


TBLASTX: Wheat 


Start 


9298 








End 


9848 


GI 


none 








Score 


120 


Exons 


9298. . 9387, 


9299. 


. 9427, 


9410. 


.9532, 94 


51. .9531, 9517. .9639, 




9538. . 9615, 


9625. 


.9804, 


9801. 


. 9848 




Seq. No. 


31987 








Seq. ID 


OJ991008_18.0106.C14 


Gene No. 


66157 








Strand 




Start 


1425 








End 


15069 


Name 


OJ991008 18. 


0106. 


C14.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


9676 








End 


10066 


GI 


none 








Score 


197 


Exons 


9676. .9804, 


9676. 


.9735, 


9678. 


.9803, 9798. .10064, 9801. .10064 



9803. . 10066 



31974 



OC^. LN {J . 


31987 






Seq. ID 


OJ991008 18.0106 


.Cl4 


Gene No. 


* 66157 






Strand 






Start 


1425 






End 


15069 




Name 


OJ991008 18.0106.C14 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


9849 






End 


10160 




GI 


none 






Score 


64 




Exons .V 


9849. 


.9956, 9981. .10160 








Seq. ' No. 


31987 






Seq. ID 


OJ99l008_l8.0l06 


.Cl4 




66157 






Strand 






Start 


1425 






End 


15069 




Name 


OJ991008 18.0106.C14 


.ol .tc 


Method 


TBLASTX: Cress 




Start 


9981 






End 


10643 




GI 


none 






Score 


255 




Exons 


9981. 


10268, 10043.. 




10175. .102 67, 10277. .10354, 






10278 


.10358, 10425. 


. 10 o4 J , 


10433. . 10639 




Seq. No. 


31987 






Seq. ID 


OJ99l008_l8.0l06 


.Cl4 


ucllc LnvJ • 


66157 






Strand 






Start 


1425 






End 


15069 




Name 


OJ991008 18.0106.C14 


. o2 . t s 


Method 


TBLASTX.: Soybean 




Start 


10002 






End 


10652 




GI 


none 






Score . 


147 




Exons 


10002. 


.10163, 10175. 


. lUoOO, 


1017 6. .10337, 10419. .10652, 






10433. 


.10519 










jc(j. IN O ■ 


31987 






Seq. ID 


OJ99l008_l8.0l06 


.Cl4 


Gene No. 


66157 






Strand 






Start 


1425 






End 


15069 




Name 


OJ991008 18.0106.C14 


. ol2 . tm 


Method 


TBLASTX: Maize 




Start 


10068 






End 


10247 




GI 


none 






Score 


195 




Exons 


10068. 


.10247, 10070. 


. 1Uz4 b 








OCU ■ LN ^ • 


31987 






Seq. ID 


OJ99l008_l8.0l06. 


Cl4 


Gene No. 


66157 






Strand 






Start 


1425 






End 


15069 




Name 


OJ991008 18.0106.C14 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


10194 






End 


10613 




GI 


none 






Score 


120 




Exons 


10194 . 


.10364, 10277. 


.10354,. 


10410. . 10613, 10419. . 10601 




Seq. No. 


31987 






Seq. ID 


OJ991008JL8.0106. 


Cl4 


UC11C LN • 


66157 






Strand 






Start 


1425 






End 


15069 




Name 


OJ991008 18.0106.C14 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


10253 






End 


10642 




GI 


none 






-Score 


520 




Exons 


10253. 


.10360, 10254. 


10640, 


10256. .10642, 10285. .10518, 






10347. 


.10640, 10418. 


10642 








Seq. No. 


31987 






Seq. ID 


OJ99l008_l8.0l06. 


Cl4 


Gene No. 


66157 






Strand 






Start 


1425 






End 


15069 




Name 


OJ991008 18.0106.C14. 


o3 . gs 


Method 


GENSCAN 




Start 


11022 




End 


15069 





31975 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score .71 

11022. .11045, 11101. .11199, 11482 .. 1158 9, 12256 12268, 

13117. .13255, 13307. .13477, 15012.. 15069 



31987 
66157 
1425 

OJ991008_18.0106.C14.ol3.tm 

11478 

none 



Seq. ID OJ991008_18.0106.C14 
Strand 

End 15069 

Method TBLASTX: Maize 

End 13230 

Score 81 



11478. .11561, 11479. .11562, 11480 11563, 13116 1322 9, 
13117. .13230 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



31987 
66157 
1425 

OJ991008_18.010 6.C14 .olO.tm 

12113 

none 



Seq. ID OJ991008_18.0106.C14 
Strand 

End 15069 

Method TBLASTX : Mai ze 

End 12532 

Score 53 



12113. . 12370, 12382. . 12450, 12476. .12532 



31988 
66158 
847 

OJ991008_18 .010 6.C15.ol.gs 

847 

none 

847. .920, 2690. .2771 



Seq. ID OJ991008_18.0106.C15 
Strand 

End 2771. 

Method - GENSCAN 

End 2771 

Score .69 



31989 
66159 
1 

OJ991008_18 . 0106.C16.ol.gp 
1 

63371_1.R1084 
1. . 187 

•5803242/dbj | AP000399.il AP000399 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 1 . 



Seq. ID OJ991008_18.0106.C16 

Strand 

End 187 

Method AAT/GAP 

End 187 

Score 361 



31989 
66160 
1203 

OJ991008_18 . 0106.C16.ol.np 
1194 . 
6539588 
1194 . . 1489 

(AP000837) hypothetical protein [Oryza sativa] 



Seq. ID OJ991008_18.0106.C16 
Strand 

End 2196. 

Method ' AAT/NAP \ * 

End 1489 

Score 243 



31989 
66160 
1203 

OJ991008_18. 0106.C16.o2 .gs 

1203 

none 



Seq. ID OJ991008_18.0106.C16 
Strand 

End 2196 

Method GENSCAN 

End 2196 

Score .95 



Seq. No. 



31990 



Seq. ID OJ991008_18.0106.C18 



31976 



Gene No. 66161 Strand 

Start 347 End 506 

Name OJ991008_18 . 0106 . C18 . ol . gs Method GENSCAN 

Start 347 End 506 

GI none Score .94 

Exons 347.. 506 



Seq. No. 31991 Seq. ID OJ991008. 

Gene No. 66162 Strand + 

Start 628 End 993 

Name OJ991008_15 . 0105 . CI . ol . gs Method GENSCAN 

Start 628 End 993 

GI none Score .78 

Exons 628.. 720, 811.. 993 



15. 0105. CI 



Seq. No. 31992 Seq. ID 

Gene No. 66163 Strand 

Start 1141 End 

Name OJ991008_15 . 0105 . C2 . ol . gs Method 

Start 1141 End 

GI none Score 
Exons 



OJ991008_15.0105.C2 
+ 

6934 
GENSCAN 
6934 
. 61 



1141. .1296, 2065. .2190, 3243. .3393, 42 65 . . 4 351 , . 5200 . . 5225 , 
6253. .6521, 6699. .6934 



Seq. No/ ' 31992 Seq. ID V OJ991008_15 . 0105 . C2 

Gene No. 66164 Strand 

Start 6969 End 13014 

Name OJ991008_15 . 0105 . C2 . ol . gp Method AAT/GAP 

Start 6969 End 8744 

GI 294701 Score 2894 

Exons 6969.-7976, 8075. .8235, 8334. .8471, 8567.. 8744 

GI Descrip. 584681/sp | Q07215 | 1A11JDRYSA 0.0e+00 

1 -AMINOCYCLOPROPANE- 1 -CARBOXYLATE SYNTHASE 1 (ACC SYNTHASE 1) 
( S-ADENOSYL-L-METHIONINE METHYLTHIOADENOSINE-LYASE 1) >gi_294702 
(M96672) 1-aminocyclopropane-l-carboxylate synthase [Oryza 
sativa] 



Seq. No. 31992 Seq. ID 

Gene No. 66164 Strand 

Start 6969 End 

Name OJ991008_15 . 0105 . C2 . o2 . gs Method 

Start 6989 End 

GI'*" '* none : " ■' " Score 
Exons 



OJ991008_15.0105.C2 

13014 

GENSCAN 

13014 

.93 " : '■ ••• 



6989.. 7976, 8075.. 8.235, 8567.. 8767, 8 855 . . 8 94 4 , 9093 ... 9480, 
9819. .10076, 10197. .10260, 12951. .13014 



Seq. No. 31992 Seq. ID 

Gene No. 66164 Strand 

Start 6969 ... End 13014 

Name OJ991008_15 . 0105 . C2 . ol . np Method AAT/NAP 

Start 6992 End 8743 

GI 542142 Score 2429 

Exons 6992.. 7976, 8075.. 8235, 8334.. 8471, 8567.. 8743 
GI Descrip. 1-aminocyclopropane-l-carboxylate synthase (EC 



OJ991008 15. 0105. C2 



4.4.1. 



[Oryza sativa] 



(M9667 3) i-aruiiiucyciopropane-I-carboxylate 



14) - rice 
synthase 



31977 



Seq. No. 31992 

Gene No. 66164 

Start 6969 

Name OJ991008_15 . 0105 . C2 . ol . 

Start 7067 

GI none 

Exons 7067.. 7606, 7143.. 7607 



tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991008_15.0105.C2 
13014 

TBLASTX: Maize 

7607 

331 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31992 
66164 
6969 

OJ991008_15.0105.C2.ol.tc 

7109 

none 

7109. .7684, 7110. .7616, 7703. 
8090. .8236, 8328. .8399, 8403. 

31992 
66164 
6969 

OJ991008_15. 0105.C2.ol. ts 

7127 

none 

7127. .7618, 7146. .7613, 7694. 
8092.r8235, 8328.. 8399, 8403. 

31992 
66164 
6969 

OJ991008_15. 0105.C2.o2.tm 

7703 

none 

7703. .7975, 8089. .8169 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991008 15. 0105. C2 



13014 

TBLASTX: Cress 
8705 
359 

.7975, 7704. .7976, 8089. .8238, 
.8474, 8564. .8704, 8565. .8705 



Seq. ID OJ991008_15.0105.C2 
Strand 

End 13014 

Method TBLASTX : Soybean 

End 8731 

Score 254 

.7975, 7722. .7973, 8090. .8236, 
.8474, 8564. .8731, 8571. .8708 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991008_15.0105.C2 
13014 

TBLASTX: Maize 

8169 

76 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq.' No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ., 
GI Descrip. 



31992 
66164 
6969 ■ 

OJ991008_15. 0105.C2.ol.tw 

7892 

none 



Seq. ID OJ991008_15.0105.C2 
Strand. 
End 

Method 
End 
Score 



13014 

TBLASTX: Wheat 

8399 

113 



7892. .7975, 8089. .8238, 8090. .8239, 8328. .8399, 8329. .8397 



"Seq. ID 
Strand 
End 

Method 

End 

Score 



OJ991008 15.0105;C3 



31993" - " 

66165 . 
1 

OJ991008_15.0105.C3.ol.np 
1 

4539658 

1..48, 956. .1106, 2404. .2432 

(AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



3447 
AAT/NAP 
2432 
61 



Seq. No. 31993 

Gene No. 66165 

Start 1 

Name OJ991008_15 . 0105 . C3 . ol . gs 

Start 895 



Seq. ID 
Strand 

r-> 1 

IjliU 

Method 
End 



OJ991008_15.0105.C3 

34 47 

GENSCAN 

3447 



31978 




GI 


none 






Score 


.67 








Exons 


895. .916, 1717.. 


1864, 2259.. 


2295, 2784 


..3004, 3360 


. .3447 


Seq. No. 


31994 






Seq. ID 


OJ991008 


__15 


. 0105 . 


.C4 


Gene No. 


66166 






Strand 


+ 








Start 


3770 






End 


5213 








Name 


OJ991008_15 


. 0105 


. C4 . ol . gs 


Method 


GEN SCAN 








Start 


3770 






End 


5213 








GI 


none ■ 






Score 


. 7 








Exons 


3770. .3886, 


3962 


..4252, 5091 


. .5213 










Seq. No. 


31994 






Seq. ID 


OJ991008 


_15. 


.0105. 


,C4 


Gene No. 


66167 






Strand 


— 








Start 


6056 






End 


6849 








Name 


OJ991008_15, 


. 0105 


. C4 . o2 . gs 


Method 


GENSCAN 








Start 


6056 






End 


6849 








GI 


none 






Score 


.84 








Exons 


6056. .6193, 


6717 


. .6849 












Seq. No. 


31995 






Seq. ID 


OJ991008 


_15 , 


.0105. 


C5 


Gene No. 


66168 






Strand 


+ 








Start 


4956 






End 


6287 








Name 


OJ991008_15, 


. 0105 


. C5 . ol . gs 


Method 


GENSCAN 








Start 


4 956 






End 


6287 








GI 


none 






Score 


1 








Exons 


4956. . 6287 
















Seq. No. 


31995 






Seq. ID 


OJ991008 




.0105. 


C5 


Gene No. 


66169 






Strand 










Start 


6588 






End 


7426 








Name 


OJ991008_15. 


. 0105 


. C5 . ol . tm 


Method 


TBLASTX:! 


Maize 




Start 


5727 






End 


6026 








GI 


none 






Score 


73 








Exons 


5727. .5780, 


5727 


..5783, 5747 


..5890, 5778. .6026, 


5792. .6025 


Seq. No. 


31995 






Seq. ID 


OJ991008 


_15. 


,0105. 


C5 


Gene No. 


66169 






Strand 










Start 


6588 






End 


7426 








Name 


OJ991008 15. 


. 0105 


. C5.o2 .gs 


Method 


GENSCAN 








Start 


6588 






End 


7375 








GI 


none 






Score 


.84 








Exons 


6588 . . 6623, . 


6915 


..7085, 7316 


• .7375 










Seq. No. 


31995 






Seq.. ID 


OJ9910'08_ 


JL5. 


0105. 


C5 


Gene No. 


66169 






Strand 










Start 


6588 






End 


7426 








Name 


OJ991008 15. 


0105 


.C5.ol.np 


Method 


AAT/NAP 








Start 


7032 






End 


7426 








GI 


5042454 






Score 


172 








Exons 


7032. .7085, 


7316 


. .7426 












GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 








Seq. No. 


31996 






Seq. ID 


OJ991008_ 


_15. 


0105. 


C6 


Gene No. 


66170 






Strand 


+ ■ 








Start 


832 






End 


4272 








Name 


OJ991008 15. 


0105, 


. C6 . ol . gs 


Method 


GENSCAN 








Start 


832 






End 


4272 









31979 



GI 


none 


Score 


.9 




Exons 


832,. 2092, 2187.. 2306, 2312.. 


4272 






Seq. No. 


31996 


Seq. ID 


OJ991008 


15 . 0105 .C6 


Gene No. 


66170 


Strand 


+ 




Start 


832 


End 


4272 




Name 


OJ991008 15.0105.C6.ol.np 


Method 


AAT/NAP 




Start 


832 


End 


4269 




GI 


6907089 


Score 


5067 




Exons 


832. .2092, 2187. .2478, 2629.. 


4269 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sat iva ] 




Seq. No. 


31996 


Seq. ID 


OJ991008 


15 . 0105 .C6 


Gene No. 


66171 


Strand 


+ 




Start 


15732 


End 


16189 




Name 


OJ991008 15.0105.C6.ol.gp 


Method 


AAT/GAP 




Start 


15732 


End 


16189 




GI 


LIB3432-059-P1-K1-D8 


Score 


719 




Exons 


15732. .16189 








GI Descrip. 


'5734616/dbj | AP000391 . 1 | AP000391 0.0e+00 Oryza 


sativa genomic 




DNA, chromosome 6, clone : P0538C01 * 






Seq. No. 


31996 


Seq. ID 


OJ991008 


_15.0105.C6 


Gene No. 


66172 


Strand 






Start 


4900 


End 


12819 




Name 


OJ991008 15.0105.C6.o2.gs 


Method 


GENSCAN 




Start 


4900 , 


End 


8540 




GI 


none 


Score 


.79 




Exons 


4900. .7867, 7876. .8540 








Seq. No. 


31996 


Seq. ID 


OJ991008 


_15.0105.C6 


Gene No. 


66172 


Strand 






Start 


4900 


End 


12819 




Name 


OJ991008 15.0105.C6.o2.np 


Method 


AAT/NAP 




Start 


4903 


End 


10525 




GI 


6498441 


Score 


6833 




Exons 


4903. .5184, 5278. .6651, 6823. 


.7119, 7312.. 7738, 


7912. .8046, 




8230. .8603, 8667. .9130, 9461. 


'.10525 





GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. ■•No. * ■ 31996 ■• ' ' " Seq . ID 

Gene No. 66172 . Strand 

Start 4 900 End 

Name OJ991008_15 . 0105 . C6 . o3 . gs Method 

Start 8604 End 

GI none Score 
Exons 



OJ991008_15.0105.C6 

12819 
GENSCAN 
12819 
. 62 



8604. .9759, 9854. .10079, 10233 .. 10365, 1038 6 .. 1 1075, 
11141. .11311, 11542. .11631, 11731 .. 11803, 1198 1 .. 12061 , 
12728. .12819 



Seq. No. 
Gene No. 
Start 
Name 
Start 



31996 
66172 

a nnn 

-I -/ \J \J 

OJ991008_15.0105.C6.o3.np 
11258 



Seq. ID 

Strand 

End 

Method 
End 



OJ991008_15.0105.C6 

12619 

AAT/NAP 

12533 



31980 




GI 


5042454 






Score 


238 




Exons 


11258. .11311, 11542. .11714, 


12451. . 12533 




GI Descrip. 


(AC0.077 89) 


putative polyprotein [Oryza 


sativa] 




Seq. No. 


31996 






Seq. ID 


OJ991008_15.0105 


.C6 


Gene No. 


66173 






Strand 






Start 


13479 






End 


13736 




Name 


OJ991008 15 


.0105 


.C6.o4 . tm 


Method 


TBLASTX: Maize 




Start 


4897 






End 


5043 




GI 


none 






Score 


125 




Exons 


4897. .5043, 


4904 


. .5038 








Seq. No. 


31996 






Seq. ID 


OJ991008_15.0105 


.C6 


Gene No. 


66173 






Strand 






Start 


13479 






End 


13736 




Name 


OJ991008 15 


.0105 


.C6.o6.tw 


Method 


TBLASTX: Wheat 




Start 


4912 






End 


5514 




GI 


none 






Score 


72 




Exons 


4912. .5037, 


4919 


. . 5038, 5068 


..5127, 5224. .5514, 5231. .5374 




5328. .5381, 


5411 


..5488, 5439 


. .5510 






Seq. No. 


31996 






Seq. ID 


OJ991008 15.0105 


. C6 


Gene No. 


66173 






Strand 






Start ■ 


13479 






End 


13736 




Name 


OJ991008 15 


. 0105 


.C6.o4 .tw 


Method 


TBLASTX: Wheat 




Start 


5542 






End 


5896 




GI 


none 






Score 


170 




Exons 


5542. .5895, 


5546 


..5794, 5840 


. .5896 






Seq.. No. 


31996 






Seq. ID 


OJ991008_15.0105 


.C6 


Gene No. 


66173 






Strand 






Start 


13479 






End 


13736 




Name 


OJ991008 15 


.0105 


.C6.o3. tm 


Method 


TBLASTX: Maize 




Start 


5710 






End 


6009 




GI 


none 






Score 


153 




Exons 


5710. .5898, 


5723 


..5896, 5887 


. .6009 






Seq. No. 


31996 






, . Seq. ID 


OJ991008_15.0105 


.C6 


Gene No. 


66173 






Strand 






Start 


13479 






End 


13736 




Name 


OJ991008 15 


.0105 


.C6.o8.tw 


Method 


TBLASTX: Wheat 




Start 


6202 






End 


6514 




GI 


' none' * 






' Score 






Exons 


6202 . . 6462, 


6338, 


..6514 








Seq. No. 


31996 






Seq. ID 


OJ991008__15.0105 


.C6 


Gene No. 


66173 






Strand 






Start 


13479 






End 


13736 




Name 


OJ991008 15 


.0105, 


.C6.o2. ts 


Method 


TBLASTX: Soybean 




Start 


6262 






End 


6828 




GI 


5666795 






Score 


68 




Exons 


6262. .6462, 


6517. 


..6654, 6730, 


. .6828 






GI Descrip. 


4206306 2.0e-10 


(AF049110) prpol [Zea mays] 




w w . 11V . 


o 1 r\ r\ /r 
^> ± y y \j 






Seq. ID 


ojyyiuu8__i5.oi05. 


.C6 


Gene No. 


66173 






Strand 






Start 


13479 






End 


13736 





31981 




Name 


OJ991008 15 


.0105 


.C6.o5 


.tw 


Method 


TBLASTX: Wheat 




Start 


6517 








End 


6975 




GI 


none 








Score 


92 




Exons 


6517. .6654, 


6517 


. .6666, 


, 6700. 


.6951, 6701. .6886, 6727. .6975 


Seq. No. 


31996 








Seq. ID 


OJ991008_15 .0105 


.C6 


Gene No . 


DDI 15 








Strand 






Start 


13479 








End 


13736 




Name 


OJ991008 15 


.0105 


.C6.ol. 


.ts 


Method 


TBLASTX : Soybean 




Start 


7576 








End 


7946 




GI 


none 








Score 


77 




Exons 


7576. .7806, 


7803 


. .7946, 


7804. 


.7926 






Seq. No. 


31996 








Seq. ID 


OJ991008_15.0105 


. C6 


Gene No . 


DDI 15 








Strand 






Start 


13479 








End 


13736 




Name 


OJ991008 15 


.0105 


,C6.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


7606 








End 


8025 




GI 


none 








Score 


119 




Exons 


7606. .7812, 


7613 


. .7786, 


7794. 


.8024, 7795. .8025 




Seq. No. 


31996 








Seq. ^ID 


OJ991008 15.0105, 


.C6 


Gene No . 


bbl 15 








Strand 






Start 


13479 








End 


13736 




Name 


OJ991008 15, 


.0105, 


.C6.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


7699 








End 


8082 




GI 


none 








Score 


187 




Exons 


7699. .7809, 


7797. 


. .8081, 


7798. 


. 8082 






Seq. No. 


31996 








Seq. ID 


OJ991008_15 . 0105 , 


,C6 


Gene No . 


bbl 15 








Strand 






Start 


13479 








End 


13736 




Name 


OJ991008 15. 


,0105. 


.C6.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


8109 








End 


8465 




GI 


none 








Score 


126 




Exons 


8109. .8414, 


8109. 


, .8465, 


8119. 


.8430 






Seq. No. 


31996 








Seq. ID 


OJ991008_15.0105. 


C6- 


Gene No . 


bbl 15 








Strand 






Start 


13479 








End 


13736 




Name 


OJ991008 15. 


0105. 


C6.ol, 


tw 


Method 


TBLASTX: Wheat 




Start 


8133 








End 


8595 




GT' ' 


none 




• 




Score 


228 




Exons 


8133.. 8594, 


8139. 


.8594, 


8140. 


.8595 






Seq. No. 


31996 








Seq. ID 


OJ991008_15.0105. 


C6 


t^ene jno . 


OOl / J 








Strand 






Start 


13479 








End 


13736 




Name 


OJ991008 15. 


0105. 


C6.o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


8190 








End 


8555 




GI 


none 








Score 


110 




Exons 


8190. .8324, 


8331. 


.8555 










Seq. No. 


31996 








Seq. ID 


OJ991008_15.0105. 


C6 


Gene No . 


66173 








3 1 rand 






Start 


13479 








End 


13736 




Name 


OJ991008 15. 


0105. 


C6.o3. 


tw 


Method 


TBLASTX: Wheat 





31982 




Start 


8760 


End 


9246 




GI 


none 


Score 


171 




• Exons 


8760. .9245, 8791. .9051, 9073. 


.9246 






Seq. No. 


31996 


Seq. ID 


OJ991008 


15. 0105. C6 


Gene No. 


66173 


Strand 






Start 


13479 


End 


13736 




Name 


OJ991008 15.0105.C6.o7.tw 


Method 


TBLASTX: 


Wheat 


Start 


9985 


End 


10536 




GI 


none 


Score 


95 




Exons 


9985. .10242, 10019. . 10258, 10225 .. 10338 , 10226. 


. 10306, 




10329. .1037 6, 10501. .10536 








Seq. No. 


31996 


Seq. ID 


OJ991008 


_15.0105.C6 


Gene No. 


66173 


Strand 






Start 


13479 


End 


13736 




Name 


OJ991008 15.0105.C6.o4 .gs 


Method 


GENSCAN 




Start 


13479 


End 


13736 




GI 


none 


Score 


. 66 




Exons 


13479. .13736 








Seq. No. 


31997 • 


Seq. ID 


OJ991008 


15. 0105. C7 


Gene No. 


66174 


Strand 


+ 




Start 


2541 : 


End 


4160 




Name 


OJ991008 15.0105.C7.o2.np 


Method 


AAT/NAP 




Start 


2541 


End 


4160 




GI 


5042454 


Score 


559 




Exons 


2541. .2684, 3146. .3263, 3331. 


.4160 






GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


31997 


Seq. ID 


OJ991008 


_15.0105.C7 


Gene No. 


66174 


Strand 


+ 




Start 


2541 


End 


4160 




Name 


OJ991008 15.0105.C7.o2.gs 


Method 


GENSCAN 




Start 


3337 


End 


4023 




GI 


none 


Score 


.49 




Exons 


3337. .3724, 3761. .4023 








Seq. No. 


31997 


Seq. ID 


OJ991008_ 


_15.0105.C7 


Gene No. 


66175 


Strand 






Start 


228 


End 


1461 




Name 


OJ991008 15.0105.C7.ol.gp 


Method 


AAT/GAP„. 




Start 


. 228 " ' ^ 


End 


1461 




GI 


4715992 


Score 


1116 




Exons 


228. .759, 1389. .1461 








Seq. No. 


31997 


Seq. ID 


OJ991008_ 


_15.0105.C7 


Gene No. 


66176 


Strand 






Start 


1389 


End 


4160 




Name 


OJ991008 15.0105.C7.ol.tm 


Method 


TBLASTX: Maize 


Start 


1294 


End 


1682 




GI 


none 


Score 


53 




Exons 


1294. .1332, 1379. .1417, 1379. 


. 1426, 1420. . 1596, 


1422. .1601, 




1423. .1575, 1431. .1595, 1433. 


.1597, 1603. .1647, 


1617. .1643, 




1621. .1647, 1053. .1632 









Seq. No. 31997 Seq. ID OJ991008__15 . 0105 . C7 



31983 




Gene No. 


66176 




Strand 








1389 




End 


4160 




Name 


OJ991008 15. 


0105.C7.ol.np 


Method 


AAT/NAP 




Start 


1388 




End 


4160 




GI 


6723418 




Score 


166 




Exons 


1388. .1554, 


1606.. 1868, 1994 


..2125, 4128. .4160 




GI Descrip. 


(AL132965) putative protein 


[Arabidopsis thaliana] 




Seq. No. ■ 


31997 




Seq. ID 


OJ991008_15 .0105. 


C7 




66176 




Strand 






Start 


1389 




End 


4160 




Name 


ojyyiuub io. 


0105.C7.ol.gs 


Method 


GENSCAN 




Start 


1389 




End 


2412 




GI 


none 




Score 


.79 




Exons 


i "ion 1 f\ n 1 

138 9 . . 1901, 


2006.. 2125, 2320 


. .2412 






Seq. No. 


31998 




Seq. ID 


OJ991008 15.0105. 


C8 


Gene No . 


££1 77 
DDI / / 




Strand 


+ 




Start 


38 




End 


1990 




Name 


OJ991008 15. 


0105.C8.ol.gs 


Method 


GENSCAN 




Start 


38 




End 


1990 




GI 


none 




Score 


■ .8 




Exons 


38. .925, 948 


..1145, 1170. .1262, 1341.. 


1714, 1813.. 1990 




Seq. No. 


31998 




Seq. ID 


OJ991008 15*. 0105. 


C8 


Gene No. 


66178 




Strand 


+ 




Start 


15501 




End 


21577 




Name 


OJ991008 15. 


0105.C8 ,o3.gs 


Method 


GENSCAN 




Start 


15501 




End 


19386 




GI 


none 




Score 


.77 




Exons 


15501. .15632 


, 16387. .16428, : 


17427. .17558, 17850. .17 971, 





19264. .19300, 19378. .19386 



Seq. No. 


31998 


Seq. ID 


OJ991008_15.0105 


.C8 


Gene No. 


66178 


Strand 


+ 




Start 


15501 


End 


21577 




Name 


OJ991008 15.0105.C8.o3.np 


Method 


AAT/NAP 




Start 


16372 


End 


21300 




GI 


4309700 


Score 


295 




Exons 


16372. .16428, 174 42 .. 17558 , 


17850. .1801 


35, 19264. .19300, 






21259. .21300 






GI Descrip. 


(AC006266.) hypothetical protein [Arabidopsis . thaliana ] 




Seq. No. 


■ 31998 


Seq. ID 


OJ991008_15. 01.05 


.C8 


Gene No. 


66178 


Strand 


+ 




Start 


15501 


End 


21577 




Name 


OJ991008 15.0105.C8.ol.gp 


Method 


AAT/GAP 




Start 


20412 


End 


20685 




GI 


427907 


Score 


536 




Exons 


20412. .20685 








Seq. No. 


31998 


Seq. ID 


OJ991008_15.0105 


.C8 


Gene No. 


66178 


Strand 


+ 




Start 


15501 


End 


21577 




Name 


OJ991008 15.0105.C8.o4.np 


Met hud 


AAT/NAP 




Start 


21127 


End 


21577 




GI 


2429362 


Score 


141 





31984 



Exons 21127. .21577 

GI Descrip. (AF020261) proline rich protein [Santalum album] 



Seq. No. - 


31998 








Seq. ID 


OJ991008_15.0105.C8 


Gene No. 


66178 








Strand 


+ 


Start 


15501 








End 


21577 


Name 


■ OJ991008 15 


.0105, 


,C8.o4. 


. gs 


Method 


GEN SCAN 


Start 


21144 






End 


21397 


GI 


none 








Score 


.56 • 


Exons 


21144. .21397 










Seq. No. 


31998 








Seq. ID 


OJ991008_15.0105.C8 


Gene No. 


66179 








Strand 




Start 


2748 








End 


21591 


Name 


OJ991008 15, 


.0105. 


C8.o2. 


. tw 


Method 


TBLASTX: Wheat 


Start 


712 








End 


1349 


GI 


none 








Score 


132 


Exons 


712. .885, 713. .922, 929. .119* 


3, 930. .1241, 1218. .1349 


Seq. No. 


j i y yy 








Seq. ID 


OJ991008 15. 0105. C8 


Gene No. 


r f i h n 

ddi / y 








Strand 




Start 


Z /4 0 








End 


21591 


Name 


OJ991(J0o 15. 


Ai Ar 

. 0105 . 


C8 . ol . 


tw 


Method 


TBLASTX : Wheat 


Start 


1 o a n 

io4 y 








End 


1810 


GI 


none 








Score 


575 


Exons 


lo4 y . . lo 1U , 


i o c n 


"i n c\ o 

. i / yo 








Seq. No. 


j± y yy 








Seq. ID 


OJ991008_15.0105.C8 


Gene No. 


DDI / ^ 








Strand 




Start 


2748 








End 


21591 


Name 


OJ991008 15. 


,0105. 


C8 .o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


1389 








End 


1754 


GI 


none 








Score 


115 


Exons 


1389. .1613, 


1620. 


.1754 








Seq. No. 


31998 • 








Seq. ID 


OJ991008_15.0105.C8 


Gene No. 


66179 








Strand 




Start 


2748 








End 


21591 


Name 


OJ991008 15. 


0105. 


C8.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


1479 








End 


1820 


GI 


none 








Score 


349 


Exons 


1479. .1820, 


1514 . 


.1816. 








Seq. No. 


31998 








Seq. ID 


OJ991008_15..0105.C8 


Gene No. 


66179 








Strand 




Start 


2748 








End 


21591 


Name 


OJ991008 15. 


0105. 


C8.o2. 


gs 


Method 


GENSCAN 


Start 


2748 . 








End 


13340 


GI 


none 








Score 


. 67 


Exons 


2748. .2847, 


2883. 


.3704, 


3796. 


.3977, 4023. .4166, 4209. .4367, 




4651. .4752, 


4829. 


.4901, 


5019. 


.5644, 5735. .5893, 5939. .6375, 




7016. .7117, 


7195. 


.7275, 


7630. 


.7663, 7975. .8031, 8654. .8708, 




8947. . 9002, 


9131. 


. 9275, 


9366. 


.9434, 10373. . 10485, 11130. .11 



12274. .12818, 13201. .13340 

Seq. No. 31998 Seq. ID OJ991008_15 . 0105 . C8 

Gene No. 66179 Strand 



31985 



Start 2748 End 21591 

Name OJ991008_15 . 0105 . C8 . ol . np Method AAT/NAP 

Start 2787 End 6316 

GI 6907089 Score 1948 

Exons 2787.. 3704, 3901. .4875, 4993. .5265, 5299. .6316 

GI Descrip. (AP001129) hypothetical protein [Oryza sativa] 

Seq. No. 31998 Seq. ID OJ991008_15 . 0105 . C8 

Gene No. 66179 Strand 

Start 2748 End 21591 

Name OJ991008_15 . 0105 . C8 . o2 . np Method AAT/NAP 

Start 4329 End 21591 

GI 6723418 Score 660 

Exons 4329.. 4367, 7951. .8031, 8654. .8708, 8814. .8864, 8947. .9002, 

9131. .9275, 9366;. 9434, 10361 .. 10485, 10637 .. 10722 , 
10838. .10907, 12278. .12540, 21378.. 21591 

GI Descrip. (AL132965) putative protein [Arabidopsis thaliana] 

Seq. No. 31998 Seq. ID OJ991008_15 . 0105 . C8 

Gene No. 66179 Strand 

Start 2748 End 21591 

Name OJ991008_15 . 0105 . C8 . o2 . tm . Method TBLASTX: Maize 

Start 7985 End 9394 

GI none „ Score 81 

• Exons 7985. .8044, 7987. .8037, 8651. .8707, 8652. .8708, 8666. .8710, 

v " . 8667. .8720, 8813. .8866, 8813. .8866, 8814. .8867, 8936. .8986, 

8946..8987, 8946. .9014, 8980. .9003, 9101. .9277, 9134. .9277, 

9177. .9278, 9365. .9394 

Seq. No. 31998 Seq. ID OJ991008_15 . 0105 . C8 

Gene No. 66179 Strand 

Start 2748 End 21591 

Name OJ991008_15 .0105 . C8 . o3 . tw Method TBLASTX : Wheat 

Start 8651 End 9421 

GI none Score 84 

Exons 8651. .8707, 8652.. 8708, 8654.. 8710, 8813.. 8866, 8814.. 8867, 

8946. .9014, 8951. .9001, 9101. .9277, 9166. .9294, 9177. .9278, 

9313.. 9420, 9354.. 9419, 9368.. 9421 

Seq. No. - . 31998 Seq. ID OJ991008__15 . 0105 . C8 

Gene No. 66179 Strand 

. Start * "2748 End 21591 ' 

Name OJ9910.08_1'5 . OH) 5 . C8 . o5 . tm Method ; TBLASTX : Maize 

Start 10372 End 12581' 

GI none Score 182 

Exons 10372. .10488, 10373 .. 1048 9, 10373 .. 1048 9, 10592 .. 10732 , 

10637. .10732, 10638 .. 10733, 10836 .. 10907 , 1084 0 .. 10911 , 

10841. .10912, 10843. .10905, 11109 .. 11186, 11128 .. 11190, 

11129. .11194, 11130. . 11201, 12267 .. 12362, 12278 .. 124-54 , 

12284. .12367, 12434 .. 12487 , 12448 .. 12480, 12540. .12581 

Seq. No. 31998 Seq. ID OJ991008_15 . 0105 . C8 

Gene No. 66179 Strand 

Start 2748 End 21591 

Name OJ991008_15 . 0105 . C8 . ol . tm Method TBLASTX : Maize 

Start 15410 End 18082 

GI none Score ^ 50 



31986 



Exons 


15410. .15460, 15414. .15467 , r „ 


.15569. .15631, 15570 .. 1564 1, 






16378. .16446, 17406 17501, 


17449. .17556, 1744 9 .. 17559, 






17846. .18064, 17850 18080, 


17850. .18080, 17927. .18082 




Seq. No. 


31998 


Seq. ID 


OJ991008_15.0105 


.C8 


Gene No. 


66179 


Strand 






Start 


2748 


End 


21591 




Name 


OJ991008 15.0105.C8.ol.ts 


Method 


TBLASTX: Soybean 




Start 


17850 


End " 


18086 . 




GI 


none 


Score 


230 




Exons 


17850. .1808 6, 17854. .17 991, 


17 963. .18028, 18053. .18085 




Seq. No. 


31998 


Seq. ID 


OJ991008_15.0105 


.C8 


Gene No. 


66179 


Strand 


_ 




Start 


2748 


End 


21591 




Name 


OJ991008 15.0105.C8.o4.tm 


Method 


TBLASTX: Maize 




Start 


21246 


End 


21401 




GI 


none 


Score 


226 




Exons 


21246. .21401, 21263. .21400 








Seq. No. 


31999 


Seq. ID 


OJ991008_15.0105, 


.C9 


Gene No . 


66180 


Strand 


+ 




Start 


116 


End 


1300 




Name 


OJ991008 15.0105.C9.ol.gs 


Method 


.GENSCAN 




Start 


116 


End 


1300 




GI 


none 


Score 


.94 




Exons 


116. .1300 








Seq. No. 


31999 


Seq. ID 


OJ991008_15.0105. 


.C9 


Gene No. 


66181 


Strand 


+ 




Start 


4807 


End 


8629 




Name 


OJ991008 15.0105.C9.ol.gp 


Method 


AAT/GAP 




Start 


3329 


End 


3632 




GI 


72524 1.R1084 


Score 


444 




Exons 


3329. .3632 








GI Descrip. 


1 50914 96/dbj | AB0234 82 . 2 | AB023482 3.0e- 


84 Oryza sativa genomii 




DNA, chromosome 6, clone P0680A03, complete sequence' 




Seq. No. 


31999 


Seq. ID 


OJ991008_15.0105. 


,C9 


Gene No . 


* 66181 


Strand 


+ 




Start 


4807 


End 


8629 




Name 


OJ991008 15.0105.C9-.ol.np 


Method 


AAT/NAP 




Start 


■ 4473 • .* • 


End 


8629. . ' 




GI 


5091513 


Score 


2049 




Exons 


4473. .5707, 6451. .7073, 7123 


..7368, 7987. .8113, 8415. .8629 


GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 




Seq. No. 


31999 


Seq. ID 


OJ991008_15.0105. 


C9 


Gene No. 


66181 


Strand 


+ 




Start 


4807 


End 


8629 




Name 


OJ991008 15.0105.C9.o2.gs 


Method 


GENSCAN 




Start 


4807 


End 


7698 




GI 


none 


Score 


.89 




Exons 


4807. .5651, 6432. .7216, 7271 


. .7698 






Seq. No. 


31999 


Seq. ID 


OJ991008_15.0105. 


C9 


Gene No. 


66182 


Strand 


+ 





31987 




Start 


10576 


End 


10940 


Name 


OJ991008 15 0105 C9 o3 no 


Method 


AAT/GAP 


Start 


10576 


End 


10940 


GI 


uC-osroM202008b05bl 


Score 


701 


Exons 


10576. .10940 






GI Descrip. 


, 224 4 805/emb|CAB10228. 1 | 6. 


. 0e-10 (297336) hypothetical proi 




[Arabidopsis thaliana] 1 






Seq. No. 


31999 


Seq. ID 


OJ991008_15.0105.C9 


Gene No. 


66183 


Strand 




Start 


9777 


End 


10081 


Name 


OJ991008 15.0105.C9.o2.gp 


Method 


AAT/GAP 


Start 


9777 


End 


10081 


GI 


72524 1.R1084 


Score 


444 


Exons 


9777. .10081 






GI Descrip. 


' 50914 96/dbj | AB0234 82 . 2 | ABO 2 34 8 2 3.0e- 


■84 Oryza sativa genon 




DNA, chromosome 6, clone P0680A03, complete sequence 1 


Seq. No. 


31999 


Seq. ID 


OJ991008_15.0105.C9 




66184 


Strand 




Start 


14555 


End 


16412 


Name 


OJ991008 15.0105.C9.o4.gs 


Method 


GENSCAN 


Start 


14555 


End 


16412 


GI 


none 


Score . • 


.92 


Exons 


14 555. .14701, 154 85. .15571, 


15663. .15858, 16183. . 16412 


Seq. No. 


31999 


Seq. ID 


OJ991008_15.0105.C9 


Gene No. 


66185 


Strand 




Start 


17539 


End 


22812 


Name 


OJ991008 15.0105.C9.ol.tc 


Method 


TBLASTX: Cress 


Start 


86 


End 


739 


GI 


none 


Score 


188 


Exons 


86. .442, 86. .250, 95. .157, 


167. .487, 175. .471, 233. .457, 




274. .426, 338. .508, 596. .739, 596. .640 




Seq. No. 


31999 


Seq. ID 


OJ991008_15.0105.C9 


Gene No. 


66185 


Strand 




Start 


17539 


End 


22812 


Name 


OJ991008 15.0105.C9.o2.ts 


Method 


TBLASTX: Soybean 


Start 


86 


End 


802 


GI 


none 


Score 


176 


Exoris 


86. .415,. 98. .511, 103. .201, 


224.. .517, . 


280.. 483, 596.. 703, 




596. .799, -596. ;802--" 






Seq. No. 


31999 


Seq. ID 


OJ991008_15.0105.C9 


Gene No. 


66185 


Strand 




Start 


17539 


End 


22812 


Name 


OJ991008 15.0105.C9.o2.tm 


Method 


TBLASTX: Maize 


Start 


.8 6 


End 


802 


GI 


none 


Score 


184 


Exons 


86. .508, 86. .430, 86. .376, 


170. .490, 263. .508, 295. .495, 




599. .787, 602. . 802 






Seq. No. 


31999 


Seq. ID 


OJ991008_15.0105.C9 


Genfi No, 


66185 


n x. -i 




Start 


17539 


End 


22812 


Name 


OJ991008 15.0105.C9.o2.tc 


Method 


TBLASTX: Cress 



31988 



Start 


10623 






End 


10989 






GI 


none 






Score 


126 






Exons 


10623. . 


10778, 10624. 


.10776, 


10792. .10989, 10812 


. . 10910 




Seq. No. 


31999 






Seq. ID 


OJ991008 


_15.0105 


.C9 


Gene No. 


66185 






Strand 








Start 


17539 






End 


22812 






Name 


OJ991008 15. 0105. C9. 


ol . tm 


Method 


TBLASTX: 


Maize. 




Start 


14552 






End 


15864 






GI 


none 






Score . 


59 






Exons 


14552.. 


14623, 14555. 


.14617, 


14621. .14701, 14622 


. .14702, 






15661. . 


15864, 15663. 


.15860 










Seq. No. 


31999 






Seq. ID 


OJ991008 


_15.0105 


.C9 


Gene No. 


66185 






Strand 








Start 


17539 






End 


22812 






Name 


OJ991008 15. 0105. C9. 


ol . ts 


Method 


TBLASTX: 


Soybean 




Start 


15512 






End 


16322 




GI 


none 






Score 


54 






Exons 


15512. . 


15571, 15522. 


.15572, 


15663. . 15860, 15665 


. .15757, 






15666. . 


15860, 15736. 


.15864, 


16179. .16319, 16182 


. .16244, 






16290. . 


16322 












Seq. No. 


31999 






Seq. ID 


OJ991008 


15.0105 


.C9 


Gene No. 


66185 






Strand 








Start 


17539 






End 


22812 






Name 


OJ99100 


8_15.0105.C9. 


ol . tw 


Method 


TBLASTX: 


Wheat 




Start 


15801 






End 


16397 






GI 


none 






Score 


87 






Exons 


15801. . 


15860, 15802. 


.15864, 


16179. .16340, 16182 


. .16244, 






16290. . 


16397 












Seq. No. 


31999 






Seq. ID 


OJ991008 


JL5. 0105 


.C9 


Gene No. 


66185 






Strand 








Start 


17539 






End 


22812 






Name . 


OJ991008 15. 0105. C9. 


o5 . gs 


Method 


GENSCAN 






Start 


17539 






End 


22812 






GI 


none 






Score 


.48 






Exons 


17539. . 


17578, 17939. 


.18117, 


18324. .18384, 19053 


. . 19074, 






" 19567. . 


19774, 20086. 


.20146, 


22700. .22812 






Seq. No. 


' 32000 






. Seq. ID. . 


OJ991008 


15.0105 


. C10 


Gene No. 


6618~6' 






'Strand . 








b tart 


264 






End 


781 






Name 


OJ99100 


8_15. 0105. C10 


. ol . np 


Method 


AAT/NAP 






Start 


264 






End 


781 






GI 


6815063 






Score 


444 






Exons 


264. .547, 670. .781 












GI, Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 






Seq. No. 


32001 






Seq. ID 


OJ991008_ 


15 . 0105 , 


Cll 


Gene No. 


66187 






Strand 


+ 






Start 


1 






End 


540 






Name 


OJ991008 15.0105.C11 


. ol . np 


Method 


AAT/NAP 






Star 4- 


T 

X 






End 


540 






GI 


5091513 






Score 


911 






Exons 


1. .540 















31989 



GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 






Seq. No. 


32001 


Seq. ID 


OJ991008_ 


JL5.0105 


.Cll 


Gene No. 


66187 


Strand 


+ 






Start 


1 


End 


540 






Name 


OJ991008_15 .0105.Cll.ol.gs 


Method 


GENSCAN 






Start 


73 


End 


488 






GI 


none 


Score 


.93 






Exons 


73 . .488 










Seq. No. 


32002 


Seq. ID 


OJ991008 


_15.0105 


.C13 


Gene No. 


66188 


Strand 


+ 








48 


End 


a n 1 






Name 


OJ991008 15.0105.C13.ol.np 


Method 


AAT/NAP 






Start 


48 


End 


471 






GI 


5091513 


Score 


431 






Exons 


48 . .471 










GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 






Seq. No. 


32002 


Seq. ID 


OJ991008_ 


_15.0105 


-C13 


Gene No . 


66188 


Strand 


+ 






Start 


4 8 . .. . 


End ■ 


471 






Name 


OJ991008_15 . 0105.C13.ol .gs 


Method 


GENSCAN 






Start 


121 


End 


436 






GI 


none 


Score 


.45 






Exons 


121. . 436 










Seq. No. 


o o n a o 


Seq. ID 


OJ991008_ 


JL3.0103 


.CI 


Gene No. 


66189 


Strand 


+ 






Start 


387 


End 


1373 






Name 


OJ991008 13.0103.Cl.ol.gs 


Method 


GENSCAN 






Start 


387 


End 


1373 






GI 


none 


Score 


.67 






Exons 


387. .485, 915. .1373 










Seq. No. 


32003 


Seq. ID 


OJ991008_ 


_13.0103 


.CI 


Gene No. 


66190 


Strand 


+ 






Start 


2725 


End 


7531 






Name 


OJ991008 13.0103.Cl.o2.gs 


Method 


GENSCAN 






Start 


2725 


End 


7490 






GI 


none 


Score 


. 66 






Exons 


2725. .2800, 3445. .3541, 4460". 


.-. 4515.,. 4618. .4686, 


4778. .41 


346, 




5430. .5501, 5-626. .6363, 6397. 


.6579, 6625.'. 7017, 


7202. .7324/ 




7412. .7490 










Seq. No. 


32003 


Seq. ID 


OJ991008_ 


13.0103 


.CI 


Gene No. 


66190 


Strand 


+ 






Start 


2725 


End 


7531 






Name 


OJ991008 13.0103.Cl.o2.np 


Method 


AAT/NAP 






Start 


5701 


End 


7531 






GI 


4585985 


Score 


888 






Exons 


5701. .6312, 6544. .6992, 7111. 


.7531 









GI Descrip. (AC005287) Hypothetical protein [Arabidopsis thaliana] 



Seq, No. 
Gene No. 
Start 



32003 
66191 
2290 



oeq. id 

Strand 

End 



Ou 991008 13. 0103. CI 



2407 



31990 



Name OJ991008_13 . 0103 . CI . ol . gp Method AAT/GAP 

Start 2290 End 2407 

GI LIB3477-003-P1-K1-E9 Score 143 
Exons 2290.. 2407 

GI Descrip. ' 2498586/sp | Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 


32003 




Seq. ID 


OJ991008_13.0103.C1 


Gene No. 


66192 




Strand 




Start 


594 9 




End 


7209 


Name 


OJ991008 13.0103 


-Cl.ol.tm 


Method 


TBLASTX: Maize 


Start 


5949 




End 


6761 


GI 


none 




Score 


74 


Exons 


5949.. 5999, 5994 


..6074, 6135 


..6464, 6392. .6460, 6501. .6761, 




6662. .6760 








Seq. No. 


32003 




Seq. ID 


OJ991008_13.0103.C1 


Gene No. 


66192 




Strand 




Start 


5949 




End 


7209 


Name 


OJ991008 13.0103 


.Cl.ol. tw 


Method 


TBLASTX: Wheat 


Start 


6585 




End 


6982 


GI 


none 




Score 


268 


Exons 


6585.. 6881, 6662 


..6880, 6905 


. .6982 




Seq. No. 


32003 




Seq. ID 


OJ991008_13.0103.C1 


Gene No. 


66192 




Strand 




Start 


5949 




End 


7209 


Name 


OJ991008 13.0103 


.Cl.o2. tm 


Method 


TBLASTX: Maize 


Start 


6764 




End 


7209 


GI 


none 




Score 


184 


Exons 


6764.. 6886, 6765 


..6893, 6881 


..7006, 6897. .7037, 7132. .7209 


Seq. No. 


32004 




Seq. ID 


OJ991008_13.0103.C2 


Gene No. 


66193 




Strand 


+ 


Start 


1 




End 


4551 


Name 


OJ991008 13.0103, 


.C2.ol.np 


Method 


AAT/NAP 


Start 


1 




End - 


2085 


GI 


6815072 




Score 


1350 


Exons 


1. .2085 








GI Descrip. 


(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 




TI3P21 ; , hypothetical protein 


(AC006067) 


■ [Oryza sativa] 


Seq. No. 


32004 




Seq. ID 


OJ991008_13.0103.C2 


Gene No. 


66193 




Strand 


+ 


Start 


1 




End 


4551 


Name 


OJ991008 13.0103. 


,C2.ol.gs 


Method 


GENSCAN 


Start 


737 




End 


4551 


GI 


none 




Score 


. 63 


Exons 


737. .1120, 1238.. 


,2083, 2592.. 


.2735, 2929 


»..3058, 3174. .3270, 




3496.-3583, 4157. 


.4215, 4428. 


. .4551 




Seq. No. 


32004 




Seq. ID 


OJ991008_13.0103.C2 


Gene No. 


66193 




Strand 


+ 


Start 


1 




End 


4551 


Name 


OJ991008 13.0103. 


C2.ol.tm 


Method 


TBLASTX :Maize 


Start 


896 




End 


1348 



31991 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI De'scrip . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

896. .988, 916. .1146, 1022. 

32004 
66193 
1 

OJ991008_13.0103.C2.o2.tm 
1565 
none 

1565. .1792, 1567. .1704, IE 

32004 
66193 
1 

OJ991008_13.0103.C2.ol.tc 
1574 
none 

1574. .1819, 1603. .1776 

32004 
66193 

1 . 

OJ991008JL3.0103.C2.ol.ts 

1811 

none 

1811. .1993, 1813. .1980 

32005 
66194 
3304 

OJ991008_13.0103.C3.o2.gp 

3304 

none 

3304. .3525, 3548. .3715 

32005 
66195 
8920 

OJ991008_13.0103.C3.o3.gp 
8920 

32197_1.R1084 
8920. . 9011' 

! 4^55192/emb | CAB36515 .1 | 2, 
[Arabidopsis thaliana] 1 

32005 
66196 
1498 

OJ991008_13. 0103.C3.ol.gp 

1498 

none 

1498. .1952 



Score 102 
.1258, 1292. .1348 

Seq. ID OJ991008_13.0103.C2 

Strand + 

End 4551 

Method TBLASTX: Maize 

End 1885 

Score 169 
10. .1884, 1811. .1885 

Seq. ID OJ991008_13.0103.C2 

Strand + 

End 4551 

Method TBLASTX : Cress 

End 1819 

Score 199 



Seq. ID OJ991008_13.0103.C2 

Strand + 

End 4551 

Method TBLASTX : Soybean 

End 1993 

Score 189 



Seq. ID OJ991008_13.0103.C3 

Strand + 

End 3715 

Method AAT/GAP 

End 3715 

Score 633 



Seq. ID OJ991008_13.0103.C3 

Strand + 

End 9011 

Method AAT/GAP 

End 9011 

Score 123 

■Qe-13 (AL035440) putative* protein 



Seq. ID OJ991008_13.0103.C3 
Strand 

End 1952 

Method AAT/GAP 

End 1952 

Score 841 



Seq. No. 32005 

Gene No, 66197 

Start 7768 

Name OJ991008_13 . 0103 . C3 . o3 . gs 



Seq. ID OJ991008_13.0103.C3 



End 

Method 



11600 
GENSCAN 



31992 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7768 - End 11600 

none Score .54 

7768.. 7843, 9288.. 9323, 9403.. 9518, 10107 .. 10600 , 10728 .. 10937 , 
11263. .11337, 11431.. 11600 



32006 Seq. ID 

66198 Strand 
9562 End 
OJ991008_13.0103.C4 . o4 .np Method 
9562 End 
5852180 Score 
9562. .9626, 16456 .. 16500, 16844 .. 16942, 
(AL117265) zhbOOOlO.l [Oryza sativa] 



OJ991008_13.0103.C4 
+ 

24674 
AAT/NAP 
21736 
117 

21688. .21736 



Seq. No. 


32006 


Seq. ID 


OJ991008 13. 0103. C4 


Gene No. 


66198 


Strand 


+ 


Start 


9562 


End 


24674 


Name 


OJ991008 13.0103.C4.o2.np 


Method 


AAT/NAP 


Start 


13373 


End 


14863 


GI 


6907087 


Score 


383 


Exons 


13373. .14221, 147 62. .14 863 






GI Descrip. 


(AP001129) ESTs C72771 ( E2215 ) , AU082313 


(E2215) correspond to 




region of the predicted gene 


. ; hypothetical protein [Oryza 




sativa] 






Seq. No. 


32006 


Seq. ID 


OJ991008_13.0103.-C4 


Gene No. 


66198 


Strand 


+ 


Start 


9562 


End 


24674 


Name 


OJ991008 13.0103.C4.o5.np 


Method 


AAT/NAP 


Start 


21153 


End 


24674 


GI 


6094106 


Score 


73 


Exons 


21153. .21178, 22430. .22531, 


24648. .24674 



GI Descrip. MITOCHONDRIAL 60S RIBOSOMAL PROTEIN L2 



Seq. No. 


32006 


Seq. ID 


OJ991008 


_13.0103 


.C4 


Gene No. 


66199 


Strand 


+ 






Start 


25064 


End 


27095 






Name 


OJ991008 13.0103.C4 ,o7.gs 


Method 


GENSCAN 






Start 


25064 


End 


27095 






GI 


none 


Score 


.48 






Exons 


25064. .25139, 25433 .. 25528 , 


26618. .267 


60, 26892 


. .27095 




Se'qv ; No. 


32006 • . • 


Seq. ID 


OJ991008 


_13.0103 


.C4 


Gene No. 


66200 


Strand 








Start 


2016 


End 


11868 






Name 


OJ991008 13.0103.C4.ol.np 


Method 


AAT/NAP 






Start 


2016 


End 


11868 






GI 


5042463 


Score 


414 






Exons 


2016. .2059, 5399. .5482, 5530. .5686, 88 


15. .9016, 


11797. . 


11868 


GI Descrip. 


(AC007789) unknown protein 


[Oryza sativa] 







Seq. No. 32006 Seq. ID OJ991008_13 . 0 103 . C4 

Gene No. 66200 Strand 

Start 2016 ' End 11868 

Name CJ991008_13 . 0103 . C4 . o2 . qs Method GENSCAN 

Start 10147 End 10491 

GI none Score . 62 



31993 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



10147. .10491 

32006 Seq. ID 

66200 Strand 
2016 End 
OJ991008_13. 0103.C4 .o3.gs Method 
10921 End 
none Score 
10921. .10926, 11110. .11280 

32006 Seq. ID 

66201 Strand 
15258 End 
OJ991008_13. 0103.C4 .o3.np Method 
15258 End 
4680186 Score 
15258. .15490, 17184. .17206 

(AF111709) unknown [Oryza sativa subsp. indica] 



OJ991008_13. 0103.C4 

11868 
GEN SCAN 
11280 
.85 



OJ991008__13.0103.C4 

17206 
AAT/NAP 
17206 
181 



32006 Seq. ID 

66202 Strand 
■18413 . End 

OJ991008_13. 0103.C4 .o6.gs Method 

18413,'.; End 

none Score 

18413. . 18517, 18522. .18 660, 

21225. .21361, 21462. .21518 

32006 

66203 Strand 
21836 End 
OJ991008_13. 0103.C4 .ol. tw Method 
21836 End 
none Score 
21836. .22093, 21836 .. 21922 , 21838.. 22092 



OJ991008_13.0103.C4 

21518 • 
GENSCAN 
21518 
.4 

18919. .19048, 20448. .20581, 



Seq. ID OJ991008_13.0103.C4 



22093 

TBLASTX: Wheat 
22093 
418 



32007 Seq. ID 

66204 Strand' 

3537 End 

OJ991008_13. 0103.C5.o3.gs Method 

3537 End 

none Score 



OJ991008JL3.0103.C5 
+ 

11132 
GENSCAN 
11120 
.54 



3537.. 3687, 4474.. 4495, 4667.. 4700, 4979.. 5119, 5519.. 5734, 
6085. .6166, 8334. .8462, 8490. .8677, 8948. .9133, 9237. .9314, 
9502. .9615, 10044. .10183, 104 73 .. 105 99, 1067 9 .. 107 93, 
11032.. 11120 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 



32007 
66204 
3537 

OJ991008_13. 0103.C5.o2.tm 

8978 

none 



Seq. ID OJ991008_13.0103.C5 

Strand + 

End 11132 

Method TBLASTX : Mai ze 

End 9558 

Score 182 



8978. .9133/ 8978. .9133, 9234. .9317, 9235. .9333, 9235. .9315, 
9236.. 9316 9496.. 9558 9501 9557 

32007 Seq. ID OJ991008 13. 0103. C5 



31994 



Gene No. 

Start' 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 

Start : *z~- 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



66204 Strand 
3537 End 
OJ991008_13.0103.C5.ol.ts , Method' 
9008 End 
none . Score 

9008. .9133, 9008. .9133, 9227. .9307, 9234. .9317, 9496. .9567, 
9595. .9618, 9720. .9782, 9722. .9778, 9867. .9938, 10010 .. 10093, 
10047. .10178, 10058. .10168, 10116 .. 10178, 10125 .. 10178 , 
10128. .10166, 10455. .10598, 104 74 .. 10602 , .104 83 10602 , 
10678. .10767, 1067 9 .. 107 68 , 10721 .. 10789, 10983. .11132 



+ 

11132 

TBLASTX : Soybean 

11132 

99 



32007 Seq. ID OJ991008 

66204 Strand + 

3537 End 11132 

OJ991008_13 . 0103 .C5.ol.gp Method AAT/GAP 

9278 End 10770 

29075_1.R1084 Score 1150 

9278. .9314, 9502. .9615, 9720. .9786, 9875. .9936, 
10473. .10599, 10679. .10770 
'5032015/ref |NP_005824 . 1 |pRAB9P40 | 
>gi_2217970_emb_CAB09808 (Z97074) 



13. 0103. C5 



10044. .10183, 



7.0e-13 Rab9 effector p40 
p40 [Homo sapiens] 1 



32007 Seq. ID 

66204 Strand 
3537 End 
OJ991008_13.0103.C5.ol'.tm " Method 
9565 En4 
none Score 
9565.. 
10053. 
10121. 
10474 . 
10679, 



OJ991008_13.0103.C5 
+ 

11132 

TBLASTX : Maize 

11132 

56 



9618, 9720.. 9785, 9868.. 9939, 9872. 
.10178, 10063. .10170, 10064 1017 1 , 
.10183, 10128. .10166, 10455 .. 10598 , 
.10602, 10474. .10602, 10678 .. 107 61, 
.10768, 10679. .10795, 10974 .. 11132, 



9943, 9873. .9944, 
10116. . 10178, 
10474. .10602, 
10679. . 10768, 
10979. . 11125 



32007 
66204 
3537 

OJ991008_13.0103.C5.ol.tc 

10052 
none 

10052. . 10177, 10053. .10181, 10116 
10474 . . 10602, 10483. -.10602/ 10678 



Seq. ID OJ991008_13.0103.C5 
Strand + 
End 11132 
Method TBLASTX: Cress 
End 10768 
Score 95 

10178, 10455. . 10598, 
107.67, 10679. .10768/- 



'32008 
66205 
51 

OJ991008_13.0103.C6.ol.gs 

•51 
none 

51. .103, 437. .601 

32008 
66206 
1599 

1599 
none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991008_13.0103.C6 
+ 

601 

GENSCAN 
601 



OJ991008_13.0103.C6 

1794 
GENSCAN 
1794 
. 85 



31995 



# 



Exons 



1599. . 1794 



Seq. No. 32009 Seq. ID OJ991008_13 . 0103 . C7 

Gene No. 66207 Strand + 

Start 7074 End 7151 

Name OJ991008_13 . 0103 . C7 . o2 . np Method AAT/NAP 

Start 7074 End 7151 

GI 6630699 Score 82 

Exons 7074.. 7151 

GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gi|6721536|dbj IBAA89566.il (AP001073.) hypothetical protein 
[Oryza sativa] 

Seq. No. 32009 Seq. ID OJ991008_13 . 0103 . C7 

Gene No. 66208 Strand + 

Start 9216 End 10560 

Name OJ991008_13 . 0103 . C7 . o4 . np Method AAT/NAP 

Start 9216 End 10560 

GI 6630699 Score 68 

Exons 9216.. 9249, 10482.. 10560 

GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gi | 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. No. 32009 

Gene No. 66209 

Start 11402 

Name OJ991008_13 . 0103 . C7 . o3 . gs 

Start 11402 

GI none 
Exons 



Seq. ID OJ991008_13.0103.C7 

Strand + 

End 15697 

Method GENSCAN 

End 15697 

Score .49 



11402. . 12280, 13156. . 13177, 15144. .15697 



Seq. No. 32009 Seq. ID 

Gene No. 66209 Strand 

Start 11402 End 

Name OJ991008_13 . 0103 . C7 . o3 . gp Method 

Start 11426 End 

GI none Score 

Exons 11426.. 11868 



OJ991008_13.0103.C7 
+ 

15697 
AAT/GAP 
11868 
882 



Seq. No. 32009 Seq. ID OJ991008_13 . 0103 . C7 

Gene No.* - 66209 Strand + . 

•Start • 11402 .'. ' 'End " -15697 v ■ 

Name OJ991008_13 . 0103 . C7 . 06 . np Method AAT/NAP 

Start " 11684 End 12280 

GI 4454479 Score 501 

Exons 11684. . 12280 

GI Descrip. (AC006234) putative riboflavin synthase alpha chain [Arabidopsis 
thaliana] 



Seq. No. 32009 

Gene No. 66210 

Start 22831 

Name OJ991008_13 . 0103 . C7 . 06 . gp 

Start 22569 

GI none 

Exons 22569. .23030 



Seq. ID OJ991008_13.0103.C7 

Strand + 

End 27603 

Method AAT/GAP 

End 23030 

Score 908 



31996 



Seq. No. 32009 Seq. ID 

Gene No. • 66210 Strand 

Start 22831 End 

Name OJ991008_13 . 0103 . C7 . o5 . gs Method 

Start 22831 End 

GI none Score 
Exons 



OJ991008_13.0103.C7 
+ 



22831. .23389, 234 87 2364 6, 23864, 
24308. .24739, 25039 .. 25425, 25519. 
26262. .26335, 26832. .27468 



27603 
GENSCAN 
27468 
.96 

23912, 24015. 
25617, 25825. 



.24128, 
.25923, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



32009 Seq. ID 

66210 Strand 

22831 End 

OJ991008_13.0103.C7 .o7.np Method 

22942 End 

3242789 Score 



OJ991008_13.0103.C7 
+ 

27603 
AAT/NAP 
27465 
2184 



22942. .23150, 23213 .. 234 01, 234 96 .. 2364 6, 23864 .. 23912, 
24015. .24128, 24308 .. 24739, 25039 .. 25425, 25519. . 25617, 
25825. .25940, 26050 .. 26152 , 26262 .. 26329, 26832.. 27465 
(AF055357) respiratory burst oxidase protein D [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32009 
66210 
22831 

OJ991008_13.0103.C7 . o7 .gp 
23487 

uC-osroM202001b02bl 



Seq. ID 
Strand 
End 

Method 
End - 
Score 

23487. .23646, 238 64 .. 23912, 24015 .. 24128, 24308. .24479 
'3242783 5.0e-34 (AF055354) respiratory burst oxidase protein B 
[Arabidopsis thaliana] 1 



OJ991008_13.0103.C7 
+ 

27603 
AAT/GAP 
24479 
906 



32009 
66210 
22831 

OJ991008_13.0103.C7.o8.gp 
25860 

uC-osroM202001b02al 



Seq. ID 
Strand 
End 

Method 
End 
Score 

25860. .25940, 26050 26152 , 26262 .. 26335, 26832.. 27024 

'3242785 7.0e-51 (AF055355) respiratory burst oxidase protein C 

[Arabidopsis thaliana] 1 



OJ991008_13.0103.C7 
+ 

27603 
AAT/GAP 
27024 
822 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No . 
Start 
Name 



32009 
66210 
22831 

OJ991008_13. 0103.C7 .o9.gp 
27252 

LIB3433-037-P1-K1-D5 
27252.. 27603 

'3242783 4.0e-25 (AF055354) 
[Arabidopsis thaliana] 1 

32009 
/- /- ^\ -i -i 

148 

OJ991008_13. 0103.C7.ol .np 



Seq. ID OJ991008__13. 0103.C7 

Strand + 

End 27603 

Method AAT/GAP 

End 27603 

Score 675 

respiratory burst oxidase protein B 



Seq. ID 

Strand 

End 

Method 



OJ991008_13.0103.C7 

3743 
AAT/NAP 



31997 



Start 148 End 3719 

GI 6175164 Score .1354 

Exons 148. .306, 417. .485, 888. .959, 1115. .1195, 1702. .1794, 

2027. .2179, 2292. .2343, 2479. .2664, 3276. .3395,. 3505. .3719 
GI Descrip. (AC011437) putative tryptophanyl-tRNA synthetase [Arabidopsis 

thaliana] 



Seq. No. 32009 

Gene No. 66211 

Start 148 

Name OJ991008_13 . 0103 . C7 . ol . gp 

Start 196 

GI 83231_1.R1084 

Exons 196.. 306, 417.. 485, 888.. 969 

GI Descrip. '2982724 /dbj | BAA25288 | 2.0e-25 
synthetase [Cavia porcellus] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991008_13.0103.C7 

3743 
AAT/GAP 
969 
427 



(AB012222) tryptophan-tRNA 



Seq. No. 32009 

Gene No. 66211 

Start 148 

Name OJ991008_13 . 0103 . C7 . ol . gs 

Start 196 

GI none 

Exons 196. .306, 417. .485, 888. .959, 
2027. .2179, 2292. .2343, 2479. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991008 13. 0103. C7 



3743 
GEN SCAN 
3743 
.93 

1115.. 1195, 1702.. 1794, 
2664, 3276. .3395,- 3505. .3743 



Seq. No. 32009 Seq. ID OJ991008_13 . 0103 . C7 

Gene No. 66211 Strand 

Start 148 End 3743 

Name OJ991008_13 . 0103 . C7 . o2 . gp Method AAT/GAP 

Start 2014 End 3315 

GI 669_1.R1084 Score 721 

Exons 2014. .2179, 2292. .2343, 2479. .2664, 3276. .3315 

GI Descrip. 1 135191/ sp I P23381 | SYW_HUMAN 6.0e-39 TRYPTOPHANYL-TRNA SYNTHETASE 

(TRYPTOPHAN— TRNA LIGASE) (TRPRS) (IFP53) >gi_107 990_pir A41706 

tryptophan — tRNA ligase homolog - human >gi_30821_emb_CAA4 2545_ 
(X59892) 471 aa polypeptide (gamma2) [Homo sapiens] >gi_184657 
(M77804) transfer RNA-Trp synthetase [Homo sapiens]' 



Seq. No. 


32009 








Seq. ID 


OJ991008JL3.0103 


.C7 


Gene No. 


66212 








Strand 






Start 


7288 








End 


10422 " ■ 




Name* 


OJ991008 13 


.0103; 


C7 . o2 . 


gs ;■ 


Method 


GEN SCAN* ' 




Start 


7288 








End 


10192 




GI 


none 








Score 


.66 




Exons 


7288. .7401, 


8056. 


.8237, 


8777 , 


..8896, 9528. .9558, 10055.. 


10192 


Seq. No. 


32009 








Seq. ID 


OJ991008_13.0103 


.C7 


Gene No. 


66212, 








Strand 






Start 


7288 








End 


10422 




Name 


OJ991008 13 


.0103. 


C7.o3. 


np 


Method 


AAT/NAP 




Start 


7291 








End 


10422 




GI 


5922620 








Score 


253 




Exons 


7291. .7421, 


8777. 


.8861, 


8976. 


,.9235, 9580. .9808, 10372.. 


10422 


GI Descrip : 


(AP0004 92) 


EST Dl 


c; "3 c; -7 / pnci a \ 

^ -/ < \ \j *-t ~i ; 


COIicopOi 


'ids Lu a reyion of 


the 



predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj |BAA85196.1i (AP000570) EST D15357 (C0514 ) 



31998 



m 



corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991008 13. 0103. C7 



Seq. No. 32009 
Gene No. 66213 
Start 10700 

Name OJ991008_13 . 0103 . C7 . o5 . np 

Start 10700 
GI 5922620 
Exons 10700. . 10876, 12445.. 12470 

GI Descrip. (AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj |BAA85196.1| (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 



12470 
AAT/NAP 
12470 
155 





protein [Oryza sativa] 








Seq. No. 


32009 






Seq. ID 


OJ991008_13.0103.C7 


Gene No. 


66214 






Strand 


- 1 


Start 


12813 






End 


13280 


Name 


OJ991008 13 


.0103.C7.o4. 


gp 


Method 


AAT/GAP 


Start 


12813 






End 


13280 


GI 


none 






Score 


455 


Exons 


12813. .128 42, 1298 9. .13280 






beq. no. 


32009 






Seq. ID 


OJ991008_13.0103.C7 


Gene No. 


66215 






Strand 




Start 


14610 






End 


15651 


Name 


OJ991008 13. 


.0103.C7.o5. 


gp 


Method 


AAT/GAP 


Start 


14610 






End 


15651 


GI 


none 






Score 


1972 


Exons 


14610. .15651 








beq. no. 


32009 






Seq. ID 


OJ991008_13.0103.C7 


Gene No. 


66216 






Strand 




Start 


17754 






End 


19081 


Name 


OJ991008 13. 


,0103.C7.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


189 






End 


3654 


GI 


none 






Score 


134 


Exons 


189. .308, 193..327, 193 


.'.324, 


415. .477 


, 415. .483, 417. .494, 




447. .518, 852. .962, 885 


. .962, 


886. .963 


, 1112. .1201, 1113. .1196, 




1114. .1212, 


1114. .1203, 


1700. 


.1795, 1702. .1797, 1703. .1795, 




2027. .2182, 


2031. ..2174, 


2255. 


.2353, 2290. .234.6, 2292. .2354/ 




2292. -.2357, 


247 t 8 . .2666, 


2479. 


.2664, 2479. .2667, -3267. -.3392, ' 




3273. .3395, 


3275.'. 3397, 


3371. 


.3436, 3504.. 3653, 3598.; 3654 


Seq. No. 


32009 






Seq. ID 


OJ991008_13.0103.C7 


Gene No. 


66216 






Strand 




Start 


17754 






End 


19081 


Name .. 


OJ991008 13. 


0103.C7.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


2478 






End 


2667 


GI 


none 






Score 


212 


Exons 


2478. .2666, 


2479. .2667 








Seq. No. 


32009 






Seq. ID 


OJ991008_13.0103.C7 










Strand 




Start 


17754 






End 


19081 


Name 


OJ991008_13. 


0103.C7.o2. 


tc 


Method 


TBLASTX: Cress 



31999 



Start 


3273 




End 


3641 






GI 


none 




Score 


148 






Exons 


3273.-3395, 3275.. 3397, 3504.. 3641 








Seq. No. 


32009 




Seq. ID 


OJ991008 


_13.0103 


.C7 


Gene No. 


66216 




Strand 








Start 


17754 




End 


19081 






Name 


OJ991008 13. 0103. C7. 


o2. ts 


Method 


TBLASTX: 


Soybean 




Start 


3273 




End 


3650 




GI 


none 




Score 


137 






Exons 


3273.. 3395, 3275.. 3397, 3504.. 3650 








Seq. No. 


o o n n rt 
dZuu 9 




Seq. ID 


OJ991008 


_13.0103 


.C7 


Gene No. 


66216 




Strand 








Start 


17754 




End 


19081 






Name 


OJ991008 13. 0103. C7. 


o4 . gs 


Method 


GENSCAN 






Start 


17754 




End 


19081 






GI 


none 




Score 


.86 






Exons 


17754 .. 17761, 17915. 


. 18086, 


18513. .18559, 18970 


. .19081 




Seq. No. 


32009 




Seq. ID 


OJ991008 


_13.0103 


.C7 


Gene No. ■ 


66217 




Strand 








Start 


23224 




End 


27488 






Name 


OJ991008 13. 0103. C7. 


06 . tm 


Method 


TBLASTX: 


Maize 




Start 


23224 




End 


23605 






GI 


none 




Score 


178 






Exons 


23224 .. 23391 , 23244. 


.23390, 


23485. .23553, 23486 


. .23605, 






23489 . . 23599 












Seq. No. 


32009 




Seq. ID 


OJ991008 


13.0103 


,C7 


Gene No. 


66217 




Strand 








Start 


23224 




End 


27488 






Name 


OJ991008 13. 0103. C7. 


ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


23329 




End 


27488 




GI 


none 




Score 


67 






Exons 


23329. .23406, 23370. 


.23390, 


23485. .23553, 23486 


. .23647, 






23570. .23647, 23855. 


.23911, 


23865. .23915, 23991 


. . 24146, 






24367. .24417, 24368. 


.24793, 


24475. .24750, 24624 


. .24755, 






25003. .25194, 25089. 


.25385, 


25093. .25425, 25519 


. .25587, 






25819. .25941, 25824. 


.25940, 


26050. .26145, 26051 


. .26155, 






26264 . .26308, 26265. 


.26315, 


26829. .26969, 26830 


. .26970, 




* 


27046. .27141, 27051. 


.27140, 


27154 .:.27474, 27156 


. .27 4 88 




Seq. No. 


32009' 




Se'q. ID 


OJ991008 


j.3. 0103, 


■ C7 


Gene No. 


66217 




Strand 








Start 


23224 




End 


27488 






Name 


OJ991008 13. 0103. C7. 


ol . tc 


Method 


TBLASTX : ( 


Oress 




Start 


23498 




End 


27473 






GI 


none 




Score 


163 







Exons 23498..23647, 23540 .. 2364 7 , 23865 .. 23915, 24 006 .. 24 14 6, 

24383. .24742, 24 475 .. 2474 7 , 2508 9 .. 25160, 25093 .. 25188 , 

25179. .25415, 25180. .25425, 25264. .25425, 25518. .25586, 
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BEST AVAILABLE IMAGES 



Defective images within this document are accurate representations of the 
original documents submitted by the applicant. 

Defects in the images include but are not limited to the items checked: 



□ BLACK BORDERS 

□ IMAGE CUT OFF AT TOP, BOTTOM OR SIDES 

□ FADED TEXT OR DRAWING 

□ BLURED OR ILLEGIBLE TEXT OR DRAWING 

□ SKEWED/SLANTED IMAGES 

□ COLORED OR BLACK AND WHITE PHOTOGRAPHS 

□ GRAY SCALE DOCUMENTS 

el^INES OR MARKS ON ORIGINAL DOCUMENT 

fa REPERENCE(S) OR EXHIBIT(S) SUBMITTED ARE POOR QUALITY 

□ OTHER: 



IMAGES ARE BEST AVAILABLE COPY. 
As rescanning documents will not correct images 
problems checked, please do not report the 
problems to the IFW Image Problem Mailbox 



